
Seq. No. 


9470 










Seq. ID 


OJ991020 


05.0222.C31 


Gene No. 


20275 










Strand 


+ 




Start 


9943 










End 


10408 




Name 


OJ991020 05 


0222 


.C31 ,o2 


• gp 


Method 


AAT/GAP 




Start 


9943 










End 


10408 




GI 


none 










Score 


840 




Exons 


9943. 


10408 














Seq. No. 


9470 










Seq. ID 


OJ991020 


05.0222.C31 


Gene No. 


20276 










Strand 






Start 


1438 










End 


1692 




Name 


OJ991020 05 


0222 


.C31 . ol 


.gs 


Method 


GENSCAN 




Start 


1438 










End 


1692 




GI 


none 










Score 


. 93 




Exons 


1438. 


1692 














Seq. No. 


9470 










Seq. ID 


OJ991020 


__05.0222.C31 


Gene No. 


20277 










Strand 






Start 


2393 










End 


2965 




Name 


OJ991020 05 


0222 


C31.o2 


.gs 


Method 


GENSCAN 




Start 


2393 










End 


2965 




GI 


none 










Score 


. 99 




Exons 


2393. 


2965 














Sea No 


9470 










Seq. ID 


OJ991020 


05.0222.C31 


Gene No. 


20278 










Strand 






Start 


12674 










End 


13630 




Name 


OJ991020 05 


0222 


C31.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2663 










End 


2840 




GI 


none 










Score 


218 




Exons 


2663. 


2818, 


2665 


. 2817, 


2723. 


.2818, 2766. .2840, 


2767 . . 2820 


Sea No. 


9470 










Seq. ID 


OJ991020 


05.0222.C31 


Gene No. 


20278 










Strand 






Start 


12674 










End 


13630 




Name 


OJ991020 05 


0222 


.C31.o5 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6427 










End 


6774 




GI 


none 










Score 


162 




Exons 


6427. 


6681, 


6434 


. . 6640, 


6454 . 


.6681, 6 


717. .6773, 


6724 . . 6774 


Seq. No. 


9470 










Seq. ID 


OJ991020 


_05.0222.C31 


Gene No. 


20278 










Strand 






Start 


12674 










End 


13630 




Name 


OJ991020 05 


0222 


C31.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6775 










End 


8067 




GI 


none 










Score 


366 




Exons 


6775. 


7059, 


6776 


.7066, 


6782. 


.7063, 7042. .7152, 


7073. .7162, 




7164 . 


7277, 


7168 


.7464, 


7170. 


.7277, 7207. .7557, 


7211. .7654, 




7697. 


7816, 


7699 


.7758, 


7924 . 


.8067, 7928. .8065 





Seq. No. 9470 

Gene No. 20278 

Start 12674 

Name OJ991020_05 . 0222 . C31 . ol . tm 

Start 6776 

GI none 
Exons 



Seq. ID OJ991020_05.0222.C31 



Strand 
End 

Method 

End 

Score 



13630 

TBLASTX: Maize 

8092 

369 



6776. .7069, 6796. .7062, 6965. .7063, 7042. .7152, 7064. .7531, 



10001 



7067. .7162, 7074. .7472, 7210. .7611, 7211. .7567, 7646. .8092, 
7702. .7761, 7869. .7964, 7891. .8073, 7943. .8077 



Seq. No. 9470 

Gene No. 20278 

Start 12674 

Name OJ991020_05 . 0222 . C31 . ol . ts 

Start 6776 

GI none 
Exons 



Seq. ID OJ991020_05.0222.C31 
Strand 

End 13630 
Method TBLASTX : Soybean 
End 8059 
Score 352 

6776. .7069, 6796. .7068, 7042. .7152, 7073. .7162, 7207. .7587, 
7211. .7582, 7700. .7783, 7883. .8059, 7906. .8055 



Seq. No. 9470 

Gene No. 20278 

Start 12674 

Name OJ991020_05 . 0222 . C31 . o2 . tw 

Start 6781 

GI none 

Exons 6781.. 6975, 6785.. 6982 



Seq. ID OJ991020_05.0222.C31 
Strand 

End 13630 

Method TBLASTX : Wheat 

End 6982 

Score 203 



Seq. No. 9470 

Gene No. 20278 

Start 12674 

Name OJ991020_05 . 0222 . C31 . ol . tw 

Start 6986 

GI none 
Exons 



Seq. ID OJ991020_05.0222.C31 
Strand 

End 13630 

Method TBLASTX : Wheat 

End 7378 

Score 155 

6986. .7162, 7021. .7140, 7026. .7226, 7271. .7378, 7273. .7374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9470 

20278 

12674 

OJ991020_05 . 0222 . C31 . o2 . tm 

9838 

none 



Seq. ID OJ991020_05.0222.C31 
Strand 

End 13630 

Method TBLASTX : Mai ze 

End 10105 

Score 289 



9838. .9972, 9839. .10087, 9852. .10016, 9869. .10105 



Seq. No. 9470 

Gene No. 20278 

Start 12674 

Name OJ991020_05 . 0222 . C31 . o3 . tm 

Start 10742 

GI none 
Exons 



Seq. ID OJ991020_05. 0222.C31 
Strand 

End 13630 

Method TBLASTX : Maize 

End 11051 

Score 100 



10742. .10915, 1074 9. .10919, 10755. .10829, 10816 .. 10920, 
10926. . 1104 8, 10926. . 11051 



Seq. No. 9470 

Gene No. 20278 

Start 12674 

Name OJ991020_05 . 0222 . C31 . o4 . gs 

Start 12674 

GI none 

Exons 12674 .. 13503, 13561.. 13630 



Seq. ID OJ991020_05.0222.C31 
Strand 

End 13630 

Method GENSCAN 

End 13630 

Score .82 



Seq. No. 9471 

Gene No. 20279 

Start 102 

Name OJ991020_05 . 0222 . C32 . ol . gs 



Seq. ID OJ991020_05.0222.C32 
Strand 

End 1378 

Method GENSCAN 



10002 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



102 
none 

102. .338, 1036. .1120 

9471 

20279 

102 

OJ991020_05. 0222 .C32.ol .tm 

987 

none 



End 
Score 



1120 
.7 



Seq. ID OJ991020_05.0222.C32 
Strand 

End 1378 

Method ' TBLASTX : Mai ze 

End 1378 

Score 209 



987. .1310, 991. .1335, 992. .1336, 1306. .1377, 1340. .1378 



9472 

20280 

71 

OJ991020_05.0222.C33.ol.gs 
71 

none 

71. .333, 417. .582 

9473 

20281 

343 

OJ991020_05.0222 .C34 .ol.gs 

343 

none 

343. . 631 



Seq. ID OJ991020_05.0222.C33 

Strand + 

End 582 

Method GENSCAN 

End 582 

Score .81 



Seq. ID OJ991020_05.0222.C34 
Strand 

End 631 

Method GENSCAN 

End 631 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ991020_05.0222.C35 
Strand 

659 

AAT/GAP 
659 
762 



9474 
20282 
205 

OJ991020_05 . 0222 . C35 . ol . gp 
205 

95437_1.R1084 
205. .659 

' 4 512226/dbj | ABO 14 738 . 1 | ABO 147 38 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 



End 

Method 

End 

Score 



9475 

20283 

3330 

OJ991020_05. 0222. C36. ol.gs 

3330 

none 



Seq. ID OJ991020_05.0222.C36 

Strand + 

End 7421 

Method GENSCAN 

End 7421 

Score .78 



3330. .3365, 4532. .5658, 6475. .6595, 7023. .7107, 7185. .7421 



9476 

20284 

435 

OJ991020_05. 0222. C37. ol.gs 

435 

none 

435. .506, 644 . .726 

9477 
20285 



Seq. ID OJ991020_05.0222.C37 

Strand + 

End 726 

Method GENSCAN 

End 726 

Score .76 



Seq. ID OJ991110_09.0222.C1 
Strand + 



10003 




Start 


6253 




End 


7761 


Name 


OJ991110 09. 


0222.Cl.o2.gs 


Method 


GENSCAN 


Start 


6253 




End 


7761 


GI 


none 




Score 


.78 


Exons 


6253. . 6406, 


6495. .6776, 7097 


..7361, 7623. .7761 


Seq. No. 


9477 




Seq. ID 


OJ991110_09.0222 


Gene No. 


20286 




Strand 




Start 


1 




End 


4000 


Name 


OJ991110 09. 


0222.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


567 


GI 


3482940 




Score 


274 


Exons 


1..301, 354. 


.567 






GI Descrip. 


(AC005315) putative ligand-gated ion channel protein 




[Arabidopsis 


thaliana] 






Seq. No. 


9477 




Seq. ID 


OJ991110_09.0222 


Gene No. 


20286 




Strand 


- 


Start 


1 




End 


4000 


Name 


OJ991110 09. 


0222.Cl.ol.gs 


Method 


GENSCAN 


Start 


164 




End 


4000 


GI 


none 




Score 


.74 


Exons 


164. .289, 372. .625, 3081. .3157, 3939.. 


4000 


Seq. No. 


9477 




Seq. ID 


OJ991110_09.0222 


Gene No. 


20287 




Strand 


— 


Start 


5949 




End 


6403 


Name 


OJ991110 09. 


0222.Cl.ol.gp 


Method 


AAT/GAP 


Start 


5949 




End 


6403 


GI 


none 




Score 


877 


Exons 


5949. .6403 








Seq. No. 


9477 




Seq. ID 


OJ991110_09.0222 




20288 




Strand 


— 


Start 


7106 




End 


17516 


Name 


OJ991110 09. 


0222.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


12518 


GI 


none 




Score 


77 


Exons 


2. .154, 177. 


.290, 185. .283, 


10128 . . 102 


26, 10767. .10946, 




10980. .11078 


, 12390.. 12518 






Seq. No. 


9477 




Seq. ID 


OJ991110J)9.0222 


Gene No. 


20288 




Strand 




Start 


7106 




End 


17516 


Name 


OJ991110 09. 


0222.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


11087 


GI 


none 




Score 


74 - 


Exons 


2. .154, 200. 


.283, 10767. .10946, 10974. 


. 11087 


Seq. No. 


9477 




Seq. ID 


OJ991110_09.0222 


Gene No. 


20288 




Strand 




Start 


7106 




End 


17516 


Name 


OJ991110 09. 


0222.Cl.o2.np 


Method 


AAT/NAP 


Start 


7106 




End 


17516 


GI 


3482940 




Score 


613 


Exons 


7106. .7130, 


9402.. 9647, 9837 


..10249, 1 


0766.. 11102, 1230 



17486. .17516 



10004 




GI Descrip. (AC005315) putative ligand-gated ion channel protein 





[Arabidopsis thaliana] 








Seq . No . 


9477 


Seq. ID 


OJ991110_09.0222 


. CI 


Gene No. 


20288 


Strand 






Start 


7106 


End 


17516 




Name 


OJ991110 09.0222.Cl.o3.gs 


Method 


GENSCAN 




Start 


9114 


End 


15652 




GI 


none 


Score 


.8 




Exons 


9114. .9647, 9837. .10249, 10766. . 11078, 


12309. .12880, 






12916. . 12979, 15016 .. 15176, 15376. .15652 




Seq. No. 


9477 


Seq. ID 


OJ991110 09.0222 


.CI 


Gene No. 


20288 


Strand 






Start 


7106 


End 


17516 




Name 


OJ991110 09. 0222.Cl.ol.tm 


Method 


TBLASTX : Maize 




Start 


9906 


End 


10238 




GI 


none 


Score 


77 




Exons 


9906. .10049, 9925. .10035, 10044. .10238 






Seq. No. 


9478 


Seq. ID 


OJ991110_09.0222 


.C2 


Gene No. 


20289 


Strand 






Start 


791 


End 


1006 




Name 


OJ991110 09.0222.C2.ol.gs 


Method 


GENSCAN 




Start 


791 


End 


1006 




GI 


none 


Score 


.59 




Exons 


791. . 1006 








Seq. No. 


9479 


Seq. ID 


OJ991110_09. 0222 


.C6 


Gene No. 


20290 


Strand 


+ 




Start 


428 


End 


1226 




Name 


OJ991110 09.0222.C6.ol.gs 


Method 


GENSCAN 




Start 


428 


End 


1226 




GI 


none 


Score 


.8 




Exons 


428. .653, 682. .850, 915. .990, 


1092. .1226 




Seq. No. 


9479 


Seq. ID 


OJ991110_09.0222 


.C6 


Gene No. 


20291 


Strand 






Start 


985 


End 


1732 




Name 


OJ991110 09.0222.C6.ol.np 


Method 


AAT/NAP 




Start 


985 


End 


1732 




GI 


5777617 


Score 


85 




Exons 


985. . 1086, 1519. . 1732 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa ] 




Seq. No. 


9479 


Seq. ID 


OJ991110_09.0222 


C6 


Gene No. 


20292 


Strand 






Start 


2652 


End 


3839 




Name 


OJ991110 09.0222.C6.o2.gs 


Method 


GENSCAN 




Start 


2652 


End 


3755 




GI 


none 


Score 


.97 




Exons 


2652. .3755 








Seq. No. 


9479 


Seq. ID 


OJ991110_09.0222 


C6 


Gene No. 


20292 


Strand 






Start 


2652 


End 


3839 




Name 


OJ991110 09.0222.C6.ol.tm 


Method 


TBLASTX: Maize 





10005 



Start 
GI 

Exons 



2977 End 3245 

none Score 158 

2977. .3222, 2985. .3179, 3201. .3245 



Seq. No. 9479 Seq. ID OJ991110_09 . 0222 . C6 

Gene No. 20292 Strand 

Start 2652 End 3839 

Name OJ991110_09 . 0222 . C6 . ol . gp Method AAT/GAP 

Start 3591 End 3839 

GI LIB3432-009-P1-K1-H11 Score 391 

Exons 3591.. 3839 

GI Descrip. ' 2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 





(AF108660) 


CYT1 protein [Arabidopsis 


thaliana] ' 




Seq. No. 


9480 


Seq. ID 


OJ991110_ 


09.0222 .C7 


Gene No. 


20293 


Strand 


+ 




Start 


5542 


End 


6841 




Name 


OJ991110 09 


. 0222 . C7 . o3 . gs Method 


GENSCAN 




Start 


5542 


End 


6831 




GI 


none 


Score 


.71 




Exons 


5542. .5592, 


5646. .5840, 5907. .6242, 6732. .6831 




Seq. No. 


9480 


Seq. ID 


OJ991110_ 


09.0222. C7 


Gene No. 


20293 


Strand 


+ 




Start 


5542 


End 


6841 




Name 


OJ991110 09 


. 0222 . C7 . o2 . np Method 


AAT/NAP 




Start 


5560 


End 


6841 




GI 


3522946 


Score 


394 




Exons 


5560. .6229, 


6796. . 6841 






GI Descrip. 


(AC004411) 


putative cytochrome P450 [Arabidopsis 


thaliana] 


Seq. No. 


9480 


Seq. ID 


OJ991110_ 


09. 0222. C7 


Gene No. 


20294 


Strand 






Start 


34 


End 


5051 




Name 


OJ991110 09 


.0222 .C7 .ol .gs Method 


GENSCAN 




Start 


34 


End 


3115 




GI 


none 


Score 


. 69 




Exons 


34. .166, 586. .705, 1011. .1123, 1775.. 


2090, 2172. 


.2345, 




2721. .3115 








Seq. No. 


9480 


Seq. ID 


OJ991110_ 


09. 0222. C7 


Gene No. 


20294 


Strand 






Start 


34 


End 


5051 




Name 


OJ991110 09 


. 0222 . C7 . ol . np Method 


AAT/NAP 




Start 


2671 


End 


5051 




GI 


4539658 


Score 


201 




Exons 


2671. .2797, 


3068. .3161, 3202. .3284, 5014. .5051 




GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 









Seq. No. 9480 Seq. ID 

Gene No. 20294 Strand 

Start 34 End 

Name OJ991 110_09 . 0222 . C7 . ol . tm Method 

Start 4051 End 



OJ991110_09.0222.C7 
5051 

TBLASTX: Maize 
4523 



10006 




GI 


none 








Score 


132 




Exons 


4 051. . 4188, 


A A C O 

4058 . 


A 1 O d 


A A C O 

4 059. 


.4193, 4059.. 4187, 


A 1 QO A O^O 
4lOZ . . 4 Z Z>Z , 




jinn zoo/'* 

4189. .4236, 


/-ion 

4189. 


A A A O 

. 4242, 


4 33 /. 


.4456, 4346. .4405, 


4 O OZ . . 4 4 IZ t 




4 4 76. . 4oz j, 


/I A "7 "7 
4 4//. 


. 4 D 1 0 










Seq. No. 


9480 








Seq. ID 


OJ991110 


_09.0222.C7 


Gene No. 


20295 








Strand 






Start 


C 1 <2 A 

5 / 63 








End 


6230 




Name 


a Tri ai 1 1 a A A 

OJ991110 09. 


A O O O 

0222 . 


C / . Ol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


57 63 








End 


6230 




GI 


none 








Score 


141 




Exons 


5 / 63 . .59/o, 


0 y / d . 


£ fi "7 C 

. bU / b , 


3 y / y . 


.6086, 6159. .6230, 




Seq. No. 


94 80 








Seq. ID 


OJ991110 


A A r\ooo C~I 

u y . vzzz . 0 / 


Gene No. 


20295 








Strand 






Start 


5763 








End 


6230 




Name 


c\ tqqi 1 1 n no 

cjj y y 1 1 1 u uy . 


\)ZZZ . 


L. / . OZ . 


tm 


Method 


TBLASTX : 


rla. lZc 


Start 


5/66 








End 


6224 




GI 


none 








Score 


71 




Exons 


57 66. .584 0, 


c 0 0 0 
5828 . 


. b0 / b, 


582 y . 


.6086, 6039.. 6077, 


CI C Q COO A 

bioy . . OZZ 4 , 




bl 64 . . bZl 4 














Seq. No. 


9480 








Seq. ID 


OJ991110 


_09.0222.C7 


Gene No. 


20295 








Strand 






Start 


57 63 








End 


6230 




Name 


^\tAA"I"11A A A 

OJ991110 09. 


A A O A 

0222 . 


C7 . ol . 


tw 


Method 


TBLASTX: 


wneat: 


Start 


5966 








End 


6215 




GI 


none 








Score 


147 




Exons 


f~ C\ S~ S~ /"AT/" 

5966 . . 607 6, 


5967 . 


/'AO/" 

. b08 b, 


TATA 

6039 . 


.6113, 6161. . 6214, 


bl oZ . . K)Z 1 D 


Seq. No. 


9481 








Seq. ID 


OJ991110 


_09.0222.C8 


Gene No. 


20296 








Strand 


+ 




Start 


0 5 








End 


1713 




Name 


/-\ T A A 1 T 1 A A A 

OJ991110 09. 


A O A A 

0222 . 


C8 .Ol. 


gs 


Method 


GENSCAN 




Start 


85 








End 


1713 




GI 


none 








Score 


.62 




Exons 


O C AAA T T 1 

85 . .290, 331 


Add 


, 1532 


. .1/13 








Seq. No. 


A A O A 

94 82 








Seq. ID 


OJ991110 


A A C\0 0 0 PQ 

uy . \jzzz . uy 


bene no. 


z uz y / 








Strand 


+ 




Start 


6547 








End 


12193 




Name 


OJ991110 09. 


0222. 


C9.ol. 


np 


Method 


AAT/NAP 




Start 


6547 








End 


12193 




GI 


6498441 








Score 


6811 




Exons 


6547. .7610, 


7941. 


.8404, 


8468. 


.8841, 9025. . 9159, 


9334 . . 9595, 




9788. .10249, 


10421. . 118 


18, 11912.. 12193 





GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 


9482 






Seq. ID 


OJ991110_09.0222 


Gene No. 


20298 






Strand 




Start 


12813 






End 


16119 


Name 


OJ991110 09 


0222 


C9. o4 . tm 


Method 


TBLASTX: Maize 


Start 


6700 






End 


6985 


GI 


none 






Score 


193 


Exons 


6700. . 6984, 


6737 


.6985 







10007 



Seq. No. 


9482 








Seq. ID 


OJ991110_09.0222 


Gene No . 


20298 








Strand 




0 4- -i v" 4- 

btart 


12813 










1 C 1 1 o 

l bi i y 


Name 


OJ991110 09 


A O O O 

. uzzz 


. by . oo . tw 


Method 


TBLASTX : wheat 


otan 


6749 








Lna 


/Uo / 


C T 
bl 


none 








Score 


lib 


Exons 


6749. 


.6847, 


cn c c 
b / Do 


CO A C CO 1 A 

. . bo h b , bo 1 4 


C Cxi C CO 

. . by / o , bo 


on h r\o n 
oU . . / (Jo / 


Seq. No. 


9482 








Seq. ID 


OJ991110_09.0222 


Gene No. 


20298 








Strand 




O 4- — , -v-4- 


12813 








End 


i bi i y 


Name 


OJ991110 09 


.0222 


.C9.o5. tw 


Method 


TBLASTX : Wheat 


O 4 l v- 4- 

otart 


7095 








End 






none 








Score 


O O A 

Z J 4 


Exons 


7095. 


.7148, 


10094. .10345, 10121. .10345 


, iuioo. . iujj y , 




10406 


..10555, 10415. .10552, 


1L/4 1 / . . 1UD 


04 


Seq. No. 


9482 








Seq. ID 


OJ991110_09.0222 


bene lno . 


20298 








Strand 




C 4 i v- 4- 

otart 


12813 








Lna 


ibii y 


Name 


OJ991 


110_09 


.0222 


C9.o3. tw 


Mernoa 


mnT 7\ PTV . r«7 1_ _ _ 4_ 

TBLASTX : wheat 


otart 


7825 








Lna 


lo9o / 


bl 


none 








Score 


A 1 A 

414 


Exons 


7825. 


.7998, 


7826 


.8308, 8020 


. . oZo U , 10 


883 . . 15987 


Seq. No. 


9482 








Seq. ID 


OJ991110_09.0222 


Gene No . 


20298 








Strand 




Start 


12813 








Lna 


16119 


Name 


OJ991110 09 


0222. 


C9.ol. tw 


Method 


TBLASTX : Wheat 


O 4 , v- 4- 

otart 


8475 








Lna 


o o o o 


C T 

bl 


none 








Score 


o n o 

zUz 


Exons 


8475. 


.8918, 


8476. 


.8937, 8477 


. . o roo 




Seq. No. 


9482 








OcCj . ± u 


OJ991110_09.0222 


Gene No . 


20298 








Strand 




C 4 , -v~ 4- 

otart 


12813 








End 


i bi i y 


Name 


OJ991110 09, 


0222. 


C9.o3. ts 


Method 


1 BLAb IX : boyoean 


O 4- -> y-4- 


8516 








End 


QQQ1 

O OO 1 


H T 
bl 


none 








Score 


1 1 T 

11/ 


Exons 


8516. 


.8740, 


8747. 


.8881 






Seq. No. 


9482 








Seq. ID 


OJ991110_09.0222 


Gene No . 


20298 








Strand 




otart 


12813 








End 


1 bl 1 9 


Name 


OJ991110 09. 


0222. 


C9.ol. tm 


Method 


TBLASTX : Maize 


btart 


8606 








End 


O A/TO 

o y bz 


bl 


none 








Score 


oyz 


Exons 


8606. 


8962, 


8641. 


.8952, 8657 


. .8962 




Seq. No. 


9482 








Seq. ID 


OJ991110_09.0222 


Gene No. 


20298 








Strand 




Start 


12813 








End 


16119 


Name 


OJ991110 09. 


0222. 


C9.o3. tm 


Method 


TBLASTX: Maize 


Start 


8989 








End 


9373 


GI 


none 








Score 


360 


Exons 


8989. . 


9354, 


8990. 


.9373 







10008 






Seq. No. 


9482 


Seq. ID 


OJ991110_09.0222 


.C9 




Gene No . 


a a a a o 

20298 


Strand 








Start 


12813 


End 


16119 






Name 


OJ991110 09 . 0222 . C9 . o2 . tw 


Method 


TBLASTX : Wheat 






Start 


904 6 


End 


94 71 






GI 


none 


Score 


4 87 






Exons 


9046. .9471, 9047. .9466 










Seq. No. 


9482 


Seq. ID 


OJ991110_09.0222 


.C9 




Gene No . 


a a a a o 

202 98 


Strand 








Start 


12813 


End 


16119 






Name 


A Tnfil 1 T A A A A A A A A" A „ 1 j_ _ 

OJ991110 09 . 0222 . C9 . ol . ts 


Method 


TBLASTX : Soybean 






Start 


n i a c 

9125 


End 


94 96 






GI 


none 


Score 


279 






Exons 


fllOC A /I A A 1 j1 A a a o c 

912b. .9496, 9142. .9285 










Seq. No. 


9482 


Seq. ID 


OJ991110_09.0222 


.C9 




Gene No. 


20298 


Strand 








Start 


1 A A 1 

128 13 


End 


16119 






Name 


/^TAAIIIA A A A A A A /-> A _ A i 

OJ991110 09 . 0222 . C9 . o2 . ts 


Method 


TBLASTX: Soybean 






Start 


10244 


End 


10810 






GI 


5666795 


Score 


68 




I i 
'is? 


Exons 


10244 . . 10342, 104 18 . . 10555 , 


10610. .10810 




! :=? 


GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] . 




u\ 


Seq. No. 


9482 


Seq. ID 


OJ991110_09.0222 


C9 




Gene No. 


A A A A A 

202 98 


Strand 






'•t zr 


Start 


12813 


End 


16119 




Uf 


Name 


OJ991110_09 . 0222 . C9.o8 . tw 


Method 


TBLASTX: Wheat 






Start 


10558 


End 


10870 




's =f 


GI 


none 


Score 


192 




fy 

:! 


Exons 


10558 .. 10734 , 10610.. 10870 








:==<t 


Seq. No. 


9482 


Seq. ID 


OJ991110_09.0222. 


C9 


; 


Gene No. 


A A O A O 

20298 


Strand 






i : 
:: 


Start 


12813 


End 


16119 






Name 


/""\ T A A 1 1 1 A A A A A A A OA — . A .u. 

OJ991110 09 . 0222 . C9 . o2 . tm 


Method 


TBLASTX: Maize 






Start 


1 i n *d 
11063 


End 


11386 




lI\ 


bl 


none 


Score 


362 






Exons 


1 1063 . . 1 138 o, 11092.. 11373 










Seq. No. 


9482 


Seq. ID 


OJ991110_09.0222. 


C9 




Gene No. 


A A O O O 

2U298 


Strand 








Start 


12813 


End 


16119 






Name 


OJ991110 09 . 0222 . C9 . o4 . tw 


Method 


TBLASTX: Wheat 






Start 


11200 


End 


11581 






bl 


none 


Score 


375 






Exons 


1 1 A A A "I1AC/" 1 1 A A 1 1 1 C A 1 

1 1200 .. 11256, 11201 .. 1158 1 , 


11302. .11550 






Seq. No. 


9482 


Seq. ID 


OJ991110_09.0222. 


C9 




Gene No. 


20298 


Strand 








Start 


12813 


End 


16119 






Name 


OJ991110 09.0222.C9.o7.tw 


Method 


TBLASTX: Wheat 






Start 


11582 


End 


12184 






GI 


none 


Score 


265 






Exons 


11582. .11866, 11587. .11865, 


12058. .12180, 12059. .12184 





10009 




Seq. No. 


9482 


Seq. ID 


OJ991110__09 


.0222 


.C9 


bene ino . 


0 ft 0 QQ 

z uz y o 


Strand 








b t ar t 


1 OQT5 
1Z O 1 3 


End 


16119 






Name 


n tqqi 1 1 n hq no oo c q «c -t-m 

ujyyiiiu u y . u_.^_, . cy . oo . tm 


Method 


TBLASTX: Maize 




b t art 


1 Z Uj J 


XT' ~ _J 

hnd 


12234 






C T 


none 


Score 


LjZ 






Exons 


IZUOJ. . 1-£^^U, IzUDo . . l_:zo4 










Seq. No. 


9482 


Seq. ID 


ATQQ1 1 1 fl PlQ 

uj y y 1 1 iu uy 


n o o o 
. vzzz 


,C9 


uene no . 




bt rand 








Of vf 

btart 




End 


i a i i q 
1 bl i y 






Name 


ujyyiiiu u y . vzzz . cy . oz . gs 


Method 


bhjNbUAN 






otarr 




bna 


16119 






C T 


none 


Score 


.85 






Exons 


1 _, o 1 J . . 14 jod, 14D1 / . . 14 / Do, 


14 ooo . .161 


i y 






Seq. No. 


9482 


Seq. ID 


ojyyiliu Uy 


A O O O 

. vzzz 


C9 


Gene No. 


20298 


Strand 








C -j- -> V+- 


12813 


End 


lolly 






Name 


OJ991110 09.0222.C9.o2.np 


Method 


AAT/NAP 






CM . t_ 4_ 

btart 


12816 


End 


16119 






bl 


5803259 


Score 


4380 






Exons 


12816. .14480, 14526. .14758, 


14858. .161 


i y 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9483 


Seq. ID 


OJyyiiio 09 


0222 . 


CI 


Gene No . 


20299 


Strand 


+ 






Start 


274 


End 


4 4 8 






Name 


OJ991110 09.0222.C10.ol.gs 


Method 








bt art 


274 


End 


A A Q 

H ft O 






C 1 T 

bl 


none 


Score 


. 42 






Exons 


274 . .448 












9483 


Seq. ID 


OJ991110_09 


0222. 


111 


Gene No . 


20300 


Strand 








Start 


1 


End 


481 






Name 


OJ991110 09.0222.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


481 






GI 


5922623 


Score 


112 






Exons 


1..43, 401. .481 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gil 6016856 |dbj IBAA85199.1 | 


(AP000570) 


hypothetical 


protein 



[Oryza sativa] 



Seq. No. 


9484 










Seq. ID 


OJ991110_ 


_09.0222.C12 


Gene No. 


20301 










Strand 


+ 




Start 


1302 










End 


5581 




Name 


OJ991110 09 


0222 


C12.ol 


.gs 


Method 


GENSCAN 




Start 


1302 










End 


5393 




GI 


none 










Score 


.59 




Exons 


1302. 


1423, 


1507 


.1647, 


2275. 


.2381, 26 


72. .2844, 


4269. .5110, 




5214 . 


5393 














Seq. No. 


9484 










Seq. ID 


OJ991110_ 


_09.0222.C12 


Gene No. 


20301 










Strand 


+ 




Start 


1302 










End 


5581 





10010 




Name 


OJ991110_09.0222.C12.ol.np 


Method 


AAT/NAP 






otart 


4 o y O 


End 


5581 






GI 




Score 


260 






Exons 


/ o n o ciin cio/ ccoi 

4yyy..oiiu, 51o4..5d81 










GI Descrip. 


(ACUUoJlb) putative ligand- 


gated ion 


channel protein 






[Arabidopsis thaliana] 










Seq. No. 


9484 


Seq. ID 


OJ991110 


_09 . 0222 


.C12 


Gene No. 


20301 


Strand 


+ 






b tart 


1302 


End 


5581 






Name 


OJ991110 09.0222.C12.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


5199 


End 


5542 






bi 


none 


Score 


112 






Exons 


5199. .5327, 5222. .5326, 5334. .5528, 5348. .5542 






Seq. No. 


9484 


Seq. ID 


OJ991110 


__09 . 0222 


.C12 


Gene No. 


20301 


Strand 


+ 






otart 


1302 


End 


5581 






Name 


OJ991110 09.0222.C12.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5220 


End 


5540 






bl 


none 


Score 


61 






Exons 


5220. .5312, 5222. .5308, 5349. .5540, 5349. .5537 






Seq. No. 


9485 


Seq. ID 


OJ991110 


__09.0222 


.C13 


Gene No . 


20302 


Strand 


+ 






Start 


1 


End 


751 






Name 


OJ991110 09.0222.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


751 






GI 


5823573 


Score 


69 






Exons 


1..21, 663. .751 










bl uescrip. 


(AL04 9730) origin recognition complex 


subunit 1 


-like protei 




[Arabidopsis thaliana] 










Seq. No. 


9486 


Seq. ID 


OJ991110 


_09.0222 


.C14 


Gene No. 


20303 


Strand 


+ 






Start 


7318 


End 


7551 






Name 


OJ991110 09.0222.C14.o2.gp 


Method 


AAT/GAP 






Start 


7318 


End 


7551 






bi 


uC-osflcypl36d05al 


Score 


311 






Exons 


7318. .7406, 7440. .7551 










GI Descrip. 


, 397615/emb|Z25811|OSSALT 4 


.Oe-19 O.sativa salT 


gene 1 




beq. No. 


9486 


Seq. ID 


OJ991110 


_09.0222 


.C14 


Gene No. 


20304 


Strand 


+ 






Start 


12025 


End 


15941 






Name 


OJ991110 09.0222.C14.o3.gs 


Method 


GENSCAN 






Cf 


12025 


End 


15939 






bi 


none 


Score 


.74 






Exons 


12025. . 1234 4, 12773. . 134 65, 


13938. .13974, 14166 


. .14318, 






14 427. .14 570, 14 666. . 14 807, 


14840. . 14994, 15095 


. .15217, 






15393. . 154 74, 157 61. .15939 










Seq. No. 


9486 


Seq. ID 


OJ991110_ 


_09.0222 


C14 


Gene No. 


20304 


Strand 


+ 






Start 


12025 


End 


15941 






Name 


OJ991110 09.0222.C14.o4.np 


Method 


AAT/NAP 






Start 


12729 


End 


15941 







10011 



GI 

Exons 



GI Descrip. 



6729350 Score 3028 

12729. .134 65, 13938. .14 073, 14 166 .. 14 318 , 14 427 .. 14 570 , 
14 666. .14 817, 14 895 . . 14 994 , 15095 . . 152 17 , 15317. .15474, 
15627. .15684, 157 61. .15941 

(AB037135) origin recognition complex 1 [Oryza sativa] 



OJ991110 09.0222.C14 



Seq. No. 9486 Seq. ID 

Gene No. 20305 . Strand 

Start 1 End 11283 

Name OJ991110_09 . 0222 . C14 . ol . np Method AAT/NAP 

Start 1 End 2168 

GI 6453870 Score 688 

Exons 1..316, 404. .508, 757. .1016, 1792. .2168 
GI Descrip. (AC011717) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 9486 Seq. ID 

Gene No. 20305 Strand 

Start 1 End 

Name OJ991110_09 . 0222 . C14 . o5 . tm Method 

Start 145 End 

GI none Score 
Exons 



OJ991110_09.0222.C14 
11283 

TBLASTX: Maize 

494 

146 



145. .285, 151. .285, 155. .292, 161. .292, 162. .293, 289. .327, 
296. .331, 299. .325, 405. .494, 416. .493 



Seq. No. 9486 Seq. ID 

Gene No. 20305 ' Strand 

Start 1 End 

Name OJ991110_09 . 0222 . CI 4 . ol . gs Method 

Start 413 End 

GI none Score 

Exons 413. .529, 757. .973, 1173. .1258 



OJ991110_09.0222 .CI 4 

11283 
GENSCAN 
1258 
.92 



Seq. No. 9486 Seq. ID 

Gene No. 20305 Strand 

Start 1 End 

Name OJ991110 J)9 . 0222 . C14 . ol . gp Method 

Start 415 End 

GI 2124 7_1.R1084 Score 

Exons 415. .508, 757. . 1016, 17 92. .2133 
GI Descrip. 



OJ991110_09.0222.C14 

11283 
AAT/GAP 
2133 
1336 



'4263714/gb|AAD15400| 1.0e-17 (AC006223) putative integral 
membrane protein [Arabidopsis thaliana] 1 



Seq. No. 9486 Seq. ID 

Gene No. 20305 Strand 

Start 1 End 

Name OJ991110_09 . 0222 . CI 4 . o2 . gs Method 

Start 1751 End 

GI none Score 
Exons 



OJ991110_09.0222.C14 

11283 
GENSCAN 
11283 
. 68 



1751. .2355, 3743.-3929, 4167. .4439, 5068. .5123, 6226. .6324, 
7029. .7217, 7727. .8337, 10082 .. 10921, 11057. .11283 



Seq. No. 9486 Seq. ID 

Gene No. 20305 Strand 

Start 1 End 

Name OJ991110_09 . 0222 .CI 4 . o4 . tc Method 

Start 1871 End 

GI none Score 



OJ991110_09.0222.C14 
11283 

TBLASTX: Cress 

2069 

115 



10012 



Exons 



1871. .2068, 1872. .2069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9486 Seq. ID 

20305 Strand 

1 End 

OJ991110_09. 0222 .CI 4 . o2 . np Method 

2270 End 

4581143 , Score 



OJ991110_09.0222 .C14 

11283 
AAT/NAP 
4895 
147 



2270. .2291, 4222. .4538, 4819. .4895 

(AC006919) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991110 09.0222.C14 



9486 
20305 
1 

OJ991110_09.0222.C14 .o3.gp 
7508 

LIB34 32-053-P1-K1-B7 
7508-. .7887 

•4521249/dbj IBAA76297.il 3.0e-ll (AB013912) DNAhelicase [Mus 
musculus] ' 



11283 
AAT/GAP 
7887 
701 



9486 Seq. ID 

20305 Strand 

1 End 

OJ991110_09.0222 .C14 .ol. ts Method 

7 632 End 

none Score 



OJ991110_09.0222.C14 
11283 

TBLASTX: Soybean 

10282 

266 



7632. .8132, 7705. .8136, 7706. .8083, 7734. .8123, 8067. .8396, 
8128. .834 0, 10068. .10172, 10081. .1018 5, 10085. .1018 6, 
10091. .10201, 10138. .10281, 10151. .10282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



9486 

20305 

1 

OJ991110JD9. 0222 .C14 .o3.np 

7686 

6723428 



Seq. ID OJ991110_09.0222.C14 
Strand 

End 11283 

Method AAT/NAP 

End 10869 

Score 1685 



7 68 6. .8337, 10082. .10368, 104 02. .108 69 

(AL132965) RuvB DNA helicase-like protein [Arabidopsis thaliana] 



9486 Seq. ID 

20305 Strand 

1 End 
OJ991110_09 . 0222 .C14 . o2 . tm Method 

7708 End 

none Score 

7708. .8325, 7719. .8330, 8273. .8329 



OJ991110_09.0222.C14 
11283 

TBLASTX : Maize 

8330 

793 



9486 

20305 

1 

OJ991110_09.0222.C14 . o3 . tc 

7732 

none 

7732. .7 920, 7734. .7 952, 7734. 
9486 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_09.0222.C14 
11283 

TBLASTX: Cress 
7953 
119 

,7952, 7735. .7953 
Seq. ID OJ991110 09.0222.C14 



10013 



Gene No . 

Start 

Name 

Start 

GI 

Exons 



20305 Strand 

1 End 

OJ991110_09. 0222 .CI 4 .o5 . tc Method 

7962 End 

none Score 
7962. .8189, 8020. .8190 



11283 

TBLASTX: Cress 

8190 

94 



Seq. No. 9486 

Gene No. 20305 

Start 1 

Name OJ991 110_09 . 0222 . C14 . o4 . tm 

Start 10077 

GI none 

Exons 10077 . . 10253, 
10298. .10375, 



10081. .10371, 
10318. .10371 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_09.0222.C14 
11283 

TBLASTX: Maize 

10375 

212 



10084 . . 102 69, 1008 5. . 10366, 



Seq. No. 9486 Seq. ID 

Gene No. 20305 Strand 

Start 1 End 

Name OJ991110_09 . 0222 . C14 . o2 . tc Method 

Start 10153 End 

GI none Score 

Exons 10153. . 10371, 10154.. 10366 



OJ991110_09.0222.C14 
11283 

TBLASTX: Cress 

10371 

201 



Seq. No. 9486 Seq. ID 

Gene No. 20305 Strand 

Start 1 End 

Name OJ991110_09 . 0222 . C14 . o2 . ts Method 

Start 10484 End 

GI none Score 
Exons 



OJ991110_09.0222.C14 
11283 

TBLASTX: Soybean 

10854 

365 



104 84 . . 1084 9, 104 89. . 10854, 10696. . 10851 



Seq. No. 9486 Seq. ID 

Gene No. 20305 Strand 

Start 1 End 

Name OJ991110JD9 . 0222 . C14 . o3 . tm Method 

Start 10484 End 

GI none Score 
Exons 



OJ991110_09.0222.C14 
11283 

TBLASTX: Maize 

10875 

465 



10484 . .10849, 104 8 9 .. 10875, 10684. .10872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9486 Seq. ID 

20305 Strand 

1 End 

OJ991110_09. 0222.C14 .ol.tc Method 

10501 End 

none Score 
10501. .10854, 10508.. 10849 

9486 Seq. ID 

20305 Strand 

1 End 

OJ991110_09.0222.C14 . o4 . gp Method 

10629 End 

uC-osroM202005h07bl Score 
10629. . 10967 

*1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



OJ991110_09.0222.C14 
11283 

TBLASTX: Cress 
10854 
234 



OJ991110_09.0222.C14 

11283 
AAT/GAP 
10967 
513 



10014 




Seq. No. 


9486 




Seq. ID 


OJ991110 


_09. 0222 . 


.C14 


Gene No. 


20306 




Strand 








Start 


13217 




End 


15917 






Name 


OJ991110 09.0222.C14 


. ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


13217 




End 


15917 






GI 


none 




Score 


93 






FvAn q 

l—i ^i. W 1 I o 


13217 . . 13279, 13218 . 


.13277, 


13278. .13343, 13280 


. . 13465, 






13320. .13463, 13417. 


. 13473, 


13932. .14072, 13935 


. .14072, 






13936. . 14091, 14160 . 


. 14318, 


14163. .14327, 14407 


. . 14577, 






14424. .14483, 14425. 


. 14559, 


14646. .14834, 14646 


. . 14816, 






14650. . 14817, 14672. 


. 14824, 


14889. .15002, 14893 


. . 14994, 






15092. .15217, 15094. 


. 15219, 


15095. .15220, 15314 


. . 15430, 






15316. . 15426, 15409. 


. 15480, 


15626. .15688, 15627 


. . 15686, 






15759. . 15908, 15759. 


. 15917, 


15760. .15915 






Seq. No. 


9487 




Seq. ID 


OJ991110 


_09.0222, 


.C15 


Gene No. 


20307 




Strand 


+ 






Start 


262 




End 


363 






Name 


OJ991110 09.0222.C15 


. ol . gs 


Method 


GENSCAN 






Start 


262 




End 


363 






GI 


none 




Score 


. 63 






Exons 


262. .363 












Seq. No. 


9487 




Seq. ID 


OJ991110 


_09.0222. 


.C15 


Gene No. 


20308 




Strand 


+ 






Start 


638 




End 


1066 






Name 


OJ991110 09.0222.C15 


.ol.gp 


Method 


AAT /GAP 






Start 


638 




End 


1066 






GI 


none 




Score 


798 






Exons 


638. .1066 












Seq. No. 


9488 




Seq. ID 


OJ991110 


_09.0222, 


.C16 


Gene No. 


20309 




Strand 


+ 






Start 


18 




End 


3561 






Name 


OJ991110 09.0222.C16 


. ol . np 


Method 


AAT /NAP 






Start 


18 




End 


1928 






GI 


6630697 




Score 


225 






Exons 


18. .158, 27 5. .399, 18 67. .1928 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9488 




Seq. ID 


OJ991110 


JD9.0222 


.C16 


Gene No. 


20309 




Strand 


+ 






Start 


18 




End 


3561 






Name 


OJ991110 09.0222.C16 


. ol . gs 


Method 


GENSCAN 






Start 


212 




End 


3561 






GI 


none 




Score 


.52 






Exons 


212. .399, 619. .857, 


2074. .2170, 3539.. 


3561 






Seq. No. 


9488 




Seq. ID 


OJ991110 


_09.0222 


.C16 


Gene No. 


20310 




Strand 


+ 






Start 


3918 




End 


4372 






Name 


OJ991110 09.0222.C16 


.o2.gp 


Method 


AAT /GAP 






Start 


3918 




End 


4372 






GI 


1935 1.R1084 




Score 


898 






Exons 


3918. .4372 












GI Descrip. 


•4521193/dbj i AB0134 50 . 1 I AB0134 50 l.Oe- 


99 Oryza 


sativa DNA, 



10015 




similar sequence to Pib gene f 



Seq. No. 


9488 




Seq. ID 


OJ991110_ 


09.0222 


.C16 


Gene No. 


20311 




Strand 


+ 






Start 


12628 




End 


12720 






Name 


OJ991110 09.0222.C16 


o3 . np 


Method 


AAT/NAP 






Start 


12628 




End ■ 


12720 . 






GI 


5852084 




Score 


71 






Exons 


12628. .12720 












GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


9488 




Seq. ID 


OJ991110_ 


09.0222 


C16 


uciic iw . 


20312 




Strand 


+ 






Start 


15002 




End 


24480 






Name 


OJ991110 09.0222.C16 


o4 . gs 


Method 


GENSCAN 






Start 


15002 




End 


24480 






GI 


none 




Score 


.53 






Exons 


15002. . 15393, 15764. 


16063, 


16147. .16201, 16563. 


.16686, 






17965. . 18152, 18338. 


18589, 


21321. .21400, 22603. 


.22708, 






23005. .23068, 23113. 


23205, 


23904 . .23947, 24070. 


.24213, 






24313. .24480 












Seq. No. 


9488 




Seq. ID 


OJ991110_ 


09.0222 


.C16 


Gene No. 


20312 




Strand 


+ 






Start 


15002 




End 


24480 






Name 


OJ991110 09.0222.C16 


o4 . np 


Method 


AAT/NAP 






Start 


18917 




End 


19578 






GI 


3461850 




Score 


146 






Exons 


18917. .19175, 19302. 


19413, 


19515. .19578 







GI Descrip. (AC005315) putative ligand-gated ion channel protein 



[Arabidopsis thaliana] 



Seq. No. 


9488 


Seq. ID OJ991110_09.0222 


.C16 


Gene No. 


20312 


Strand + 




Start 


15002 


End 24480 




Name 


OJ991110 09.0222.C16.o5.np 


Method AAT/NAP 




Start 


22643 


End 24474 




GI 


3281867 


Score 1000 




Exons 


22643. .22708, 22823 .. 23068 , 


23598. .23708, 237 8 9 2394 7 , 






24070. .24213, 24313. .24474 






GI Descrip. 


(AL031004) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9488 


Seq. ID OJ991110_09.0222 


.C16 


Gene No. 


20313 


Strand 




Start 


2425 


End 11143 




Name 


OJ991110 09.0222.C16.o2.np 


Method AAT/NAP 




Start 


2425 


End 11131 




GI 


3482940 


Score 1058 




Exons 


2425. .2493, 4386. .4604, 5471 


..5865, 6385. .6717, 7400. .8395, 




8432. .8742, 10849. .11131 






GI Descrip. 


(AC005315) putative ligand-gated ion channel protein 






[Arabidopsis thaliana] 






Seq. No. 


9488 


Seq. ID OJ991110_09.0222 


.C16 


Gene No. 


20313 


Strand 




Start 


2425 


End 11143 




Name 


OJ991110 09.0222.C16.o2.gs 


Method GENSCAN 





10016 



Start 
GI 

Exons 



4161 End 11143 

none Score .82 

4161. .4604, 5471. .5865, 6385.-6694, 7406. .8742, 9288. .9350, 
10849. .11143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9488 

20314 

13074 

OJ991110J39. 0222.C16.o2.tc 

4455 

none 

4455. .4601, 5519. 
6386.-6688, 7445. 
8624 . .8713 



. 5587, 
.7609, 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ991110 09.0222.C16 



5666. 
7580. 



13490 

TBLASTX: Cress 
8713 
89 

5710, 5733.-5834, 5735.. 5863, 
7723, 8078. .8323, 8480.. 8581, 



Seq. No. 9488 Seq. ID 

Gene No. 20314 Strand 

Start 13074 End 

Name OJ991110_09 . 0222 . CI 6 . o3 . tm Method 

Start 5735 End 

GI none Score 

Exons 5735.-5863, 5748.-5864, 6386. .6706 

Seq. No. 9488 Seq. ID 

Gene No. 20314 Strand 

Start 13074 End 

Name OJ991110_09 . 0222 . CI 6 . o3 . gs Method 

Start 13074 End 

GI none Score 

Exons 13074. .13490 



OJ991110_09.0222.C16 
13490 

TBLASTX : Maize 

6706 

91 



OJ991110_09.0222.C16 

13490 
GENSCAN 
13490 
.79 



Seq. No. 9488 Seq. ID 

Gene No. 20315 Strand 

Start 22555 End 

Name OJ991110_09 . 0222 . CI 6 . o2 . tm Method 

Start 22555 End 

GI none Score 

Exons 22555.-22584, 22556.-2258 5, 22558 

22583.-22762, 22595 .. 22735 , 22811 
22821. .23021, 22822.. 23022 



OJ991110 09.0222.C16 



23022 

TBLASTX: Maize 
23022 
38 

22608, 22582. .22707, 
23020, 22816. .23022, 



OJ991110 09.0222.C16 



Seq. No. 9488 Seq. ID 

Gene No. 20316 Strand 

Start 23591 End 

Name OJ991110_09 . 0222 . C16 . o2 . ts Method 

Start 23591 End 

GI none Score 

Exons 23591. .23731, 23597 .. 23707 , 23598 .. 23714 , 23777 .. 23833 , 
23828. .23866 



23866 

TBLASTX: Soybean 

23866 

83 



Seq. No. 9488 

Gene No. 20317 

Start 23894 

Name OJ991110_09 . 0222 . C16 . ol . tc 

Start 23894 

GI none 
Exons 



Seq. ID OJ991110_09.0222.C16 



Strand 
End 

Method 

End 

Score 



24480 

TBLASTX: Cress 

24468 

55 



23894 . .23938, 24 04 9 .. 24213, 24 084 .. 24212 , 24096 .. 24224 , 



10017 



24312. .24464, 24313. .24468 



OJ991110 09.0222.C16 



Seq. No. 9488 Seq. ID 

Gene No. 20317 Strand 

Start 23894 End 

Name OJ991110JD9 . 0222 . C16 . ol . ts Method 

Start 23894 ' End 

GI none Score 

Exons 23894 . .23947, 24 058 .. 242 13, 24075 24212, 24312 .. 24371, 
24313. .24369 



24480 

TBLASTX: Soybean 

24371 

62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9488 
20317 
23894 

OJ991110JD9. 0222 .C16.ol.tm 
23909 
none 

23909. .23971, 24049. .24213, 
24075. .24224, 24 306 .. 244 61 , 

9489 

20318 

14284 

OJ991110_09.0222.C17.o4.gp 

14284 

2312838 

14284. .14360 

1420932/gb|U61383|ORU61383 7 
4-coumarate-CoA ligase gene, 

9489 

20319 

1 

OJ991110_09. 0222 .C17 .o3.np 
1 

4996894 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24067. .24207, 
24312. .24479, 



OJ991110 09.0222.C16 



24480 

TBLASTX : Maize 
24480 
60 

24072. .24212, 
24313. .24480 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_ 

+ 

14360 
AAT/GAP 
14360 
70 



09. 0222.C17 



. Oe-21 Oryza ruf ipogon 
intron 1, partial sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110 09.0222.C17 



15403 
AAT/NAP 
13130 
115 
3484, 9933. 



,10025, 



1..132, 2173. .2367, 2872. .2993, 3207. 
11717. .11879, 13061. .13130 

(AF065164 ) hyperpolarizat ion-activated, cyclic nucleotide-gated 
channel 2 [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9489 

20319 

1 

OJ991110_09. 0222 .C17 .ol.gs 

837 

none 



Seq. ID OJ991110_09.0222.C17 



Strand 
End 

Method 

End 

Score 



15403 
GENSCAN 
3305 
.87 



837. .948, 1198. .1463, 1602. .1814, 2173. .2671, 3247. .3305 



9489 Seq. ID 

20319 Strand 

1 End 

OJ991110_09.0222.C17.ol.np Method 

837 End 

4572671 Score 



OJ991110_09. 0222.C17 

15403 
AAT/NAP 
2640 
726 



837. .948, 1177. .1463, 1602. .1814, 2173. .2640 

(AC006954) putative cyclic nucleotide-regulated ion channel 



10018 



protein [Arabidopsis thaliana] 



beq. No. 


9489 








Seq. ID 


OJ991110_09.0222.C17 


Gene No. 


20319 








Strand 




Start 


1 








End 


15403 


Name 


OJ991110 09. 


,0222 


.C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


837 








End 


2541 


bl 


none 








Score 


75 


Exons 


837. .950, 838. .951, 1171 


..1218, 1179.. 


1256, 1194. .1298, 




1264. .1290, 


1392 


. . 1463, 


1 J j J . 


.1467, 1583. .1657, 1599. .1760, 




1599. .1829, 


2170 


. .2277, 


917 4 


.2278, 2287. .2406, 2294. .2407, 




2419. .2541, 


2428 


. .2538 








Seq. No. 


9489 








Seq. ID 


OJ991110_09.0222.C17 


bene no. 


20319 








Strand 




b tart 


1 








End 


15403 


Name 


OJ991110 09, 


,0222 


.C17.o2. 


tm 


Method 


TBLASTX: Maize 


b tar l 


837 








End 


1464 


C T 
bl 


none 








Score 


102 


Exons 


837. .950, 837. .950, 841. 


. y o i , 


844. .963, 1170. .1298, 1179. .1280 




1335. .1391, 


1392 


. .1463, 


i jy y . 


. 1464 




beq. no. 


9489 








Seq. ID 


OJ991110_09.0222.C17 


Gene No . 


20319 








Strand 




Start 


1 








End 


15403 


Name 


OJ991110 09, 


. Q2.1Z 


. CI / . oZ . 


t S 


Method 


TBLASTX: Soybean 


Start 


138 9 








End 


1829 


GI 


none 








Score 


61 


Exons 


1389. .1460, 


1602 


. .1829, 


idud. 


. 1746 




Seq. No. 


94 8 9 








Seq. ID 


OJ991110_09.0222.C17 


Gene No . 


20319 








Strand 




Of -, y-f 

btart 


1 








End 


15403 


Name 


OJ991110 09. 


.0222 


.C17.ol. 


tm 


Method 


TBLASTX : Maize 


btart 


1764 








End 


2649 


bl 


none 








Score 


76 


Exons 


1764. .1832, 


1764 


. .1829, 


177 1 

i / / 1 . 


.1887, 2170. .2475, 2173. .2475, 




2516. .2593, 


2518 


. .2595, 


9^7 ^ 


.2620, 2590. .2649 


Cq/v NT 
Jet]. LN O . 


9489 








Seq. ID 


OJ991110_09.0222.C17 


Gene No . 


20319 








Strand 




Of ivf 

btart 


1 








End 


15403 


Name 


OJ991110 09, 


.0222 


.C17.ol. 


ts 


Method 


TBLASTX: Soybean 


O -1 1 

btart 


2303 








End 


2554 


C T 
bl 


none 








Score 


146 


Exons 


2303. .2554, 


2305 


. .2553 








o e q . no. 


9489 








Seq. ID 


OJ991110_09.0222.C17 


Gene No. 


20319 








Strand 




Start 


1 








End 


15403 


Name 


OJ991110 09, 


.0222 


,C17.o2. 


gs 


Method 


GENSCAN 


Start 


5039 








End 


5438 


GI 


none 








Score 


.82 


Exons 


5039. .5168, 


5308 


. .5438 








Seq. No. 


9489 








Seq. ID 


OJ991110_09.0222.C17 


Gene No. 


20319 








Strand 





10019 



>ibF 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991110_09. 0222.C17.o3.gs 

6885 

none 



End 

Method 

End 

Score 



15403 
GENSCAN 
15403 
.56 



6885.-6994, 7376. .7492, 7686.. 8051, 8078. .8340, 9390. .9512, 
9981. .10185, 10666. .10754, 114 64 .. 11587 , 1 17 88 . . 1 1850 , 
12568. .12666, 12714 12956-, 14799 14970, 15327 .. 15403 



OJ991110_09.0222.C17 

15403 
AAT/GAP 
7406 
439 



9489. Seq. ID 

20319 Strand 

1 End 

OJ991110_09.0222.C17.ol .gp Method 

7159 End 

3761181 Score 
7159. .7406 

4521193/dbj IAB013450. HAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

9489 Seq. ID OJ991110_09 . 0222 . C17 

20319 Strand 

1 End 15403 

OJ991110_09. 0222.C17 .o2.gp Method AAT/GAP 

8266 End 8853 

uC-osroM202020e06al Score 919 

8266. .8541, 8641. .8853 

1 4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



9489 

20319 

1 

OJ991110_09. 0222.C17.o3.tm 

9000 

none 



Seq. ID OJ991110_09.0222.C17 
Strand 

End 15403 

Method TBLASTX : Maize 

End 11581 

Score 66 



9000. .9047, 9004. .9051, 9071. .9160, 9137. .9160, 9359. .9463, 
9394. .9468, 9405. .9476, 9406. .9468, 9474. .9575, 9475. .9510, 
994 9. .10185, 10017. .10184, 10058. .1018 9, 10 665. .10757, 
10666. .10758, 114 87 .. 1157 9, 11489 11581, 11492. .11581 



9489 
20319 
1 

OJ991110_09.0222.C17.o2.np 
9361 
4572679 

9361. .9515, 9951. .10185, 10666 .. 10754 , 11487. .11575 
(AC006954) putative RSZp22 splicing factor [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110 09.0222.C17 



15403 
AAT/NAP 
11575 
444 



9489 Seq. ID 

20319 Strand 

1 End 

OJ991110J39. 0222. C17 .o3 . gp Method 

9452 End 

LIB34 33-037-P1-K1-F2 Score 



OJ991110_09.0222.C17 

15403 
AAT/GAP 
11570 
835 

11487. . 11570 



9452. .9512, 9951. .10185, 10666 .. 10754 , 
'3435096/gb|AAD12770.1| 1.0e-20 (AF033587) SRZ21 [Arabidopsis 



10020 




thaliana] 1 



Seq. No. 


9490 


Seq. ID 


OJ991110 09.0222.C18 


Gene No. 


20320 


Strand 


+ 


Start 


1183 


End 


1590 


Name 


OJ991110 09.0222.C18.o2.gs 


Method 


GENSCAN 


Start 


1183 


End 


1590 


GI 


none 


Score 


.89 


Exons 


1183. . 1590 






Seq. No. 


9490 


Seq. ID 


OJ991110 09.0222.C18 


Gene No. 


20321 


Strand 




Start 


537 


End 


884 


Name 


OJ991110 09.0222.C18.ol.gs 


Method 


GENSCAN 


Start 


537 


End 


oo4 


GI 


none 


Score 


. 7 4 


Exons 


537. .884 






Seq. No. 


9491 


Seq. ID 


OJ991110 09.0222.C19 


Gene No. 


20322 


Strand 


+ 


Start 


5 


End 


1552 


Name 


OJ991110_09. 0222 .C19.ol.gs 


Method 


GENSCAN 


Start 


5 


End 


1552 


Gi 


none 


Score 


. 99 


Exons 


5. . 1552 






Seq. No. 


9491 


Seq. ID 


OJ991110_09.0222.C19 


Gene No. 


20322 


Strand 


+ 


Start 


5 


End 


1552 


Name 


OJ991110 09.0222.C19.ol.np 


Method 


AAT/NAP 


Start 


65 


End 


1510 


GI 


3757518 


Score 


545 


Exons 


65. .832, 863. .1510 






GI Descrip. 


(AC005167) putative glucosyltransf erase [Arabidopsis thaliana 


Seq. No. 


9491 


Seq. ID 


OJ991110_09. 0222. CI 9 


Gene No. 


20322 


Strand 


+ 


Start 


5 


End 


1552 


Name 


OJ991110 09.0222.C19.o2.np 


Method 


AAT/NAP 


Start 


680 


End 


1513 


GI 


5763524 


Score 


417 


Exons 


680. .1513 






GI Descrip. 


(AB031274) UDP-glucose: flavonoid 7-0- 


glucosyltransf erase 




[Scutellaria baicalensis] 






Seq. No. 


9491 


Seq. ID 


OJ991110_09.0222.C19 


Gene No. 


20323 


Strand 




Start 


2592 


End 


2963 


Name 


OJ991110 09.0222.C19.ol. ts 


Method 


TBLASTX: Soybean 


Start 


581 


End 


2879 


GI 


none 


Score 


45 


Exons 


581. .637, 680. .763, 794. .910, 


935. .1054, 1058. .1273, 1090. .12 




2739. .2879 






Seq. No. 


9491 


Seq. ID 


OJ991110_09.0222.C19 


Gene No. 


20323 


Strand 




Start 


2592 


End 


2963 



10021 




Name 


OJ991110 09.0222.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


706 


End 


985 




GI 


none 


Score 


183 




Exons 


706. .837, 707. .865, 734. .838, 


887. . 985 






O C ^ . LN \J . 


94 91 


Seq. ID 


OJ991110 09.0222 


. C19 


Gene No. 


20323 


Strand 






Start 


2592 


End 


2963 




Name 


OJ991110 09.0222.C19.ol. tc 


Method 


TBLASTX: Cress 




Start 


932 


End 


2840 




GI 


none 


Score 


102 




Exons 


932.. 1057, 1091.. 1273, 1108.. 


1224, 2742 


. .2840 




Seq. No. 


9491 


Seq. ID 


OJ991110 09.0222 


.C19 


Gene No. 


20323 


Strand 






Start 


2592 


End 


2963 




Name 


OJ991110 09.0222.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


935 


End 


2879 




GI 


none 


Score 


100 




Exons 


935. .1042, 1087. .1224, 1091.. 


1267, 2742 


. .2879 




Seq. No. 


9491 


Seq. ID 


OJ991110_09.0222 


.C19 




20323 


Strand 






Start 


2592 


End 


2963 




Name 


OJ991110 09.0222.C19.o2.tw 


Method 


TBLASTX: Wheat 




Start 


986 


End 


2879 




GI 


none 


Score 


62 




Exons 


986. .1042, 1081. .1224, 1082.. 


1273, 269"? 


. .2753, 2717. .28 


12, 




2739. .2879 










94 91 


Seq. ID 


OJ991110 09.0222 


. C19 


Gene No. 


20323 


Strand 






Start 


2592 


End 


2963 




Name 


OJ991110 09.0222.C19.o2.gs 


Method 


GENSCAN 




Start 


2592 


End 


2963 




GI 


none 


Score 


.44 




Exons 


2592. .2963 








Sea No 


9492 


Seq. ID 


OJ991110 09.0222 


.C20 


Gene No. 


20324 


Strand 


+ ~~ 




Start 


10159 


End 


11930 




Name 


OJ991110 09.0222.C20.o3.gs 


Method 


GENSCAN 




Start 


10159 


End 


11930 




GI 


none 


Score 


.89 




Exons 


10159. .11138, 1154 9. .11930 








Seq. No. 


9492 


Seq. ID 


OJ991110_09.0222 


.C20 


Gene No. 


20324 


Strand 






Start 


10159 


End 


11930 




Name 


OJ991110 09.0222.C20.o2.np 


Method 


AAT/NAP 




Start 


10171 


End 


11912 




GI 


3193316 


Score 


1346 




Exons 


10171. .11138, 11549. .11912 








GI Descrip. 


(AF069299) contains similarity to nucleotide sugar epimerases 




[Arabidopsis thaliana] 








Seq. No. 


9492 


Seq. ID 


OJ991110__09.0222 


.C20 



10022 




Gene No. 


20325 


Strand 




Start 


4803 


End 


8381 


Name 


OJ991110 09.0222.C20.o2.gs 


Method 


GENSCAN 


Start 


4803 


End 


8381 


GI 


none 


Score 


.65 


Exons 


4803. .6172, 6535..6679, 6961 


..7134, 7673. .7983, 8150. .8381 


Seq. No. 


9492 


Seq. ID 


OJ991110_09.0222.C20 


Gene No. 


20325 


Strand 




Start 


4803 


End 


8381 


Name 


OJ991110 09.0222.C20.ol.np 


Method 


AAT/NAP 


Start 


4853 


End 


6167 


GI 


4185131 


Score 


480 


Exons 


4853. .5146, 5192. .5918, 5949 


. .6167 




GI Descrip. 


(AC005724) putative RING zinc finger protein [Arabidopsis 




thaliana] 






Seq. No. 


9492 


Seq. ID 


OJ991110_09.0222.C20 


Gene No. 


20326 


Strand 




Start 


12979 


End 


13884 


Name 


OJ991110 09.0222.C20.o2.ts 


Method 


TBLASTX: Soybean 


Start 


5631 


End 


5886 


GI 


none 


Score 


131 


Exons 


5631. .5783, 5632. .5784, 5802 


..5867, 5803. .5886 


Seq . No . 


9492 


Seq. ID 


OJ991110_09.0222.C20 


Gene No. 


20326 


Strand 




Start 


12979 


End 


13884 


Name 


OJ991110 09 . 0222 . C20 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


5640 


End 


5907 


GI 


none 


Score 


178 


Exons 


5640. .5810, 5641. .5811, 5722 


..5907, 5796. .5867 


Seq. No. 


9492 


Seq. ID 


OJ991110_09.0222.C20 


Gene No. 


20326 


Strand 




Start 


12979 


End 


13884 


Name 


OJ991110 09.0222.C20.o3.tc 


Method 


TBLASTX: Cress 


Start 


5643 


End 


5804 


GI 


none 


Score 


185 


Exons 


5643. .5804 






Seq. No. 


9492 


Seq. ID 


OJ991110_09.0222.C20 


Gene No. 


20326 


Strand 




Start 


12979 


End 


13884 


Name 


OJ991110 09.0222.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


10195 


End 


11899 


GI 


none 


Score 


49 


Exons 


10195. .10233, 10252. .10404, 


1030 6. .104 64, 10479. .10964, 




104 80. .10962, 1094 8. . 10983, 


11092. .11139, 1154 7. .118 97, 




11549. .11587, 11648. .11899 






Seq. No. 


9492 


Seq. ID 


OJ991110_09. 0222.C20 


Gene No. 


20326 


Strand 




Start 


12979 


End 


13884 


Name 


OJ991110 09.0222.C20.o2. tm 


Method 


TBLASTX: Maize 


Start 


10195 


End 


10671 


GI 


none 


Score 


57 



10023 



Exons 10195. . 10233, 10222 10404 , 1024 5 10352 , 10306 10671, 

10404 . . 10670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9492 
20326 
12979 

OJ991110_09. 0222.C20.ol.ts 
10195 



OJ991110 09.0222.C20 



none 

10195. 

10306. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10233, 10200. .10229, 10222 104 04 , 1024 8 .. 1034 3, 
10464, 10479. .11138, 104 80 .. 11 139, 11026 .. 11142, 



13884 

TBLASTX : Soybean 

11905 

52 



11546. . 11581, 11547. .11903, 11648. .11905 



Seq. No. 9492 Seq. ID 

Gene No. 20326 Strand 

Start 12979 End 

Name OJ991110_09 . 0222 . C20 . ol . tm Method 

Start 10756 End 

GI none Score 

Exons 10756. . 11139, 107 61 11 135, 

1154 9. . 11587, 1164 8. .11902 



OJ991110_09.0222.C20 
13884 

TBLASTX: Maize 
11903 
612 

1102 6. .11142, 1154 7. .11903, 





Seq. , No. 


9492 


Seq. ID 


OJ991110_09.0222.C20 


i" "i 


Gene No. 


20326 


Strand 






Start 


12979 


End 


13884 


cn 


Name 


OJ991110 09.0222.C20.o2.tc 


Method 


TBLASTX: Cress 




Start 


10984 


End 


11091 


UP 


GI 


none 


Score 


187 




Exons 


10984. .11091, 1098 6. .11090 






; "I 


Seq. No. 


9492 


Seq. ID 


OJ991110_09.0222.C20 


:=i ; 


Gene No. 


20326 


Strand 






Start 


12979 


End 


13884 




Name 


OJ991110 09.0222.C20.o3.np 


Method 


AAT/NAP 


a 


Start 


12979 


End 


13884 


\i 


GI 


6634778 


Score 


294 




Exons 


12979. .13044, 13142 13265, 


13339. . 13430, 13843. .13884 




GI Descrip. 


(AC009917) Contains similarity to gi | 


629253 ImbW protein from 


= ? 




Streptomyces lincolnensis . 


[Arabidopsis thaliana] 




Seq. No. 


9493 


Seq. ID 


OJ991110_09.0222.C21 




Gene No. 


20327 


Strand 


+ 




Start 


85 


End 


1029 




Name 


OJ991110 09. 0222.C21.ol.gs 


Method 


GENSCAN 




Start 


85 


End 


1029 




GI 


none 


Score 


. 92 




Exons 


85. .105, 868. .1029 







Seq. No. 9494 Seq. ID 

Gene No. 20328 Strand 

Start 1113 End 

Name OJ990520_10 . 02 1 1 . CI . ol . np Method 

Start 1113 End 

GI 5295955 Score 

Exons 1113.. 1244, 1989.. 2083, 2122.. 2316, 2395 

GI Descrip. (AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990520_ 
+ 

3686 
AAT/NAP 
3686 
324 

.2515, 3056. 
(EBV) genome 



10. 0211. CI 



3686 
(V01555) 



10024 



Seq. No. 9494 

Gene No. 20329 

Start 1 

Name OJ990520_10 . 0211 . CI . ol . ts 

Start 1 
GI ' none 
Exons 



Seq. ID OJ990520_10.0211.C1 
Strand 

End 5063 

Method TBLASTX : Soybean 

End 4071 

Score 111 



1..87, 6. .77, 117. .203, 118. .288, 3997. .4071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9494 
20329 
1 

OJ990520_10. 0211 .Cl.o2.np 
1 

2144803 

1..22, 3418. .3489, 4335. .4459, 4994. .5063 
collagen alpha 1(1) chain precursor - human 



Seq. ID OJ990520_10.0211.C1 
Strand 

End 5063 

Method AAT/NAP 

End 5063 

Score 25 



Seq. ID OJ990520_10.0211.C1 
Strand 

End 5063 

Method AAT/GAP 

End 548 

Score 130 



9494 
20329 
1 

OJ990520_10.0211.Cl.ol.gp 
441 

uC-osflcyp088bl2bl 
441. .548 

' 5257255/dbj | AP000364 . 1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



9494 

20329 

1 

OJ990520_10.0211.Cl.o2.gs 

1656 

none 



Seq. ID OJ990520_10.0211.C1 
Strand 

End 5063 

Method GENSCAN 

End 4453 

Score .49 



1656. .1776, 2033. .2155, 2465. .2594, 2631. .3212, 3415. .3549, 
4324. .4453 



Seq. No. 9494 

Gene No. 2032 9 

Start 1 

Name OJ990520_10 . 0211 . CI . ol . tm 

Start 4585 

GI none 

Exons 4585 . .4938 



Seq. ID OJ990520_10.0211.C1 
Strand 

End 5063 

Method TBLASTX : Mai ze 

End 4 938 

Score 213 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ990520_10.0211.C2 
Strand + 

661 

AAT/NAP 
661 
373 . 



9495 
20330 
1 

OJ990520_10. 0211 .C2.ol .np 
1 

629693 
1. . 661 

probable integrase - common tobacco (fragment) 

gi | 530742 | emb | CAA567 91 1 (X80830) integrase [Nicotiana tabacum] 



End 

Method 

End 

Score 



9495 
20330 



Seq. ID OJ990520_10.0211.C2 
Strand + 



10025 



# • 



Start 


1 


End 


661 




Name 


OJ990520 10.0211.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


18 


End 


323 




GI 


none 


Score 


211 




Exons 


18 . . 323, 119. .313 








Seq. No. 


9495 


Seq. ID 


OJ990520_10.0211 


.C2 


Gene No. 


20330 


Strand 


+ 




Start 


1 


End 


661 




Name 


OJ990520 10.0211.C2.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


508 




GI 


none 


Score 


. 53 




Exons 


47 . .266, 302 . .508 








Seq. No. 


9496 


Seq. ID 


OJ990520_10.0211 


.C3 


Gene No. 


20331 


Strand 


+ 




Start 


95 


End 


723 




Name 


OJ990520 10.0211.C3.ol.gs 


Method 


GENSCAN 




Start 


95 


End 


669 




GI 


none 


Score 


. 75 




Exons 


95. . 310, 381 . . 669 








Seq. No. 


9496 


Seq. ID 


OJ990520_10 . 0211 


.C3 


Gene No. 


20331 


Strand 


+ 




Start 


95 


End 


723 




Name 


OJ990520 10.0211.C3.ol.np 


Method 


AAT/NAP 




Start 


148 


End 


723 




GI 


4417306 


Score 


235 




Exons 


148. .723 








GI Descrip. 


(AC006446) putative Athila 


retroelement ORF1 protein 






[Arabidopsis thaliana] 








Seq. No. 


9496 


Seq. ID 


OJ990520_10. 0211 


.C3 


Gene No. 


20331 


Strand 


+ 




Start 


95 


End 


723 




Name 


OJ990520 10.0211.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


402 


End 


722 




GI 


none 


Score 


101 




Exons 


402. .518, 534. .722 








Seq. No. 


9497 


Seq. ID 


OJ990520_10.0211 


.C5 


Gene No. 


20332 


Strand 


+ 




Start 


1 


End 


2917 




Name 


OJ990520 10.0211.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2917 




GI 


5295955 


Score 


268 




Exons 


1..54, 1262. .1331, 1872. .1985, 2666. .2917 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. ( 


V01 




[Oryza sativa] 








Seq. No. 


9497 


Seq. ID 


OJ990520_10.0211 


. C5 


Gene No. 


20332 


Strand 


+ 




Start 


1 


End 


2917 




Name 


OJ990520 10.0211.C5.ol.gs 


Method 


GENSCAN 




Start 


189 


End 


2491 




GI 


none 


Score 


. 77 




Exons 


189. .277, 1117. .1400, 1827. 


.1926, 2410. 


.2491 





10026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9498 

20333 

285 

OJ990520_10.0211 .C6.ol.gs 

285 

none 

285. .451, 456. .610 

9499 

20334 

201 

OJ990520_10.0211.C7 .ol.gs 

201 

none 

201. .290, 378. .451 



Seq. ID OJ990520_10.0211.C6 

Strand + 

End 610 

Method GENSCAN 

End 610 

Score .46 



Seq. ID OJ990520__10.0211.C7 
Strand 

End 451 

Method GENSCAN 

End 451 

Score .64 



OJ990520_10.0211.C8 
+ 

9039 
AAT/GAP 
2745 
589 



9500 Seq. ID 

20335 Strand 
1364 End 
OJ990520_10 . 0211 . C8 . ol . gp Method 
1302 End 
LIB34 77-00 1-P1-K1-D8 Score 
1302. .1592, 2676. .2745 

' 3550982/dbj I BAA32702 ( 2.0e-35 (AB010690) mutM homologue-1 
[Arabidopsis thaliana] >gi_5903053_gb_AAD55612 . 1_AC00801 6_22 
(AC008016) Identical to gb_AB010690 mutM homologue-1 
{ formamidopyrimidine-DNA glycosylase 1) from Arabidopsis 
thaliana. EST gb_Z18192 comes from this gene 1 



Seq. No. 


9500 






Seq. ID 


OJ990520_ 


_10.0211.C8 


Gene No. 


20335 






Strand 


+ 




Start 


1364 






End 


9039 




Name 


OJ990520 10. 


0211.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1364 






End 


9027 




GI 


3820620 






Score 


880 




Exons 


1364. .1592, 


2676. .2727, 


4448. 


.4505, 52E 


31. .5349, 


5441. .5566, 




5883. .5933, 


7440. .7517, 


8290. 


.8392, 8471. .8505, 


8593. .8727, 




8782. . 9027 












GI Descrip. 


(AF099970) putative formamidopyrimidine-DNA glycosylase 1 




[Arabidopsis 


thaliana] 










Seq. No. 


9500 






Seq. ID 


OJ990520_ 


JL0.0211.C8 


Gene No. 


20335 






Strand 


+ 




Start 


1364 






End 


9039 




Name 


OJ990520 10. 


0211.C8.o2. 


gs 


Method 


GENSCAN 




Start 


1364 






End 


9039 




GI 


none 






Score 


. 65 




Exons 


1364 . .1592, 


3731. .3783, 


5441. 


.5566, 58£ 


33. .5933, 


7440. .7517, 




8290. .8392, 


8471. .8505, 


8593. 


. 9039 






Seq. No. 


9500 






Seq. ID 


OJ990520_ 


_10.0211.C8 


Gene No. 


20336 






Strand 


+ 




Start 


10462 






End 


13871 




Name 


OJ990520 10. 


0211.C8.o3. 


gs 


Method 


GENSCAN 




Start 


10462 






End 


13871 




GI 


none 






Score 


.77 





10027 



Exons 


10462. .10594 


, 11261. 


. .11771, 


11777. .11820, 11826. 


. IzUoo , 






12505 . .12640 


, 13164. 


. . 13328, 


13429. .13871 






Seq. No. 


9500 






Seq. ID 


OJ990520_ 


10.0211 


.C8 


Gene No. 


20337 






Strand 


+ 






Start 


22830 






End 


23451 






Name 


OJ990520_10 . 


0211 . C8 . 


. o5 . gs 


Method 


GENSCAN 






Start 


22830 






End 


23451 






GI 


none 






Score 


.74 






Exons 


22830 . .23184 


, 23336. 


. . 23451 










Seq. No. 


9500 






Seq. ID 


OJ990520_ 


± KJ . Ut.ll 


rfi 


Gene No. 


20338 






Strand 








Start 


383 






End 


616 






Name 


OJ990520 10. 


0211. C8. 


. ol . gs 


Method 


GENSCAN 






Start 


383 






End 


616 






GI 


none 






Score 


.52 






Exons 


383. .616 

















Seq. No. 


9500 










Seq. ID 


OJ990520_ 


_10. 


,0211 


.C8 




Gene No. 


20339 










Strand 












Start 


10485 










End 


10805 










Name 


OJ990520 10.0211 


.C8. 


.o2. 


■ gp 


Method 


AAT/GAP 










Start 


10485 










End 


10805 










GI 


'568162 










Score 


610 










Exons 


10485. . 


.10805 


















fh 


Seq. No. 


9500 










Seq. ID 


OJ990520 


_10. 


.0211 


.C8 


L s i 

ul 


Gene No. 


20340 










Strand 












Start 


16485 










End 


16907 










Name 


OJ990520 10.0211 


.C8. 


.o3, 


■ gp 


Method 


AAT/GAP 










Start 


16485 










End 


16907 










GI 


none 










Score 


758 








a 


Exons 


16485. . 


.16907 




















Seq. No. 


9500 










Seq. ID 


OJ990520 


_10. 


.0211 


.C8 




Gene No. 


20341 










Strand 










; =:| 


Start 


17242 










End 


17561 










Name 


OJ990520 10.0211 


.C8 


.o4 


• gp 


Method 


AAT/GAP 










Start 


17242 










End 


17561 








II I! 


GI 


none 










Score 


578 










Exons 


17242. 


.17561 



















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9500 
20342 
17973 
OJ99052 
1364 
none 
1364. .1 
5278. .5 
5880. .5 
8449. .8 
8602. .8 



OJ990520 10. 0211. C8 



0 10.0211.C8.o2.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 

594, 1414. .1593, 2674. .2730, 2675. .2731, 4446. .4502, 
355, 5278..5355, 5422. .5577, 5441. .5566, 5449. .5571, 
933, 7412. .7522, 7440. .7520, 8289. .8396, 8290. .8397, 
505, 8454. .8510, 8455. .8511, 8457. .8513, 8590. .8637, 
631 



20488 

TBLASTX: Cress 

8637 

285 



Seq. No. 9500 Seq. ID OJ990520_10 . 02 11 . C8 

Gene No. 20342 Strand 

10028 




Start 


17973 






End 


20488 






Name 


OJ990520 10. 0211. C8 


o2. ts 


Method 


TBLASTX : 


Soybean 




Start 


1364 






End 


5322 






GI 


none 






Score 


288 






Exons 


1364 . . 


1594, 1414. .1593, 2675 


. .2731, 4446. .4502, 


5278. .5322 


Seq. No. 


9500 






Seq. ID 


OJ990520 


_10.0211 


.C8 


UClIC LN V_/ . 


20342 






Strand 








Start 


17973 






End 


20488 






Name 


OJ990520 10. 0211. C8 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


1504 






End 


5566 






GI 


none 






Score 


142 






Exons 


1504 . . 


1593, 1505. .1594, 1506 


..1604, 2675. .2743, 


2723. .2794, 




5281. . 


5349, 5282. .5344, 5283 


..5345, 5422. .5565, 


5441. .5566 


O C ^ . INU • 


9500 






Seq. ID 


OJ990520 


10 . 0211 


.C8 


Gene No. 


20342 






Strand 








Start 


17973 






End 


20488 






Name 


OJ990520 10. 0211. C8 


o5 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


10461 






End 


10712 






GI 


none 






Score 


113 






Exons 


10461. 


.10700, 10470 


. 10670, 


10504. .10671, 10680 


. . 10712 




Seq. No. 


9500 






Seq. ID 


OJ990520 


_10.0211 


.C8 


Gene . No . 


20342 






Strand 








Start 


17973 






End 


20488 






Name 


OJ990520 10. 0211. C8 


o3 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


16241 






End 


17042 






GI 


none 






Score 


39 






Exons 


16241 


.16285, 16262 


.16432, 


16262. . 16432, 16287 


. . 16439, 






16287 


.16436, 16422 


. 16712, 


16511. . 16711, 16584 


. . 16712, 






16615 


.16716, 16621 


.16722, 


16704 . . 17042, 16705 


. .16953, 






16731 


.17033 












Seq. No. 


9500 






Seq. ID 


OJ990520 


10 . 0211 


. C8 


Gene No. 


20342 






Strand 








Start 


17973 






End 


20488 






Name 


OJ990520 10. 0211. C8 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


17068 






End 


18230 






GI 


none 






Score 


60 






Exons 


17068 


.17097, 17129 


.17206, 


17142. .17216, 17262 


. . 17507, 






17289 


.17423, 17302 


.17517, 


17569. . 17703, 17571 


. .17696, 






17667 


.17924, 17701 


.17928, 


17703. . 17930, 17920 


. .18096, 






17922 


.18068, 18060 


.18230, 


18062. .18196, 18064 


. .18228 




Seq. No. 


9500 






Seq. ID 


OJ990520 


_10.0211 


.C8 


eipnp No 


20342 






Strand 








Start 


17973 






End 


20488 






Name 


OJ990520 10. 0211. C8 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


17562 






End 


17976 






GI 


none 






Score 


92 






Exons 


17562 


.17693, 17571 


.17693, 


17575. . 17694, 17579 


. .17698, 






17679 


.17954, 17679 


.17954, 


17680. . 17976 






Seq. No. 


9500 






Seq. ID 


OJ990520 


_10.0211 


-C8 


Gene No. 


20342 






Strand 








Start 


17973 






End 


20488 







10029 






Name 


OJ990520 10. 0211. C8. 


, o4 . ts 


Method 


TBLASTX: 


Soybean 






Start 


17856 






End 


18140 








GI 


none 






Score 


124 








Exons 


17856. 


.18110, 17890. 


, .18111, 


17892. . 18122, 18088 


. . 18138, 








18108. 


.18140 














Con Mn 


9500 






Seq. ID 


OJ990520 


10 . 0211 


.C8 




Gene No." 


.20342 






Strand 










Start 


17973 






End 


20488 








Name 


OJ990520 10. 0211. C8 . 


,o5.gp 


Method 


AAT/GAP 








Start 


17973 






End 


19935 








GI 


none 






Score 


1240 








Exons 


17973. 


.18330, 18413. 


. . 18654, 


19884. .19935 








Seq. No. 


9500 






Seq. ID 


OJ990520 


_10.0211 


.C8 




Gene No. 


20342 






Strand 










Start 


17973 






End 


20488 








Name 


OJ990520 10. 0211. C8. 


, o2 . tm 


Method 


TBLASTX: 


Maize 








18230 






End 


20488 








GI 


none 






Score 


103 








Exons 


18230. 


.18328, 18231. 


, . 18368, 


18413. . 18568, 18413 


. . 18643, 








18415. 


.18645, 18417. 


, .18644, 


18417. .18653, 18418 


. . 18654, 




= ; 




19884. 


.20009, 19900. 


, .20010, 


19900. .20016, 20100 


. .20267, 




■ 




20115. 


.20237, 20116. 


. .20286, 


20117. .20317, 20117 


. .20461, 




»: 
zv 

n 




20185. 


.20475, 20340. 


, .20486, 


20390. .204E 


18 






y 


Seq. No. 


9500 






Seq. ID 


OJ990520 


_10.0211 


.C8 




(~~* o, n a KT r\ 

bene in u . 


20342 






Strand 










Start 


17973 






End 


20488 






't'f 


Name 


OJ990520 10. 0211. C8 . 


.ol. ts 


Method 


TBLASTX: 


Soybean 




J 


Start 


19884 






End 


20252 






\ \ 


GI 


none 






Score 


126 








Exons 


19884. 


.20009, 19885, 


. .20010, 


19888. .20010, 20100 


. .20252, 




s i 




20115. 


, .20237 
















9500 






Seq. ID 


OJ990520 


10.0211 


.C8 


h 


Gene No. 


20343 






Strand 








If 


Start 


20484 






End 


22458 






SI 


Name 


OJ990520 10. 0211. C8. 


,o3.ts 


Method 


TBLASTX: 


Soybean 




= i 


Start 


20484 






End 


22458 






sj- 


GI 


none 






Score 


134 








Exons 


20484. 


.20690, 20484. 


. .20690, 


22361. .22405, 22396 


. . 22458 






o c; • in w • 


9501 






Seq. ID 


OJ990520 


10. 0211 


.C9 




Gene No. 


20344 






Strand 










Start 


79 






End 


725 








Name 


OJ990520 10. 0211. C9. 


. ol . gs 


Method 


GENSCAN 








Start 


79 






End 


725 








GI 


none 






Score 


.84 








Exons 


79. .2< 


17, 402. .725 














Seq. No. 


9501 






Seq. ID 


OJ990520 


_10.0211 


.C9 




Gene No. 


20344 






Strand 










Start 


79 






End 


725 








Name 


OJ990520 10. 0211. C9, 


. ol . tm 


Method 


TBLASTX: 


Maize 






Start 


224 






End 


680 








GI 


none 






Score 


235 







10030 



Exons 



224. .328, 405. .680 



Seq. No. 9502 Seq. ID 

Gene No. 20345 Strand 

Start 96 End 

Name OJ990520_10 . 0211 . CIO . ol . gp Method 

Start " ' 96 End 

GI uC-osflcyp088bl2bl Score 

Exons 96.. 201 

GI Descrip. 1 5257255/dbj ! AP000364 . 1 | AP000364 3 . Oe- 
DNA, chromosome 8, clone : P002 6F07 1 



OJ990520_10. 0211. C10 
+ 

201 

AAT/GAP 

201 

128 

-36 Oryza sativa genomic 



Seq. No. 9503 Seq. ID 

Gene No. 20346 Strand 

Start 278 End 

Name OJ990520_10 . 02 11 . Cll . ol . gs Method 

Start 278 End 

GI none Score 

Exons 278.. 526 



OJ990520_10.0211.C11 
526 

GENSCAN 

526 

.71 



Seq. No. 9504 Seq. ID 

Gene No. 20347 Strand 

Start 283 End 

Name OJ990520_10 . 02 11 . C12 . ol . gs Method 

Start 283 End 

GI none Score 

Exons 283.. 305, 373.. 430 



OJ990520_10.0211.C12 
430 

GENSCAN 
430 
. 55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9505 Seq. ID 

20348 Strand 
35 End 
OJ990520_10. 0211.C14 .ol . gp Method 
35 End 
LIB34 33-02 6-P1-K1-C1 Score 
35. .119 

'5852170/embl AL117265. 1 IOST17804 1 . Oe- 
indica (GLA4 ) genomic DNA, chromosome 4 

9506 Seq. ID 

20349 Strand 
1585 End 
OJ990520_10 . 0211 . C18 . ol . gs Method 
1585 End 
none Score 
1585. . 1833 



OJ990520_10 . 0211 .CI 4 
+ 

119 

AAT/GAP 

119 

136 

44 Oryza sativa 

, BAC clone: tl7804 ? 

OJ990520_10.0211.C18 

+ 

1833 
GENSCAN 
1833 
. 62 



Seq. No. 9507 Seq. ID 

Gene No. 20350 Strand 

Start . 1 End 

Name OJ990520_10 . 0211 . CI 9 . ol . np Method 

Start 1 End 

GI 5852181 Score 

Exons 1..302 

GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



OJ990520_10.0211.C19 
+ 

302 

AAT/NAP 

302 

110 



Seq. No. 
Gene No. 



9507 
20351 



Seq. ID OJ990520_10.0211.C19 
Strand + 



10031 




Start 


227 




End 


2598 


Name 


OJ990520 10.0211.C19.ol. 


gs 


Method 


GENSCAN 


Start 


227 




End 


2598 


GI 


none 




Score 


. 62 


Exons 


227. .475, 768. .919, 1323 




1411, 1982.. 


2598 


Seq. No. 


9507 




Seq. ID 


OJ990520 


Gene No. 


20352 




Strand 


+ 


Start 


5148 




End 


5457 


Name 


OJ990520 10.0211.C19.o2. 


np 


Method 


AAT/NAP 


Start 


5148 




End 


5457 


GI 


6815052 




Score 


259 


Exons 


5148. .5301, 5383. .5457 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 


9508 




Seq. ID 


OJ990520_10.0211.C20 




Gene No. 


20353 




Strand 


+ 




Start 


482 




End 


6898 




Name 


OJ990520 10.0211.C20.ol, 


.np 


Method 


AAT/NAP 




Start 


482 




End 


2033 




GI 


5852180 




Score 


467 




Exons 


482. .535, 1515. .2033 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


9508 




Seq. ID 


OJ990520_10.0211.C20 


in 


Gene No. 


20353 




Strand 


+ 


"LI 


Start 


482 




End 


6898 


= =i 


Name 


OJ990520 10.0211.C20.ol, 


.gs 


Method 


GENSCAN 


: -r 


Start 


725 




End' 


6898 


:U 


GI 


none 




Score 


.42 


is? 


Exons 


725. .785, 1499. .1975, 2i 


378. . 


3073, 3303. 


.3402, 4112. .4124, 


: y 




4478. .4582, 4940. .5188, 


5723 


..6091, 637 


'4. .6569, 6799. .6898 


i 

:s: 


Seq. No. 


9508 




Seq. ID 


OJ990520_10.0211.C20 


>J 


Gene No. 


20353 




Strand 


+ 




Start 


482 




End 


6898 


: 55 


Name 


OJ990520 10.0211.C20.o2, 


.np 


Method 


AAT/NAP 


n; 
:=l 


Start 


2855 




End 


6492 


::i 


GI 


6815052 




Score 


1548 




Exons 


2855. .3003, 3311. .3402, 


4259 


..4365, 5067. .5188, 5237. .5935, 


;:i 




6017. .6091, 6374. .6492 










GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 9508 Seq. ID OJ990520_10 . 021 1 . C20 

Gene No. 20354 Strand 

Start 384 End 765 

Name. OJ990520_10 . 021 1 . C20 . ol . gp Method AAT/GAP 

Start 384 * End 765 

GI uC-osf Icyp033a04bl Score 659 

Exons 384.. 765 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 f 

Seq. No. 9508 Seq. ID OJ990520_10 . 021 1 . C20 

Gene No. 20355 Strand 

Start 4585 End 5082 

Name OJ990520 10 . 021 1 . C20 . ol . tw Method TBLASTX : Wheat 



10032 




Start 


4585 




End 


5082 




GI 


none 




Score 


319 




Exons 


4585. .5082, 4609. .4875, 


4821. 


.4979 








9509 




Seq. ID 


OJ990520 


10.0211.C21 


Gene No. 


20356 




Strand 


+ 




Start 


861 




End 


979 




Name 


OJ990520 10.0211.C21.ol 


.gs 


Method 


GENSCAN 




Start 


861 




End 


979 




GI 


none 




Score 


.44 




Exons 


861. . 979 












9510 




Seq. ID 


OJ990520 


10.0211.C22 


Gene No. 


20357 




Strand 


+ 




Start 


2318 




End 


3586 




Name 


OJ990520 10.0211.C22.o2 


.gs 


Method 


GENSCAN 




Start 


2318 




End 


3586 




GI 


none 




Score 


.47 




Exons 


2318. .2699, 2829. . 3586 










Seq. No. 


9511 




Seq. ID 


OJ990520 


10 . 0211 . C23 


Gene No. 


20358 




Strand 


+ 




Start 


1 




End , 


2898 




Name 


OJ990520 10 0211 C23 o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2898 




GI 


4378066 




Score 


221 




Exons 


1..23, 1927. .2359, 2876 


. .2898 








GI Descrip. 


(AF098806) polyprotein 


[Sorghum bicolor] 






gi | 4 680208 I gb| AAD27 571 . 


1| AF114171_12 


(AF114171) 


polyprotein 




[Sorghum bicolor] 










O ^ • LN U . 


9511 




Seq. ID 


OJ990520 


10 . 0211 ,C23 


Gene No. 


20358 




Strand 


+ 




Start 


1 




End 


2898 




Name 


OJ990520 10.0211.C23.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1991 




End 


2350 




GI 


none 




Score 


93 




Exons 


1991. .2125, 2194. .2343, 


2198. 


.2350 






Seq. No. 


9512 




Seq. ID 


OJ990520 


_10.0211.C24 


Gene No. 


20359 




Strand 


+ 




Start 


1149 




End 


11458 




Name 


OJ990520 10.0211.C24 .ol 


.gs 


Method 


GENSCAN 




Start 


1149 




End 


11458 




GI 


none 




Score 


.41 




Exons 


1149. .1319, 1547. .1958, 


2148 . 


.2257, 2441. .2535, 


2801 . .2978, 




3112. .3201, 3234. .3372, 


3498. 


.3695, 4512. .4676, 


6651 . . 6919, 




7002. .7169, 7662. .7714, 


8166. 


.8727, 8 


890. .9324, 


9425. . 9738, 




9871. .10358, 10887. .11458 








Seq. No. 


9512 




Seq. ID 


OJ990520 


_10.0211.C24 


Gene No. 


20359 




Strand 


+ 




Start 


1149 




End 


11458 




Name 


OJ990520 10.0211.C24 .ol 


.np 


Method 


AAT/NAP 




Start 


3374 




End 


3594 




GI 


1363478 




Score 


264 





Exons 3374 . . 3594 

10033 




GI Descrip. probable NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 1 - 
watermelon mitochondrion gi | 12875 | emb I CAA2774 3 | (X04130) URF-1 
[Citrullus lanatus] 



Seq. No. 


9512 










Seq. ID 


OJ990520_10.0211. 


X24 


Gene No. 


20359 










Strand 


+ 




Start 


1149 










End 


11458 




Name 


OJ990520 10 


.0211. 


.C24.o2. 


.np 


Method 


AAT/NAP 




Start 


8194 










End 


11443 




GI 


4544372 








Score 


961 




Exons 


8194 . . 


,8825, 


8885. 


. . 9306, 


9410. 


.10438, : 


10913. . 11443 




GI Descrip. 


(AC006920) ] 


putative retroelement pol polyprotein [Arabidops. 




thaliana] 














Seq. No. 


9512 










Seq. ID 


OJ990520_10.0211. 


.C24 


Gene No. 


20360 










Strand 


- 




Start 


11806 










End 


14751 




Name 


OJ990520 10 


.0211. 


.C24 .ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


3376 










End 


3571 




GI 


none 










Score 


163 




Exons 


3376. . 


,3483, 


3377. 


. .3571, 


3377. 


.3568 






Seq.- No. 


9512 










Seq. ID 


OJ990520_10.0211. 


.C24 


Gene No. 


20360 










Strand 


- 




Start 


11806 










End 


14751 




Name 


OJ990520 10 


.0211. 


.C24 .ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


8203 










End 


84 90 




GI 


none 










Score 


334 




Exons 


8203. . 


,8490, 


8205, 


. . 8447 










Seq. No. 


9512 










Seq. ID 


OJ990520_10.0211, 


.C24 


Gene No. 


20360 










Strand 


- 




Start 


11806 










End 


14751 




Name 


OJ990520 10 


.0211, 


.C24 .ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


8359 










End 


8820 




GI 


none 










Score 


559 




Exons 


8359. . 


,8820, 


8359, 


. .8757, 


8508 . 


.8819 






Seq. No. 


9512 










Seq. ID 


OJ990520_10.0211, 


.C24 


Gene No . 


20360 










Strand 






Start 


11806 










End 


14751 




Name 


OJ990520 10 


.0211, 


.C24 .o3, 


. tw 


Method 


TBLASTX: Wheat 




Start 


8491 










End 


8826 




GI 


none 










Score 


204 




Exons 


8491. . 


.8826, 


8508, 


. .8822 










Seq. No. 


9512 










Seq. ID 


OJ990520_10.0211. 


.C24 


Gene No. 


20360 










Strand 






Start 


11806 










End 


14751 




Name 


OJ990520 10 


.0211, 


.C24 .o2. 


.ts 


Method 


TBLASTX: Soybean 




Start 


8506 










End 


8976 




GI 


none 










Score 


225 




Exons 


8506. . 


.8787, 


8544, 


. .8681, 


8788. 


.8976, 8820.. 8963 




Seq. No. 


9512 










Seq. ID 


OJ990520_10.0211. 


.C24 


Gene No. 


20360 










Strand 






Start 


11806 










End 


14751 





10034 



Name 

Start 

GI 

Exons 



OJ990520_10 . 02 11 . C24 . ol . ts Method TBLASTX : Soybean 
9127 End 9535 

none Score 155 

9127. .9264, 9129. .9278, 9285. .9368, 9286. .9405, 9413. .9535 



Seq. No. 9512 Seq. ID 

Gene No. 20360 Strand 

Start 11806 End 

Name OJ990520_10 . 0211 . C24 . o2 . tm Method 

Start 9986 End 

GI none Score 

Exons 9986.. 10144, 10142.. 10366 



OJ990520_10.0211.C24 
14751 

TBLASTX: Maize 

10366 

80 



Seq. No. 9512 Seq. ID 

Gene No. 20360 Strand 

Start 11806 End 

Name OJ990520_10 . 0211 . C24 . o4 . ts Method 

Start 9989 End 

GI none Score 

Exons 9989.. 10387, 10093.. 10287 



OJ990520_10.0211.C24 
14751 

TBLASTX: Soybean 

10387 

228 



Seq. No. 9512 Seq. ID 

Gene No. 20360 Strand 

Start 11806 End 

Name OJ990520_10 . 02 11 . C24 . o2 . tw Method 

Start 11012 End 

GI none Score 

Exons 11012. .11422, 11221.. 11367 



OJ990520_10.0211.C24 
14751 

TBLASTX: Wheat 

11422 

210 



Seq. No. 9512 Seq. ID 

Gene No. 20360 Strand 

Start 11806 End 

Name OJ990520_10 . 02 11 . C24 ,o3.ts Method 

Start 11204 End 

GI none Score 

Exons 11204 .. 11452, 11206.. 11376 



OJ990520_10. 0211.C24 
14751 

TBLASTX : Soybean 

11452 

235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9512 Seq. ID 

20360 Strand 

11806 End 

OJ990520_10 . 02 11 . C24 . o2 . gs Method 

11806 End 

none Score 



OJ990520_10.0211.C24 

14751 
GENSCAN 
14751 
.47 



11806. . 124 8 9, 12568. .12651, 12968. .13302, 134 68. .14356, 
14 361. . 14 531, 14 659. . 14 751 



Seq. No. 9513 Seq. ID 

Gene No. 20361 Strand 

Start 1 * End 

Name OJ990520_10 . 02 1 1 . C26 . ol . np Method 

Start 1 End 

GI 4544372 Score 

Exons 1. .22, 155. .729 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] • 



OJ990520_10.0211.C26 
+ 

729 

AAT/NAP 

729 

374 



Seq. No. 



9513 



Seq. ID OJ990520_10.0211.C26 



10035 



Gene No. 20361 Strand + 

Start 1 End 729 

Name OJ990520_10 . 021 1 . C26 . ol . gs Method GEN SCAN 

Start 89 End 676 

GI none Score . 96 

Exons 89.. 676 



Seq. No. 9513 Seq. ID 

Gene No. 20361 Strand 

Start 1 End 

Name OJ990520_10 . 0211 . C26 . ol . tw Method 

Start 152 End 

GI none Score 

Exons 152.. 439, 154.. 396 



OJ990520_10.0211.C26 
+ 

729 

TBLASTX: Wheat 

439 

334 



Seq. No. 9513 Seq. ID 

Gene No. 20361 Strand 

Start 1 End 

Name OJ990520_10 . 0211 . C26 . ol . tm Method 

Start 308 End 

GI none Score 

Exons 308.. 727, 308.. 706, 457.. 726 



OJ990520_10.0211.C26 
+ 

729 

TBLASTX: Maize 

727 

512 



Seq. No. 9513 Seq. ID 

Gene No. 20361 Strand 

Start 1 End 

Name OJ990520_10 . 0211 . C2 6 . ol . ts Method 

Start 383 End 

GI none Score 

Exons 383.. 613, 407.. 589, 475.. 612 



OJ990520_10.0211.C26 
+ 

729 

TBLASTX: Soybean 

613 

221 



Seq. No. 9513 Seq. ID 

Gene No. 20361 Strand 

Start 1 End 

Name OJ990520_10 . 0211 . C2 6 . o2 . tw Method 

Start 440 End 

GI none Score 

Exons 440.. 721, 4,57.. 720 



OJ990520_10.0211.C26 
+ 

729 

TBLASTX: Wheat 

721 

194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9514 Seq. ID 

20362 Strand 

1 End 

OJ990520_10. 0211.C27 .ol.np Method 

1 End 

5852093 Score * 
1. .39, 247. .352, 711. .786 
(AL117264) zwhl6.1 [Oryza sativa] 

9514 Seq. ID 

20362 Strand 

1 End 

OJ990520_10. 0211.C27.ol.gs Method 

242 End 

none Score 
242. .727 



OJ990520_10.0211.C27 
786 

AAT/NAP 

786 

75 



OJ990520_10.0211.C27 
786 

GENSCAN 

727 

.73 



Seq. No. 



9515 



Seq. ID OJ990520_10.0211.C28 



10036 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20363 Strand + 

364 End 2707 

OJ990520_10 . 0211 . C28 . ol . gs Method GENSCAN 

364 End 2707 

none Score . 84 

364. .383, 809. .880, 1851. .1908, 2001 2154 , .2601 2707 



9515 Seq. ID 

20363 Strand 

364 End 
OJ990520_10. 0211.C28.ol.np Method 

2001 End 

4680186 Score 
2001. .2206 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990520_10.0211.C2£ 
+ 

2707 
AAT/NAP 
2206 
237 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 10.0211.C28 



9515 
20364 
1753 

OJ990520_10.0211.C28.ol.gp 
1753 

uC-osflcyp033a04bl 
1753. ,2134 

' 6016845/dbj IAP000570. 1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



2134 
AAT/GAP 
2134 
639 



9515 Seq. ID 

20365 Strand 
2600 End 
OJ990520_10. 0211.C28 . o2 . np Method 
2600 End 
6907087 Score 
2600. .2701, 2846. .2966 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990520_10.0211.C28 

2966 
AAT/NAP 
2966 
132 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 10.0211.C29 



9516 
20366 
1 

OJ990520_10. 0211 .C29.ol.np 
1 

6907087 
1..299, 342. .721 

(AP001129) ESTs C7277 1 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



734 

AAT/NAP 

721 

308 



9516 Seq. ID 

20366 Strand 

1 End 
OJ990520_10 . 02 1 1 . C29 . o2 . np Method 

615 End 

6498436 Score 
615. .734 

(AP000815) hypothetical protein [Oryza sativa] 



OJ990520_10.0211.C29 
734 

AAT/NAP 
734 
130 



10037 




Seq. No. 


9517 


Seq. ID 


OJ990520 


10. 0211 


.C30 


Gene No. 


20367 


Strand 


+ 






Start 


92 


End 


208 






Name 


OJ990520 10.0211.C30.ol.gs 


Method 


GENSCAN 






Start 


92 


End 


208 






GI 


none 


Score 


. 62 






Exons 


92. .208 










Seq. No. 


9518 


Seq. ID 


OJ990520 


_10. 0211 


.C32 


Gene No. 


20368 


Strand 


+ 






Start 


1 


End 


360 






Name 


OJ990520 10.0211.C32.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


360 






GI 


uC-osflcyp033a04bl 


Score 


619 






Exons 


1. .360 










GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 * 








Seq. No. 


9518 


Seq. ID 


OJ990520 


_10.0211 


.C32 


Gene No. 


20369 


Strand 








Start 


1 


End 


1002 






Name 


OJ990520 10.0211.C32.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1002 






GI 


4680186 


Score 


224 






Exons 


1..112, 951. .1002 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


9519 


Seq. ID 


OJ990520 


_10.0211 


.C33 


Gene No . 


20370 


Strand 








Start 


107 


End 


2703 






Name 


OJ990520 10.0211.C33.ol.np 


Method 


AAT/NAP 






Start 


107 


End 


2703 






GI 


6691191 


Score 


2527 






Exons 


107. .2703 










GI Descrip. 


(AC007534) F7F22.15 [ Arabidopsis thaliana] 






Seq. No. 


9519 


Seq. ID 


OJ990520 


_10.0211 


.C33 


Gene No. 


20370 


Strand 








Start 


107 


End 


2703 






Name 


OJ990520 10.0211.C33.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


147 


End 


691 






GI 


none 


Score 


44 






Exons 


147. .293, 203. .292, 302. .691, 


309. . 689 








Seq. No. 


9519 


Seq. ID 


OJ990520 


_10.0211 


.C33 


Gene No. 


20370 


Strand 








Start 


107 


End 


2703 






Name 


OJ990520 10.0211.C33.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


299 


End 


685 






GI 


none 


Score 


182 






Exons 


299. .679, 300. .623, 326. .685 










Seq. No. 


9519 


Seq. ID 


OJ990520 


_10.0211 


.C33 


Gene No. 


20370 


Strand 








Start 


107 


End 


2703 






Name 


OJ990520 10.0211.C33.o5.ts 


Method 


TBLASTX: 


Soybean 




Start 


692 


End 


1015 







10038 



# • 





GI 


none 










Score 


89 






Exons 


692. . 


865, 693. .8 


18, 826. 


.975, 


830. .976, 973. .1014, 974. 


. 1015 




Spa No 


9519 










Seq. ID 


OJ990520 10.0211 


. C33 




Gene No. 


20370 










Strand 








Start 


107 










End 


2703 






Name 


OJ990520 10 


.0211 


.C33.o6. 


tw 


Method 


TBLASTX : Wheat 






Start 


704 










End 


1018 






GI 


none 










Score 


127 






Exons 


704. . 


847, 8 


23. .1014, 83C 


). .1018 








Seq. No. 


9519 










Seq. ID 


OJ990520_10.0211. 


.C33 




Gene No. 


20370 










Strand 








Start 


107 










End 


2703 






Name 


OJ990520 10 


.0211 


.C33.ol. 


gs 


Method 


GENSCAN 






Start 


817 










End 


2559 






GI 


none 










Score 


. 67 






Exons 


817. . 


966, 996. .1155, 1385. .1535, 1662. 


. 1740, 1876. .2559 






Sea No. 


9519 










Seq. ID 


OJ990520 10.0211, 


.C33 




Gene No. 


20370 










Strand 








Start 


107 










End 


2703 




;3 CI 

-3 


Name 


OJ990520 10 


.0211 


.C33.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1036 










End 


1419 




■lii 


GI 


none 










Score 


71 




i \\ 


Exons 


1036. 


. 1338, 


1037 


. .1186, 


1226. 


.1339, 13 


42. . 1419 




i" j ; 


Spa No 


9519 










Seq. ID 


OJ990520 10.0211, 


. C33 


L-3 


Gene No. 


20370 










Strand 








Start 


107 










End 


2703 






Name 


OJ990520 10 


.0211 


.C33.o4 . 


tw 


Method 


TBLASTX: Wheat 




rl! 


Start 


1132 










End 


1602 






GI 


none 










Score 


82 




.1 ct 


Exons 


1132. 


. 1335, 


1339 


. . 1410, 


1402. 


.1602, 14 


18 . .1600 




i. t 


Seq. No. 


9519 










Seq. ID 


OJ990520 10.0211, 


.C33 


! 


Gene No. 


20370 










Strand 






. Bl 


Start 


. 107 










End 


2703 




i"i 


Name 


OJ990 


520_10 


.0211 


.C33.o4 . 


ts 


Method 


TBLASTX : Soybean 




'ssJ 


Start 


1462 










End 


1596 






GI 


none 










Score 


84 






Exons 


1462. 


. 1596, 


1475 


. .1582, 


1480. 


.1596 








Seq. No. 


9519 










Seq. ID 


OJ990520_10.0211, 


.C33 




Gene No. 


20370 










Strand 








Start 


107 










End 


2703 






Name 


OJ990 


520_10 


.0211 


.C33.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1615 










End 


1917 






GI 


none 










Score 


51 






Exons 


1615. 


.1917, 


1647 


. .1709, 


1730. 


.1915, 1788. .1916 






Seq. No. 


9519 










Seq. ID 


OJ990520_10.0211, 


.C33 




Gene No. 


20370 










Strand 








Start 


107 










End 


2703 






Name 


OJ990 


520_10 


.0211 


.C33.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1639 










End 


2187 






GI 


none 










Score 


259 





10039 



Exons 



1639. .1782, 1774. .2187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9519 

20370 

107 

OJ990520JL0.0211, 

1708 

none 

1708. .1935, 1708, 

9519 

20370 

107 

OJ990520_10.0211, 

1920 

none 

1920. .2066, 1921, 



C33.o2.ts 
.1995, 1727. 

C33.ol.tw 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1996, 1996.. 2061 



OJ990520_10.0211.C33 
2703 

TBLASTX: Soybean 
2061 
69 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_10.0211.C33 
2703 

TBLASTX: Wheat 

2352 

54 



.2352, 1939.. 2340, 1964.. 2350 



9519 

20370 

107 

OJ990520_10 . 0211 . C33 . o2 . tm 

2203 

none 

2203. .2565 



9519 

20370 

107 

OJ990520_10.0211, 

2428 

none 

2428.. 2667, 2473, 



9519 

20370 

107 

OJ990520_10.0211, 

2449 

none 

2449.. 2667, 2567, 

9520 

20371 

205 

OJ990520_10.0211, 

205 

none 

205. .1613, 1804., 

9520 

20372 

7274 

OJ990520_10.0211, 
2 

none 

2. .247, 63. .233 



C33.o3.ts 
.2664, 2579. 

C33.o5. tw 
.2662 

C34 .ol .gs 
1937, 3358.. 

C34 .ol .ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2668 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,3512 

Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990520_10.0211.C33 
2703 

TBLASTX: Maize 

2565 

229 



OJ990520_10.0211.C33 
2703 

TBLASTX: Soybean 

2668 

72 



OJ990520_10.0211.C33 
2703 

TBLASTX: Wheat 

2667 

78 



OJ990520_10.0211.C34 

3512 
GENSCAN 
3512 
.87 



OJ990520_10.0211.C34 
12619 

TBLASTX: Soybean 

247 

142 



10040 



Seq. No. 


9520 


Gene No. 


20372 


Start 


7274 


Name 


OJ990520 10.0211.1 


Start 


2 


GI 


none 


Exons 


2. .241, 3. .239 


Seq. No. 


9520 


Gene No. 


20372 


Start 


7274 


Name 


OJ990520 10. 0211. < 


Start 


7274 


GI 


none 


Exons 


7274. .7395, 7677. 


Seq. No. 


9520 


Gene No. 


20372 


Start 


7274 


Name 


OJ990520 10.0211.' 


Start 


7277 


GI 


6815052 


Exons 


7277. .7395, 7677. 




11521. .11620, 119 


GI Descrip. 


(AP001080) hypoth* 


Seq. No. 


9520 


Gene No. 


20372 


Start 


7274 


Name 


OJ990520 10. 0211. < 


Start 


11167 


GI 


none 


Exons 


11167. .11258, 113 


Seq. No. 


9521 


Gene No. 


20373 


Start 


5764 


Name 


OJ990520 10.0211.1 


Start 


5764 


GI 


none 


Exons 


5764. .6301, 6706. 




9539. . 9673 



C34 .ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7751, 7833.-8565, 8614. 
.2. .12029, 12310. .12384, 



OJ990520_10.0211.C34 
12619 

TBLASTX: Wheat 

241 

136 



OJ990520_10.0211.C34 

12619 
GENSCAN 
10432 
.7 



OJ990520 10.0211.C34 



12619 
AAT/NAP 
12619 
1901 

8763, 
12466. 



10552. . 10644, 
. 12619 



Seq. ID OJ990520_10.0211.C34 
Strand 

End 12619 

Method GENSCAN 

End 12619 

Score . 65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_ 
+ 

9913 
GENSCAN 
9673 
.5 



10.0211.C35 



6740, 7562. .8569, 8678. .8884, 9066. .9219, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



9521 Seq. ID 

20373 Strand 

5764 End 
OJ990520_10 .0211. C35 . o4 . np Method 

7221 End 

6498441 Score 
7221. .7274, 
(AP000815) 



9740. . 9913 
EST C72786 (E2258) 



OJ990520_10.0211.C35 
+ 

9913 
AAT/NAP 
9913 
90 



corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



9521 
20374 



Seq. ID 
Strand 



OJ990520 10.0211.C35 



10041 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520_10. 0211 .C35.ol.np 
1 

6815052 
1..164, 245. .390 

(AP001080) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



390 

AAT/NAP 
390 
236 



9521 Seq. ID 

20374 Strand 

1 End 
OJ990520_10.0211 .C35.ol.gs Method 

238 End 

none Score 
238. .390 



OJ990520_10.0211.C35 
390 

GENSCAN 

390 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9521 

20375 

1134 

OJ990520_10.0211 .C35.o2.gs 

1134 

none 

1134. .1238, 1490. .1576 



Seq. ID OJ990520_10.0211.C35 
Strand 

End 1576 

Method GENSCAN 

End 1576 

Score . 94 



9521 
20376 
2657 

OJ990520_10.0211.C35.o2.np 
2483 
4325357 
2483. .2963, 3758.-4458 

(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. ID OJ990520_10.0211.C35 
Strand 

End 6952 

Method AAT/NAP 

End 4458 

Score 410 



9521 

20376 

2657 

OJ990520_10.0211 .C35.o3.gs 

2657 

none 

2657. .3165, 3541. .3925, 4347. 

9521 

20376 

2657 

OJ990520_10.0211 .C35.o2.tw 

2663 

none 

2663..2842, 2688. .2771, 2885. 

9521 

20376 

2657 

OJ990520_10.0211.C35.ol.tc 

3800 

none 

3800. .4108 



Seq. ID OJ990520_10.0211.C35 
Strand 

6952 
GENSCAN 
4562 
.54 



End 

Method 
End 
Score 
.4562 



Seq. ID OJ990520_10.0211.C35 
Strand 

6952 

TBLASTX: Wheat 
3064 
64 



End 

Method 
End 
Score 
.3064 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_10.0211.C35 
6952 

TBLASTX: Cress 

4108 

190 



10042 



Seq. No. 


9521 








Seq. ID 


OJ990520_10.0211.C35 


Gene No. 


20376 








Strand 




Start 


2657 








End 


6952 


Name 


OJ990520 10 


. 0211 


.C35.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


3845 








End 


6952 


GI 


none 








Score 


54 


Exons 


3845. .4123, 


3911 


. .4111, 


4151. 


.4255, 4152. .4220, 6800. .6952 


Seq. No. 


9521 








Seq. ID 


OJ990520_10.0211.C35 


Gene No. 


20376 








Strand 




Start 


2657 








End 


6952 


Name 


OJ990520 10 


.0211 


,C35.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


3908 








End 


6928 


GI 


none 








Score 


94 


Exons 


3908. .4123, 


4139 


. .4255, 


6788 . 


. 6928 




Seq. No. 


9521 








Seq. ID 


OJ990520_10.0211.C35 


Gene No. 


20377 








Strand 




Start 


7460 








End 


7828 


Name 


OJ990520 10 


.0211 


.C35.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


7460 








End 


7828 


GI 


none 








Score 


157 


Exons 


7460. .7585, 


7477 


. .7584 , 


7610. 


.7828, 7615.. 7731 


Seq. No. 


9522 








Seq. ID 


OJ990520_10.0211.C36 


Gene No. 


20378 








Strand 


+ 


Start 


168 








End 


214 


Name 


OJ990520 10 


.0211 


.C36.ol. 


.gs 


Method 


GENSCAN 


Start 


168 








End 


214 


GI 


none 








Score 


.8 


Exons 


168. .214 












Seq. No. 


9522 








Seq. ID 


OJ990520_10.0211.C36 


Gene No . 


20379 








Strand 




Start 


80 








End 


660 


Name 


OJ990520 10 


.0211 


.C36.ol, 


.np 


Method 


AAT/NAP 


Start 


80 








End 


660 


GI 


5295955 








Score 


273 


Exons 


80. .660 












GI Descrip. 


(AB026295) . 


Similar to Epstein- 


-Barr virus (EBV) genome. (V015J 




[Oryza sativa] 










Seq. No. 


9523 








Seq. ID 


OJ990520_10.0211.C37 


Gene No. 


20380 








Strand 


+ 


Start 


435 








End 


568 


Name 


OJ990520 10 


.0211 


.C37.ol. 


.gs 


Method 


GENSCAN 


Start 


435 








End 


568 


GI 


none 








Score 


. 66 


Exons 


435. .568 












Seq. No. 


9524 








Seq. ID 


OJ990520_10.0211.C38 


Gene No. 


20381 








Strand 




Start 


84 








End 


172 


Name 


OJ990520 10 


.0211 


.C38.ol. 


.gs 


Method 


GENSCAN 


Start 


84 








End 


172 


GI 


none 








Score 


.78 



10043 





Exons 


84 . .172 














Sea No 


9525 






Seq. ID 


OJ990520_10.0211 


.C41 




Gene No. 


20382 






Strand 


+ 






Start 


1042 






End 


9700 






Name 


OJ990520 10 


.0211.C41.ol 


.gs 


Method 


GENSCAN 






Start 


1042 






End 


9700 






GI 


none 






Score 


. 66 






Exons 


1042. .1935, 


3088. .3157, 


4209. 


.4823, 5272.. 8919, 9002.. 9700 




Seq. No. 


9525 






Seq. ID 


OJ990520_10.0211 


.C41 




Gene No . 


20382 






Strand 


+ 






Start 


1042 






End 


9700 






Name 


OJ990520 10 


.0211.C41.o2 


.np 


Method 


AAT/NAP 






Start 


4209 






End 


5002 






GI 


4512231 






Score 


1280 






Exons 


4209. .5002 














GI Descrip. 


(AB014741) 


ORF0 protein 


[Oryza sativai 


] 






Seq. No. 


9525 






Seq. ID 


OJ990520_10.0211 


.C41 




Gene No . 


20382 






Strand 


+ 






Start 


1042 






End 


9700 






Name 


OJ990520 10 


.0211.C41.o3 


.np 


Method 


AAT/NAP 




□ 


Start 


4947 






End 


9697 






GI 


4680179 






Score 


5609 




m 


Exons 


4947. .4992, 


5272. . 6261, 


6289. 


.9697 






rj i 


GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




CA 


Seq. No. 


9525 






Seq. ID 


OJ990'520_10.0211 


.C41 




r^pne No - 


20383 






Strand 






IS? 


Start 


1 






End 


386 




ry 


Name 


OJ990520 10 


.0211.C41.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


386 




,C3fc 


GI 


4558567 






Score 


94 




! ==? 


Exons 


1..170, 217 


. .386 










''"•A 
t, j. 


GI Descrip. 


(AC007138) 


hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


9525 






Seq. ID 


OJ990520_10.0211 


.C41 




Gene No. 


20384 






Strand 








Start 


10151 






End 


12786 






Name 


OJ990520 10 


.0211.C41.o9 


. tw 


Method 


TBLASTX: Wheat 






Start 


5433 






End 


5631 






GI 


none 






Score 


205 






Exons 


5433. .5630, 


5434. .5631, 


5458. 


.5631 








Seq. No. 


9525 






Seq. ID 


OJ990520_10.0211 


.C41 




Gene No. 


20384 






Strand 








Start 


10151 






End 


12786 






Name 


OJ990520 10 


.0211.C41.o6 


.tm 


Method 


TBLASTX: Maize 






Start 


5683 






End 


5988 






GI 


none 






Score 


237 






Exons 


5683. .5988, 


5683. .5970 












Seq. No. 


9525 






Seq. ID 


OJ990520_10.0211 


.C41 




Gene No. 


20384 






Strand 








Start 


10151 






End 


12786 






Name 


OJ990520 10 


.0211.C41.o7 


. tw 


Method 


TBLASTX: Wheat 





10044 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



5683 
none 

5683. . 6033 

9525 

20384 

10151 

OJ990520_10. 

6367 

none 

6367. .6720, 

9525 

20384 

10151 

OJ990520_10. 

6724 

none 

6724. . 6915, 

9525 

20384 

10151 

OJ990520JL0. 

6852 

none 

6852. .7292, 

9525 

20384 

10151 

OJ990520_10. 

6889 

none 

6889. .7203 

9525 

20384 

10151 

OJ990520_10. 

6918 

none 

6918. .7160, 

9525 

20384 

10151 

OJ990520_10. 

7276 

none 

7276. .7308, 
7428. .7661 

9525 

20384 

10151 

OJ990520 10. 



End 
Score 



6033 
307 



0211.C41.o8.tw 



6457. .6651 



0211.C4.1.o7.tm 



6762. .6917 



0211.C41.o4.tw 



6853.. 7335, 6889. 



0211.C41.o4.ts 



0211.C41.o4.tm 



6922. .7365 



0211.C41.ol.ts 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Wheat 

End 6720 

Score 250 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Mai ze 

End 6917 

Score 188 



Seq. ID OJ990520_10.0211.C41 
Strand 

12786 

TBLASTX: Wheat 
7335 
535 



End 

Method 
End 
Score 
.7332 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Soybean 

End 7203 

Score 198 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Mai ze 

End 7365 

Score 373 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Soybean 

End 7 671 

Score 57 



7276. .7308, 7312. .7365, 7314. .7355, 7420. .7671, 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

0211 .C41 ,o5.tm Method TBLASTX : Maize 



10045 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7420 
none 

7420. .7752, 

9525 

20384 

10151 

OJ990520_10. 

7423 

none 

7423. .7686, 



7473. .7751 



0211.C41.o5. tw 



7425. .7685 



End 7752 
Score 310 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Wheat 

End 7 68 6 

Score 373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9525 

20384 

10151 

OJ990520_10. 

7687 

none 

7687. .8112, 



0211.C41.o3.tw 



7689. .8105, 7762, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8112 



OJ990520_10.0211.C41 
12786 

TBLASTX: Wheat 

8112 

593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9525 

20384 

10151 

OJ990520_10. 

7693 

none 

7693. .7941 



0211.C41.o3.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_10.0211.C41 
12786 

TBLASTX: Soybean 

7941 

203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9525 

20384 

10151 

OJ990520_10. 

7759 

none 

7759. .8112, 



0211.C41.o2.tm 



7764. .8105 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_10.0211.C41 
12786 

TBLASTX: Maize 

8112 

457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9525 

20384 

10151 

OJ990520_10. 

8140 

none 

8140. .8679, 



0211.C41.o2.tw 



8322. .8675, 8426. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8680 



OJ990520_10.0211.C41 
12786 

TBLASTX: Wheat 

8680 

622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9525 

20384 

10151 

OJ990520_10. 

8377 

none 

8377. .8559, 



0211.C41.ol.tc 



8560. .8703, 8562, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,8702 



OJ990520_10.0211.C41 
12786 

TBLASTX: Cress 

8703 

91 



Seq. No. 
Gene No. 
Start 
Name 
Start 



9525 

20384 

10151 

OJ990520_10. 
8467 



0211.C41.o2.ts 



Seq. ID 

Strand 

End 

Method 
End 



OJ990520_10.0211.C41 
12786 

TBLASTX: Soybean 
8727 



10046 



GI 

Exons 



none 

8467. .8727,. 8478. .8726 



Score 



301 



Seq. No. 9525 

Gene No. 20384 

Start 10151 

Name OJ990520__10 . 0211 . C4 1 . o3 . tm 

Start 8526 

GI none 
Exons 



J526..8813, 8526. 



Seq. No. 9525 

Gene No. 20384 

Start 10151 

Name OJ990520_10 . 0211 . C41 . ol . tw 

Start 8686 

GI none 
Exons 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX: Maize 

End 8817 

Score 165 



i 13, 8527. .8817 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Wheat 

End 9319 

Score 385 



8686. .9030, 8689. .9015, 8742. .9032, 9032. .9319, 9037. .9198, 
9259. . 9318 



m 

: : i s 

'Q 

U! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9525 

20384 

10151 

OJ990520_10.0211.C41.ol. tm 

8865 

none 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX: Maize 

End 9457 

Score 221 



8865. .9020, 8866. .9048, 9029. .9457, 9058. .9195, 9191. .9436, 
9259.. 9456 



9525 

20384 

10151 

OJ990520_10.0211.C41.o6.tw 

9319 

none 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method TBLASTX : Wheat 

End 9652 

Score 314 



9319. .9600, 9320. .9652, 9470. .9601 



9525 

20384 

10151 

OJ990520JL0 . 0211 . C4 1 . o2 . gs 

10151 

none 



Seq. ID OJ990520_10.0211.C41 
Strand 

End 12786 

Method GENSCAN 

End 12786 

Score .81 



10151. .10253, 10409. .10554, 10622 10677 , 10682 1084 8 , 
12683. . 12786 



Seq. No. 9526 

Gene No. 20385 

Start 64 

Name OJ990520_10 . 0211 . C4 2 . ol . gs 

Start 64 

GI none 

Exons 64 . . 162 



Seq. ID OJ990520_10.0211.C42 

Strand + 

End 162 

Method GENSCAN 

End 162 

Score .86 



Seq. No. 
Gene No. 
Start 



9527 

20386 

754 



Seq. ID OJ990920_14 .0210.C2 
Strand + 
End 5130 



10047 



Name 

Start 

GI 

Exons 



OJ990920_14 .0210.C2.ol.gs 
754 



Method GENSCAN 
End 5130 
none Score .87 

7S4..756, 1403. .1529, 2504. .2643, 2738. .2998, 3063. .3192, 
4693. . 4776, 5087. .5130 



Seq. No. 9527 

Gene No. 20387 

Start 6774 

Name OJ990920_14 . 02 10 . C2 . o2 . gs 

Start 6774 

GI none 

Exons 6774.. 7932, 8145.. 8149 

Seq. No. 9527 

Gene No. 20387 

Start 6774 

Name OJ990920__14 . 02 10 . C2 . o3 . gp 

Start 6780 

GI none 

Exons 6780.. 7260 

Seq. No. 9527 

Gene No. 20388 

Start 1648 

Name OJ990920_14 . 02 10 . C2 . ol . gp 

Start 1648 

GI 2311279 

Exons 1648.. 1714 



Seq. ID OJ990920_14 .0210.C2 

Strand + 

End 8149 

Method GENSCAN 

End 8149 

Score .89 



Seq. ID OJ990920_14.0210.C2 

Strand + 

End 8149 

Method AAT/GAP 

End 7260 

Score 919 



Seq. ID OJ990920_14.0210.C2 
Strand 

End 1714 

Method AAT/GAP 

End 1714 

Score 73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990920_14.0210.C2 
Strand 

2138 
AAT/GAP 
2138 
116 



9527 
20389 
1715 

OJ990920__14 .0210.C2.o2.gp 
1715 

LIB3477-003-P1-K1-E9 
1715. .1795, 2115. .2138 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



9527 

20390 

8773 

OJ990920_14 . 0210.C2 .o3.gs 

8773 

none 



Seq. ID OJ990920_14.0210.C2 
Strand 

End 11579 

Method GENSCAN 

End 11579 

Score .54 



8773. .8849, 9456. .9487, 9973. .10126, 10630 .. 10697 , 11235 .. 11283 , 
11390. .11579 



Seq. No. 9528 

Gene No. 20391 

Start 804 

Name OJ990920_14 . 0210 . C4 . ol . gs 

Start 804 

GI none 

Exons 804.. 848, 2885.. 3024 



Seq. ID OJ990920_14.0210.C4 

Strand + 

End 3024 

Method GENSCAN 

End 3024 

Score .42 



10048 



Seq. No. 


9529 






Seq. ID 


OJ990920 


Gene No. 


20392 






Strand 


+ 


Start 


239 






End 


4845 


Name 


OJ990920 14 


.0210.C6.ol. 


gs 


Method 


GENSCAN 


Start 


239 






End 


4573 


GI 


none 






Score 


.56 


Exons 


239. .284, 563. . 606, -112 


8. . 


1172, 1474.. 


1650, 266 




3538. .3672, 


4455. .4573 








Seq. No. 


9529 






Seq. ID 


OJ990920 


Gene No. 


20392 






Strand 


+ 


Start 


239 






End 


4845 


Name 


OJ990920 14 


.0210.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


2571 






End 


3042 


GI 


none 






Score 


889 


Exons 


2571. .3042 










Seq. No. 


9529 






Seq,; ID 


OJ990920 


Gene No. 


20392 






Strand 


+ 


Start 


239 






End 


4845 


Name 


OJ990920 14 


.0210.C6.o2. 


gp 


Method 


AAT/GAP 


Start 


3547 






End 


4845 


GI 


none 






Score 


998 


Exons 


3547. .3672, 


4455. .4845 








Seq. No. 


9530 






Seq. ID 


OJ990920 


Gene No. 


20393 






Strand 


- 


Start 


143 






End 


525 


Name 


OJ990920 14 


.0210.C7.ol. 


gs 


Method 


GENSCAN 


Start 


143 






End 


471 


GI 


none 






Score 


. 66 


Exons 


143. .471 










Seq. No. 


9530 






Seq. ID 


OJ990920 


Gene No. 


20393 






Strand 




Start 


143 






End 


525 


Name 


OJ990920 14 


.0210.C7.ol. 


np 


Method 


AAT/NAP 


Start 


146 






End 


525 


GI 


6539586 






Score 


625 


Exons 


146. .525 










GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


9531 






Seq. ID 


OJ990920 


Gene No. 


20394 






Strand 




Start 


1 






End 


649 


Name 


OJ990920 14 


.0210.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


649 


GI 


6907089 






Score 


1101 


Exons 


1. .649 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


9531 






Seq. ID 


OJ990920 


Gene No. 


20394 






Strand 




Start 


1 






End 


649 


Name 


OJ990920 14 


.0210.C8.ol. 


gs 


Method 


GENSCAN 


Start 


76 






End 


572 



10049 



GI none Score 

Exons 76.. 456, 501.. 572 

Seq. No. 9532 Seq. ID 

Gene No. 20395 Strand 

Start 1438 End 

Name OJ990920_14 . 0210 . C9 . ol . gs Method 

Start 1438 End 

GI none Score 

Exons 1438.. 1575, 1637.. 1981 

Seq. No. 9533 Seq. ID 

Gene No. 20396 Strand 

Start 200 End 

Name OJ990920__14 . 0210 . C10 . ol . gs Method 

Start 200 End 

GI none Score 

Exons 200. .336 



,68 



OJ990920_14.0210.C9 

1981 
GENSCAN 
1981 
. 64 



OJ990920_14 .0210. C10 
+ 

336 

GENSCAN 

336 

.51 



Seq. No. 9534 Seq. ID 

Gene No. 20397 Strand 

Start 786 End 

Name OJ990920_14 . 02 10 . Cll . ol . gs Method 

Start 78 6 End 

GI none Score 

Exons 786. .897 



OJ990920_14. 0210. Cll 
+ 

897 

GENSCAN 

897 

.98 



Seq. No. 9535 

Gene No. 20398 

Start 654 

Name OJ990920_14 . 02 10 . C12 . ol . gs 

Start 654 

GI none 

Exons 654.. 1479, 1614. .1786 

Seq. No. 9536 

Gene No. 20399 

Start -944 

Name OJ990920_14 . 02 10 . C17 . ol . gs 

Start 944 

GI none 

Exons 944 . .2536 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_14 .0210.C12 
+ 

1786 
GENSCAN 
1786 
.61 



OJ990920_14 .0210.C17 
+ 

2536 
GENSCAN 
2536 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



9536 Seq. ID 

20399 Strand 

94 4 End 
OJ990920_14 . 0210.C17 .ol . np Method 

944 End 

5042430 Score 
944. .2530 

(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 



OJ990920_14.0210.C17 
+ 

2536 
AAT/NAP 
2530 
1061 



9536 

20399 

944 

OJ990920_14 .0210.C17.ol.ts 
1043 



Seq. ID OJ990920_14.0210.C17 

Strand + 

End 2536 

Method TBLASTX : Soybean 

End 2521 



10050 




GI none Score 151 

Exons 1043. .1270, 1268. .1462, 1457. .1597, 1616. .1762, 1859. .2023, 

1909. .2010, 2024. .2284, 2041. .2271, 2285. .2431, 2323. .2520, 
2465. .2521 



Seq. No. 


9536 








Seq. ID 


OJ990920_14 . 0210.C17 


Gene No. 


20399 








Strand 


+ 


Start 


944 








End 


2536 


Name 


OJ990920 14. 


0210. 


C17.o2. 


. tm 


Method 


TBLASTX: Maize 


Of a y~f- 
O Lai. t_ 


104 6 








End 


1315 


GI 


none 








Score 


249 


Exons 


1046. .1315, 


1078. 


.1314 








Seq. No. 


9536 








Seq. ID 


OJ990920_14.0210.C17 


Gene No. 


20399 








Strand 


+ 


Start 


944 








End 


2536 


Name 


OJ990920 14. 


0210. 


C17.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


1049 








End' 


1800 


GI 


none 








Score 


83 




lift? 


x x y \j • 


.12 94, 


1199 . 


.1255, 1313. .1447, 1327. .1371, 




1714 . . 1800 












Seq. No. 


9536 








Seq. ID 


OJ990920_14 . 0210.C17 


Gene No. 


20399 








Strand 


• + 


Start 


94 4 ■ 








End ' 


2536 


Name 


OJ990920 14. 


0210. 


C17.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


1055 








End 


2521 


GI 


none 








Score 


125 


Exons 


1055. .1249, 


1298. 


.1465, 


1481. 


.1609, 1589. .1735, 1817. .1849, 




1 ft fift 90S? 


1 ft ft 6 

X O O U • 


. X ZJ Z? -J , 


1909 . 


.2058, 2018. .2272, 2047. .2271, 




2279. .2455, 


2317. 


.2424, 


2462. 


.2521 




Seq. No. 


9536 








Seq. ID 


OJ990920_14 .0210.C17 


Gene No. 


20399 








Strand 


+ 


Start 


944 








End 


2536 


Name 


OJ990920 14. 


0210. 


C17.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


1316 








End 


2523 


(ZJ 

KJ X 


none 








Score 


120 


Exons 


1316. .1459, 


1330. 


.1374, 


1433. 


.1600, 1465. .1536, 1601. .1711, 




1630. .1698, 


1814 . 


.1897, 


1853. 


.2011, 1868. .1999, 1912. .2016, 




1912. .2013, 


204 4. 


.2523, 


2045. 


.2521 




Seq. No. 


9536 








Seq. ID 


OJ990920_14 .0210.C17 


Gene No. 


20399 








Strand 


+ 


Start 


944 








End 


2536 


Name 


OJ990920 14. 


0210. 


C17.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


2164 








End 


2518 


GI 


none 








Score 


357 


Exons 


2164 . .2424, 


2165. 


.2452, 


2462. 


.2518, 2462.. 2512 


Seq. No. 


9537 








Seq. ID 


OJ990920_14 .0210.C18 


Gene No. 


20400 








Strand 




Start 


24 








End 


321 


Name 


OJ990920 14. 


0210. 


C18.ol. 


.gs 


Method 


GENSCAN 


Start 


24 








End 


321 


GI 


none 








Score 


.71 


Exons 


24. .150, 155. .321 









10051 



Seq. No. 9538 Seq. ID 

Gene No. 20401 Strand 

Start 15 End 

Name OJ990920_14 . 02 10 . C19 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15.. 169 



OJ990920_14 .02 10. CI 9 
169 

GENSCAN 

169 

.59 



Seq. No. 9539 Seq. ID 

Gene No. 20402 Strand 

Start 174 End 

Name OJ990920_14 . 0210 . C20 . ol . gs Method 

Start 174 End 

GI none Score 

Exons 174.. 251, 329.. 442 



OJ990920_14 .0210.C20 
+ 

442 

GENSCAN 

442 

.81 



Seq. No. 9540 

Gene No. 20403 

Start 2250 

Name OJ990920_14 . 0210 . C21 . ol . gs 

Start 2250 

,= S L GI none 

Exons 2250.. 2609, 2764.. 2862 

y 

Sf! Seq. No. 9541 

f[| Gene No. 20404 

i"i Start 505 

I"! Name OJ990920_14 . 0210 . C23 . ol . gs 

Start 505 

'"-^r GI none 

Til Exons 505.. 556, 622.. 719 



Seq. ID OJ990920_14 .0210.C21 
Strand 

End 2862 

Method GENSCAN 

End 28 62 

Score .64 



Seq. ID OJ990920_14.0210.C23 

Strand + 

End 719 

Method GENSCAN 

End 719 

Score .54 



; 3B ; 



Seq. No. 9541 Seq. ID 

Gene No. 20405 Strand 

Start 1049 End 

Name OJ990920_14 . 0210 . C23 . o2 . gs Method 

Start 1049 End 

GI none Score 

Exons 1049.. 1255, 2081.. 2259 



OJ990920_14.0210.C23 

2259 
GENSCAN 
2259 
.84 



Seq. No. 9542 Seq. ID 

Gene No. 20406 Strand 

Start 568 End 

Name OJ990920_14 . 02 10 . C25 . ol . gs Method 

Start 568 End 

GI none Score 

Exons 568. .644, 949. .1104, 1930. .2536, 2593. 



OJ990920_14 .0210.C25 

3081 
GENSCAN 
3081 
. 96 
. 3081 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9542 

20406 

568 

OJ990920_14 .0210.C25.ol. tw 

2659 

none 



Seq. ID OJ990920_14.0210.C25 
Strand 

End 3081 

Method TBLASTX : Wheat 

End 3040 

Score 40 



2659. .2739, 2660. .2683, 2770. .2832, 2783. .2818, 2842. .2889, 
2849. .2953, 2858. .3031, 2866. .2931, 2903. .3040, 2938. .3039 



10052 



• 



Seq. No. 9542 Seq. ID 

Gene No. 20406 Strand 

Start 568 End 

Name OJ990920_14 . 0210 . C25 . ol . tm Method 

Start 2875 End 

GI none Score 

Exons 2875.. 3024, 2876.. 3025 



OJ990920_14.0210.C25 
3081 

TBLASTX: Maize 

3025 

139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9543 Seq. ID 

20407 Strand 

4383 End 

OJ990920_14 .0210.C26.ol.np Method 

4383 End 

2589164 Score 
4383..4528, 5666. .5720 

(D88452) aldehyde oxidase-2 [Zea mays] 



OJ990920_14.0210.C26 
+ 

5720 
AAT/NAP 
5720 
167 



9544 Seq. ID 

20408 Strand 

1 End 
OJ990920_14 . 0210.C27 .ol.np Method 

1 End 

2589164 Score 

1..29, 1150. .2628, 2662. .2824, 3024. .3286, 3415. .3624, 



OJ990920_14.0210.C27 
+ 

7615 
AAT/NAP 
7227 
4764 



3824. .4042, 4426. 
6983. .7227 



,5388, 5668. .5763, 5871. .5969, 6342. .6531, 



GI Descrip. (D88452) aldehyde oxidase-2 [Zea mays] 



Seq. No. 9544 
Gene No. 20408 
Start 1 

Name OJ990920_14 . 0210 . C27 . ol . gs 

Start 1154 
GI none 
Exons 1154.. 2824, 

5668. .5763, 

7553. .7615 



Seq. ID 
Strand 
End 

Method 
End 
Score 



3024. .3286, 3415. 
5871. .5969, 6342. 



OJ990920_14 .0210.C27 
+ 



7615 
GENSCAN 
7615 
. 94 

,3624, 3824. .4042, 4426. .5388, 
.6531, 6983. .7178, 7436. .7487, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9544 

20408 

1 

OJ990920_14 . 0210 . C27 . ol . gp 

3949 

2431129 

3949. .4042, 4426.-4658 

258 9162/dbj |BAA2322 6| 5.0e-41 

mays] 

9544 

20409 

9477 

OJ990920 
9477 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14.0210.C27.o2.gs 



OJ990920_ 
+ 

7615 
AAT/GAP 
4658 
575 



14 .0210.C27 



(D88451) aldehyde oxidase [Zea 



Seq. ID OJ990920_14.0210.C27 



Strand 
End 

Method 

End 

Score 



+ 

12442 
GENSCAN 
12442 
. 66 



94 77. . 9624, 10792. . 10870, 1234 0. .124 4 2 



10053 




cjprj Mo 


9544 








Seq. ID 


OJ990920 


_14 .0210.C27 


Gene No. 


20410 








Strand 


+ 




Start 


14057 








End 


16949 




Name 


OJ990920 14 


.0210. 


C27.o3 


.gs 


Method 


GENSCAN 




Start 


14057 








End 


16949 




GI 


none 








Score 


.96 




Exons 


14 057. .15329, 16692. .16808, 16909. .1694 9 




Seq. No. 


9544 








Seq. ID 


OJ990920 


14 . 0210 .C27 


Gene No. 


20411 








Strand 


+ 




Start 


21168 








End 


26392 




Name 


OJ990920 14 


. 0210 . 


€27 .ol 


. tc 


Method 


TBLASTX : 


Cress 


Start 


1134 ~ 








End 


7188 




GI 


none 








Score 


329 






1134. .1394, 


1153. 


.1395, 


1459 


. .1617, 1461. .1628, 


1621. . 1701, 




1665. .1700, 


1867. 


. 1983, 


1869 


..1973, 1966. .2271, 


1992. .2159, 




2286. .2357, 


2287 . 


.2358, 


2392 


..2616, 2412. .2564, 


2734 . .282 6, 




3019 3204, 


3020 . 


. 3247, 


3026 


..3205, 3415. .3630, 


3415. . 3627 , 




3783 3929, 


3821 . 


. 4066, 


3829 


. .4065, 4405. .4881, 


4425 . . 4865, 




4881 5348, 


4885 . 


. 5355, 


5665 


. .5766, 5862. .5981, 


5870 . . 5965, 




6339 6530, 


6344 . 


. 6526, 


6982 


. .7026, 7105. .7188, 


7122 . .7187 


Seq m \$q . 


954 4 








Seq. ID 


OJ990920 


_14 .0210.C27 


Gene No. 


20411 








Strand 


+ 




Start 


21168 








End 


26392 




Name 


OJ990920 14 


. 0210. 


C27 .o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1150 _ 








End 


1383 




GI 


none 








Score 


331 




Exons 


1150 1383, 


1152 . 


. 1376 










Seq. No. 


954 4 








Seq. ID 


OJ990920 


14 . 0210 .C27 


Cpnp No 


20411 








Strand 


+ 




Start 


21168 








End 


26392 




Name 


OJ990920 14 


.0210. 


C27.o4 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1760 








End 


2072 




GI 


none 








Score 


279 




Exons 


1760 . .1927, 


1761 . 


.1979, 


1762 


..1980, 2001. .2072, 


2002 . . 2070, 




2004 . .2072 














Seq. No. 


9544 








Seq. ID 


OJ990920 


14.0210. C27 




20411 








Strand 


+ 




Start 


21168 








End 


26392 




Name 


OJ990920 14 


.0210. 


C27.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2073 








End 


2553 




GI 


none 








Score 


129 




Exons 


2073. .2162, 


2074 . 


.2178, 


2078 


..2194, 2176. .2265, 


2178 . . 2258, 




2179. .2265, 


2265. 


.2552, 


2275 


. .2553 






Seq. No. 


9544 








Seq. ID 


OJ990920 


14 . 0210. C27 


Gene No. 


20411 








Strand 


+ 




Start 


21168 








End 


26392 




Name 


OJ990920 14 


.0210. 


C27.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2555 








End 


4958 




GI 


none 








Score 


60 




Exons 


2555. .2620, 


2556. 


.2618, 


2557 


. .2652, 2557. .2622, 


2704. .2820, 




2709. .2825, 


2714. 


.2821, 


2716 


. .2826, 3008. .3286, 


3019. .3297, 




3020. .3301, 


3402. 


.3626, 


3409 


. .3630, 3414 . . 3626, 


3789. .4043, 



10054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3821. .4045, 3821. .4042, 3822. 
4422. .4796, 4426. .4914, 4900. 

9544 

20411 

21168 

OJ990 920_14 . 0210 . C27 . ol . tw 

3226' 

none 

3226. .3297, 3227. .3301, 3404. 
3414-. .3626, 3783.. 3860, 3821. 

9544 

20411 

21168 

OJ990920__14 . 0210. C27 . o2 . ts 

3415 

none 

3415. .3630, 3415, 
3826.. 4023, 3951, 



.3612, 3417. 
.4025 



.4043, 3823. .4044, 4410. .4880, 
.4956, 4905. .4955, 4911. .4958 

Seq. ID OJ990920_14 .0210.C27 

Strand + 

End 26392 

Method TBLASTX : Wheat 

End 3862 

Score 99 

.3610, 3409. .3630, 3409. .3612, 
.3862 

Seq. ID OJ990920_14 .0210.C27 

Strand + 

End 26392 

Method TBLASTX : Soybean 

End 4025 

Score 241 

.3623, 3780. .3929, 3821. .4024, 



! » 

G 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990920_14.0210.C27 

Strand + 

End 26392 

Method TBLASTX : Soybean 

End 4782 

Score 217 



Seq. ID OJ990920_14.0210.C27 
Strand + 
End 26392 
Method TBLASTX : Maize 
End 7203 
Score 585 

.5351, 5341. .5388, 5352. .5384, 
.5766, 5847. .5969, 5862. .5972, 
.6530, 6339.. 6437, 6341.. 6526, 
.7197, 7110. .7196, 7144. .7203 

Seq. ID OJ990920_14.0210.C27 

Strand + 

End 26392 

Method TBLASTX : Soybean 

End 6419 

Score 344 

.5354, 5665. .5766, 5862. .5981, 
.6419 

Seq. ID OJ990920_14 .0210.C27 

Strand + 

End 26392 

Method TBLASTX : Wheat 

End 5780 

Score 148 
5088. .5159, 5194. .5349, 5208. .5348, 5665. .5766, 



9544 

20411 

21168 

OJ990 920_14 . 0210.C27 .o3. ts 

4585 

none 

4585. .4782, 4596. . 4778 

9544 
20411 
21168 

OJ990920_14 . 0210.C27 .o2. tm 
4960 
none 

4960.. 5349, 4962.. 5351, 5238. 
5637.. 5780, 5664.. 5765, 5665. 
5869.. 5985, 5870.. 5971, 6339. 
6982. .7026, 7018. .7065, 7084. 

9544 
20411 
21168 

OJ990920_14 . 0210.C27 .ol.ts 
5076 
none 

5076.. 5165, 5083.. 5352, 5208. 
5870.. 5965, 6339.. 6377, 6360. 

9544 
20411 
21168 

OJ990920_14 .0210.C27 . o2 . tw 
5086 
none 

5086. .5187, 
5667. .5780 



10055 



Seq. No. 


9544 


Seq. ID 


OJ990920 


_14.0210 


.C27 


npne No 


20411 


Strand 


+ 






Start 


21168 


End 


26392 






Name 


OJ990920 14.0210.C27.o2.np 


Method 


AAT/NAP 






Start 


20917 


End 


22897 






GI 


6907086 


Score 


1395 ' 






Exons 


20917. .21678, 21739 .. 21980, 


22214 . .22280, 22385 


. .22465, 






22638. .22897 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


954 4 


Seq. ID 


OJ990920 


_14 .0210 


.C27 


Gene No. 


20411 


Strand 


+ 






Start 


21168 


End 


26392 






Name 


\JKJ \J ~r £— \J J- ^ • <J t~ J- \J • V_> 1 • \-J i • U U 


Method 


GENSCAN 






Start 


? 1 1 ~~ 


End 


26392 






GI 


none 


Score 


.52 






Exons 


21168. .21633, 24281 .. 24 481, 


24918. .24954, 25564 


. .26392 




Seq. No. 


9545 


Seq. ID 


OJ990920 


_14 .0210 


.C29 


Gene No. 


20412 


Strand 


+ 






Start 


1623 


End 


2806 






Name 


OJ990920 14.0210.C29.ol.gs 


Method 


GENSCAN 






Start 


1623 


End 


2806 






GI 


none 


Score 


.65 






Exons 


1623. .1772, 1778. .2806 










Seq. No. 


9546 


Seq. ID 


OJ990920 


_14 .0210 


.C31 


VJC11C L\KJ * 


20413 


Strand 








Start 


1 


End 


5149 






Name 


OJ990920 14 . 0210.C31.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5149 






GI 


5777623 


Score 


659 






Exons 


1..33, 1395. .1570, 2377. .3051, 3219. .3267, 3510 


. .3663, 






5130. . 5149 










GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 






Seq. No. 


9546 


Seq. ID 


OJ990920 


_14 .0210 


.C31 


Gene No. 


20413 


Strand 








Start 


1 


End 


5149 






Name 


OJ990920 14.0210.C31.ol.gs 


Method 


GENSCAN 






Start 


1795 


End 


4991 






GI 


none 


Score 


.67 






Exons 


1795. .2060, 2304. .2414, 2432 


..2883, 28 


85. .2954, 


4614 . .4991 


Seq. No. 


9547 


Seq. ID 


OJ990920 


_14 .0210 


.C33 


VJ d 1 *3 LM >J . 


20414 


Strand 








Start 


606 


End 


682 






Name 


OJ990920 14 . 0210.C33.ol.gp 


Method 


AAT/GAP 






Start 


606 


End 


682 






GI 


90742 1.R1084 


Score 


103 






Exons 


606. . 682 










GI Descrip. 


•5734 616/dbj | AP000391 . 1 | AP000391 4 . 0e- 


29 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


9548 


Seq. ID 


OJ990920 


_14 .0210 


.C37 


Gene No. 


20415 


Strand 









10056 




Start 


1885 




End 


2058 


Name 


OJ990920 14 . 0210.C37 ,ol 


.np 


Method 


AAT/NAP 


Start 


1885 




End 


2058 


GI 


6063554 




Score 


129 


Exons 


1885. .2058 








GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ; 


correspond to a region < 


of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








OcCj. LN U . 


9549 




Seq. ID 


OJ990920_14.0210.C38 


Gene No. 


20416 




uLiul 1U 


+ 


Start 


78 




End 


432 


Name 


OJ990920 14 . 0210.C38 .ol 


.gs 


Method 


GENSCAN 


Start 


78 




End 


432 


GI 


none 




Score 


.56 


Exons 


78. .238, 36S..432 










9550 




Seq. ID 


OJ990920_14 .0210.C41 


Gene No. 


20417 




OLI ell l\-X 




Start 


O c c 
JJ J 




End 


409 


Name 


OJ990920 14.0210.C41.ol 


.gs 


Method 


GENSCAN 


Start 


355 




End 


409 


GI 


none 




Score 


.8 


Exons 


355. .409 








oeq. in o . 


9551 




Seq. ID 


OJ990920_14 . 0210. C46 


Gene No. 


20418 




Strand 




Start 


512 




XjIICJ. 


JOJ 


Name 


OTQQnQ?0 1 4 0910 P4 fx ol 




Method 


GENSCAN 


Start 


512 




End 


563 


GI 


none 




Score 


.64 


Exons 


512. .563 








Seq. No. 


9552 




Seq. ID 


OJ990920_14.0210.C47 


belle IN (J . 


20419 




Strand 




Start 


88 




FnH 


8 97 


Name 


(^7990920 14 0210 C47 ol 


. tc 


Method 


TBLASTX: Cress 


Start 


86 




End 


839 


GI 


none 




Score 


128 


Exons 


86. .187, 206. .247, 365. 


.490, 


366. .491, 


390. .509, 728. .838, 




729. .839 










9552 




Seq. ID 


OJ990920_14 . 0210. C47 


Gene No. 


20419 




Strand 




Start 


88 




End 


897 


Name 


OJ990920 14.0210.C47.ol 


.gs 


Method 


GENSCAN 


Start 


88 




End 


826 


GI 


none 




Score 


. 92 


Exons 


88. .228, 367. .826 








Seq. No. 


9552 




Seq. ID 


OJ990920_14 .0210.C47 


Gene No. 


20419 




Strand 




Start 


88 




End 


897 


Name 


OJ990920 14.0210.C47.ol 


.np 


Method 


AAT/NAP 


Start 


88 




End 


897 


GI 


3482915 




Score 


320 


Exons 


88. .257, 378..489, 721. 


.897 







10057 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC003970) Similar to 12-oxophytodienoate reductase, gi 12765083 
and old-yellow-enzyme homolog, gi 12232254 [Arabidopsis thaliana] 



Seq. ID OJ990920_14 .0210.C48 

Strand + 

End 333 

Method AAT/GAP 

End 333 

Score 562 



9553 
20420 
1 

OJ990920_14 .0210.C48 .ol.gp 
1 

7406_1.R1084 
1..333 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



9554 
20421 
1 

OJ990920_14 .0210.C4 9.ol.np 
1 

5902445 
1. .189 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990920_14 .0210.C49 
Strand 

End 189 

Method AAT/NAP 

End 189 

Score 185 



9554 Seq. ID 

20421 Strand 

1 End 
OJ990920_14 . 0210 . C4 9 . ol . tm Method 

1 End 

none Score 

1..189, 29. .187 



OJ990920_14.0210.C49 
189 

TBLASTX : Maize 

189 

140 



Seq. No. 9554 Seq. ID 

Gene No. 20421 Strand 

Start 1 End 

Name OJ990920_14 . 0210 . C4 9 . ol . tw Method 

Start 1 End 

GI none Score 

Exons 1..147, 1..189, 2. .187 



OJ990920_14 .0210 .C4 9 
189 

TBLASTX: Wheat 

189 

79 



Seq. No. 9555 Seq. ID 

Gene No. 20422 Strand 

Start 99 End 

Name OJ990920_14 . 0210 . C50 . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99. .259 



OJ990920_14.0210.C50 
259 

GENSCAN 

259 

.72 



Seq. No. 9556 Seq. ID 

Gene No. 20423 Strand 

Start 293 End 

Name OJ990920_14 . 0210 . C54 .ol.gs Method 

Start 293 End 

GI none Score 

Exons 293..346, 605.. 667 



OJ990920_14 .0210.C54 
667 

GENSCAN 
667 
. 61 



Seq. No. 
Gene No. 
Start 



9557 

20424 

1 



Seq. ID OJ990920_14 .0210.C55 
Strand + 
End 156 



10058 






Name 


OJ990920 14 .0210.C55.ol.np 


Method 


AA1 / INAr 








Start 


1 


End 


156 








GI 


4680186 


Score 


270 








Exons 


1. .156 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 








Seq. No. 


9557 


Seq. ID 


ojyyu yzv 1 4 . 




Ljj 




Gene No. 


20425 


Strand 










Qf a rt 


1 


End 


89 








Name 


OJ990920 14 .0210.C55.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


89 








GI 


uC-osflcyp033a04bl 


Score 


166 








Exons 


1. .89 












GI Descrip. 


1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


9558 


Seq. ID 


OJ990920_14 . 


0210 . 


C58 




Gene No. 


20426 


Strand 










Start 


121 


End 


537 








Name 


OJ990920 14.0210.C58.ol.gs 


Method 


GENSCAN 








Start 


121 


End 


537 








GI 


none 


Score 


. 97 






Q 


Exons 


121. .537 










31. 

; e 
; s? 


Qprr No 


9559 


Seq. ID 


OJ990920_14 . 


, 0210 , 


, C60 


:■ ?£ 


Gene No. 


20427 


Strand 








rl 1 


Start 


218 


End 


511 








Name 


OJ990920 14 .0210.C60.ol.gs 


Method 


GENSCAN 








Start 


218 


End 


511 






. -\ 


GI 


none 


Score 


. 49 






\"\ \ 


Exons 


218. .343, 482. .511 












Seq. No. 


9560 


Seq. ID 


OJ990920_14 , 


.0210, 


. Col 


r:s 


Gene No. 


20428 


Strand 










Start 


577 


End 


651 








Name 


OJ990920 14 .0210.C61.ol.gs 


Method 


GENSCAN 






J. a *. 

i 


Start 


577 


End 


DDI 






L « 
sat 


GI 


none 


Score 


.73 






0 


Exons 


577. .651 










□ 


Seq. No. 


9561 


Seq. ID 


OJ990920_14 


.0210 


.C66 




Gene No. 


20429 


Strand 


+ 








Start 


306 


End 


4 20. 








Name 


OJ990920 14 .0210.C66.ol.gs 


Method 


GENSCAN 








Start 


306 


End 


420 








GI 


none 


Score 


.59 








Exons 


306. .420 












Seq. No. 


9562 


Seq. ID 


OJ990920_14 


. 0210 


.C67 




Gene No. 


20430 


Strand 


+ 








Start 


1 


End 


384 








Name 


OJ990920 14 .0210.C67.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


384 








GI 


5257279 


Score 


421 








Exons 


1. .384 












GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 








homologues. (L35053) [Oryza 


sativa] 









10059 



Seq. No. 


9562 




Seq. ID 


OJ990920_ 


Gene No. 


20430 




Strand 




Start 


1 




End 


Jo 4 


Name 


OJ990920 14.0210. 


C67 . ol . tw 


Method 


I bJ-iAb 1 A : 


Start 


34 




End 


z94 


GI 


none 




Score 


O / 


Exons 


34 . . 72 , 74 . . 115 , 


IOC 1 ^ C 1 /I 

Izb . . 1 4 b , 14 


/ . . Z O I , 


1 4 o . . z y 4 , 


Seq. No. 


9563 




Seq. ID 


OJ990920 


Gene No. 


20431 




Strand 




Start 


170 




End 


291 


Name 


OJ990920_14 . 0210 . 


C68 . ol . gs 


Method 


/"< TP \T C 1 C 7\ Tv7 

GENbCAN 


Start 


170 




End 


Z3l 


GI 


none 




Score 


. y 


Exons 


170 . .2 91 








Seq. No. 


9564 




Seq. ID 


OJ990920 


Gene No. 


20432 




Strand 


+ 


Start 


1 




End 


873 


Name 


OJ990920 14.0210. 


C74 .ol.np 


Method 


AAT/NAP 


Start 


1 




End 


873 


GI 


5295955 




Score 


166 


Exons 


1..130, 299. .399, 


755. .873 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) 




[Oryza sativa] 








Seq. No. 


9564 




Seq. ID 


OJ990920 


Gene No. 


20432 




Strand 


+ 


Start 


1 




End 


873 


Name 


OJ990920 14.0210. 


C74 .ol.gs 


Method 


GENSCAN 


Start 


67 




End 


193 


GI 


none 




Score 


.68 


Exons 


67. .193 








Seq. No. 


9565 




Seq. ID 


OJ990920 


Gene No. 


20433 




Strand 


+ 


Start 


1 




End 


607 


Name 


OJ990920 14.0210. 


C76. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


607 


GI 


4680179 




Score 


399 


Exons 


1..388, 416. .607 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. ind 


Seq. No. 


9565 




Seq. ID 


OJ990920 


Gene No. 


20433 




Strand 


+ 


Start 


1 




End 


607 


Name 


OJ990920 14.0210. 


C76. ol.gs 


Method 


GENSCAN 


Start 


193 




End 


601 


GI 


none 




Score 


.53 


Exons 


193. .601 









.294 



Seq. No. 9565 

Gene No. 20433 

Start 1 

Name OJ990920_14 . 02 10 . C7 6 . ol . tw 

Start 305 



Seq. ID OJ990920_14 .0210.C76 

Strand + 

End 607 

Method TBLASTX : Wheat 

End 556 



10060 



GI 


none 


Score 


80 




Exons 


305. .427, 319. .360, 413. .556, 


472 . . 555 






Seq. No. 


9566 


Seq. ID 


ujyyuy^u 14 . uziu . 


u / / 


Cpnp NO . 


20434 


Strand 


+ ~~ 




Start 


1 


End 


420 




Name 


OJ990920 14.0210.C77.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


420 




GI 


4680179 


Score 


380 




Exons 


1..270, 401. .420 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


9566 


Seq. ID 


OJ990920JL4 .0210. 


C77 


Gene No. 


20434 


Strand 


+ 




Start 


1 


End 


420 




Name 


OJ990920 14.0210.C77.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


254 




GI 


none 


Score 


147 




Exons 


1..108, 2. .109, 120. .254, 122 


.250 






Seq. No. 


9566 


Seq. ID 


OJ990920_14 .0210. 


C77 


Gene No. 


20434 


Strand 


+ 




1) Start 


1 


End 


420 




I! Name 


OJ990920 14 .0210.C77.ol.tm 


Method 


TBLASTX: Maize 




h Start 


17 


End 


259 




it GI ' 


none 


Score 


67 




:, Exons 


17. .88, 19. .93, 105. .257, 113 


..259, 122. .259 




y Seq. No. 


9566 


Seq. ID 


OJ990920_14 .0210 


C77 


l\ Gene No. 


20434 


Strand 


+ 




\i Start 


1 


End 


420 




Name 


OJ990920 14 .0210.C77 .ol.ts 


Method 


TBLASTX: Soybean 




„ Start 


115 


End 


271 




■| GI 


none 


Score 


74 




<=f Exons 


115. .252, 116. .271, 120. .269 








=i Seq. No. 


9567 


Seq. ID 


OJ990920_14 . 0210 


.C78 


l\ Gene No. 


20435 


Strand 






:f Start 


331 


End 


595 




^ Name 


OJ990920 14.0210.C78.ol.tm 


Method 


TBLASTX: Maize 




Start 


331 


End 


595 




GI 


none 


Score 


130 




Exons 


331. .438, 339. .434, 445. .594, 


461. .592 


, 461. .595 




Seq. No. 


9568 


Seq. ID 


OJ990920_14.0210 


.C81 


Gene No. 


20436 


Strand 






Start 


8 


End 


286 




Name 


OJ990920 14.0210.C81.ol.gs 


Method 


GENSCAN 




Start 


8 


End 


286 




GI 


none 


Score 


.85 




Exons 


8 . .286 








Seq. No. 


9569 


Seq. ID 


OJ990810_15.0216 


.CI 


Gene No. 


20437 


Strand 






Start 


1 


End 


306 




Name 


OJ990810 15.0216.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


306 





10061 



GI 6634775 Score 116 

Exons 1. .164, 250. .306 

GI Descrip. (AC009917) Contains similarity to gi 134845 luciferase YE protein 
from Pyrophorus plagiophthalamus, and contains an AMP-binding 
PF| 00501 domain. [Arabidopsis thaliana] 



Seq. No. 9570 Seq. ID 

Gene No. 20438 Strand 

Start 701 End 

Name OJ9908 10_15 . 0216 . C5 . ol . np Method 

Start 701 End 

GI 5852180 Score 

Exons 701.. 1073 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990810_15.0216.C5 

1073 
AAT/NAP 
1073 
350 



Seq. - No. 


9571 


Seq. ID 


OJ990810 


_15 


0216 


C7 


Gene No. 


20439 


Strand 


+ 








Start 


83 


End 


903 








Name 


OJ990810 15.0216.C7.ol.gs 


Method 


GENSCAN 








Start 


83 


End 


903 








GI 


none 


Score 


.88 








Exons 


83. .112, 330. .437, 469. .611, 


711. . 903 










K s \ Seq. No. 


9571 


Seq. ID 


OJ990810 


_15 


0216 


C7 


Gene No. 


20440 


Strand 










!:!! Start 


1 


End 


1085 








1 ^ Name 


OJ990810 15.0216.C7.ol.np 


Method 


AAT/NAP 








□ Start 


1 


End 


1085 








Ui GI 


6539586 


Score 


807 








u 5 i Exons 


1..79, 308. .1085 












iln GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








! ;_ Seq. No. 


9572 


Seq. ID 


OJ990810 


_15 


0216 


C8 


□ Gene No. 


20441 


Strand 










\\ Start 


1 


End 


1179 








y. Name 


OJ990810 15.0216.C8 .ol.np 


Method 


AAT/NAP 








[ 3| Start 


1 


End 


1179 








!»; GI 


6907089 


Score 


1906 








Exons 


1. .1179 












Q GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 









Seq. No. 


9573 


Seq. ID 


OJ990810 


Gene No. 


20442 


Strand 


+ 


Start 


1 


End 


706 


Name 


OJ990810 15. 0216. C9. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


589 


GI 


5042454 


Score 


178 


Exons 


1..159, 529. .589 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


9573 


Seq. ID 


OJ990810 


Gene No. 


20442 


Strand 


+ 


Start 


1 


End 


706 


Name 


OJ990810 15.0216.C9.ol.gs 


Method 


GENSCAN 


Start 


78 


End 


706 


GI 


none 


Score 


.55 


Exons 


78. .84, 119. .165, 521. .706 







10062 



Seq. No. 


9574 




Seq. ID 


OJ990810_ 


Gene No. 


20443 




Strand 




Start 


1 




End 


COT 
JO J 


Name 


OJ990810 15. 0216. CIO. ol. 


.np 


Method 


7\ 7\ rn / * -i j\ r\ 

AAi / DJAr 


Start 


1 




End 


DO O 


GI 


6907089 




Score 


/ 4 y 


Exons 


1 . .583 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sat i va J 


Seq. No. 


9574 




Seq. ID 


OJ990810 


Gene No. 


20443 




Strand 




Start 


1 




End 


coo 
DO J 


Name 


OJ990810 15. 0216. C10. ol, 


.gs 


Method 


r* TP M C C 7\ \T 


Start 


121 




End 


j / y 


GI 


none 




Score 


. o z> 


Exons 


121 . . 379 








Seq. No. 


9575 




Seq. ID 


OJ990810 


Gene No. 


20444 




Strand 




Start 


1 




End 


674 


Name 


OJ990810 15.0216.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


674 


GI 


6498441 




Score 


577 


Exons 


1..130, 439. .674 









GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


9575 










Seq. ID 


OJ990810_15.0216. 


Cll 


Gene No. 


20444 










Strand 






Start 


1 










End 


674 




Name 


OJ990810 


15. 


0216. Cll. 


ol. 


.gs 


Method 


GENS CAN 




Start 


50 










End 


323 




GI 


none 










Score 


.72 




Exons 


50. .323 
















Seq. No. 


9575 










Seq. ID 


OJ990810_15.0216. 


.Cll 


Gene No. 


20444 










Strand 






Start 


1 










End 


674 




Name 


OJ990810 


15. 


0216. Cll. 


.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


81 










End 


372 




GI 


none 










Score 


112 




Exons 


81. .371, 


112 


. .372 












Seq. No. 


9576 










Seq. ID 


OJ990810_15.0216, 


.C15 


Gene No. 


20445 










Strand 


+ 




Start 


101 










End 


257 




Name 


OJ990810 


15. 


0216. C15. 


.ol, 


.gs 


Method 


GENSCAN 




Start 


101 










End 


257 




GI 


none 










Score 


.73 




Exons 


101. .257 
















Seq. No. 


9577 










Seq. ID 


OJ990810_15.0216 


.C16 


Gene No. 


20446 










Strand 


+ 




Start 


251 










End 


880 




Name 


OJ990810 


15. 


0216. C16 


.ol 


.gs 


Method 


GENSCAN 





10063 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



251 
none 

251. .383, '824 . .880 



End 
Score 



880 
.52 



9578 
20447 
1 

OJ990810_15.0216.C17.ol.np 

1 

4680186 
1. .187 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990810_15.0216.C17 
Strand + 

187 

AAT/NAP 
187 
310 



End 

Method 

End 

Score 



Seq. ID OJ990810_15.0216.C17 

Strand 

End 120 

Method AAT/GAP 

End 120 

Score 224 



9578 
20448 
1 

OJ990810_15.0216.C17.ol.gp 
1 

uC-osf Icyp033a04bl 
1. . 120 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990810_15.0216.C18 
Strand 

End ' 638 

Method AAT/NAP 

End 496 

Score 236 



9579 
20449 
1 

OJ990810_15. 0216.C18 .ol . np 
1 

548851 

1..42, 151. .274, 397. .496 

40S RIBOSOMAL PROTEIN S20 gi | 48 1226 | pir | | S38356 ribosomal 
protein S20 - rice gi I 391875 | dbj | BAA02 157 | (D12632) 40S subunit 
ribosomal protein [Oryza sativa] 



9579 
20449 
1 

OJ990810 15.0216.C18.ol.ts 



End 

_ Method 
8 9 End 
none Score 
89. .274, 111. .275, 157. .276, 159. .275, 396. .434, 398. .454, 
399. .458 



Seq. ID OJ990810_15.0216.C18 
Strand 

638 

TBLASTX: Soybean 
458 
73 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9579 

20449 

1 

OJ990810_15.0216.C18.ol.tm 

111 

none 



Seq. ID OJ990810_15. 0216.C18 
Strand 

End 638 

Method TBLASTX: Maize 

End 487 

Score 124 



111. .275, 157. .276, 159. .275, 398. .466, 399. .461, 437. .487 



9579 

20449 

1 

OJ990810_15.0216.C18.ol.tw 

114 
none 



Seq. ID OJ990810_15.0216.C18 

Strand 

End 638 

Method TBLASTX : Wheat 

End 4 99 

Score 156 



10064 






Exons 


114. .275, 152. .271, 157. .276, 


159. .275, 


396. .446, 398. .448, 






399. .458, 452. .499 








Seq. No. 


9579 


Seq. ID 


OJ990810_15.0216.C18 




Gene No.. 


20449 


Strand 






Start 


1 


End 


638 




Name 


OJ990810 15.0216.C18.ol.gp 


Method 


AAT/GAP 




Start 


151 


End 


638 




GI 


18418 2.R1084 


Score 


625 




Exons 


151. .274, 397. .638 








GI Descrip. 


, 5541704/emb|CAB51209.1| 2 . Oe 


-47 (AL096860) 40S RIBOSOMAL 






PROTEIN S20 homolog [Arabidopsis thaliana] 1 




Seq. No. 


9579 


Seq. ID 


OJ990810 15 0216 C18 




Gene No . 


20449 


Strand 






Start 


1 


End 


638 




Name 


OJ990810 15 0216 C18 ol tc 


Mpt h nd 


TBLASTX • Cress 




Start 


153 ~~ 


End 


4 61 




GI 


none 


Score 


93 




Exons 


153. .275, 157. .276, 158. .283, 


159. .275, 


161. .283, 398. .454, 






399 . . 461 








Seq. No. 


9579 


Seq. ID 


OJ990810 15 0216 C18 


■5 3." 


Gene No. 


20449 


Strand 




. 5 S 
•• 


Start 


1 


End 


638 


III 


Name 


OJ990810 15 0216 C18 ol as 


Mpt hnd 

Lie Ll 1 \_/ \_A 


CENSCAN 


\i\ 


Start 


161 ~~ 


End 


532 




GI 


none 


Score 


. 94 


• . = 


Exons 


161. .274, 397. .532 






. B : 

''is* 


Seq. No. 


9580 


Seq. ID 


OJ990810_15.0216.C19 


]'- \ t 


Gene No . 


20450 


Strand 


+ 


:s 


Start 


1 


End 


631 


si 


Name 


OJ990810 15.0216.C19.ol.np 


Method 


AAT/NAP 


: i. i 


Start 


1 


End 


631 


'•I 


GI 


5852180 


Score 


70 


i j 


Exons 


1..44, 195. .303, 593. .631 






'i 3 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




u 


Seq. No. 


9580 


Seq. ID 


OJ990810_15.0216.C19 




Gene No. 


20451 


Strand 






Start 


313 


End 


631 




Name 


OJ990810 15.0216.C19.o2.np 


Method 


AAT/NAP 




Start 


313 


End 


631 




GI 


6063554 


Score 


123 




Exons 


313. .486, 586. .631 








GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 ( E04 64 ) , C9861 1 ( E04 64 ) 






correspond to a region of the 


predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


9580 


Seq. ID 


OJ990810_15.0216.C19 




Gene No. 


20451 


Strand 






Start 


313 


End 


631 




Name 


OJ990810 15.0216.C19.ol.gp 


Method 


AAT/GAP 




Start 


474 


End 


631 




GI 


2428185 


Score 


278 




Exons 


474. .631 







10065 




GI Descrip. 


5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone:tl7804 


Seq. No. 


9581 Seq. ID 


OJ990810_15.0216. 


C20 


Gene No. 


20452 Strand 


+ 




Start 


1 End 


704 




Name 


OJ990810 15.0216.C20.ol.np Method 


AAT/NAP 




Start 


1 End 


704 




GI 


6498441 Score 


1186 




Exons 


1. .704 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


9581 Seq. ID 


OJ990810_15.0216. 


C20 


Gene No. 


20452 Strand 


+ 




Start 


1 End 


704 




Name 


OJ990810 15.0216.C20.ol.tm Method 


TBLASTX: Maize 




Start 


16 End 


378 




GI 


none Score 


364 




Exons 


16. .339, 45. .326, 136. .348, 331. .378 






t_J C VJ • LNU i 


9581 Seq. ID 


OJ990810__15.0216. 


C20 


Gene No. 


20452 Strand 


+ 




Start 


1 End 


704 




Name 


OJ990810 15.0216.C20.ol.gs Method 


GENSCAN 




Start 


80 End 


681 




GI 


none Score 


.71 




Exons 


80. . 681 






Seq. No. 


9581 Seq. ID 


OJ990810_15.0216. 


C20 


Gene No. 


20452 Strand 


+ 




Start 


1 End 


704 




Name 


OJ990810 15.0216.C20.ol.tw Method 


TBLASTX: Wheat 




Start 


153 End 


534 




GI 


none Score 


368 




Exons 


153. .230, 154. .534, 251. .394, 258. .503 




Seq. No. 


9582 Seq. ID 


OJ990810_15.0216. 


C21 


Gene No. 


20453 Strand 


+ 




Start 


483 End 


571 




Name 


OJ990810 15.0216.C21.ol.gs Method 


GENSCAN 




Start 


483 End 


571 




GI 


none Score 


.89 




Exons 


483. .571 






Seq. No. 


9583 Seq. ID 


OJ990810_15.0216. 


C22 


(TZpnp No 


20454 Strand 


+ 




Start 


2067 End 


6507 




Name 


OJ990810 15.0216.C22.ol.gs Method 


GENSCAN 




Start 


2067 End 


6507 




GI 


none Score 


.46 




Exons 


2067. .2249, 2369. .2544, 3305. .3477, 4 


378. .4512, 4899. .5035, 




5064. .5172, 5411. .5535, 5580. .5624, 6160. .6507 




Seq. No. 


9583 Seq. ID 


OJ990810_15.0216. 


C22 


Gene No. 


20455 Strand 


+ 





10066 




Start 


7318 




End 


8430 






Name 


OJ990810 15.0216.C22 


. o2 . gs 


Method 


GENSCAN 






Start 


7318 




End 


8430 • 






GI 


none 




Score 


.97 






Exons 


7318. .8430 












Seq. No. 


9583 




Seq. ID 


OJ990810 15 


. 0216 . 


. C22 


Gene No. 


20456 




Strand 


+ ~~ 






Start 


9757 




End 


10659 






'Name 


OJ990810 15.0216.C22, 


. o3 . gs 


Method 


GENSCAN 






Start 


9757 




End 


10659 






GI 


none 




Score 


1 






Exons 


9757. . 10659 












Seq. No. 


9583 




Seq. ID 


OJ990810_15, 


.0216, 


.C22 


Gene No . 


20457 




Strand 


+ 






Start 


12022 




End 


24969 






Name 


OJ990810 15.0216.C22. 


. ol . np 


Method 


AAT/NAP 






Start 


11995 




End 


24969 






GI 


6862923 




Score 


559 






Exons 


11995. .12600, 17269.. 


.17580, 


24730. .24969 






GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 






Seq . No . 


Zf -J O «J 




Seq. ID 


OJ990810_15. 


. 0216 , 


. C22 


Gene No. 


20457 




Strand 


+ 






Start 


12022 




End 


24969 






Name 


OJ990R10 IS 0216 C22 


o 4 . g s 


Method 


GENSCAN 






Start 


1 ?f)9? ~ 

X £- \J C- 




End 


13056 






GI 


none 




Score 


.98 






Exons 


12022. .13056 












Sea No 


9583 




Seq. ID 


OJ990810_15, 


. 0216 , 


.C22 


Gene No. 


20458 




Strand 








Start 


15361 




End 


15963 






Name 


OJ990810 15.0216.C22. 


.ol.gp 


Method 


AAT/GAP 






Start 


15361 




End 


15963 






GI 


none 




Score 


607 






Exons 


15361. . 15433, 15525. . 


.15645, 


15728. .15963 






Seq. No. 


' 9583 




Seq. ID 


OJ990810_15. 


. 0216 . 


. C22 


Gene No. 


20459 




Strand 








Start 


22842 




End 


23503 






Name 


OJ990810 15.0216.C22. 


.o2.gp 


Method 


AAT/GAP 






Start 


22532 




End 


23172 






GI 


none 




Score 


1146 






Exons 


22532. .23172 












Seq. No. 


9583 




Seq. ID 


OJ990810_15. 


. 0216 . 


.C22 


Gene No. 


20459 




Strand 








Start 


22842 




End 


23503 






Name 


OJ990810 15.0216.C22. 


, o7 . gs 


Method 


GENSCAN 






Start 


22842 




End 


23435 






GI 


none 




Score 


1 






Exons 


22842. .23435 












Seq. No. 


9583 




Seq. ID 


OJ990810_15. 


,0216. 


,C22 


Gene No. 


20459 




Strand 









10067 




Start 22842 End 23503 

Name OJ990810_15 . 021 6 . C22 . o3 . gp Method AAT/GAP 

Start 23149 End 23503 

GI 58275JL.R1084 Score 522 

Exons 23149. .23368, 23403.. 23503 



GI Descrip. ' 121 631/sp | P274 84 | GRP2_NICSY 8.0e-21 GLYCINE-RICH CELL WALL 

STRUCTURAL PROTEIN 2 PRECURSOR >gi_7 2 323_pir KNNT2S ■ 

glycine-rich protein 2 - wood tobacco >gi__197 4 3_emb_CAA4 2622 
(X60007) nsGRP-2 [Nicotiana sylvestris] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9583 

20460 

26772 

OJ990810_15 

7336 

none 

7336. .7488, 
8140. .8205, 
10435. .10509 
12627. .12722 
17280. .17357 
17536. .17697 
19891. .19986 
23898. .24044 
24376. .24537 
24676. .24951 



0216.C22.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_15.0216.C22 
34186 

TBLASTX: Maize 

26224 

125 



7714. .7770, 7837. .8010, 7881. .8006, 8011. .8118, 
9850. .9927, 10099 .. 10197 , 10282 .. 10350, 
10546. . 10638, 12097 .. 12216, 12607 .. 12807 , 
12798. .12977, 12847 .. 13098 , 167 56 .. 16884 , 
17281. .17391, 17404 .. 17460, 17409 .. 17456, 
17538. .17693, 177 10 .. 177 90 , 19837 .. 19875, 
20293. .20529, 20352 .. 20525 , 20596 .. 20757 , 
23899. .24045, 24235 .. 24 330 , 24235 .. 24282, 
24396.-24425, 24 426 24 536, 24562 .. 24 618 , 
24703. .24888, 26045 26116, 26132. .26224 



9583 
20460 
26772 

OJ990810_15.0216.C22.o2.ts 
7714 



Seq. ID OJ990810_15.0216.C22 
Strand 

34186 

TBLASTX : Soybean 
24951 
44 



End 

Method 
End 

none Score 
7714. .7770, 7837. .8028, 7890. .8012, 8011. .8118, 8140. .8415, 
8148. .8402, 10105. .10203, 10240 .. 10350 , 104 35 .. 104 97 , 
10546. .10638, 12 607 .. 12807 , 12630 .. 12722 , 127 98 .. 12977 , 
12847. .12978, 12978 .. 13025, 17272 .. 17 4 03, 17274 .. 17357 , 
17404 . .17460, 17536 .. 17 697 , 17538 .. 17726, 17710 .. 17790, 
20293. .20529, 20352 .. 20450, 20596 .. 207 57 , 24235 .. 24330, 
24376. .24537, 24 432 .. 24536, 24 54 4 .. 24 618 , 24 67 6 .. 24 951, 
24684 . .24710, 24804. .24950 



Seq. No. 9583 

Gene No. 204 60 

Start 26772 

Name OJ9908 10__15 . 0216 . C22 . o3 . tw 

Start 7840 

GI none 
Exons 



Seq. ID OJ990810_15.0216.C22 
Strand 

End 34186 

Method TBLASTX : Wheat 

End 24525 

Score 119 



7840. .7995, 7881. .7994, 10093 .. 10197 , 10128 .. 10205 , 
10266. .10355, 10267 .. 10350, 12406 .. 124 83, 12613 .. 127 1 1 , 
12630. .12710, 17266. .17373, 172 66 .. 17 361 , 20200 20295, 
20287. .20445, 20352 .. 20444 , 24283.-24 333, 24375 .. 24524 , 
24376. .24525 



Seq. No. 
Gene No. 
Start 



9583 

20460 

26772 



Seq. ID 

Strand 

End 



OJ990810 15.0216.C22 



34186 



10068 



□ 

y 

m 
m 
a 

U! 
y 
rli 

a 
m 

q 

□ 

CI! 



Name 


OJ990810 15.0216.C22 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


8032 






End 


24933 




GI 


none 






Score 


76 




Exons 


8032. . 


.8118, 8137. .8397, 10555 .. 10638 , 


10647. .10745, 






12733. 


..12807, 12811. 


.13026, 


12855. .12977, 17416 .. 174 63, 






17536. 


..17694, 17538. 


.17702, 


17716. .17778, 20473 20529, 






20596. 


..20754, 24559. 


.24618, 


24676. .24933 




Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


.C22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8140 






End 


24849 




GI 


none 






Score 


78 




Exons 


8140. . 


,8307, 10435. .10503, 10480 10638, 12739 .. 12807 , 






12838. 


..13020, 17404. 


. 17460, 


17535. .17765, 17539 .. 1777 8 , 






20473. 


..20529, 20599. 


.20754, 


24562. .24618, 24688. .24849 




Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


.C22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


23188 






End 


23427 




GI 


none 






Score 


261 




Exons 


23188. 


.23427, 23202. 


.23426 








Sea No 


9583 






Seq. ID 


OJ990810 15.0216 


,C22 


Gene No. 


20460 


-At.- . 




Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


23188 






End 


23442 




GI 


none 






Score 


280 




Exons 


23188. 


.23442, 23205. 


. 23438 








Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


.C22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


23200 






End 


23429 




GI 


none 






Score 


157 




Exons 


23200. 


.23367, 23214. 


.23429 








Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


.C22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


23205 






End 


23438 




GI 


none 






Score 


152 




Exons 


23205. 


.23438, 23212. 


.23367 








Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


.C22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


26764 






End 


29942 




GI 


none 






Score 


77 




Exons 


26764. 


.26898, 26916. 


.27053, 


26923. .27048, 27074 .. 27238 , 





10069 




27091. .27249, 27 105 .. 27236, 

27290. .27421, 27294 .. 27422, 

27512. .27598, 27518 .. 27598 , 

29603. .29665, 29604 29666, 
29907. .29942 




27136. .27354, 27238 .. 27285, 

27316. .27420, 27511 .. 27594 , 

27697. .27774, 27708 .. 27773, 

29789. .29887, 2 97 98 .. 2 9875, 



Seq. No. 


9583 




Seq. ID 


OJ990810 


Gene No. 


20460 




Strand 




Start 


26772 




End 


34186 


Name 


OJ990810 15.0216.C22 


. o9 . gs 


Method 


GENSCAN 


Start 


26772 




End 


34021 


GI 


none 




Score 


. 7 


Exons 


26772. .27419, 28207. 


.28337, 


29603. .29664, 29799 




31036. .31115, 31447. 


.31590, 


32040. .32151, 32256 




32513. .32644, 32764. 


.33720, 


33813. .34021 


Seq. No. 


9583 




Seq. ID 


OJ990810 


Gene No. 


20460 




Strand 




Start 


26772 




End 


34186 


Name 


OJ990810 15.0216.C22 


. o3 . np 


Method 


AAT/NAP 


Start 


26775 




End 


29992 


GI 


6714274 




Score 


358 


Exons 


26775. .27433, 27516. 


.27601, 


27683. .27773, 29603 




29799. .29860, 29933. 


.29992 






GI Descrip. 


(AC017118) F6N18 . 11 


[Arabidopsis thaliana] 


Seq. No. 


9583 




Seq. ID 


OJ990810 


Gene No . 


20460 




Strand 




Start 


26772 




End 


34186 


Name 


OJ990810 15.0216.C22 


. o4 . np 


Method 


AAT/NAP 


Start 


30943 




End 


33059 


GI 


2832661 




Score 


631 


Exons 


30943. .31008, 31053. 


.31115, 


31447. .31590, 32040 




32256. .32473, 32513. 


.32644, 


32764. .33059 


GI Descrip. 


(AL021710) pherophorin - like protein 


[Arabidop 


Seq. No. 


9583 




Seq. ID 


OJ990810 


Gene No. 


20460 




Strand 




Start 


26772 




End 


34186 


Name 


OJ990810 15.0216.C22 


.ol. ts 


Method 


TBLASTX: 


Start 


31056 




End 


32886 


GI 


none 




Score 


107 


Exons 


31056. .31118, 31441. 


.31593, 


31447. .31593, 32037 




32242. .32439, 32250. 


.32474, 


32258. .32437, 32510 




32511. .32636, 32761. 


.32886 







30410, 
32437, 



,29664, 



, 32151, 



32153, 



Seq. No. 


9583 


Gene No. 


20460 


Start 


26772 


Name 


OJ990810 15.0216.C22 


Start 


31068 


GI 


none 


Exons 


31068. .31118, 31447. 


Seq. No. 


9583 


Gene No. 


20460 


Start 


26772 



Seq. ID OJ990810_15.0216.C22 
Strand 

End 34186 

o7.tm Method TBLASTX : Maize 

End 31593 

Score 212 
31593, 31448. .31591, 31449.. 31592 

Seq. ID OJ990810_15.0216.C22 
Strand 

End 34186 



10070 



Name OJ990810_15 . 0216 . C22 . o5 . np Method AAT/NAP 

Start 31953 End 34186 

GI 4220455 Score 110 

Exons 31953. .31972, 33561 33720, 34005.. 34186 

GI Descrip. (AC006216) Identical to gene gb|D88746 AR791 from Arabidopsis 
thaliana. [Arabidopsis thaliana] 



Seq.' No. 


'9583 






Seq. ID 


OJ990810_15.0216 


. G22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22, 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


32037 






End 


32425 




GI 


none 






Score 


123 




Exons 


32037 . 


.32147, 32037., 


. 32153, 


32041. .32154, 32250 .. 32423 , 






32258 . 


.32425, 32267., 


. 32425 








Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


. C22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ9908 


10_15.0216.C22, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


32258 






End 


32835 




GI 


none 






Score 


126 




Exons 


32258. 


.32437, 32274., 


. 32471, 


32510. .32644, 32511 .. 32 639, 






32761. 


.32835 










Seq. No. 


9583 






Seq. ID 


OJ990810JL5.0216 


.C22 


Gene No . 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ9908 


10_15.0216.C22, 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


32759 






End 


33017 




GI 


none 






Score 


250 




Exons 


32759. 


.32950, 32761., 


. 32949, 


32768. .33016, 32769. .33017 




Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


.C22 


Gene No . 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


33223 






End 


33461 




GI 


none 






Score 


256 




Exons 


33223. 


.33441, 33224., 


. 33433, 


33229. .33438, 33234.. 33461 




Seq. No. 


9583 






Seq. ID 


OJ990810_15.0216 


. C22 


Gene No. 


20460 






Strand 






Start 


26772 






End 


34186 




Name 


OJ990810 15.0216.C22, 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


33502 






End 


33962 




GI 


none 






Score 


94 




Exons 


33502. 


.33723, 33556.. 


.33678, 


33813. .33962, 33858.. 33938 




Seq. No. 


9584 






Seq. ID 


OJ990810_15.0216 


.C23 


Gene No. 


20461 






Strand 


+ 




Start 


672 






End 


781 




Name 


OJ990810 15.0216.C23. 


. ol . gs 


Method 


GENSCAN 




Start 


672 






End 


781 




GI 


none 






Score 


. 67 




Exons 


672. .7 


81 











10071 




*-J C • l^t W « 


9584 




Seq. ID 


OJ990810 15, 


. 0216. C23 


Gene No. 


20462 




Strand 






Start 


2342 




End 


4055 




Name 


OJ9908 


10_15.0216.C23.o2.gs 


Method 


GENSCAN 




Start 


2342 




End 


3632 




GI 


none 




Score 


.5 




Exons 


2342. . 


2530, 3080.. 3173, 3610. 


.3632 






Seq. No. 


9584 




Seq. ID 


OJ990810_15. 


.0216.C23 


Gene No. 


20462 




Strand 






Start 


2342 




End 


4055 




Name 


OJ990810 15.0216.C23.ol.np 


Method 


AAT/NAP 




Start 


2402 




End 


4055 




GI 


563235 




Score 


25 




Exons 


2402. . 


2502, 4013.. 4055 








GI Descrip. 


(U15964) xyloglucan endo-transglycosylase homolog; 


similar to 



Triticum aestivum endo-xyloglucan transferase, PIR Accession 
Number E49539 [Zea mays] gi 1563927 (U15781) xyloglucan 
endo-transglycosylase homolog [Zea mays] 

gi 1 1097378 | prf j | 2113418A xyloglucan endotransglycosylase homolog 
[Zea mays] 





Seq. No. 


9585 










Seq. ID 


OJ9-90810_15. 


.0216 


.C24 


: -2 


Gene No. 


20463 










Strand 


+ 








Start 


2460 










End 


6640 






m 


Name 


OJ9908 


10_15 


.0216. 


C24 .ol. 


gs 


Method 


GENSCAN 






\ • ' 


Start 


2460 










End 


6477 






• =" 

:= si 


GI 


none 










Score 


.43 






; =S? 

! : I 


Exons 


2460. . 


2587, 


3920. 


.4045, 


4717. 


.4798, 5317. .5457, 6364. .6477 




Seq. No. 


9585 










Seq. ID 


OJ990810_15. 


.0216 


.C24 


ill 


Gene No. 


20463 










Strand 


+ 








Start 


2460 










End 


6640 








Name 


OJ9908 


10_15 


.0216. 


C24.o3. 


gp 


Method 


AAT/GAP 






ill 


Start 


3865 










End 


5440 






■? 


GI 


1631921 








Score 


809 








Exons 


3865. . 


4045, 


4355. 


.4515, 


5333. 


.5440 








Q 

.a si 


Seq. No. 


9585 










Seq. ID 


OJ990810_15. 


, 0216 


.C24 




Gene No. 


20463 










Strand 


+ 






\'*\ 
•s s: 


Start 


2460 










End 


6640 








Name 


OJ990810 15 


.0216. 


C24 .ol. 


np 


Method 


AAT/NAP 








Start 


5325 










End 


6640 








GI 


585208 


9 








Score 


321 








Exons 


5325. . 


5457, 


6364 . 


.6477, 


6561. 


.6640 










GI Descrip. 


(AL117264) 


zwhl2 . 


1 [Oryza sativa] 










Seq. No. 


9585 










Seq. ID 


OJ990810_15. 


,0216 


.C24 




Gene No. 


20464 










Strand 










Start 


2349 










End 


2406 








Name 


OJ990810 15 


.0216. 


C24 .ol. 


gp 


Method 


AAT/GAP 








Start 


2349 










End 


2406 








GI 


231283 


8 








Score 


68 








Exons 


2349. . 


2406 


















GI Descrip. 


1420932/gb|U61383 


IORU613 


i83 7. 


Oe-21 Oryza rufipogon 







4-coumarate-CoA ligase gene, intron 1, partial sequence 



10072 




Seq. No. 9585 

Gene No. 20465 

Start 5323 

Name OJ9908 10_15 . 021 6 . C24 . ol 

Start 5323 

GI none 

Exons 5323.. 5457, 5331.. 5456, 
6426. . 6482, 6560. J6616, 




Seq. ID OJ990810_15.0216.C24 
Strand 

End 6640 
.tm Method TBLASTX : Maize 

End 6639 

Score 121 
6353. .64 33, 6364 . . 6477, 6364 . . 64 77, 
6561. .6617, 6577. .6639 



Seq. No. 9585 

Gene No. 20465 

Start 5323 

Name OJ990810_15 . 021 6 . C24 . ol . tw 

Start 5407 

GI none 

Exons 5407. .5460, 6382.. 6498, 6558, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6617, 6608. .6640 



OJ990810_15.0216.C24 
6640 

TBLASTX: Wheat 
6640 
62 



Seq. No. 9585 

Gene No. 20465 

Start 5323 

Name OJ990810_15 . 0216 . C24 . ol . ts 

Start 6363 

GI none 

Exons 6363.. 6473, 6364.. 6477, 6364, 
6561. .6617, 6577. .6639, 6584, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6471, 6426 
.6640 



OJ990810 15.0216.C24 



6640 

TBLASTX: Soybean 
6640 
103 

6482, 6560. .6616, 



Seq. No. 9586 

Gene No. 20466 

Start 226 

Name OJ9908 10_15 . 021 6 . C25 . ol . 

Start 226 

GI 4587518 

Exons 226. .436, 575. .672, 755. 
GI Descrip. 



np 



Seq. ID OJ990810_15.0216.C25 

Strand + 

End 1951 

Method AAT/NAP 

End 17 67 

Score 914 



.884, 1099. .1243, 1522. .1767 



(AC007060) Strong similarity to F19I3.8 gi 13033381 putative 
UDP-galactose-4-epimerase from Arabidopsis thaliana BAC 
gb|AC004238 and is a member of PF| 01370 the NAD dependent 
epimerase/dehydratase family. EST gb|AA59... 



Seq. No. 9586 

Gene No. 20466 

Start 226 

Name OJ990810_15 . 02 1 6 . C25 . ol . gp 

Start 293 

GI 29591_1.R1084 

Exons 293. .436, 575. .672, 755. .907 
GI Descrip. 



Seq. ID OJ990810_15.0216.C25 

Strand + 

End 1951 

Method AAT/GAP 

End 907 

Score 655 



'2645165/dbj | D50573 | D50573 3.0e-42 Oryza sativa mRNA, similar to 
ribosomal protein 1 



Seq. No. 9586 

Gene No. 20466 

Start 226 

Name OJ990810_15 . 02 1 6 . C25 . ol . gs 

Start 341 

GI none 

Exons 341. .436, 575.-672, 755. .884, 



Seq. ID OJ990810_15.0216.C25 . 

Strand + 

End 1951 

Method GENSCAN 

End 1951 

Score .82 

1099. .1243, 1522. .1693, 1901. .1951 



Seq. No. 



9586 



Seq. ID OJ990810_15.0216.C25 



10073 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



20467 Strand 

1603 End 

OJ990810_15 . 0216 . C25 . ol . tw Method 

278 End 

none Score 



2045 

TBLASTX: Wheat 

676 

79 



278. .424, 292. .417, 292. .429, 293. .436, 572. .649, 574. .648, 
644. .676 



Seq. No. 9586 

Gene No. 20467 

Start 1603 

Name OJ990810_15 . 0216 . C25 . ol . ts 

Start 292 

GI none 
Exons 



Seq. ID OJ990810_15.0216.C25 
Strand 

End 2045 

Method TBLASTX : Soybean 

End 1881 

Score 226 



292. .429, 293. .436, 296. .439, 559. .633, 563. .649, 653. .676, 
750. .887, 752. .886, 1093. .1263, 1096. .1245, 1520. .1717, 
1521. .1739, 1534. .1731, 1855. .1881 



Seq. No. 9586 

Gene No. 20467 

Start 1603 

Name OJ990810_15 . 0216 . C25 . o2 . tm 

Start 292 

GI none 

Exons 292. .435, 292. .429, 293. .436, 
750. .887, 752. .886, 755. .904 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990810_15.0216.C25 
2045 

TBLASTX: Maize 

904 

80 



563. .670, 577. .648, 635. .676, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9586 

20467 

1603 

OJ990810 

374 

none 



15.0216.C25.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_15.0216.C25 
2045 

TBLASTX: Cress 

1254 

94 



374. .436, 376. .429, 571. .639, 572. .640, 649. .675, 650. .676, 
750. .887, 752. .886, 1080. .1205, 1081. .1254, 1096. .1239 



OJ990810 15.0216.C25 



Seq. No. 9586 Seq. ID 

Gene No. 20467 Strand 

Start 1603 End 

Name OJ9908 10_15 . 0216 . C25 . ol . tm Method 

Start 1100 End 

GI none Score 

Exons 1100.. 1252, 1105.. 1245, 1106.. 1252, 1108.. 1263, 1505.. 1831, 

1519. .1836, 1520. . 1771, 



2045 

TBLASTX: Maize 

1925 

133 



1521. .1862, 1857. .1925 



Seq. No. 9586 Seq. ID OJ990810_15 . 0216 . C25 

Gene No. 204 67 Strand 

Start 1603 End 2045 

Name OJ9908 10_15 . 0216 . C25 . o2 . gp Method AAT/GAP 

Start 1603 End 2045 

GI 55796_1.R1084 Score 878 

Exons 1603. .2045 

GI Descrip. ' 585208 9/emb | CAB55396 . 1 1 1.0e-15 (AL117264) zwhl2.1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 



9587 
20468 



Seq. ID OJ990810_15.0216.C26 
Strand + 



10074 




Start 


419 


End 


6954 




Name 


OJ990810 15.0216.C26.ol.gs 


Method 


GENSCAN 




Start 


419 


End 


6919 




GI 


none 


Score 


. 8 




Exons 


419. .473, 512. .593, 2060. .2102, 2409. 


.254 0, 2578 . . z /3o , 






4924.. 5040, 5277.. 5548, 6735 


. .6919 






Seq. No. 


9587 - 


Seq. ID 


OJ990810 lo.Uzlb. 


D 


Gene No. 


20468 


Strand 


+ 




Start 


419 


End 


6954 




Name 


OJ990810 15.0216.C26.ol.gp 


Method 


AAT/GAP 




Start 


2150 


End 


4172 




GI 


18072 1 . R1084 


Score 


824 




Exons 


2150. .2168, 2442. .2540, 3806 


. .4172 






GI Descrip. 


, 2645165/dbj | D50573 | D50573 4 


.0e-42 Oryza sativa mRNA, simile 




ribosomal protein 1 








Seq. No. 


9587 


Seq. ID 


OJ990810_15.0216, 


C2 6 


Gene No . 


20468 


Strand 


+ 




Start 


419 


End 


6954 




Name 


OJ990810 15.0216.C26.ol.np 


Method 


AAT/NAP 




Start 


5506 


End 


6954 




□ GI 


3152584 


Score 


164 




Exons 


5506.. 5548, 6735.. 6954 








GI Descrip. 


(AC002986) YUP8H12R.31 [Arabidopsis thaliana] 




! »? Seq. No . 


9587 


Seq. ID 


OJ990810_15.0216 


C2 6 


Q Gene No. 


20468 


Strand 


+ 




ill Start 


419 


End 


6954 




. s s Name 


OJ990810 15.0216.C26.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6704 


End 


6906 




: •» GI 


none 


Score 


193 




:E Exons 


6704 . . 6904, 6706. . 6906 








Sea. No. 


9588 


Seq. ID 


OJ990810_15.0216 


. C27 


y* Gene No. 


20469 


Strand 


+ 




r « Start 


137 


End 


316 




::[ Name 


OJ990810 15.0216.C27.ol.gs 


Method 


GENSCAN 




□ Start 


137 


End 


316 




Q GI 


none 


Score 


.86 




Exons 


137. .316 








Seq. No. 


9588 


Seq. ID 


OJ990810_15.0216 


.C27 


Gene No. 


20470 


Strand 






Start 


963 


End 


1992 




Name 


OJ990810 15.0216.C27.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


212 




GI 


none 


Score 


153 




Exons 


1. .135, 2. .211, 3. .212, 38. . 


211 






Seq. No. 


9588 


Seq. ID 


OJ990810_15.0216 


.C27 


Gene No. 


20470 


Strand 






Start 


963 


End 


1992 




Name 


OJ990810 15.0216.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


43 


End 


268 




GI 


none 


Score 


72 




Exons 


43. .213, 47. .214, 51. .221, 206. .256, 


207. .254, 212. .268 





10075 



Seq. No. 9588 Seq. ID 

Gene No. 20470 Strand 

Start 963 End 

Name OJ9908 10_15 . 02 16 . C27 . o2 . gs Method 

Start 963 End 

GI none Score 

Exons 963.. 1012, 1461.. 1992 

Seq. No. 9589 

Gene No. 20471 Strand 

Start 761 End 

Name OJ990810_15 . 0216 . C28 . ol . gs Method 

Start 761 End 

GI none Score 
Exons 



OJ990810_15.0216.C27 

1992 
GENSCAN 
1992 
. 91 



Seq. ID OJ990810_15.0216.C28 



4123 
GENSCAN 
4096 
.49 



761. .901, 2656. .2718, 3615. .3724, 3864. .4096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9589 Seq. ID 

20471 Strand 

761 End 
OJ990810_15 . 0216 . C28 . ol . gp Method 

1900 End 

none Score 

1900. .2235, 2656. .2718, 3615. .3748 



OJ990810_15.0216.C28 

4123 
AAT/GAP 
3748 
917 



Seq. No. 9589 

Gene No. 20471 

Start 761 

Name OJ9908 10_15 . 02 16 . C28 . ol . np 

Start 2197 

GI 1872521 

Exons 2197.. 2235, 2656.. 2718, 3528. 
GI Descrip. 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.3727, 3842. .4108 



OJ990810_15.0216.C28 

4123 
AAT/NAP 
4108 
292 



(U87833) zinc-finger protein Lsdl [Arabidopsis thaliana] 
gi I 1872523 (U87834) zinc-finger protein Lsdl [Arabidopsis 
thaliana] gi | 5262161 1 emb | CAB45804 . 1 1 (AL080253) zinc- finger 
protein Lsdl [Arabidopsis thaliana] 



Seq. No. 9589 Seq. ID 

Gene No. 20471 Strand 

Start 761 End 

Name OJ990810_15 . 02 16 . C28 . ol . tc Method 

Start 2650 End 

GI none Score 
Exons 



OJ990810 15.0216.C28 



4123 

TBLASTX: Cress 
4123 
84 

3616. .3714, 3618. .3707, 



2650. .2715, 3582. .3722, 3612. .3725, 
3877. .3987, 3877. .3963, 3889. .3975, 3985. .4113, 3986. .4123, 
3991. .4095 



Seq. No. 9589 
Gene No. 20471 
Start 761 

Name OJ9908 10_15 . 02 1 6 . C28 . ol . ts 

Start 2650 
GI none 

Exons 2650.. 2715, 3618.. 3716, 3618. 

3877. .3987, 3889. .3954, 3908. 
3986. .4093 



Seq. ID OJ990810_15.0216.C28 
Strand 

End 4123 

Method TBLASTX : Soybean 

End 4093 

Score 4 9 

.3713, 3618. .3701, 3874. .3966, 
.3988, 3982.. 4083, 3985.. 4092, 



10076 






Seq. No. 


9589 






Seq. ID 


OJ990810_15.0216.C28 




Gene No. 


20471 






Strand 






Start 


761 






End 


4123 




Name 


OJ990810_15.0216.C28.ol. 


,tm 




Method 


TBLASTX: Maize 




Start 


2660 






End 


4110 




GI 


none 






Score 


61 




Exons 


2660.. 2716, 2665.. 2715, 


3613. 


.3729, 3615.. 3731, 3615.. 3728, 






3615. .3719, 3862. .3996, 


3863. 


.3997, 3886.. 3966, 3950.. 4000, 






3955. .4080, 3994. .4110, 


3994 . 


.4083, 3995. .4096, 4011. .4097 




Seq. No. 


9590 






Seq. ID 


OJ990810_15.0216.C29 




Gene No. 


20472 






Strand 






Start 


4 56 






End 


998 




Name 


OJ990810 15 . 021 6 . C29 . ol . 


gs 




Method 


GENSCAN 




Start 


456 






End 


998 




GI 


none 






Score 


.83 




Exons 


456 . . 650, 996 . . 998 












Seq. No. 


9591 






Seq. ID 


OJ990810_15.0216.C30 




Gene No . 


204 73 






Strand 






Start 


1 






End 


1594 




Name 


OJ990810_15.0216.C30.ol. 


gp 




Method 


AAT/GAP 




Start 


1 






End 


327 


•j .c 


GI 


LIB34 77-00 1-P1-K1-C3 






Score 


610 


£,11 


Exons 


1 . . 327 










-Ft 

: ! 1 


GI Descrip. 


1 4 8 35235/emb | CAB4 2 913 . 1 1 


1. 


,6e 


-18 (AL049862) putative protein 


s Lf 




[Arabidopsis thaliana] 1 










ij 


Seq. No. 


9591 






Seq. ID 


OJ990810_15.0216.C30 


. i 


Gene No. 


20473 






Strand 




i=f 


Start 


1 






End 


1594 




Name 


OJ990810 15.0216.C30.ol. 


np 




Method 


AAT/NAP 


a? 


Start 


1 






End 


1594 




GI 


6634762 






Score 


1176 




Exons 


1..994, 1470. .1594 










. ! 

•h\ 


GI Descrip. 


(AC009917) Contains a bZIP 


transcription factor PF 100170 domain 


! i: 




ESTs gb|R30400, gb|AA650964, 


gb|AI994521 come from this gene. 






[Arabidopsis thaliana] 










r 3? 


Seq. No. 


9591 






Seq. ID 


OJ990810_15.0216.C30 




Gene No. 


20473 






Strand 






Start 


1 






End 


1594 




Name 


OJ990810 15.0216.C30.o2. 


ts 




Method 


TBLASTX: Soybean 




Start 


6 






End 


478 




GI 


none 






Score 


92 




Exons 


6. .203, 8. .220, 338. .478 












Seq. No. 


9591 






Seq. ID 


OJ990810_15.0216.C30 




Gene No. 


20473 






Strand 






Start 


1 






End 


1594 




Name 


OJ990810 15.0216.C30.ol. 


gs 




Method 


GENSCAN 




Start 


121 






End 


1539 




GI 


none 






Score 


.9 




Exons 


121. .994, 1470. .1539 












Seq. No. 


9591 






Seq. ID 


OJ990810_15.0216.C30 




Gene No. 


20473 






Strand 





10077 



Start 
Name 
Start 
GI 

Exons 



OJ990810_15.0216.C30.ol.tra 

152 

none 



End 

Method 

End 

Score 



1594 

TBLASTX: Maize 

1000 

71 



152. .274, 153. .230, 315. .563, 338. .562, 563. .922, 579. .905, 
617. .919, 947. .1000 



Seq. No. 9591 Seq. ID 

Gene No. 20473 Strand 

Start 1 End 

Name OJ9908 10_15 .0216. C30 . ol . ts Method 

Start 515 End 

GI none Score 

Exons 515.. 790, 516.. 791 



OJ990810_15.0216.C30 
1594 

TBLASTX: Soybean 

791 

272 



Seq. No. 9591 Seq. ID 

Gene No. 20473 Strand 

Start 1 End 

Name OJ9908 10_15 . 0216 . C30 . ol . tc Method 

Start 585 End 

GI none Score 

Exons 585.. 1013, 599.. 943 



OJ990810_15.0216.C30 
1594. 

TBLASTX: Cress 

1013 

120 



.S SI 


Seq. No. 


9591 






Seq. ID 


OJ990810_15.0216.C30 


CA 


Gene No. 


20473 






Strand 






Start 


1 






End 


1594 




Name 


OJ990 


810_15.0216.C30.ol 


. tw 


Method 


TBLASTX: Wheat 


rtl 


Start 


635 






End 


916 




GI 


none 






Score 


128 




Exons 


635. . 


916, 693.. 899 








. "\ 


Seq. No. 


9592 






Seq. ID 


OJ990810JL5. 0216.C31 


I LI 


Gene No. 


20474 






Strand 


+ 




Start 


362 






End 


1297 


\' ~i 
'tar 


Name 


OJ990 


810_15.0216.C31.ol 


.gs 


Method 


GENSCAN 


E 

-\ 


Start 


362 






End 


1297 




GI 


none 






Score 


.43 


::s: 

, "i 


Exons 


362. . 


493, 1103. .1297 








c:i 


Seq. No. 


9593 






Seq. ID 


OJ990810_15.0216.C32 




Gene No. 


20475 






Strand 


+ 




Start 


975 






End 


1059 




Name 


OJ990 


810_15.0216.C32.ol 


.gp 


Method 


AAT/GAP 




Start 


975 






End 


1059 




GI 


LIB34 7 7-003-P1-K1-E9 




Score 


117 




Exons 


975. . 


1059 










GI Descrip. 


, 24 9858 6/sp|Q4 0638 |MP01_ 


_ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 9593 Seq. ID 

Gene No. 20476 Strand 

Start 699 End 

Name OJ9908 10_15 . 0216 . C32 . ol . gs Method 

Start 699 End 

GI none Score 

Exons 699.. 760 



OJ990810_15.0216.C32 
760 

GENSCAN 

760 

.68 



10078 



Seq. No. 9594 
Gene No. 20477 
Start 538 

Name OJ9908 10_15 . 0216 . C33 . ol . gp 

Start 538 
GI 58275JL.R1084 
Exons 538.. 635 

GI Descrip. ' 121631/sp I P27484 | GRP2_NICSY 8.0e-21 GLYCINE-RICH CELL WALL 
STRUCTURAL PROTEIN 2 PRECURSOR >gi_72323_pir____KNNT2S 
glycine-rich protein 2 - wood tobacco >gi_1974 3_emb_CAA42 622_ 
(X60007) nsGRP-2. [Nicotiana sylvestris] 1 



Seq. ID OJ990810_15.0216.C33 

Strand + 

End 635 

Method AAT/GAP 

End 635 

Score 196 



Seq. No. 


9o y 4 




Seq. ID 


OJ990810 


Gene No . 


O f\ A 1 O 

zU4 /o 




Strand 




Start 


1 




End 


270 


Name 


ujyyuoiu id . uz i o . ujj . oi 


.np 


Method 


AAT/NAP 


Start 


1 




End 


270 


GI 


6006867 




Score 


135 


Exons 


1. .270 








GI Descrip. 


(ACUUyo4U) unknown prot* 


sin 


[Arabidopsis thalian 


Seq. No. 


n c n >i 

9by4 




Seq. ID 


OJ990810 


Gene No. 


204 7o 




Strand 


- 


otart 


1 




End 


270 


Name 


ojyyuyiu io.uzid.cjj.oi, 


.gs 


Method 


GENSCAN 


Start 


ll 




End 


184 


GI 


none 




Score 


.76 


Exons 


11 1 O A 

11 . . lo4 








beq. No. 


yoyo 




Seq. ID 


OJ990810 


Gene No . 


z u 4 / y 




Strand 


+ 


Of -,rf 


/ U 1 




End 


2334 


Name 


ujyyuoiu i d . uz i o . Lo 4 . o i . 


.np 


Method 


AAT/NAP 


Start 


701 




End 


2334 


GI 


6721516 




Score 


191 


Exons 


/ U 1 . . / ZZ , Zl/U. .zoo4 








GI Descrip. 


(APUUlu/z) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


9595 




Seq. ID 


OJ990810 


Gene No. 


20479 




Strand 


+ 


Start 


701 




End 


2334 


Name 


OJ990810 15.0216.C34 .ol. 


.gs 


Method 


GENSCAN 


Start 


1913 




End 


2042 


GI 


none 




Score 


. 9 


Exons 


1913. .2042 








Seq. No. 


9596 




Seq. ID 


OJ990810 


Gene No. 


20480 




Strand 


+ 


Start 


4678 




End 


7540 


Name 


OJ990810 15.0216.C35.ol. 


.gs 


Method 


GENSCAN 


Start 


4678 




End 


7540 


GI 


none 




Score 


. 68 


Exons 


4678. .4844, 5614. .5795, 


7389. .7540 




Seq. No. 


9596 




Seq. ID 


OJ990810 


Gene No. 


20481 




Strand 





10079 



Start 
Name 
Start 
GI 

Exons 



5919 End 6243 

OJ9908 10_15 . 02 16 . C35 . ol . gp Method AAT/GAP 

5919 End 6243 

none Score 610 
5919. . 6243 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9597 

20482 

1 

OJ990810_15. 0216.C36.ol.np 
1 

4028970 



Seq. ID OJ990810__15.0216.C36 
Strand 

End 7348 

Method AAT/NAP 

End 5159 

Score 403 



1..104, 2329. .2529, 2999. .3067, 3139. .3287, 3474. .3686, 
4584. .4635, 5007. .5159 

(AF060248) pollenless3 [Arabidopsis thaliana] 



9597 

20482 

1 

OJ990810_15.0216.C36.ol.gs 

418 

none 



Seq. ID OJ990810_15.0216.C36 
Strand 

End 7348 

Method GENSCAN 

End 7246 

Score .46 



418. .557, 707. .906, 1257. .2321, 2397. .2529, 2999. .3067, 
3139. .3287, 3474. .3686, 4584. .4635, 4700. .4888, 7038. .7246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9597 

20482 

1 

OJ990810_15.0216.C36.ol.tm 

2308 
none 



Seq. ID OJ990810_15.0216.C36 
Strand 

End 7348 

Method TBLASTX : Mai ze 

End 3069 

Score 213 



2308. .2532, 2308. .2529, 2310. .2534, 2944. .3054, 2988. .3053, 
2998. .3069 



Seq. No. 9597 

Gene No. 20482 

Start 1 

Name OJ9908 10_15 . 02 16 . C36 . ol . tc 

Start 3450 

GI none 

Exons 3450.. 3692, 3475.. 3681 



Seq. ID OJ990810_15.0216.C36 
Strand 

End 7348 

Method TBLASTX : Cress 

End 3692 

Score 158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9597 

20482 

1 

OJ990810_15 . 0216.C36.ol. tw 

3472 

none 



Seq. ID OJ990810_15.0216.C36 
Strand 

End 7348 

Method TBLASTX : Wheat 

End 3677 

Score 289 



3472. .3675, 3473. .3676, 3474. .3677 



Seq. No. 9597 

Gene No. 20482 

Start 1 

Name OJ990810_15 . 02 1 6 . C36 . o2 . tm 

Start 3474 

GI none 

Exons 3474.. 3692, 3481.. 3681 



Seq. ID OJ990810_15.0216.C36 
Strand 

End 7348 

Method TBLASTX : Mai ze 

End 3692 

Score 172 



10080 



Seq. No. 


9597 


Seq. ID 


OJ990810 


Gene No. 


20482 


Strand 




Start 


1 


End 


7348 


Name 


OJ990810_15. 0216.C36.ol.gp 


Method 


AAT/GAP 


Start 


6363 


End 


6667 


GI 


none 


Score 


506 


Exons 


6363. . 6667 






Seq. No. 


9597 


Seq. ID 


OJ990810 


Gene No. 


20482 


Strand 




Start 


1 


End 


7348 


Name 


OJ990810 15.0216.C36.o2.np 


Method 


AAT/NAP 


Start 


6516 


End 


7348 


GI 


6634775 


Score 


196 


Exons 


6516. .6642, 7038. .7348 






GI Descrip. 


(AC009917) Contains similarity to gi 134845 luci 



15.0216.C36 



from Pyrophorus plagiophthalamus, and contains an AMP-binding 
PF| 00501 domain. [Arabidopsis thaliana] 

Seq. No. 9598 Seq. ID OJ990810_15 . 0216 . C37 

Gene No. 20483 Strand 

Start 1 End 1769 

Name OJ990810_15 . 0216 . C37 . ol . np Method AAT/NAP 

Start 1 End 1766 

GI 6634775 Score " 520 

Exons 1..134, 220. .413, 490. .647, 810. .978, 1111. .1212, 1371. .1443, 

1573. .1766 

GI Descrip. (AC009917) Contains similarity to gi 134845 luciferase YE protein 
from Pyrophorus plagiophthalamus, and contains an AMP-binding 
PF| 00501 domain. [Arabidopsis thaliana] 

Seq. No. 9598 Seq. ID OJ990810_15 . 0216 . C37 

Gene No. 20483 Strand 

Start 1 End 1769 

Name OJ990810_15 . 0216 . C37 . ol . gs Method GENSCAN 

Start 195 End 1769 

GI none Score .73 

Exons 195. .413, 550. .647, 810. .920, 1044. .1212, 1371. .1443, 1573. .1769 



Seq. No. 9598 

Gene No. 20484 

Start 2486 

Name OJ990810_15 . 0216 . C37 . ol . gp 

Start 2335 

GI 738_1.R1084 

Exons 2335.-2626, 
GI Descrip. 



3540, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 15.0216.C37 



3056. .3448, 
1 7 30580/sp | P4 1095 | RLA0_ORYSA 
PROTEIN P0 >gi_455401_dbj_BAA04 668 
protein P0 [Oryza sativa] ' 



5063 
AAT/GAP 
5063 
2341 

.3638, 4509. .4577, 4669. .5063 
1.0e-147 60S ACIDIC RIBOSOMAL 

(D21130) acidic ribosomal 



Seq. No. 9598 Seq. ID 

Gene No. 20484 Strand 

Start 2486 End 

Name OJ990810_15 . 0216 . C37 . o2 . gs Method 

Start 2486 End 

GI none Score 



OJ990810_15.0216.C37 

5063 
GENSCAN 
4925 
. 94 



10081 



Exons 2486..2626, 3056.. 3448, 3540.. 3638, 4509.. 4577, 4725.. 4925 



Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20484 








Strand 




Start 


2486 








End 


5063 


Name 


OJ990810 15 


.0216. 


C37.o2 


.np 


Method 


AAT/NAP 


Start 


2489 








End 


4925 


GI 


730580 








Score 


1455 


Exons 


2489. .2626, 


3056. 


.3448, 


3540 


..3638, 4509. .4577, 4669. .4925 


GI Descrip. 


60S ACIDIC 


RIBOSOMAL PROTEIN 


P0 gi | 455401 Idbj IBAA04668 | (D2 




acidic ribosomal 


protein P0 


[Oryza sativa] 


Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








End 


6979 


Name 


OJ990810 15 


.0216. 


C37.o3 


,ts 


Method 


TBLASTX: Soybean 


Start 


35 








End 


362 


GI 


none 








Score 


66 


Exons 


35. .139, 54 


. . 146, 


216. . 


362, 


235. .351, 


243. .353 


Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








End 


6979 


Name 


OJ990810 15 


.0216. 


C37 ,ol 


tc 


Method 


TBLASTX: Cress 


Start 


3051 








End 


4928 


GI 


none 








- Score 


341 


Exons 


3051. .3179, 


3054 . 


.3458, 


3056 


..3451, 3534. .3641, 3537. .3599, 




4506. .4619, 


4507 . 


.4578, 


4678 


. .4902, 4704. .4928 


Seq. No. 


9598 








Seq. ID 


OJ990810_15. 0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








End 


6979 


Name 


OJ990810 15 


.0216. 


C37.ol 


• ts 


Method 


TBLASTX: Soybean 


Start 


3054 








End 


4928 


GI 


none 








Score 


371 


Exons 


3054. .3458, 


3055. 


.3315, 


3056 


..3451, 3534. .3641, 3538. .3579, 




4506. .4619, 


4507. 


.4587, 


4678 


..4860, 4704. .4877, 4881. .4928 


Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








End 


6979 


Name 


OJ990810 15 


.0216. 


C37.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


3056 








End 


5045 


GI 


none 








Score 


436 


Exons 


3056. .3451, 


3059. 


.3451, 


3534 


..3641, 3537. .3599, 4505. .4573, 




4506. .4577, 


4507. 


.4587, 


4702 


..4902, 4704. .4931, 5009. .5044, 




5022. .5045 












o e q . no. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








End 


6979 


Name 


OJ990810 15 


.0216. 


C37.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3161 








End 


3641 


GI 


none 








Score 


352 


Exons 


3161. .3463, 


3161. 


.3451, 


3165 


..3458, 3534. .3641, 3537. .3599 


Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 



10082 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



20485 
5956 

OJ990810_15.0216.C37.o2.tw 

4667 

none 



Strand 
End 

Method 
End 
Score 

4667. .4702, 4668. .4703, 4698. .4931, 4699. .4902, 5009. .5053, 
5022. .5051 



6979 

TBLASTX: Wheat 

5053 

51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9598 
20485 
5956 

OJ990810_15. 0216.C37.o2.gp 
5681 

67792_1.R1084 
5681. .6160 

•4176420/dbj |BAA37167| 2-0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ990810_15.0216.C37 
Strand 

End 6979 

Method AAT/GAP 

End 6160 

Score 879 



9598 

20485 

5956 

OJ990810_15.0216.C37.o3.gs 

5956 

none 

5956. .6525, 6810. .6906 



Seq. ID OJ990810_15.0216.C37 
Strand 

End 6979 

Method GENSCAN 

End 6906 

Score .99 



Seq. No. 9598 
Gene No. 20485 
Start 5956 

Name OJ990810_15 . 0216 . C37 . o3 . np 

Start 6118 
GI 6634762 
Exons 6118.. 6525, 6947.. 6979 

GI Descrip. (AC009917) Contains a bZIP transcription factor PF| 00170 domain. 

ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID OJ990810_15.0216.C37 
Strand 

6979 
AAT/NAP 
6979 
360 



End 

Method 

End 

Score 



Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








End 


6979 


Name 


OJ990810 15. 


.0216. 


C37.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


6127 








End 


6528 


GI 


none 








Score 


99 


Exons 


6127. .6270, 


6310. 


.6525, 


6356. 


.6526, 6409.. 6528 


Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








. End 


6979 


Name 


OJ990810 15. 


.0216. 


C37.o2 


.tm^ 


Method 


TBLASTX: Maize 


Start 


6130 








End 


6536 


GI 


none 








Score 


49 


Exons 


6130. . 6273, 


6135. 


.6194, 


6163. 


.6264, 6176. .6274, 6319. .6525, 




6320. . 6526, 


6403. 


.6528, 


6428. 


.6532, 6429. .6536 


Seq. No. 


9598 








Seq. ID 


OJ990810_15.0216.C37 


Gene No. 


20485 








Strand 




Start 


5956 








End 


6979 



10083 






Name 


OJ990810_15. 0216.C37 .o2 


. tc 


Method 


TBLASTX: 


Cress 






Start 


6157 




End 


6510 








GI 


none 




Score 


61 








Exons 


6157 . . 6279, 6337 . . 6510, 


6341 . 


. . 6463 










Seq. No. 


9599 




Seq. ID 


OJ990810 


15. 0216, 


.C39 




Gene No. 


20486 




Strand 


+ 








Start 


1 




End 


469 








Name 


OJ990810_15 .0216.C39.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


466 








GI 


6815053 




Score 


635 








Exons 


1. . 179, 229. .466 














GI Descrip. 


(AP001080 ) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


9599 




Seq. ID 


OJ990810 


_15. 0216. 


.C39 




Gene No. 


20486 




Strand 


+ 








Start 


1 




End 


469 








Name 


OJ990810_15 . 0216.C39.ol 


.gs 


Method 


GEN SCAN 








Start 


63 




End 


469 








GI 


none 




Score 


.45 








Exons 


63. . 469 














Seq. No. 


9600 




Seq. ID 


OJ990810 


_15. 0216. 


.C40 


U 


Gene No. 


20487 




Strand 


+ 






i. 1 


Start 


784 




End 


1144 






.3 Si 

LI' 


Name 


OJ990810 15.0216.C40.ol 


• gp 


Method 


AAT/GAP 








Start 


784 




End 


1144 






i i e 
j cr 


GI 


LIB34 31-04 5-P1-N1-A10 




Score 


617 






•:;? 


Exons 


784 . . 1144 












: : ! 


GI Descrip. 


, 5441876/dbj I AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 


': r? 




DNA, chromosome 2, clone : P04 37H03 (contig b) 1 






j : t I 


Seq. No. 


9600 




Seq. ID 


OJ990810 


_15.0216. 


.C40 


Is 


Gene No. 


20488 




Strand 










Start 


210 




End 


742 






s t : 


Name 


OJ990810 15.0216.C40.ol 


.gs 


Method 


GENSCAN 






: 


Start 


210 




End 


742 






: 5 ! 


GI 


none 




Score 


.64 






*; sr 


Exons 


210. .332, 399. .557, 740 


. .742 










.: =; 

U* 


Seq. No. 


9600 




Seq. ID 


OJ990810 


_15.0216. 


,C40 




Gene No. 


20489 




Strand 










Start 


969 




End 


6917 








Name 


OJ990810 15.0216.C40.o2 


.gs 


Method 


GENSCAN 








Start 


969 




End 


6917 








GI 


none 




Score 


.45 








Exons 


969. .1204, 1280. .1482, : 


1487 . . 


1534, 1598. .1729, 


1820. .18€ 


35, 






1992. .2073, 2105. .2225, 


2319. 


.2577, 2654. .2952, 


3110. .3454, 






3629. .3875, 3981. .4131, 


4571. 


.6473, 6504. .6917 








Seq. No. 


9600 




Seq. ID 


OJ990810 


_15.0216. 


,C40 




Gene No. 


20489 




Strand 










Start 


969 




End 


6917 








Name 


OJ990810 15.0216.C40.ol 


.np 


Method 


AAT/NAP 








Start 


1248 




End 


6746 








GI 


5441880 




Score 


4755 








Exons 


1248. .1482, 1598. .1729, 


1976. 


.2073, 2319.. 2577, 


2654 . .2952, 



10084 




3539. .3875, 3981. .4131, 4691. .5006, 5265. .5296, 5741. .6746 
GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 9600 Seq. ID 

Gene No. 20489 Strand 

Start 969 End 

Name OJ990810_15 . 0216 . C4 0 . o2 . gp Method 

Start 2327 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 2327.. 2577, 2654.. 2826 

GI Descrip. 1 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ990810_15.0216.C40 

6917 
AAT/GAP 
2826 
789 



Seq. No. 9600 

Gene No. 20489 

Start 969 

Name OJ990810_15 . 02 16 . C4 0 . ol 

Start 5511 

GI none 

Exons 5511.. 5687, 5541.. 5687, 

Seq. No. 9600 

Gene No. 20489 

Start 969 

Name OJ990810_15 . 0216 . C4 0 . ol 

Start 5589 

GI none 

Exons 5589.. 5660, 5724.. 6023, 



Seq. ID OJ990810_15.0216.C40 
Strand 

End 6917 

.tw Method TBLASTX : Wheat 

End 5891 

Score 79 
5572. .5691, 5685. .5882, 5697. .5891 

Seq. ID OJ990810_15.0216.C40 
Strand 

End 6917 

.tm Method TBLASTX : Maize 

End 6185 

Score 153 
5785. .6006, 6057. .6185, 6079. .6177 



Seq. No. 9600 Seq. ID 

Gene No. 20489 Strand 

Start 969 End 

Name OJ9908 10_15 . 02 16 . C40 . o3 . gp Method 

Start 5711 End 

GI 5701669 Score 

Exons 5711.. 6142 

GI Descrip. 5441880/dbj | BAA82378 . 1 | '5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990810_15.0216.C40 

6917 
AAT/GAP 
6142 
841 



Seq. No. 


9601 








Seq. ID 


OJ990810_ 


, 15 


Gene No . 


20490 








Strand 


+ 




Start 


725 








End 


877 




Name 


OJ990810 


15. 


.0216. 


.C41. ol.gs 


Method 


GENSCAN 




Start 


725 








End 


877 




GI 


none 








Score 


. 66 




Exons 


725. .877 














Seq. No. 


9602 








Seq. ID 


OJ990820_ 


14 


Gene No. 


20491 








Strand 


+ 




Start 


199 








End 


559 




Name 


OJ990820 


14 . 


,0223, 


,C2 .ol.gs 


Method 


GENSCAN 




Start 


199 








End 


359 




GI 


none 








Score 


.92 





10085 




Exons 


199. .359 








Seq. No. 


9602 


Seq. ID 


OJ990820_14.0223 


.C2 


Gene No. 


20491 


Strand 


+ 




Start 


199 


End 


559 




Name 


OJ990820 14.0223.C2.ol.tm 


Method 


T8LASTX : Maize 




Start 


254 


End 


559 




GI 


none 


Score 


89 




Exons 


254. .304, 302. .559, 306. .551 








Seq. No. 


9603 


Seq. ID 


OJ990820_14.0223 


.C3 


Gene No. 


20492 


Strand 


+ 




Start 


451 


End 


1552 




Name 


OJ990820 14.0223.C3.ol.gs 


Method 


GENSCAN 




Start 


451 


End 


1552 




GI 


none 


Score 


. 87 




Exons 


451. .1552 








Seq. No. 


9603 


Seq. ID 


OJ990820 14.0223 


. C3 


Gene No . 


20492 


Strand 


+ 




Start 


451 


End 


1552 




Name 


OJ990820 14.0223.C3.ol.np 


Method 


AAT/NAP 




Start 


549 


End 


1537 




GI 


5487873 


Score 


489 




Exons 


549.. 1537 








GI Descrip. 


(AF110333) PrMC3 [Pinus radiata] 






Seq. No. 


9603 


Seq. ID 


OJ990820_14 .0223 


.C3 


Gene No . 


20493 


Strand 






Start 


2646 


End 


3504 




Name 


OJ990820 14.0223.C3.o2.np 


Method 


AAT/NAP 




Start 


1878 


End 


3489 




GI 


5923676 


Score 


135 




Exons 


1878. .1933, 2815. .3001, 3040. 


.3489 






GI Descrip. 


(AC009326) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9603 


Seq. ID 


OJ990820_14 .0223 


.C3 


Gene No. 


20493 


Strand 






Start 


2646 


End 


3504 




Name 


OJ990820 14.0223.C3.o2.gs 


Method 


GENSCAN 




Start 


2646 


End 


3504 




GI 


none 


Score 


.64 




Exons 


2646. .2726, 2827. .3504 








Seq. No. 


9603 


Seq. ID 


OJ990820_14.0223 


,C3 


Gene No. 


20494 


Strand 






Start 


5210 


End 


6462 




Name 


OJ990820 14.0223.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


532 


End 


964 




GI 


none 


Score 


80 




Exons 


532. .615, 563. .643, 674. .733, 


674. .751 


, 767. .901, 769.. 


y U _/ , 




899. .964, 899. .964 








Seq. No. 


9603 


Seq. ID 


OJ990820_14.0223 


.C3 


Gene No. 


20494 


Strand 






Start 


5210 


End 


6462 




Name 


OJ990820 14.0223.C3.ol.tw 


Method 


TBLASTX: Wheat 





10086 






Start 


556 








End 


943 




GI 


none 








Score 


72 




Exons 


556. .615, 563. .652, 668 


. .733, 


668. .751, 


678. .752, 766. .942, 






767. .943 














Seq. No. 


9603 








Seq. ID 


OJ990820_14 .0223.C3 




Gene No . 


20494 








Strand 






Start 


5210 








End 


6462 




Name 


OJ990820 14 


.0223 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


563 








End 


1518 




GI 


none 








Score 


70 




Exons 


563.-652, 674. .973, 980 


. . 1084 


, 1129. .1197, 1130. .1195, 






1208. .1300, 


1210 


. . 1296, 


1355. 


.1501, 1396. .1497, 1492. .1518 




Seq. No. 


9603 








Seq. ID 


OJ990820_14 .0223.C3 




Gene No. 


20494 








Strand 






Start 


5210 








End 


6462 




Name 


OJ990820 14 


.0223 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


770 








End 


1279 




GI 


none 








Score 


149 




Exons 


770. .970, 1013.. 


1087, 1130.. 1183, 1211. 


.1279 


.SSI 


Sea No 


9603 








Seq. ID 


OJ990820_14 .0223.C3 




Gene No. 


20494 








Strand 




Lit 


Start 


5210 








End 


6462 


: : ) I 


Name 


OJ990820 14 


. 0223 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


980 








End 


1300 


'--5 


GI 


none 








Score 


101 


U* 


Exons 


980. . 1072, 


1129. 


.1212, 


1130. . 


1210, 1229.. 1300, 1237.. 1296 


'.3 

rii 


Seq. No. 


9603 








Seq. ID 


OJ990820_14 .0223.C3 


:= 


Gene No. 


20494 








Strand 






Start 


5210 








End 


6462 


a 


Name 


OJ990820 14 


.0223 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


SI 


Start 


2667 








End 


6462 


L J. 


GI 


none 








Score 


74 


s • 

W 


Exons 


2667. .2729, 


2671 


. .2748, 


2827. 


.2880, 2827. .2883, 2914. .2979, 


□ 




2918. .2974, 


2935 


. .2979, 


2983. 


.3117, 3050. .3097, 5291. .5353, 






5424. .5462, 


5425 


. .5484, 


5425. 


.5484, 5502. .5576, 5503. .5604, 






5504. .5581, 


5505 


. .5609, 


5661. 


.5729, 6415. .6462, 6416. .6457 




Seq. No. 


9603 








Seq. ID 


OJ990820_14 .0223.C3 




Gene No. 


20494 








Strand 






Start 


5210 








End 


6462 




Name 


OJ990820 14 


.0223 


.C3.o3. 


gs 


Method 


GENSCAN 




Start 


5210 








End 


5805 




GI 


none 








Score 


.54 




Exons 


5210. .5350, 


5425 


. .5694, 


5716. 


.5805 






Seq. No. 


9604 








Seq. ID 


OJ990820_14 .0223.C4 




Gene No. 


20495 








Strand 


+ 




Start 


186 








End 


419 




Name 


OJ990820 14 


.0223 


.C4.ol. 


gs 


Method 


GENSCAN 




Start 


186 








End 


419 




GI 


none 








Score 


.93 




Exons 


186. .419 













10087 




Seq. No. 


9605 




Seq. ID 


OJ990820_14 


.0223. 


C5 


Gene No. 


20496 




Strand 








Start 


1 




End 


146 






Name 


OJ990820 14.0223.C5.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


146 






GI 


5923679 




Score 


81 






Exons 


1. .146 












GI Descrip. 


(AC009326) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


9605 




Seq. ID 


OJ990820_14 


.0223. 


C5 


Gene No. 


20497 




Strand 








Start 


62 




End 


134 






Name 


OJ990820 14.0223.C5.ol. 


OS 


Method 


GEN SCAN 






Start 


62 




End 


134 






GI 


none 




Score 


. 65 






Exons 


62. . 134 












Seq. No. 


9606 




Seq. ID 


OJ990820_14 


.0223. 


C6 


Gene No. 


20498 




Strand 








Start 


161 




End 


811 






Name 


OJ990820 14 .0223.C6.ol. 




Met hod 


GENSCAN 






Start 


161 




End 


811 








none 




Score 


. 57 






Exons 


161. . 187, 624. .811 












ff'i Sea No 


9607 




Seq. ID 


OJ990820__14 


.0223. 


C7 


pjj ,Gene No. 


20499 




Strand 








|«| Start 


184 




End 


1023 






Name 


QJ990820 14.0223.C7.ol. 




Met h ori 


GENSCAN 






4! Start 


184 




End 


1023 






Q GI 


none 




Score 


. 5 






!"[! Exons 


184. .387, 663. .1023 












Seq. No. 


9607 




Seq. ID 


OJ990820_14 


0223. 


C7 


I; 3 ! Gene No. 


20500 




Strand 


+ 






Start 


1963 




End 


4726 






M 5 Name 


OJ990820 14.0223.C7.o2. 


gs 


Method 


GENSCAN 






U Start 


1963 




End 


4700 








none 




Score 


.71 






t*[ Exons 


1963. .3028, 3056. .3224, 


3328. 


.4700 








Seq. No. 


9607 




Seq. ID 


OJ990820 14 


0223. 


C7 


Gene No. 


20500 




Strand 


+ 






Start 


1963 




End 


4726 






Name 


OJ990820 14.0223.C7.o2. 


np 


Method 


AAT/NAP 






Start 


1963 




End 


4726 






GI 


6907089 




Score 


3534 






Exons 


1963. .3224, 3328. .4726 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


9607 




Seq. ID 


OJ990820_14 


0223. 


C7 


Gene No. 


20501 




Strand 








Start 


1 




End 


1649 






Name 


OJ990820 14.0223.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1649 






GI 


5042454 




Score 


410 






Exons 


1..312, 366. .457, 1571. 


.1649 











10088 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 


9608 






Seq. ID 


OJyyuozu i4.uzzo. 


Lo 


Gene No. 


20502 






Strand 


+ 




Start 


106 






End 


A *} O 

4 3o 




Name 


OJ990820_14 


. 0223 


C8 . ol . gs 


Method 


GENSCAN 




Start 


106 






End 


A O O 

43B 




GI 


none 






Score 


. 94 




Exons 


106. . 438 












Seq. No. 


9608 






Seq. ID 


OJ990820_14 .0223. 


Lo 


Gene No. 


20503 






Strand 






Start 


1058 






End 


3417 




Name 


OJ990820_14 


. 0223 


.C8.o2.gs 


Method 


GENSCAN 




Start 


1058 






End 


3372 




GI 


none 






Score 


. 93 




Exons 


1058. .1915, 


1985 


..2800, 2834 


. .2941, 3019. .3372 




Seq. No. 


9608 






Seq. ID 


OJ990820_14 .0223 


Lo 


Gene No. 


20503 






Strand 






Start 


1058 






End 


3417 




Name 


OJ990820_14 


. 0223 


.C8 .o2 . tm 


Method 


TBLASTX: Maize 




Start * 


1058 






End 


1201 




GI 


none 






Score 


114 




Exons 


1058 . . 1201, 


1062 


. . 1196 








Seq. No. 


9608 






Seq. ID 


OJ990820_14.0223 


.C8 


Gene No . 


20503 






Strand 






Start 


1058 






End 


3417 




Name 


OJ990820 14 


.0223 


.C8 .ol.np 


Method 


AAT/NAP 




Start 


1061 






End 


3417 




GI 


6498441 






Score 


2773 




Exons 


1061. .1342, 


1436 


..2833, 3005 


. .3417 






GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 


the 




predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon 


RetroSorl . (AF0 98 806) 


[Oryza sativa] 




Seq. No. - 


9608 






Seq. ID 


OJ990820_14 .0223 


.C8 


Gene No. 


. 20503 






Strand 






Start 


1058 






End 


3417 




Name 


OJ990820 14 


.0223 


.C8.o3. tw 


Method 


TBLASTX: Wheat 




Start 


1070 






End 


1672 




GI 


none 






Score 


68 




Exons 


1070. .1195, 


1086 


..1196, 1388 


. .1672, 1392. .1667 




Seq. No. 


9608 






Seq. ID 


OJ990820_14.0223 


.C8 


Gene No. 


20503 






Strand 






Start 


1058 






End 


3417 




Name 


OJ990820 14 


.0223 


.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1673 






End 


2054 




GI 


none 






Score 


238 




Exons 


1673. .2053, 


1704 


. .2054 








Seq. No. 


9608 






Seq. ID 


OJ990820_14 .0223 


.C8 


Gene No. 


20503 






Strand 






Start 


1058 






End 


3417 




Name 


OJ990820 14 


.0223 


.C8 .ol. tm 


Method 


TBLASTX: Maize 





10089 



Start 1868 

GI none 

Exons 1868.. 2191, 1881.. 2162 

Seq. No. 9608 

Gene No. 20503 

Start 1058 

Name OJ990820_14 . 0223 . C8 . o4 . tw 

Start 2384 

GI none 

Exons 2384.. 2644 



End 2191 
Score 209 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_14 .0223.C8 
3417 

TBLASTX: Wheat 

2644 

182 



Seq. No. 9608 

Gene No. 20503 

Start 1058 

Name OJ990820_14 . 0223 .C8 . o2 . tw 

Start 2699 

GI none 

Exons 2699.. 2848, 2700.. 2837, 2892, 
2935. .3078 



OJ990820_14 .0223.C8 
3417 

TBLASTX: Wheat 

3078 

89 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3035, 2909.. 3040, 2909.. 3034, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9609 
20504 
1 

OJ990820_14.0223.C9.ol.np 
1 

5902445 
1. . 950 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990820_14 .0223.C9 

Strand + 

End 950 

Method AAT/NAP 

End 950 

Score 1520 



9609 Seq. ID 

20504 Strand 

1 End 

OJ990820_14 . 0223.C9.ol .gs Method 

229 End 

none Score 
229. .881 



OJ990820_14 .0223.C9 
+ 

950 

GENSCAN 

881 

.46 



Seq. No. ' 9609 Seq. ID 

Gene No. 20505 Strand 

Start 12380 End 

Name OJ990820_14 . 0223 . C9 . o5 . gs Method 

Start 12380 End 

GI none Score 

Exons 12380. . 12655 



OJ990820_14 .0223.C9 
+ 

12655 
GENSCAN 
12655 
.64 



Seq. No. 9609 Seq. ID 

Gene No. 20506 Strand 

Start 17511 End 

Name OJ990820_14 . 0223 . C9 . o4 . np Method 

Start 17502 End 

GI 3355472 Score 

Exons 17502. .17705, 17796.. 18533 

GI Descrip. (AC004218) putative disease resistance response protein 
[Arabidopsis thaliana] 



OJ990820_14 .0223.C9 
+ 

18533 
AAT/NAP 
18533 
416 



Seq. No. 



9609 



Seq. ID OJ990820_14 .0223.C9 



10090 



Gene No. 


20506 








Strand 


+ 


Start 


17511 








End 


18533 


Name 


OJ990820 14. 


0223. 


,C9.o7. 


gs 


Method 


GENSCAN 


Start 


17511 








End 


18533 


GI 


none 








Score 


.83 


Exons 


17511. .18533 










Seq. No. 


9609 








Seq. ID 


OJ990820 


Cpnp NO 


20507' 








Strand 




Start 


1283 








End 


4199 


Name 


OJ990820 14. 


0223. 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


1283 








End 


4199 


GI 


none 








Score 


.76 


Exons 


1283. .1734, 


1984 . 


. .2173, 


2248. 


.2435, 2513. .2591, 




2948. .3168, 


3315. 


. .4199 








Seq. No. 


9609 








Seq. ID 


OJ990820 


Gene No. 


20507 








Strand 




Start 


1283 








End 


4199 


Name 


OJ990820 14. 


0223. 


,C9.o2. 


np 


Method 


AAT/NAP 


Start 


1295 








End 


4199 


GI 


6691716 








Score 


2482 


Exons 


1295. .1734, 


1808 . 


, .1921, 


2071. 


.2173, 22< 


J8. .2435, 




2769. .2871, 


2948. 


, . 3126, 


3315. 


.4199 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14. 0223. C9 



( AP0004 92 ) hypothetical 
gi I 6691717 | dbj IBAA89397 
[Oryza sativa] 



2513. .2692, 



protein [Oryza sativa] 
,1| (AP000570) hypothetical protein 



9609 

20508 

5700 

OJ990820_14 . 0223.C9.o3.gs 

5700 

none 

5700. .6551, 6574. .6690 

9609 

20509 

8582 

OJ990820_14. 0223.C9.o4.gs 

8582 

none 

8582. . 9595 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_14 . 0223. C9 

6690 
GENSCAN 
6690 
.82 



OJ990820_14.0223.C9 

9595 
GENSCAN 
9595 
1 



Seq. No. 9609 Seq. ID _ 

Gene No. 20509 Strand 

Start 8582 End 9595 

Name OJ990820_14 . 0223 . C9 . ol . gp Method AAT/GAP 

Start 8953 End 9337 

GI LIB3434-065-P1-K1-E5 Score 569 

Exons 8953.. 9337 

GI Descrip. ' 54 8787 3/gb | AAD04 94 6 . 2 | 5.0e-12 (AF110333) PrMC3 
radiata] 1 



OJ990820 14. 0223. C9 



Seq. No. 
Gene No. 
Start 



" Pinus 



9609 

20510 

13607 



Seq. ID 

Strand 

End 



OJ990820 14. 0223. C9 



16102 



10091 



Name 

Start 

GI 

Exons 



OJ990820_14 .0223.C9.o2 . tw Method 

21 End 

none Score 
21. .320, 21. .212, 26. .304 



TBLASTX: Wheat 

320 

316 



Seq. No. 9609 Seq. ID 

Gene No. 20510 Strand 

Start 13607 End 

Name OJ990820_14 . 0223 . C9 . o5 . tm Method 

Start 21 End 

GI none Score 

Exons 21. .248, 74. .232, 215. .358, 243. .356 



OJ990820_14.0223.C9 
16102 

TBLASTX : Maize 

358 

170 



Seq. No. 9609 Seq. ID 

Gene No. 20510 Strand 

Start 13607 End 

Name OJ990820_14 . 0223 . C9 . ol . tw Method 

Start 327 End 

GI none Score 
Exons 



OJ990820_14 .0223.C9 
16102 

TBLASTX: Wheat 

941 

389 



327. .818, 327. .593, 482. .616, 804. .941 



Seq. No. 9609 Seq. ID 

Gene No. 20510 Strand 

Start 13607 End 

Name OJ990820_14 . 0223 . C9 . 06 . tm Method 

Start 639 End 

GI none Score 
Exons 



OJ990820JL4.0223.C9 
16102 

TBLASTX: Maize 

902 

163 



639. .821, 761. .820, 800. .901, 801. .902 



Seq. No. 9609 Seq. ID 

Gene No. 20510 Strand 

Start 13607 End 

Name OJ990820_14 . 0223 . C9 . 06 . tw Method 

Start 3789 End 

GI none Score 

Exons 3789.. 4079 



OJ990820_14.0223.C9 
16102 

TBLASTX: Wheat 

4079 

214 



Seq. No. 9609 
Gene No. 20510 
Start 13607 

Name OJ990820_14 . 0223 . C9 . o2 . ts 

Start 5703 
GI none 
Exons 5703, 

6102. 

8673. 



.5843, 5898. 

.6206, 6228. 

.8972, 8925. 

9315.. 9359, 9383. 



5987, 5899. 

6431, 6262. 

9140, 8936. 

9445, 9503. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5946, 5953 
.6303, 6595 
.9136, 9149 
.9571 



OJ990820 14. 0223. C9 



16102 

TBLASTX: Soybean 
9571 
71 

6087, 5985.. 6089, 
6663, 8639.. 8977, 
9364, 9168. .9224, 



Seq. No. 9609 

Gene No. 20510 

Start 13607 

Name OJ990820_14 . 0223 . C9 . o3 . tm 

Start 5898 

GI none 

Exons 5898.. 5969, 
6115. . 6180, 



5899.. 5958, 5986. 
8825. .9142, 8826. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6105, 5997 
. 9143 



OJ990820 14. 0223. C9 



16102 

TBLASTX: Maize 
9143 
82 

6104, 6114.. 6212, 



10092 




Seq. No. 


9609 








Seq. ID 


OJ990820_14 .0223.C9 


GprtP No - 


20510 








Strand 




Start 


13607 








End 


16102 


Name 


OJ990820 14. 


0223 


.C9.o3.tc 


Method 


TBLASTX: Cress 


Start 


6114 








End 


9296 


GI 


none 








Score 


82 


Exons 


6114. . 


,6206, 


6234 


. . 6362, 6241 


..6366, 8864. .9136, 9072. .9116, 




9164. . 


,9295, 


9183 


. . 9296 






Seq. No. 


9609 








Seq. ID 


OJ990820_14 .0223.C9 


Gene No. 


20510 








Strand 




Start 


13607 








End 


16102 


Name 


OJ990820 14. 


0223 


.C9.o3.tw 


Method 


TBLASTX: Wheat 


Start 


6255 








End 


9598 


GI 


none 








Score 


135 


Exons 


6255. . 


,6431, 


6256 


. .6432, 6452 


..6559, 6453. .6533, 6484. .6534, 




6577. . 


.6687, 


6593 


..6664, 9176 


..9376, 91? 


30. .9362, 9326. .9472, 




9365. . 


,9445, 


9452 


. . 9571, 9498 


..9572, 9530. .9598 


Seq. No. 


9609 








Seq. ID 


OJ990820_14 .0223.C9 


Gene No. 


20510 








Strand 




Start 


13607 








End 


16102 


Name 


OJ990820 14. 


0223 


.C9.o4 . tm 


Method 


TBLASTX: Maize 


Start 


6327 








End 


9596 


GI 


none 








Score 


95 


Exons 


6327. , 


,6431, 


6346 


..6432, 6378 


..6437, 6450. .6527, 6455. .6526, 




6474. . 


,6560, 


6475 


..6561, 6593 


..6664, 6601. .6663, 9263. .9481, 




9282. . 


,9446, 


9389 


. . 9460, 9501 


..9596, 9509. .9595 


Seq. No. 


9609 








Seq. ID 


OJ990820_14.0223.C9 


Gene No . 


20510 








Strand 




Start 


13607 








End 


16102 


Name 


OJ990820 14. 


0223 


.C9.o3.np 


Method 


AAT/NAP 


Start 


13552 








End 


16090 


GI 


3445397 






Score 


1854 


Exons 


13552. 


. .13912 


, 13961.. 16090 






GI Descrip. 


(AJ010166) S 


-domain receptor 


-like protein kinase [Zea mays] 


Seq. No. 


9609 








Seq. ID 


OJ990820_14 .0223.C9 


Gene No. 


20510 








Strand 




Start 


13607 








End 


16102 


Name 


OJ990820 14. 


0223 


.C9.o6.gs 


Method 


GENSCAN 


Start 


13607 








End 


16102 


GI 


none 








Score 


.99 


Exons 


13607. 


. . 16102 










Seq. No. 


9609 








Seq. ID 


OJ9'90820_14 .0223.C9 


Gene No. 


20510 








Strand 




Start 


13607 








End 


16102 


Name 


OJ990? 


320_14 . 


0223 


.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


13676 








End 


14326 


GI 


none 








Score 


95 


Exons 


13676. 


..13912, 13679. .13924, 


13683. .13916, 1397 6. .14 32 6, 




13992. 


. . 14288 











Seq. No. 9609 Seq. ID OJ990820_14 . 0223 . C9 

Gene No. 20510 Strand 



10093 




DCdIL 


13607 






End 


16102 


Name 


OJ990820 14. 0223. C9 


ol.tc 


Method 


TBLASTX: Cress 


Start 


13679 






End 


15943 


GI 


none 






Score 


97 


Exons 


13679. 


.13912, 13692 


.13910, 


13991. .14 521, 13992. . 14522, 




14012. 


.14530, 14516 


.14629, 


14520. . 146C 


9, 14855. . 14932, 




15044 . 


.15301, 15377 


. 15430, 


15581. . 15625, 15833. . 1594 3 




9609 






Seq. ID 


OJ990820_14.0223 


Gene No. 


20510 






Strand 




Start 


13607 






End 


16102 


Name 


OJ990820 14. 0223. C9 


o3 . ts 


Method 


TBLASTX: Soybean 


Start 


13760 






End 


14177 


GI 


none 






Score 


106 


Exons 


13760. 


.13876, 13973 


.14137, 


13980. . 14177 


Oon Kin 


9609 






Seq. ID 


OJ990820_14.0223 


Gene No. 


20510 






Strand 




Start 


13607 






End 


16102 


Name 


OJ990820 14. 0223. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


14048 






End 


14461 


GI 


none 






Score 


120 


Exons 


14048. 


.14110, 14111. 


. 14311, 


14142. .14327, 14330. .14461 


Seq. No. 


9609 






Seq. ID 


OJ990820_14 .0223 


Gene No. 


20510 






Strand 




Start 


13607 






End 


16102 


Name 


OJ990820 14. 0223. C9. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


14180 






End 


14633 


GI 


none 






Score 


103 


Exons 


14180. 


.14332, 14187. 


. 14324, 


14318. .14626, 14 330 14 632 , 




14343. 


.14633 









Seq. No. 


9609 






Seq. ID 


OJ990820_14.0223 


Gene No. 


20510 






Strand 




Start 


13607 






End 


16102 


Name 


OJ990820 14. 0223. C9 


o2. tm 


Method 


TBLASTX: Maize 


Start 


14327 






End 


14626 


GI 


none 






Score 


201 


Exons 


14327 . 


.14521, 14331 


.14567, 


14 504. .14 626, 14 505. .14 624 


Seq. No. 


9609 






Seq. ID 


OJ990820_14 .0223 


Gene No . 


20510 






Strand 




Start 


13607 






End 


16102 


Name 


OJ990820 14. 0223. C9 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 


14834 






End 


15232 


GI 


none 






Score 


62 


Exons 


14834 . 


.15025, 14835 


.14924, 


14836. . 1502 


4, 15014. .15232, 




15035. 


.15226 








Seq. No. 


9609 






Seq. ID 


OJ990820_14.0223 


Gene No. 


20510 






Strand 




Start 


13607 






End 


16102 


Name 


OJ990820 14. 0223. C9. 


o4 . ts 


Method 


TBLASTX: Soybean 


Start 


15083 






End 


15619 


GI 


none 






Score 


88 


Exons 


15083. 


.15367, 15368. 


. 15418, 


15500. . 15619 



10094 




JClJ . LN \J . 


9609 


Seq. ID 


OJ990820 14 0223 


C9 


Gene No. 


20511 


Strand 






Start 


17889 


End 


18521 




Name 


OJ990820 14 .0223.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


17889 


End 


18521 




GI 


none 


Score 


169 




Exons 


17889. .18056, 18035. .18064, 


18104. .18- 


427, 18132. .18377, 






18476. .18514, 18480.. 18521 








Seq. No. 


9610 


Seq. ID 


OJ990820_14.0223. 


C10 


Gene No. 


20512 


Strand 


+ 




Start 


560 


End 


901 




Name 


OJ990820 14.0223.C10.ol.gs 


Method 


GEN SCAN 




Start 


560 


End 


901 




GI 


none 


Score 


. 68 




Exons 


560. .901 








Seq. No. 


9610 


Seq. ID 


OJ990820_14 .0223. 


C10 


Gene No. 


20513 


Strand 


- 




Start 


1539 


End 


1850 




Name 


OJ990820 14 .0223. C10. o2.gs 


Method 


GENSCAN 




Start 


1539 


End 


1742 




GI 


none 


Score 


.49 




Exons 


1539. . 1742 








Seq. No. 


9610 


Seq. ID 


OJ990820_14.0223. 


C10 


Gene No. 


20513 


Strand 






Start 


1539 


End 


1850 




Name 


OJ990820 14 .0223. C10. ol.tm 


Method 


TBLASTX: Maize 




Start 


1545 


End 


1850 




GI 


none 


Score 


58 




Exons 


1545. .1619, 1560. .1622, 1620 


. .1850, 1653. .1757 




Sea No 


9611 


Seq. ID 


OJ990820_14.0223. 


Cll 


Gene No. 


20514 


Strand 






Start 


1 


End 


887 




Name 


OJ990820 14 .0223.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


887 




GI 


4056490 


Score 


179 




Exons 


1..109, 192. .322, 455. .569, 


855. .887 






GI Descrip. 


(AC005896) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9611 


Seq. ID 


OJ990820_14.0223. 


Cll 




20514 


Strand 






Start 


1 


End 


887 




Name 


OJ990820 14 .0223.Cll.ol.gp 


Method 


AAT/GAP 




Start 


32 


End 


564 




GI 


26255 1.R1084 


Score 


428 




Exons 


32. .109, 190. .322, 455. .564 








GI Descrip. 


'4056490 5.0e-44 (AC005896) 


hypothetical protein [Arabidopsis 




thaliana] 1 








Seq. No. 


9611 


Seq. ID 


OJ990820_14.0223. 


Cll 


Gene No. 


20514 


Strand 






Start 


1 


End 


887 




Name 


OJ990820 14. 0223. Cll. ol.tm 


Method 


TBLASTX: Maize 





10095 



Start 
GI 

Exons 



40 End 568 

none Score 53 

40. .111, 43. .108, 181. .324, 194. .346, 195. .323, 257. .325, 
453. .563, 453. .563, 455.-568, 455. .568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9612 

20515 

1 

OJ990820JL4 .0223.C12.ol.np 
1 

4056490 



Seq. ID OJ990820_14 .0223.C12 
Strand 

End 2258 

Method AAT/NAP 

End 2258 

Score 163 



1..94, 247. .320, 1039. .1135, 1647. .1740, 2240. .2258 
(AC005896) hypothetical protein [Arabidopsis thaliana] 



9613 
20516 • 
1 

OJ990820_14 .0223.C13.ol.np 

1 

4056490 
1..213, 679. .828 

(AC005896) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990820_14 .0223.C13 
Strand 

End 3123 

Method AAT/NAP 

End 828 

Score 228 



Seq. No. 9613 

Gene No. 20516 . " - ' 

Start 1 

Name OJ990820_14 . 0223 . C13 . ol . gs 

Start - 39 

GI' none 
Exons 



Seq. ID OJ990820_14 .0223.C13 
Strand 

End 3123 

Method GEN SCAN 

End 3123 

Score . 68 



39. .213, 566. .620, 808. .1090, 2708. .2801, 2812. .3123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9614 

20517 

280 

OJ990820__14 .0223.C14 .ol.np 

280 

4914423 



Seq. ID OJ990820_14 .0223.C14 

Strand + 

End 3053 

Method AAT/NAP 

End 3050 

Score 1300 



280. .788, 816. .1783, 1856. .3050 

(AL050351) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 9614 

Gene No. 20517 

Start 280 

Name OJ990820_14 . 0223 . C14 . ol . gs 

Start 369 

GI none 

Exons 369. . 3053 



Seq. ID OJ990820_14 .0223.C14 

Strand + 

End 3053 

Method GENSCAN 

End 3053 

Score .97 



Seq. No. 9614 

Gene No. 20518 

Start 3757 

Name OJ990820_14 . 0223 . C14 . o2 . gs 

Start 3757 

GI none 

Exons 3757.. 3849, 4016.. 4132 



Seq. ID OJ990820_14 .0223.C14 

Strand + 

End 4132 

Method GENSCAN 

End 4132 

Score .58 



10096 



Seq. No. 


9614 








Seq. ID 


OJ990820 14.0223.C14 


Gene No. 


20519 








Strand 




Start 


3539 








End 


6387 


Name 


OJ990820 14 


. 0223 


.C14 .ol 


• gp 


Method 


AAT/GAP 


Start 


3539 








End 


3847 


GI 


3761206 








Score 


561 


Exons 


3539. .3847 












Seq. No. 


9614 








Seq. ID 


OJ990820_14.0223.C14 


Gene No. 


20519 








Strand 




Start 


3539 








End 


6387 


Name 


OJ990820 14 


.0223 


.C14 .o2 


.np 


Method 


AAT/NAP 


Start 


3666 








End 


5987 


GI 


6729501 








Score 


582 


Exons 


3666. .3753, 


3853 


. .4086, 


4401 . 


.4493, 4569. .4759, 4898. .4993, 




5295. .5370, 


5858 


. .5987 








GI Descrip. 


(AL132966) 


splicing factor-like protein [Arabidopsis thaliana 


Seq. No. 


9614 








Seq. ID 


OJ990820JL4 .0223.C14 


Gene No. 


20519 








Strand 




Start 


3539 








End 


6387 


Name 


OJ990820 14 


.0223 


.C14.o2 


.gp 


Method 


AAT/GAP 


Start 


4451 








End 


5224 


GI 


2800841 








Score 


524 


Exons 


4451. .4492, 


4572 


. .4768, 


4898. 


.4993, 5103. .5224 


GI Descrip. 


4056488 2.0e-44 


(AC005896) unknown protein [Arabidopsis 




thaliana] 












Seq. No. 


9614 - 








Seq. ID 


OJ990820_14 .0223. CI 4 


Gene No . 


20519 








Strand 




Start 


3539 








End 


6387 


Name 


OJ990820 14 


.0223 


.C14 .o3 


.gs 


Method 


GENS CAN 


Start 


4568 








End 


6387 


GI 


none 








Score 


.74 


Exons 


4568. .4768, 


4898 


. .4993, 


5103. 


.5142, 5£ 


J78. .6011, 6059. .6119, 




6248. .6387 












Seq. No. 


9614 








Seq. ID 


OJ990820_14 .0223.C14 


Gene No. 


20520 








Strand 




Start 


6571 








End 


6625 


Name 


OJ990820 14 


.0223 


.C14.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


1041 








End 


1484 


GI 


none 








Score 


105 


Exons 


1041. .1244, 


1287 


. . 1466, 


1290. 


.1445, 1449. .1484 


Seq. No. 


9614 








Seq. ID 


OJ990820_14.0223.C14 


Gene No. 


20520 








Strand 




Start 


6571 








End 


6625 


Name 


OJ990820 14 


.0223 


.C14 .o3 


. tm 


Method 


TBLASTX : Maize 


Start 


1044 








End 


1493 


GI 


none 








Score 


111 


Exons 


1044. .1250, 


1287 


. .1481, 


1290. 


.1493 




Seq. No. 


9614 








Seq. ID 


OJ990820_14 .0223.C14 


Gene No. 


20520 








Strand 




Start 


6571 








End 


6625 


Name 


OJ990820 14 


.0223 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 



10097 




Start 


1949 










End 


2846 




GI 


none 










Score 


314 




Exons 


1949. 


.2179, 


1950 


.2249, 


1986. 


.2222, 2283..2846, 2294. .21 


339 


Seq. No. 


9614 










Seq. ID 


OJ990820_14.0223 


C14 


Gene No. 


20520 










Strand 






Start ' 


6571 










End 


6625 




Name 


OJ990 


820_14 


.0223 


C14 .ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1950 










End 


2840 




GI 


none 










Score 


341 




Exons 


1950. 


.2249, 


1958. 


.2137, 


2124 . 


.2219, 22 


83. .2840, 2288. . 2£ 


339 



Seq. No. 9614 

Gene No. 20520 

Start 6571 

Name OJ990820_14 . 0223 . C14 . o3 . tc 

Start 1968 

GI none 
Exons 



Seq. ID OJ990820_14 .0223.C14 



Strand 
End 

Method 

End 

Score 



6625 

TBLASTX: Cress 

2177 

82 



1968. .2060, 1973. .2062, 2057. .2137, 2058. .2177 



OJ990820 14.0223.C14 



Seq. No. 9614 Seq. ID 

Gene No. 20520 Strand 

Start 6571 End 

Name OJ990820_14 . 0223 . CI 4 . ol . tw Method 

Start 2003 End 

GI none Score 

Exons 2003. .2032, 2004. .2060, 2057. .2248, 2058. .2249, 2282. .2440, 
2283. .2438 



6625 

TBLASTX: Wheat 

2440 

59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9614 

20520 

6571 

OJ990820_14.0223.C14 .ol. tc 

2178 

none 



Seq. ID OJ990820_14 .0223.C14 
Strand 
End 

Method 
End 
Score 



6625 

TBLASTX: Cress 

2657 

80 



2178. .2222, 2181. .2249, 2282. .2650, 2283. .2657 



Seq. No. 


9614 






Seq. ID 


OJ990820_14 .0223 


Gene No. 


20520 






Strand 




Start 


6571 






End 


6625 


Name 


OJ990820 14 


.0223 


C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2442 






End 


2651 


GI 


none 






Score 


203 


Exons 


2442. .2651, 


2444 


.2647 







Seq. No. 9614 

Gene No. 20520 

Start 6571 

Name OJ990820_14 . 0223 . C14 . o2 . ts 

Start 3660 

GI none 

Exons 3660.. 3764, 4559.. 4741, 4563. 

4898. .4990, 4898. .4993, 5095. 



OJ990820_14.0223.C14 
6625 

TBLASTX: Soybean 
5960 
119 

4580. .4750, 4893. .4979, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4751, 

.5166, 5103. .5150, 5877. .5960 



Seq. No. 
Gene No. 
Start 



9614 

20520 

6571 



Seq. ID 

Strand 

End 



OJ990820 14.0223.C14 



6625 



10098 



Name 

Start 

GI 

Exons 



OJ990820_14 .0223.C14 . o2 . tm 

3661 

none 

3661.. 3690, 3663.. 3743, 3719. 

3815. .3904, 4016. .4057, 4019. 

4577. .4768, 4872. .4973, 4895. 

4898. .4993, 5103. .5150, 5877. 



Method TBLASTX : Mai ze 
End 5960 
Score 42 

.3739, 3726. .3755, 3804. .3905, 
.4060, 4572. .4769, 4572. .4673, 
.4993, 4896. .4934, 4897. .4962, 
.5960 



Seq. No. 9614 

Gene No. 20520 

Start 6571 

Name OJ990820_14 . 0223 . CI 4 . o2 . tc 

Start 4581 

GI none 

Exons 4581.. 4757, 4583.. 4759, 4583. 

4921.'. 5013, 5100.. 5147, 5102. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4756, 4898 
.5143, 5104 



OJ990820 14.0223.C14 



6625 

TBLASTX: Cress 
5960 
226 

4993, 4910, 
5154, 5877, 



.4993, 
.5960 



Seq. No. 9614 Seq. ID 

Gene No. 20520 Strand 

Start 6571 End 

Name OJ990820_14 . 0223 . C14 . o3 . gp Method 

Start 6571 End 

GI LIB3431-030-P1-N1-G8 Score 

Exons 6571. . 6625 ■ 

GI Descrip. ' 5670155/gb | AF1612 69 . 1 1 AF1 61269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ990820_14 .0223.C14 

6625 
AAT/GAP 
6625 
84 



Seq. No. 9615 Seq. ID 

Gene No. 20521 Strand 

Start 431 End 

Name OJ990820_14 . 0223 . C15 . ol . gs Method 

Start 431 End 

GI none Score 

Exons 431. .583, 669. .863, 901. .989 



OJ990820__14.0223.C15 
989 

GENSCAN 

989 

.82 



Seq. No. 9616 Seq. ID 

Gene No. 20522 Strand 

Start .1 End 

Name OJ990820_14 . 0223 . C16 . ol . gp Method 

Start 1 ' End 

GI LIB3433-020-P1-K1-A6 Score 

Exons 1..243, 2065.. 2107 

GI Descrip. 1 5670155/gb | AF1 612 69 . 1 | AF1 61269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ990820_14 .0223.C16 

5146 
AAT/GAP 
2107 
494 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820 14.0223.C16 



Seq. No. 9616 
Gene No. 20522 
Start 1 

Name OJ990820_14 . 0223 . C16 . ol . np 

Start 1 
GI 5441880 

Exons 1..61, 541. .797, 902. .1200, 

3548. .3579, 4024. .5035 
GI Descrip. (AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

{AC003981) [Oryza sativa] 



5146 
AAT/NAP 
5035 
2582 



1780. .2113, 2222. .2361, 2964. .3289, 



10099 



Seq. No. 9616 

Gene No. 20522 

Start 1 

Name OJ990820_14 . 0223 . C16 . ol , 

Start 188 

GI none 

Exons 188.. 289, 336.. 443, 536. 

1780. .2146, 2222. .2375, 



gs 



. 626, 
2843. 



Seq. ID OJ990820_14 . 0223.C16 
Strand 

End 5146 
Method GENSCAN 
End 5146 
Score .77 

902. .1200, 1281. .1399, 1472. .1694, 
.3097, 3367. .5146 



Seq. No. 9616 

Gene No. 20522 

Start 1 

Name OJ990820_14 . 0223 . CI 6 . o2 . tw 

Start 1626 

GI none 

Exons 1626.. 1700, 1873.. 1992, 1874, 



Seq. ID OJ990820_14 .0223.C16 
Strand 

End 5146 

Method TBLASTX : Wheat 

End 2055 

Score 108 

.1993, 1991. .2041, 2002. .2055 



Seq. No. 9616 

Gene No. 20522 

Start 1 

Name OJ990820__14 . 0223 . C16 . ol . tw 

Start 3797 

GI none 

Exons 3797.. 3970, 3808.. 3948, 3903. 
4025. .4174 



Seq. ID OJ990820_14 .0223.C16 
Strand 

End 5146 

Method TBLASTX : Wheat 

End 4174 

Score 65 

.3971, 3995. .4171, 4020. .4172, 



Seq. No. 9616 

Gene No. 20522 

Start 1 

Name OJ990820_14 . 0223 . C16 . ol . tm 

Start 3872 

GI none 

Exons 3872.. 3943, 3990.. 4463, 4001. 

Seq. No. 9617 

Gene No. 20523 

Start 4 

Name OJ990820_14 . 0223 . C18 . ol . gp 

Start . 4 

GI none 

Exons 4. .39, 220. .516, 854. .885 



Seq. ID OJ990820_14.0223.C16 
Strand 

5146 

TBLASTX: Maize 
4468 
228 



End 

Method 
End 
Score 
.4468 



Seq. ID OJ990820_14.0223.C18 

Strand + 

End 954 

Method AAT/GAP 

End 885 

Score 611 



Seq. No. 9617 

Gene No. 20523 

Start 4 

Name OJ990820_14 . 0223 . C18 . ol . 

Start 243 

GI none 

Exons 243.. 516, 854.. 954 



gs 



Seq. ID OJ990820_14.0223.C18 

Strand + 

End 954 

Method GENSCAN 

End 954 

Score .66 



Seq. No. 9617 

Gene No. 20523 

Start 4 

Name OJ990820_14 . 0223 . C18 . ol , 

Start 339 

GI 2129603 

Exons 339. .493 



np 



Seq. ID OJ990820_14.0223.C18 

Strand + 

End 954 

Method AAT/NAP 

End 4 93 

Score 94 



10100 




GI Descrip. glycine/proline-rich protein - Arabidopsis thaliana 





gi| 14 65364 | emb | CAA59059 | 


(X84315) GPRP 


* [Arabidopsis thaliana] 


Seq. No. 


9617 




Seq. ID 


OJ990820_14.0223.C18 


Gene No. 


20524 




Strand 


+ 


Start 


1972 




End 


3203 


Name 


OJ990820_14 . 0223 . C18 . o2 . 


gs 


Method 


GENSCAN 


Start 


1972 




End 


3203 


GI 


none 




Score 


. 66 


Exons 


1972. .2031, 2253. .2423, 


2957. . 


3203 




Seq. No. 


9617 




Seq. ID 


OJ990820_14.0223.C18 


Gene No . 


20525 




Strand 




Start 


1 




End 


2456 


Name 


OJ990820_14 . 0223.C18.o2. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2456 


GI 


5922623 




Score 


181 . 


Exons 


1..34, 1592. .1668, 1836. 


.1980, 


2382. .2456 


GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 




gi I 6016856 | dbj | BAA85199. 


1| (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


9618 




Seq. ID 


OJ990820_14 . 0223 .CI 9 


Gene No. 


20526 




Strand 


+ 


Start 


3284 




End 


3375 


Name 


OJ990820 14.0223.C19.ol. 


gp 


Method 


AAT/GAP 


Start 


3284 




End 


3375 


GI 


uC-osflcyp082b07al 




Score 


140 


Exons 


3284. .3375 








GI Descrip. 


'218221/dbj | D10675I RICSINE1R6 


3.0e-30 


Oryza sativa p-SINEl-r6 




gene, repeat sequence 1 








Seq. No. 


9618 




Seq. ID 


OJ990820_14 .0223.C19 


Gene No. 


20527 




Strand 




Start 


280 




End 


3761 


Name 


OJ990820 14.0223.C19.ol. 


gs 


Method 


GENSCAN 


Start 


280 




End 


3761 


GI 


none 




Score 


.77 


Exons 


280. .401, 518. .643, 1019 


>..1235, 1350.. 


1545, 2059. .2101, 




2483.. 2657, 3492.. 3603, 


3668. . 


3761 




Seq. No. 


9618 




Seq. ID 


OJ990820_14.0223.C19 


Gene No. 


20527 




Strand 




Start 


280 




End 


3761 


Name 


OJ990820 14 .0223.C19.ol. 


np 


Method 


AAT/NAP 


Start 


1099 




End 


1836 


GI 


6682239 




Score 


257 


Exons 


1099. .1235, 1350. .1509, 


1763. . 


1836 




GI Descrip. 


(AC016661) putative MYB- 


related protein [Arabidopsis thaliana 


Seq. No. 


9618 




Seq. ID 


OJ990820_14 .0223.C19 


Gene No. 


20527 ^ ' : 




Strand 




Start 


280 




End 


3761 


Name 


OJ990820 14 .0223.C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1140 




End 


1509 


GI 


none 




Score 


119 


Exons 


1140. .1241, 1141. .1242, 


1314 . . 


1508, 1336.. 1509, 1360.. 1509 



10101 



Seq. No. 9618 Seq. ID 

Gene No. 20527 Strand 

Start 280 End 

Name OJ990820_14 . 0223 . C19 . ol . tc Method 

Start 1173 End 

GI none Score 

Exons 1173. .1241, 1341. .1493, 1360. .1485 



OJ990820_14 .0223.C19 
3761 

TBLASTX: Cress 

1493 

66 



Seq. No. 9618 Seq. ID 

Gene No. 20527 Strand 

Start 280 End 

Name OJ990820_14 . 0223 . C19 . ol . ts Method 

Start 1200 End 

GI none Score 

Exons 1200.. 1241, 1341. .1493, 1360. .1407 

Seq. No. 9619 Seq. ID 

Gene No. 20528 Strand 

Start 337 End 

Name OJ990820_14 . 0223 . C20 . ol . gs Method 

Start 337 End 

GI none Score 

Exons 337 . . 467 



OJ990820_14 .0223.C19 
3761 

TBLASTX : Soybean 

1493 

60 



OJ990820_14 .0223.C20 
+ 

467 

GENS CAN 

467 

.96 



Seq. No. 9620 

Gene No. 20529 

Start 1 

Name OJ990820_14 . 0223 . C21 . ol . np 

Start 1 

GI 5902444 

Exons 1..1245 

GI Descrip. (AB030283) GAG-POL precursor 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_14 .0223.C21 

1245 
AAT/NAP 
1245 
1878 



[Oryza sativa] 



Seq. No. 9620 Seq. ID 

Gene No. 20529 Strand 

Start 1 End 

Name OJ990820_14 . 0223 . C21 . ol . tw Method 

Start 333 End 

GI none Score 

Exons 333.. 734, 427.. 735 



OJ990820_14 .0223.C21 
1245 

TBLASTX: Wheat 

735 

113 



Seq. No. 9621 Seq. ID 

Gene No. 20530 Strand 

Start 1 End 442 

Name OJ990820_14 . 0223 . C22 . ol . np Method AAT/NAP 

Start 1 End 442 

GI 5902444 Score 486 

Exons 1 . . 442 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ990820 14.0223.C22 



Seq. No. 9621 Seq. ID 

Gene No. 20530 Strand 

Start 1 End 

Name OJ990820_14 . 0223 . C22 . ol . gs Method 

Start 50 End 

GI none Score 



OJ990820_14.0223.C22 
442 

GENSCAN 
442 
. 92 



10102 



Exons 


50. . 442 










Seq. No. 


9621 








Seq. ID 


Gene No. 


20531 








Strand 


Start 


2417 








End 


Name 


- OJ990820 14 


. 0223 


.C22.o2 


.gs 


Method 


Start 


2417 








End 


GI 


none 








Score 


Exons 


2417. .2524, 


2640 


. . 3257 






Seq. No. 


9622 








Seq. ID 


Gene No. 


20532 








Strand 


Start 


215 








End 


Name 


OJ990820 14 


. 0223, 


.C24 .ol 


.gs 


Method 


Start 


215 








End 


GI 


none 








Score 


Exons 


215. .306 










Seq. No. 


9622 








Seq. ID 


Gene No. 


20533 








Strand 


Start 


1035 








End 


Name 


OJ990820 14 


.0223, 


.C24 .ol 


.gp 


Method 


Start 


804 








End 


GI 


3761717 








Score 


Exons 


804 . .1152 










Sea No 


9622 








Seq. ID 


Gene No. 


20533 








Strand 


Start 


1035 








End 


Name 


OJ990820 14 


.0223, 


.C24.o2 


.gs 


Method 


Start 


1035 








End 


GI 


none 








Score 


Exons 


1035. . 1136, 


1235, 


. . 1843 






Seq. No. 


9622 








Seq. ID 


Gene No . 


20533 








Strand 


Start 


1035 








End 


Name 


OJ990820 14 


. 0223, 


X24.o2 


.gp 


Method 


Start 


1516 








End 


GI 


3761716 








Score 


Exons 


1516. . 1895 










Seq. No. 


9623 








Seq. ID 


Gene No. 


20534 








Strand 


Start 


144 








End 


Name 


OJ990820 14 


.0223, 


,C25.ol 


.gs 


Method 


Start 


144 








End 


GI 


none 








Score 


Exons 


144. .184, 390. .527, 912 


. . 995 




Seq. No. 


9623 








Seq. ID 


Gene No. 


20535 








Strand 


Start 


884 








End 


Name 


OJ990820 14 


.0223. 


.C25.ol 


.gp 


Method 


Start 


884 








End 


GI 


3761716 








Score 


Exons 


884 . .964 











OJ990820_14 .0223.C22 

3257 
GENSCAN 
3257 
.84 



0223. C24 



OJ990820_14 , 
+ 

306 

GENSCAN 

306 

.84 



OJ990820 14.0223.C24 



1895 
AAT/GAP 
1152 
603 



OJ990820_14 .0223.C24 

1895 
GENSCAN 
1843 
.67 



OJ990820_14 .0223.C24 

1895 
AAT/GAP 
1895 
724 



OJ990820_14 .0223.C25 
+ 

995 

GENSCAN 

995 

.56 



OJ990820_14 .0223.C25 
964 

AAT/GAP 

964 

130 



10103 



Seq. No. 


9624 


Seq. ID 


OJ990820 


Gene No. 


20536 


Strand 


+ 


Start 


90 


End 


3132 


Name 


OJ990820 14.0223.C26.ol.gs 


Method 


GENSCAN 


Start 


90 


End 


2405 


GI 


none 


Score 


.62 


Exons 


90. .429, 545. .605, 1735. .1800, 


1854. .1955, 2320 


Seq. No. 


9624 


Seq. ID 


OJ990820 


Gene No. 


20536 


Strand 


+ 


Start 


90 


End 


3132 


Name 


OJ990820 14 .0223.C26.ol.np 


Method 


AAT/NAP 


Start 


996 


End 


3132 


GI 


6063554 


Score 


106 


Exons 


996. .1024, 1710. .1900, 2957. .3132 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 ( E04 64 ) , 




correspond to a region of the 


predicted gene.; 




protein [Oryza sativa] 






Seq. No. 


9624 


Seq. ID 


OJ990820 


Gene No. 


20537 


Strand 




Start 


1 


End 


3579 


Name 


OJ990820 14 .0223.C26.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


3579 


GI 


5042454 


Score 


94 


Exons 


1..219, 1777. .2082, 3354. .3579. 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


9625 


Seq. ID 


OJ990820 


Gene No. 


20538 


Strand 


+ 


Start 


125 


End 


707 


Name 


OJ990820 14.0223.C27.ol.gs 


Method 


GENSCAN 


Start 


125 


End 


707 


GI 


none 


Score 


.86 


Exons 


125. .199, 624. .707 






Seq. No. 


9625 


Seq. ID 


OJ990820 


Gene No. 


20539 


Strand 


+ 


Start 


1242 


End 


4442 


Name 


OJ990820 14.0223.C27.ol.np 


Method 


AAT/NAP 


Start 


1242 


End 


4439 . 


GI 


6907089 


Score 


4107 


Exons 


1242. .2503, 2603. .4439 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


9625 


Seq. ID 


OJ990820 


Gene No. 


20539 


Strand 


+ 


Start 


1242 


End 


4442 


Name 


OJ990820 14 .0223.C27.o2.gs 


Method 


GENSCAN 


Start 


1242 


End 


4442 


GI 


none 


Score 


.82 


Exons 


1242. .4442 






Seq. No. 


9625 


Seq. ID 


OJ990820 


Gene No. 


20540 


Strand 




Start 


330 


End 


6950 



14.0223.C26 



C98611 (E0464) 
hypothetical 



10104 



Name OJ990820_14 . 0223 . C27 . o2 . np Method AAT/NAP 

Start 330 End 6759 

GI 6498441 Score 2698 

Exons 330. .531, 4522. .4838, 4902. .5365, 5696. .6759 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


9625 










Seq. ID 


OJ990820_14 .0223.C27 


Gene No. 


20540 










Strand 




Start 


330 










End 


6950 


Name 


OJ990820 14 


.0223 


.C27 .o3. 


np 


Method 


AAT/NAP 


Start 


3734 










End 


6950 


GI 


5042454 








Score 


1862 


Exons 


3734. 


4045, 


4220 


. .4415, 


4859. 


.5044, 5654. .5765, 5861. .6950 


GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


9625 










Seq. ID 


OJ990820_14 .0223.C27 


Gene No. 


20540 










Strand 




Start 


330 










End 


6950 


Name 


OJ990820 14 


. 0223 


. C27 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


4527 










End 


4700 


GI 


none 










Score 


125 


Exons 


4527. 


4700, 


4528 


4665 








Seq. No. 


9625 










Seq. ID 


OJ990820_14 .0223.C27 




20540 










Strand 




Start 


330 










End 


6950 


Name 


OJ990820 14 


. 0223 


. C27 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4527 










End 


4709 


GI 


none 










Score 


133 


Exons 


4527. 


4709, 


4528 


. . 4707 








Seq. No. 


9625 










Seq. ID 


OJ990820_14 .0223.C27 


Gene No . 


20540 










Strand 




Start 


330 










End 


6950 


Name 


OJ990820 14 


.0223 


.C27.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4710 










End 


5481 


GI 


none 










Score 


153 


Exons 


4710. 


4907, 


4711 


. .4854, 


4725. 


.4907, 4998. .5480, 5026. .5286, 




5325. 


5468, 


5344 


. .5481 








Seq. No. 


9625 










Seq. ID 


OJ990820JL4 .0223.C27 


Gene No. 


20540 










Strand 




Start 


330 










End 


6950 


Name 


OJ990820 14 


.0223 


.C27.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6219 










End 


6611 


GI 


none 










Score 


83 


Exons 


6219. . 


6476, 


6331 


. .6492, 


6459. 


.6557, 6460. .6540, 6564. .6611 


Seq. No. 


9625 










Seq. ID 


OJ990820_14 .0223.C27 


Gene No. 


20540 










Strand 




Start 


330 










End 


6950 


Name 


OJ990820 14 


.0223 


.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6321 










End 


6606 


GI 


none 










Score 


89 


Exons 


6321. . 


6569, 


6322 


. .6606 









10105 




Seq. No. 


9626 




Seq. ID 


OJ990820_14 


. 0223 , 


. C28 


Gene No. 


20541 




Strand 


+ 






Start 


77 




End 


1944 






Name 


OJ990820_14 . 0223.C28 .ol 


,np 


Method 


AAT/NAP 






Start 


77 




End 


1944 






GI 


5922623 




Score 


317 






Exons 


77 . . 157, 531 . . 678, 847 . 


.922 


, 1727. .1944 






GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 








gi I 6016856 | dbj | BAA85199 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


9626 




Seq. ID 


OJ990820__14 


.0223. 


.C28 


Gene No. 


2054 1 




Strand 


+ 






Start 


77 




End 


1944 






Name 


OJ990820_14.0223.C28.o2 


.np 


Method 


AAT/NAP 






Start 


77 




End 


922 






GI 


5922623 




Score 


319 






Exons 


11 . . 157, 531 . . 678, 847 . 


.922 










GI Descrip. 


(AP000492 ) hypothetical 


protein [Oryza 


sativa] 








gi I 6016856 | dbj | BAA85199 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


9627 




Seq. ID 


OJ990820_14 


.0223, 


.C29 


Gene No. 


20542 




Strand 


+ 






Start 


99 




End 


688 






Name 


OJ990820_14 . 0223.C2 9.ol 


.gs 


Method 


GENSCAN 






Start 


99 




End 


688 






GI 


none 




Score 


.51 






Exons 


99. .108, 205. .224, 377. 


.462 


, 593. .688 








Seq. No. 


9628 




Seq. ID 


OJ990730_07 


.0228, 


.CI 


Gene No. 


20543 




Strand 


+ 






Start 


1 




End 


636 






Name 


OJ990730 07. 0228. CI. ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


636 






GI 


4680183 




Score 


927 






Exons 


1. .636 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


9628 




Seq. ID 


OJ990730_07 


.0228. 


.CI 


Gene No. 


20543 




Strand 


+ 






Start 


1 




End 


636 






Name 


OJ990730 07. 0228. CI. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


74 




End 


408 






GI 


none 




Score 


83 






Exons 


74. .154, 130. .408 












Seq. No. 


9628 




Seq. ID 


OJ990730_07 


.0228. 


XI 


vjene no . 


20543 




Strand 


+ 






Start 


1 




End 


636 






Name 


OJ990730 07. 0228. CI. ol.. 


gs 


Method 


GENSCAN 






Start 


164 




End 


490 






GI 


none 




Score 


.7 






Exons 


164. .490 












Seq. No. 


9629 




Seq. ID 


OJ990730_07 


.0228. 


,C5 



10106 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20544 Strand + 

1 End 2320 

OJ990730_07 . 0228 . C5 . ol . np Method AAT/NAP 

1 End 2320 

68150.62 Score 731 

1..519, 597. .816, 867. .1203, 1280. .1378, 1447. .1512, 1591. .1903, 
2211. .2320 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 9629 Seq. ID 

Gene No. 20544 Strand 

Start 1 " End 

Name OJ990730_07 . 0228 .C5.ol.tm Method 

Start 238 End 

GI none Score 
Exons 



OJ990730_07.0228.C5 
+ 

2320 

TBLASTX: Maize 

1203 

67 



238. .375, 239. .364, 241. .375, 267. .377, 488. .514, 609. .719, 
701. .817, 718. .816, 894. .980, 1018. .1203 



3 

i ! 

11 



; s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9629 Seq. ID 

20544 Strand 

1 End 

OJ990730_07 . 0228 . C5 . ol . gs Method 

973 End 

none Score 

973. .1203, 1280. .1378, 1639. .1811 



OJ990730_07.0228.C5 

+ 

2320 
GENSCAN 
1811 
.8 



Seq. ID 

Strand 

End 

Method 

End 

Score 



9630 
20545 
1 

OJ990730JD7 .0228 .C6.ol.np 
1 

3776564 
1..30, 184. .345 

(AC005388) Similar to hypothetical protein T1D16.16 gi 13075397 
from A. thaliana BAC gb|AC004484. [Arabidopsis thaliana] 



OJ990730_ 
+ 

345 

AAT/NAP 

345 

105 



07. 0228. C6 



Seq. No. 


9630 










Seq. ID 


OJ990730 


Gene No. 


20546 










Strand 




Start 


1384 










End 


1599 


Name 


OJ990730 07 


0228 


.C6. 


ol 


.gs 


Method 


GENSCAN 


Start 


1384 










End 


1599 


GI 


none 










Score 


.77 


Exons 


1384. .1599 














Seq. No. 


9631 










Seq. ID 


OJ990730 


Gene No. 


20547 










Strand 


+ 


Start 


129 










, End 


167 


Name 


OJ990730 07 


0228 


.C7. 


ol 


.gs 


Method 


GENSCAN 


Start 


129 










End 


167 


GI 


none 










Score 


.51 


Exons 


129. .167 














Seq. No. 


9632 










Seq. ID 


OJ990730 


Gene No. 


20548 










Strand 


+ 


Start 


60 










End 


118 



10107 




Name 


OJ990730_07 


. 0228 


,C9.ol .gs 


Method 


GENSCAN 




Start 


60 






End 


118 




GI 


none 






Score 


. 48 




Exons 


60 . .118 












Seq. No. 


9633 






Seq. ID 


OJ990730__07 . 0228 


.C10 


Gene No. 


20549 






Strand 






Start 


892 






End 


5399 




Name 


OJ990730 07 


.0228 


,C10 . o2 .np 


Method 


AAT/NAP 




Start 


892 






End 


4945 




GI 


4680203 






Score 


1459 




Exons 


892. .931, 1729.. 


2568, 2845. . 


3072, 3229 


.4945 




GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


9633 






Seq. ID 


OJ990730_07.0228 


.C10 


Gene No. 


20549 






Strand 






Start 


892 






End 


5399 




Name 


OJ990730_07 


. 0228 


.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1822 






End 


2955 




GI 


none 






Score 


40 




Exons 


1822. . 1923, 


1871 


. .1921, 1952 


..2023, 1954. .2043, 2020. .2220, 




2048. .2179, 


2242 


. .2955, 2267 


..2383, 2423. .2722, 2554. .2724, 




2771 . . 2905 












Seq. No. 


9633 






Seq. ID 


OJ990730_07.0228 


.C10 


Gene No. 


20549 






Strand 






Start 


8 92 






End 


5399 




Name 


OJ990730_07 


. 0228 


.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


2054 






End 


2346 




GI 


none 






Score 


82 




Exons 


2054. .2164, 


2056 


. . 2172, 2170 


. .2346, 2171. .2329 




Seq. No. 


9633 






Seq. ID 


OJ990730_07.0228 


.C10 


Gene No. 


2054 9 






Strand 






Start 


892 






End 


5399 




Name 


OJ990730 07 


.0228 


.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


2242 






End 


2664 




GI 


none 






Score 


52 




Exons 


2242. .2664, 


2267 


. . 2383, 2423 


. .2656 






Seq. No. 


9633 






Seq. ID 


OJ990730_07.0228 


.CIO 


Gene No. 


20549 






Strand 






Start 


892 






End 


5399 




Name 


OJ990730 07 


.0228 


.C10.ol.np 


Method 


AAT/NAP 




Start 


2476 






End 


5399 




GI 


5911167 






Score 


1220 




Exons 


2476. .4107, 


4135 


..4372, 5358 


. .5399 






GI Descrip. 


(AF136221) 


putative transposase protein [Zea mays] 




Seq. No. 


9633 






Seq. ID 


OJ990730_07.0228 


C10 


Gene No. 


20549 






Strand 






Start 


892 






End 


5399 




Name 


OJ990730 07 


.0228 


.ClO.ol. tm 


Method 


TBLASTX: Maize 




Start 


2596 






End 


2979 




GI 


none 






Score 


205 




Exons 


2596. .2910, 


2597 


..2902, 2911 


. .2979 







10108 




Seq. No. 


9633 






Seq. ID 


OJ990730J37. 0228. C10 


Gene No. 


20549 






Strand 




Start 


892 






End 


coon 

5399 


Name 


OJ990730_07 


.0228. C10. o2. 


tc 


Method 


TBLASTX : Cress 


Start 


3784 






End 


4113 


GI 


none 






Score 


63 


Exons 


3784 . . 4113, 


3821 . . 3928, 


3962 


. . 4012 




Seq. No. 


9633 






Seq. ID 


OJ990730_07. 0228. C10 


Gene No. 


20549 






Strand 




Start 


892 






End 


5399 


Name 


OJ990730_07 


.0228. C10. o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3786 






End 


4003 


GI 


none 






Score 


106 


Exons 


3786. . 3992, 


3786. . 3974 , 


3787 


..3993, 3787. .3993, 3797. .4003 


Seq. No. 


9633 






Seq. ID 


OJ990730_07. 0228. CIO 


Gene No. 


20549 






Strand 




Start 


892 






End 


5399 


Name 


OJ990730_07 


. 0228 . C10 . ol 


ts 


Method 


TBLASTX: Soybean 


Start 


3847 






End 


4290 


GI 


none 






Score 


134 


Exons 


3847 . .4086, 


3848 . . 4 087 , 


4 168 


. .4290 




Seq. No. 


9633 






Seq. ID 


OJ990730_07. 0228. CIO 


Gene No . 


20549 






Strand 




Start 


892 






End 


5399 


Name 


OJ990730_07 


. 0228 . C10 . o2 


tw 


Method 


TBLASTX: Wheat 


Start 


3880 






End 


4387 


GI 


none 






Score 


51 


Exons 


3880 . . 3987, 


3881. . 3970, 


3991 


..4104, 4006. .4098, 4168. .4386, 




4193. .4387 










Seq. No. 


9634 






Seq. ID 


OJ990730_07.0228.C11 


Gene No. 


20550 






Strand 


+ 


Start 


793 






End 


11159 


Name 


OJ990730 07 


.0228.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


793 






End 


11159 


GI 


none 






Score 


.54 ' 


Exons 


793. .921, 3536. .3665, 4141.. 


4249, 4330 


..4372, 4748. .4909, 




4999. .5185, 


5311. .5596, 


5723 


..5814, 5967. .6686, 6938. .7377, 




7441. .7783, 


7912. .8646, 


8661 


. .10973, 11101. .11159 


Seq. No. 


9634 






Seq. ID 


OJ990730_07.0228.C11 


Gene No. 


20550 






Strand 


+ 


Start 


793 






End 


11159 


Name 


OJ990730 07 


.0228.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


803 






End 


2611 


GI 


6721512 






Score 


141 


Exons 


803. .921, 949. .1083, 2563. .2611 




GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


9634 






Seq. ID 


OJ990730_07.0228.C11 


Gene No. 


20550 






Strand 


+ 


Start 


793 






End 


11159 


Name 


OJ990730 07 


.0228.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


5521 






End 


10971 



10109 



GI 6498441 Score 7036 

Exons 5521. .6584, 6914. .7377, 7441. .7814, 7997. .8131, 8306. .9028, 

9200. . 10597, 10691. . 10971 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228.C1 


Gene No. 


20551 ' 








Strand 




Start 


11634 








End 


12297 


Name 


OJ990730_07 


. 0228 


.Cll . o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


5724 








End 


6061 


GI 


none 








Score 


115 


Exons 


5724 . . 5822, 


5741 


. . 5821, 


5798 . 


.5989, 5837. .6061, 5839. .6027 


Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228.C1 


Gene No. 


20551 








Strand 




Start 


11634 








End 


12297 


Name 


OJ990730_07 


.0228 


.C11.03 


. tw 


Method 


TBLASTX: Wheat 


Start 


6798 








End 


7284 


GI 


none 








Score 


409 


Exons 


6798 . . 6935, 


6799 


. . 7284, 


6993. 


.7280 




Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228.C1 


Gene No. 


20551 








Strand 




Start 


11634 








End 


12297 


Name 


OJ990730_07 


.0228 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7448 








End 


7906 


GI 


none 








Score 


102 


Exons 


7448 . . 7669, 


7449 


. . 7898, 


7450. 


.7899, 7450. .7905, 7664. .7906 




7721 . . 7906 












Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228.C1 


Gene No. 


20551 








Strand 




Start 


11634 








End 


12297 


Name 


OJ990730 07 


0228 


Cll . o3 


ts 


Method 


TBLASTX: Soybean 


Start 


7489 








End 


7854 


GI 


none 








Score 


117 


Exons 


7489 . .7713, 


7720 


. 7854 








Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228.C1 


Gene No. 


20551 








Strand 




Start 


11634 








End 


12297 


Name 


uj y yu / ju u / 


uZZo 


Cll . OZ 


tm 


Method 


TBLASTX: Maize 


Start 


7579 








End 


7934 


GI 


none 








Score 


334 


Exons 


7579. .7884, 


7614 


.7883, 


7700. 


.7885, 7886..7924, 7890. .7934 


Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228.C1 


Gene No. 


20551 








Strand 




Start 


11634 








End 


12297 


Name 


OJ990730 07. 


0228 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7961 








End 


8345 


GI 


none 








Score 


359 


Exons 


7961. .8326, 


7962. 


.8345 








Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228.C1 



10110 




Gene No. 


20551 








Strand 


- 




Start 


11634 








End 


12297 




Name 


OJ990730 07. 


0228 


.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8018 








End 


8443 




GI 


none 








Score 


485 




Exons 


8018. . 


.8443, 


8019 


. . 8441 








Sea No. 


9634 








Seq. ID 


OJ990730 07.0228 


. Cll 


Gene No. 


20551 








Strand 






Start 


11634 








End 


12297 




Name 


OJ990730 07. 


0228 


.Cll.ol. ts 


Method 


TBLASTX: Soybean 




Start 


8097 








End 


8468 




GI 


none 








Score 


268 




Exons 


8097. , 


.8468, 


8114 


. .8257 








Seq. No. 


9634 








Seq. ID 


OJ990730 07.0228 


. Cll 


Gene No. 


20551 








Strand 






Start 


11634 








End 


12297 




Name 


OJ990730 07. 


0228 


.Cll.o5.tw 


Method 


TBLASTX: Wheat 




Start 


8876 








End 


9334 




GI 


none 








Score 


236 




Exons 


8876. , 


.9130, 


8900 


..9151, 8965. 


.9141, 91 


85. . 9334 




Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228 


.Cll 


Gene No . 


20551 








Strand 






Start 


11634 








End 


12297 




Name 


OJ990730 07. 


0228 


.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9023 








End 


9589 




GI 


5666795 






Score 


68 




Exons 


9023. . 


.9121, 


9197 


..9334, 9350. 


.9589 






GI Descrip. 


4206306 2.0e 


i-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


9634 








Seq. ID 


OJ990730 07.0228 


. Cll 


Gene No. 


20551 








Strand 






Start 


11634 








End 


12297 




Name 


OJ990730 07. 


0228 


.CII.08 . tw 


Method 


TBLASTX: Wheat 




Start 


9337 








End 


9649 




GI 


none 








Score 


230 




Exons 


9337. . 


,9513, 


9341 


. . 9649 








Seq. No. 


9634 








Seq. ID 


OJ990730 07.0228 


.Cll 


Gene No. 


20551 








Strand 






Start 


11634 








End 


12297 




Name 


OJ990730 07. 


0228 


.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


9842 








End 


10185 




GI 


none 








Score 


354 




Exons 


9842. . 


10165, 


9859. . 10152, 9962. .10174, 


10051. .10185 




Seq. No. 


9634 








Seq. ID 


OJ990730 07.0228 


.Cll 


Gene No. 


20551 








Strand 






Start 


11634 








End 


12297 




Name 


OJ990730 07. 


0228 


.Cll .o4 .tw 


Method 


TBLASTX: Wheat 




Start 


9845 








End 


10234 




GI 


none 








Score 


367 




Exons 


9845. . 


10234, 


9868. .10161 








Seq. No. 


9634 








Seq. ID 


OJ990730_07.0228 


.Cll 



10111 






Gene No. 


20551 


Strand 










Start 


11634 


End 


12297 








Name 


OJ9907 30_07 . 0228 . Cll . 06 . tw 


Method 


TBLASTX: Wheat 






Start 


10352 


End 


10962 








GI 


none 


Score 


270 








Exons 


10352.. 10558, 10355.. 10645, 


10387. .106 


44, 10837. 


. 10863, 








10838 .. 108 67 , 108 90 .. 10958 , 


10891. .10962 








Seq. No. 


9634 


Seq. ID 


OJ990730_ 


07 . 0228 


Cll 




Gene No. 


20551 


Strand 










Start 


11634 


End 










Name 


OJ990730 07.0228.Cll.o2.gs 


Method 


GENSCAN 








Start 


11634 


End 


12175 








GI 


none 


Score 


.91 








Exons 


11634 . .12175 












Seq. No. 


9634 


Seq. ID 


OJ990730_ 


07 . 0228 


Cll 




Gene No. 


20551 


Strand 


- 








Start 


11634 


End 


12297 








Name 


OJ990730 07.0228.Cll.o3.np 


Method 


AAT/NAP 








Start 


11634 


End 


12297 








GI 


6539586 


Score 


979 








Exons 


11634. .12297 










□ 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


9635 


Seq. ID 


OJ990730 


07 . 0228 


C12 




Gene No. 


20552 


Strand 


- 






;■• ] \ 

• br 


Start 


1 


End 


2022 






1* 


Name 


OJ990730 07.0228.C12.ol.np 


Method 


AAT/NAP 






ur 


Start 


1 


End 


2022 






, »t 


GI 


6907089 


Score 


2702 








Exons 


1..659, 762. .2022 










r[[ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






•a = P 


Seq. No. 


9635 


Seq. ID 


OJ990730_ 


07 . 0228 . 


C12 


i 

• 


Gene No. 


20552 


Strand 










Start 


1 


End 


2022 






jsg: 


Name 


OJ990730 07.0228.C12.ol.gs 


Method 


GENSCAN 








Start 


33 


End 


2022 






! 3 _! 


GI 


none 


Score 


.8 






':=• 


Exons 


33. .712, 762. .2022 












Seq. No. 


9636 


Seq. ID 


OJ990730_ 


07 . 0228 . 


C14 




Gene No. 


20553 


Strand 


+ 








Start 


1 


End 


835 








Name 


OJ990730 07.0228.C14.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


835 








GI 


4680204 


Score 


43 








Exons 


1..84, 222. .298, 705. .835 












GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor 


] 






Seq. No. 


9636 


Seq. ID 


OJ990730_ 


07.0228. 


C14 




Gene No. 


20553 


Strand 


+ 








Start 


1 


End 


835 








Name 


OJ990730 07.0228.C14.ol.gs 


Method 


GENSCAN 








Start 


74 


End 


820 








GI 


none 


Score 


.78 







10112 




Exons 


74. .1' 


49, 192. .455, 705. 


. 820 








Seq. No. 


9636 










Seq. ID 


OJ990730 


_07. 0228 .C14 


Gene No . 


20554 










Strand 






Start 


2622 










End 


6168 




Name 


OJ990730 07 


.0228 


.C14 .o2 


.gs 


Method 


GENSCAN 




Start 


2622 










End 


4568 




GI 


none 










Score 


.83 




Exons 


2622. 


.2790, 


2878 


. .3002, 


3087 


..3353, 3742. .3764, 


4232 . . 4408, 




4496. 


.4568 














Seq. No. 


9636 










Seq. ID 


OJ990730 


_07 . 0228 .C14 


Gene No. 


20554 










Strand 






Start 


2622 










End 


6168 




Name 


OJ990730 07 


.0228 


.C14 .o2 


.np 


Method 


AAT/NAP 




Start 


2649 










End 


6168 




GI 


3549681 








Score 


545 




Exons 


2649. 


.2819, 


2997 


. .3353, 


3742 


. .3823, 3919. .4080, 


4192. .4384, 




4496. 


.4596, 


4661 


. .4886, 


6087 


. .6168 






GI Descrip. 


(AL031394) 


male 


sterility 2- 


like protein [Arabidopsis thaliana 


Seq. No. 


9636 










Seq. ID 


OJ990730 


07 . 0228 ,C14 


Gene No. 


20554 










Strand 






Start 


2622 










End 


6168 




Name 


OJ990730 07 


.0228 


.C14 .ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2655 










End 


4122 




GI 


none 










Score 


142 




Exons 


2655. 


.2714, 


3087 


. .3341, 


3912 


..4088, 3919. .4122 




Seq. No. 


9636 










Seq. ID 


OJ990730 


_07.0228.C14 


Gene No. 


20554 










Strand 






Start 


2622 










End 


6168 




Name 


OJ990730 07 


.0228 


.C14 .ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


2664 










End 


4647 




GI 


none 










Score 


109 




Exons 


2664. 


.2813, 


3159 


. .3281, 


3285 


. .3353, 3739. .3825, 


3901 . .4071, 




3919. 


4080, 


3924 


. .4088, 


4339 


. .4386, 4341. .4385, 


4497. .4616, 




4498. 


4647 














Seq. No. 


9636 










Seq. ID 


OJ990730 


_07.0228.C14 


Gene No. 


20554 










Strand 






Start 


2622 










End 


6168 




Name 


OJ990730 07 


.0228 


.C14 .o2 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4497 










End 


4896 




GI 


none 










Score 


70 




Exons 


4497. 


4598, 


4498 


. .4599, 


4643 


. .4831, 4660. .4896 




Seq. No. 


9636 










Seq. ID 


OJ990730 


_07 .0228 .C14 


Gene No. 


20554 










Strand 






Start 


2622 










End 


6168 




Name 


OJ990730 07 


.0228 


.C14 .ol. 


gp 


Method 


AAT/GAP 




Start 


4518 










End 


4864 




GI 


uC-osflM202062hllbl 




Score 


528 




Exons 


4518. 


4596, 


4661 


. . 4864 











GI Descrip. 1 2632129/emb | CAA10889 | 9.0e-32 (AJ222589) poly (ADP-ribose ) 
polymerase [Zea mays] 1 

10113 



Seq. No. 


9637 


Seq. ID 


OJ990730_07 . 0228 .C15 


Gene No. 


20555 


Strand 


+ 


Start 


1491 


End 


1746 


Name 


OJ990730 07.0228.C15.ol.gp 


Method 


AAT/GAP 


Start 


1491 


End 


1746 


GI 


61605 3.R1084 


Score 


359 


Exons 


1491. .1746 






GI Descrip. 


, 1402920/emb|CAA66965| 2.0e-20 (X98321) 


peroxidase [Arabidop 




thaliana] 1 






Seq. No. 


9637 


Seq. ID 


OJ990730_07.0228.C15 


Gene No. 


20556 


Strand 




Start 


277 


End 


1425 


Name 


OJ990730 07 . 0228 . CI 5 . ol . gs 


Method 


GENSCAN 


Start 


277 


End 


1425 


GI 


none 


Score 


.78 


Exons 


277. .458, 534. .610, 835. .1309, 


1387. .1425 


Seq. No. 


9638 


Seq. ID 


OJ990730_07.0228.C16 


Gene No. 


20557 


Strand 


+ 


Start 


1344 


End 


5911 


Name 


OJ990730 07.0228.C16.ol.gs 


Method 


GENSCAN 


Start 


1344 


End 


4573 


GI 


none 


Score 


.7 


Exons 


1344. .1496, 1727. .1867, 3821.. 


3868, 3999. .4054, 4168. .4573 


Seq. No. 


9638 


Seq. ID 


OJ990730_07.0228.C16 


Gene No. 


20557 


Strand 


+ 


Start 


1344 


End 


5911 


Name 


OJ990730 07.0228.C16.o2.np 


Method 


AAT/NAP 


Start 


3696 


End 


5911 


GI 


6063554 


Score 


165 


Exons 


3696. .3949, 4217. .4418, 5061.. 


5091, 5732.. 5911 


GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) ,C71850 (E0464) ,098611 (E0464) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


9638 


Seq. ID 


OJ990730_07.0228.C16 


Gene No. 


20558 


Strand 




Start 


1 


End 


2201 


Name 


OJ990730 07.0228.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2172 


GI 


6063554 


Score 


186 


Exons 


1..27, 79. .243, 1446. .1699, 1978. .2172 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


9638 


Seq. ID 


OJ990730_07.0228.C16 


Gene No. 


20558 


Strand 




Start 


1 


End 


2201 


Name 


OJ990730 07.0228.C16.o2.gp 


Method 


AAT/GAP 


Start 


1855 


End 


2201 


GI 


3061198 


Score 


661 


Exons 


1855. .2201 






Seq. No. 


9638 


Seq. ID 


OJ990730_07.0228.C16 



10114 



Gene No. 20559 Strand 

Start 5969 End 6662 

Name OJ990730_07 . 0228 . C16 . o3 . gp Method AAT/GAP 

Start 5043 End 5291 

GI 101153_1.R1084 Score 350 

Exons 5043. . 5291 

GI Descrip. ■ 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, . chromosome 4, BAC clone : t 17804 1 



Seq. No. 9638 

Gene No. 20559 

Start 5969 

Name OJ9907 30_07 . 0228 . C16 . o2 . gs 

Start 5969 

GI none 

Exons 5969.. 6090, 6614.. 6662 



Seq. ID OJ990730_07.0228.C16 
Strand 

End 6662 

Method GENSCAN 

End 6662 

Score .78 



Seq. No. 9638 
Gene No. 20560 
Start 9313 

Name OJ990730_07 . 0228 . C16 . o3 . np 

Start 9313 
GI 4378066 
Exons 9313.. 10183 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27 571 . 1 | AF114 171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ990730_07.0228.C16 
Strand 

10183 
AAT/NAP 
10183 
545 



End 

Method 

End 

Score 



Seq. No. 9638 

Gene No. 20560 

Start 9313 

Name OJ9907 30_07 . 0228 . CI 6 . ol . tw 

Start 9600 

GI none 
Exons 



Seq. ID OJ990730_07.0228.C16 
Strand 

End 10183 

Method TBLASTX : Wheat 

End 9899 

Score 58 



9600.. 9689, 9621.. 9752, 9625.. 9753, 9780.. 9899 



Seq. No. 9638 

Gene No. 20560 

Start 9313 

Name OJ990730_07 . 0228 . CI 6 . ol . tm 

Start 9618 

GI none 

Exons 9618.. 9854, 9646.. 9723, 9751. 



Seq. ID OJ990730_07.0228.C16 
Strand 

End 10183 

Method TBLASTX : Mai ze 

End 9854 

Score 76 
, 9846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9638 

20560 

9313 

OJ990730_07.0228.C16.o2.tm 

9886 

none 



Seq. ID OJ990730_07.0228..C16 
Strand 

End 10183 

Method TBLASTX: Maize 

End 10077 

Score 111 



9886. .9933, 9928.. 10077, 9933.. 10076 



Seq. No. 9639 

Gene No. 20561 

Start 1 

Name OJ9907 30_07 . 0228 . C17 . ol . np 

Start 1 



Seq. ID OJ990730_07.0228.C17 
Strand 

End 1235 

Method AAT/NAP 

End 1235 



10115 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5902445 Score 1023 

1. .1235 

(AB030283) GAG-POL precursor [Oryza sativa] 



9639 
20561 
1 

OJ990730_07.0228.C17.o2.tw 

1 

none 

1..135, 170. .415, 189. .341 

9639 
20561 
1 

OJ990730_07. 0228.C17 .ol. ts 
467 
none 

467. .751, 528. .701, 741. .896, 754. .891 



Seq. ID OJ990730_07.0228.C17 
Strand 

End 1235 

Method TBLASTX : Wheat 

End 415 

Score 66 



Seq. ID OJ990730_07.0228.C17 
Strand 

End 1235 

Method TBLASTX : Soybean 

End 896 

Score 57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9639 

20561 

1 

OJ990730_07.0228.C17.ol.tw 

551 

none 

551. .760, 660. .752, 741. .974, 

9639 

20561 

1 

OJ990730_07 . 0228 . C17 . ol . tm 

647 

none 



Seq. ID OJ990730_07.0228.C17 
Strand 

End 1235 

Method TBLASTX : Wheat 

End 975 

Score 55 

754 . . 975 

Seq. ID OJ990730_07 .0228 .C17 
Strand 

End 1235 

Method TBLASTX : Mai ze 

End 1031 

Score 72 



647. .748, 660. .731, 738. .1031, 754 .. 990 



9639 

20561 

1 

OJ990730_07.0228.C17.ol.gs. 

687 

none 

687. .1166 



Seq. ID OJ990730_07.0228.C17 
Strand 

End 1235 

Method GENSCAN 

End 1166 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



9639 

20561 

1 

OJ990730_07 . 0228 . C17 . o3 . tw 

978 

none 



Seq. ID OJ990730__07.0228.C17 
Strand 

End 1235 

Method TBLASTX : Wheat 

End 1122 

Score 67 



978. .1118, 978. .1121, 991. .1122 



9640 

20562 

1 

OJ990730_07 . 0228 . C18 . o2 . np 
1 



Seq. ID OJ990730_07.0228.C18 

Strand + 

End 10927 

Method AAT/NAP 

End 10927 



10116 



GI 6466937 Score 1601 

Exons 1..268, 921. .999, 3386. .5662, 8704. .9788, 10834. .10927 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


9640 




Seq. ID 


OJ990730_07 . 0228 . 


C18 


Gene No. 


20562 




Strand 


+ 




Start 


1 




End 


10927 




Name 


OJ990730 07.0228.C18 


.ol.gs 


Method 


GENSCAN 




Start 


319 




End 


1027 




GI 


none 




Score 


. 67 




Exons 


319. .560, 930. .1027 










Seq. No. 


9640 




Seq. ID 


OJ990730_07 . 0228 . 


C18 


Gene No. 


20562 




Strand 


+ 




Start 


1 




End 


10927 




Name 


OJ990730 07.0228.C18 


. o2 . gs 


Method 


GENSCAN 




Start 


1772 




End 


3230 




GI 


none 




Score 


.73 




Exons 


1772. .1775, 2851. .3230 








Seq. No. 


9640 




Seq. ID 


OJ990730_07.0228. 


C18 


Gene No. 


20562 




Strand 


+ 




Start 


1 




End 


10927 




Name 


OJ990730 07.0228.C18 


. o3 . gs 


Method 


GENSCAN 




Start 


5090 




End 


7095 




GI 


none 




Score 


.57 




Exons 


5090. .5252, 5733. .6013, 6445. 


.6590, 7014.. 7095 




Seq. No. 


9640 




Seq. ID 


OJ990730_07.0228. 


C18 


Gene No. 


20563 




Strand 






Start 


340 




End 


11237 




Name 


OJ990730 07.0228.C18 


. ol . np 


Method 


AAT/NAP 




Start 


340 




End 


11237 




GI 


5852180 




Score 


308 




Exons 


340. .693, 741. .760, 


1764. .1851, 10641. 


.10708, 11209. .11237 


GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 






Seq. No. 


9640 




Seq. ID 


OJ990730_07.0228. 


C18 


Gene No. 


20563 




Strand 






Start 


340 




End 


11237 




Name 


OJ990730 07.0228.C18 


.ol.gp 


Method 


AAT/GAP 




Start 


925 




End 


995 




GI 


uC-osroM2 02024h08al 




Score 


81 




Exons 


925. .995 










GI Descrip. 


, 5852170/emb|AL11726 


5. 1 IOST17 


804 5.0e- 


84 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone :t 17804 


i 


Seq. No. 


9640 




Seq. ID 


OJ990730_07.0228. 


C18 


Gene No. 


20563 




Strand 






Start 


340 




End 


11237 




Name 


OJ990730 07.0228.C18 


. o2 . gp 


Method 


AAT/GAP 




Start 


1136 




End 


1662 




GI 


uC-osflM202048cl2bl 




Score 


885 




Exons 


1136. .1662 











GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



10117 



Seq. No. 9640 

Gene No. 20563 

Start 340 

Name OJ990730_07 . 0228 . C18 . o3 . gp 

Start 2133 

GI uC-osroM202024h08al 

Exons 2133.. 2360 

GI Descrip. ' 5852170/emb | AL1172 65 . 1 | OST17804 5.0e-84 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



Seq. ID OJ990730_07.0228.C18 
Strand 

End 11237 

Method AAT/GAP 

End 2360 

Score 339 



Seq. No. 9640 

Gene No. 20563 

Start 340 

Name OJ9907 30_07 . 0228 . C18 . o3 . tm 

Start 4106 

GI none 
Exons 



Seq. ID OJ990730_07.0228.C18 
Strand 

End 11237 

Method TBLASTX : Mai ze 

End 4561 

Score 142 



4106. .4291, 4285. .4500, 4378.-4488, 4511. .4561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9640 

20563 

340 

OJ990730_07.0228.C18.o3.tw 

4117 

none 



Seq. ID OJ990730_07.0228.C18 
Strand 

End 11237 

Method TBLASTX : Wheat 

End 4496 

Score 116 



4117. .4278, 4148. .4279, 4278. .4496, 4294. .4482 



Seq. No. 9640 

Gene No. 20563 

Start 340 

Name OJ9907 30_07 . 0228 . C18 . ol . ts 

Start 4466 

GI none 

Exons 4466.. 4840 



Seq. ID OJ990730_07.0228.C18 
Strand 

End 11237 

Method TBLASTX : Soybean 

End 4840 

Score 268 



Seq. No. 9640 

Gene No. 20563 

Start 340 

Name OJ990730_07 . 0228 . C18 . ol . tm 

Start 4589 

GI none 

Exons 4589. .5116, 4597. .4839, 4957, 



Seq. ID OJ990730_07.0228.C18 
Strand 

End 11237 

Method TBLASTX: Maize 

End 5116 

Score 447 
.5100 



Seq. No. 9640 

Gene No. 20563 

Start 340 

Name OJ9907 30_07 . 0228 . C18 . o4 . tw 

Start 4589 

GI none 

Exons 4589..4966 



Seq. ID OJ990730_07.0228.C18 
Strand 

End 11237 

Method TBLASTX : Wheat 

End 4966 

Score 232 



Seq. No. 9640 

Gene No. 20563 

Start 340 

Name OJ9907 30JD7 . 0228 . CI 8 . o5 . tm 

Start 5117 

GI none 



Seq. ID OJ990730__07.0228.C18 
Strand 

End 11237 

Method TBLASTX: Maize 

End 5529 

Score 108 



10118 




Exons 


5117. .5248, 


5119. 


. 5238, 


5287 . 


. 5529 






Sea No. 


9640 








Seq. ID 


OJ990730_07.0228 


.C18 


Gene No. 


20563 








Strand 






Start 


340 








End 


11237 




Name 


OJ990730 07, 


. 0228 . 


,C18.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5302 








End 


5649 




GI 


none 








Score 


255 




Exons 


5302 . . 5649, 


5434 . 


, . 5649 










Seq. No. 


9640 








Seq. ID 


OJ990730_07.0228 


.C18 


Gene No. 


20563 








Strand 






Start 


340 








End 


11237 




Name 


OJ990730 07 


. 0228 . 


,C18.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


5530 








End 


9131 




GI 


none 








Score 


81 




Exons 


5530. .5646, 


8711 . 


, . 8776, 


8755 . 


.8955, 8951. .9058, 9069. .9131 


Seq. No. 


9640 








Seq. ID 


OJ990730_07.0228 


.C18 


Gene No. 


20563 








Strand 






Start 


340 








End 


11237 




Name 


OJ990730 07 


. 0228 , 


.C18 .o4 


.gs 


Method 


GENSCAN 




Start 


7330 








End 


10459 




GI 


none 








Score 


.63 




Exons 


7330. .7544, 


7604 , 


. .7686, 


7777 . 


.7877, 10205. .10459 




\^ \^jt * L > \w/ * 


9640 








Seq. ID 


OJ990730JD7 .0228 


.C18 


Gene No. 


20563 








Strand 






Start 


340 








End 


11237 




Name 


OJ990730 07 


.0228. 


,C18.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


9132 








End 


9783 




GI 


none 








Score 


292 




Exons 


9132 . . 9542, 


9242 , 


. .9400, 


9610 . 


, . 9783 






Seq. No. 


9640 








Seq. ID 


OJ990730_07.0228 


.C18 


Gene No. 


20563 








Strand 






Start 


340 








End 


11237 




Name 


OJ990730 07 


.0228 


.C18.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


9264 








End 


9578 




GI 


none 








Score 


251 




Exons 


9264 . . 9578, 


9272 


. . 9391, 


9294 . 


, . 9554 






Seq. No. 


9641 








Seq. ID 


OJ990730_07.0228 


.C19 


Gene No. 


20564 








Strand 


+ 




Start 


2379 








End 


6991 




Name 


OJ990730 07 


.0228 


.C19.ol 


.gs 


Method 


GENSCAN 




Start 


2379 








End 


5317 




GI 


none 








Score 


.44 




Exons 


2379. .2561, 


3090 


. .3147, 


3178 . 


..3289, 3922. .4029, 5211. .5317 


Seq. No. 


9641 








Seq. ID 


OJ990730_07.0228 


.C19 


Gene No. 


20564 








Strand 


+ 




Start 


2379 








End 


6991 




Name 


OJ990730 07 


.0228 


.C19.ol 


.np 


Method 


AAT/NAP 




Start 


5217 








End 


6820 




GI 


6553935 








Score 


438 




Exons 


5217. .5371, 


5952 


. .6820 











10119 



GI Descrip. (AC011915) putative tRNA isopentenyl transferase [Arabidopsis 
thaliana] 



Seq. No. 


9641 


Seq. ID 


OJ9907 30_07 .0228 .CI 9 


Gene No. 


20564 


Strand 


+ 


Start 


2379 


End 


6991 


Name 


OJ990730 07.0228.C19.o2.gs 


Method 


GENSCAN 


Start 


5966 


End 


6991 


GI 


none 


Score 


.79 


Exons 


5966. .6991 






Seq. No. 


9641 


Seq. ID 


OJ990730_07.0228.C19 


Gene No. 


20565 


Strand 


+ 


Start 


9804 


End 


9913 


Name 


OJ990730 07.0228.C19.o2.gp 


Method 


AAT/GAP 


Start 


9804 


End 


9913 


GI 


uC-osflcyp088bl2bl 


Score 


158 


Exons 


9804 . . 9913 






GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


9641 


Seq. ID 


OJ990730_07.0228 .CI 9 


Gene No. 


20566 


Strand 


+ 


Start 


11359 


End 


12654 


Name 


OJ990730 07.0228.C19.o2.np 


Method 


AAT/NAP 


Start 


11359 


End 


12654 


GI 


6815109 


Score 


250 


Exons 


11359. .12105, 12277. .12654 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


9641 


Seq. ID 


OJ9907 30_07 . 0228 .CI 9 


Gene No. 


20567 


Strand 




Start 


4878 


End 


4961 


Name 


OJ990730 07.0228.C19.ol.gp 


Method 


AAT/GAP 


Start 


4878 


End 


4961 


GI 


LIB34 77-003-P1-K1-E9 


Score 


115 


Exons 


4878. .4961 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


9641 


Seq. ID 


OJ990730_07.0228.C19 


Gene No. 


20568 


Strand 




Start 


8980 


End 


15714 


Name 


OJ990730 07.0228.C19.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5987 


End 


6310 


GI 


none 


Score 


193 


Exons 


5987. .6199, 6266. . 6310 






Seq. No. 


9641 


Seq. ID 


OJ990730_07.0228.C19 


Gene No. 


20568 


Strand 




Start 


8980 


End 


15714 


Name 


OJ990730 07.0228.C19.o3.np 


Method 


AAT/NAP 


Start 


8980 . 


End 


15714 


GI 


4063770 


Score 


695 


Exons 


8980. .9028, 13054 .. 13532 , 13650 .. 14 092 , 15492. .15714 



GI Descrip. (AB004906) transposase [Ipomoea purpurea] 



10120 



Seq. No. 


9642 




Seq. ID 


OJ990730_ 


07.0228. 


.C20 


Gene No. 


20569 




Strand 


+ 






Start 


3557 




End 


4137 






Name 


OJ990730 07.0228.C20, 


.ol.gp 


Method 


AAT/GAP 






Start 


3557 




End 


4137 






GI 


none 




Score 


1023 






Exons 


3557. .4137 












Seq. No. 


9642 




Seq. ID 


OJ990730_ 


07 . 0228 . 


. C20 


Gene No. 


20570 




Strand 


+ 






Start 


15165 




End 


17268 






Name 


OJ990730 07.0228.C20, 


. o4 . gs 


Method 


GENSCAN 






Start 


15165 




End 


17268 






GI 


none 




Score 


.51 






Exons 


15165. .15224, 15328. , 


. 15464, 


15487. .15563, 16405. 


. 16748, 






16942. .17268 












Seq. No. 


9642 




Seq. ID 


OJ990730_ 


07.0228. 


.C20 


Gene No. 


20571 




Strand 


+ 






Start 


21222 




End 


26803 






Name 


OJ990730 07.0228.C20. 


. o2 . np 


Method 


AAT/NAP 






Start 


21222 




End 


25855 






GI 


4680203 




Score 


3249 






Exons 


21222. .21241, 22546. , 


.24218, 


24372. .24602, 24879. 


.25855 




GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 






Seq. No. 


9642 




Seq. ID 


OJ990730_ 


07.0228. 


.C20 


flpnp No 


20571 




Strand 


+ 






Start 


21222 




End 


26803 






Name 


OJ990730 07.0228.C20. 


.o3.gp 


Method 


AAT/GAP 






Start 


22098 




End 


22685 






GI 


2310235 




Score 


295 






Exons 


22098. .22135, 22546.. 


.22685 










GI Descrip. 


5852182/embl CAB55420. 


.11 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


9642 




Seq. ID 


OJ990730_ 


07.0228. 


.C20 


Gene No . 


20571 




Strand 


+ 






Start 


21222 




End 


26803 






Name 


OJ990730 07.0228.C20. 


. o4 . gp 


Method 


AAT/GAP 






Start 


22550 




End 


26638 






GI 


342 1.R1084 




Score 


6653 






Exons 


22550. .25948, 25984., 


.26003, 


26086. .26182, 26292. 


.26638 




GI Descrip. 


1 4 574 4 06/gbi AAD24 04 2. 


.11 0.0e+00 (AF121139) RIM2 


protein 


[Or] 




sativa] 1 












Seq. No. 


9642 




Seq. ID 


OJ990730_ 


07.0228. 


.C20 


Gene No. 


20571 




Strand 


+ 






Start 


21222 




End 


26803 






Name 


OJ990730 07.0228.C20. 


, o5 . gp 


Method 


AAT/GAP 






Start 


22550 




End 


26640 






GI 


342 1.R1084 




Score 


6653 






Exons 


22550. .25948, 25984.. 


.26003, 


26086. .26182, 26292. 


.26640 





GI Descrip. 1 4 574 406/gb | AAD24 04 2 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



10121 



Seq. No. 


9642 


Seq. ID 


OJ990730 


_07.0228. 


C20 


Gene No. 


20571 


Strand 


+ 






Start 


21222 


End 


26803 






Name 


OJ990730 07.0228.C20.o8.gp 


Method 


AAT/GAP 






Start 


22710 


End 


26803 






GI 


342 1.R1084 


Score 


6725 






Exons 


22710. .25948, 25984 26003, 


26086. .26182, 26292 


. .26803 




GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Ori 




sativa] 1 










Seq. No. 


9642 


Seq. ID 


OJ990730^ 


J)7.0228. 


C20 


Gene No. 


20571 


Strand 


+ 






Start 


21222 


End 


26803 






Name 


OJ990730 07.0228.C20.o9.gp 


Method 


AAT/GAP 






Start 


22714 


End 


26803 






GI 


342 1.R1084 


Score 


6721 






Exons 


22714 . .25948, 25984 .. 26003 , 


26086. .261E 


\2, 26292 


. .26803 




GI Descrip. 


»4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Or^ 




sativa] 1 










Seq. No. 


9642 


Seq. ID 


OJ990730_ 


07 . 0228 . 


C20 


Gene No. 


20572 


Strand 








Start 


1566 


End 


2114 






Name 


OJ990730 07.0228.C20.ol.gs 


Method 


GENSCAN 






Start 


1566 


End 


2114 






GI 


none 


Score 


.84 






Exons 


1566. .1733, 2109. .2114 










Seq. No. 


9642 


Seq. ID 


OJ990730 


_07.0228. 


C20 


Gene No. 


20573 


Strand 








Start 


4106 


End 


4930 






Name 


OJ990730 07.0228.C20.ol.np 


Method 


AAT/NAP 






Start 


4106 


End 


4857 






GI 


3786008 


Score 


259 






Exons 


4106. .4319, 4371. .4513, 4618. .4857 








GI Descrip. 


(AC0054 99) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


9642 


Seq. ID 


OJ990730_ 


_07.0228. 


C20 


Gene No. 


20573 


Strand 








Start 


4106 


End 


4930 






Name 


OJ990730 07.0228.C20.o2.gs 


Method 


GENSCAN 






Start 


4106 


End 


4857 






GI 


none 


Score 


.98 






Exons 


4106. .4513, 4618. .4857 










Seq. No. 


9642 


Seq. ID 


OJ990730_ 


_07.0228. 


C20 


Gene No. 


20573 


Strand 








Start 


4106 


End 


4930 






Name 


OJ990730 07.0228.C20.o2.gp 


Method 


AAT/GAP 






Start 


4212 


End 


4930 






GI 


11323 1.R1084 


Score 


1188 






Exons 


4212. .4513, 4618. .4930 










GI Descrip. 


'3786008 8.0e-16 (AC005499) 


unknown protein [Arabidopsis 




thaliana] ' 










Seq. No. 


9642 


Seq. ID 


OJ990730_ 


07.0228. 


C20 


Gene No. 


20574 


Strand 









10122 




Start 


11922 






End 


14626 


Name 


OJ990730 07.0228.C20 


. o3 . gs 


Method 


GENSCAN 


Start 


11922 






End 


14626 


GI 


none 






Score 


. 69 


Exons 


11922. 


.12117, 13618. 


13785, 


13956. . 14626 


Seq. No. 


9642 






Seq. ID 


OJ990730_07.0228 


Gene No . 


20575 






Strand 




Start 


17434 






End 


19472 


Name 


OJ990730 07.0228.C20 


o5 . gs 


Method 


GENSCAN 


Start 


17434 






End 


19472 


GI 


none 






Score 


.51 


Exons 


17434 . 


.17607, 17707. 


17769, 


17900. . 18189, 18830. .19004, 




19389. 


.19472 








Seq. No. 


9642 






Seq. ID 


OJ990730_07.0228 


Gene No . 


20576 






Strand 




Start 


25496 






End 


25939 


Name 


OJ990730 07.0228.C20 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


1251 






End 


24484 


GI 


none 






Score 


56 


Exons 


1251. . 


1358, 24074. .24124, 24075 .. 24 137, 


24123. .24365, 




24143. 


.24325, 24154. 


24366, 


24401. .2448 


4, 24402. .24482 


Sea No 


9642 






Seq. ID 


OJ990730_07.0228 


Gene No. 


20576 






Strand 




Start 


25496 






End 


25939 


Name 


OJ990730 07.0228.C20 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


15153 






End 


15578 


GI 


none 






Score 


438 


Exons 


15153. 


.15578, 15162. 


.15311, 


1517 9. .15577, 15429. .15578 


Seq. No. 


9642 






Seq. ID 


OJ990730_07.0228 


Gene No. 


20576 






Strand 




Start 


25496 






End 


25939 


Name 


OJ990730 07.0228.C20 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


15585 






End 


16195 


GI 


none 






Score 


370 


Exons 


15585. 


.16193, 15600. 


15662, 


15740. . 16195 


Seq. No. 


9642 






Seq. ID 


OJ990730_07.0228 


Gene No . 


20576 






Strand 




Start 


25496 






End 


25939 


Name 


OJ990730 07.0228.C20 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 


15834 






End 


16386 


GI 


none 






Score 


221 


Exons 


15834 . 


.16136, 15836. 


16114, 


16116. . 16274, 16182. . 16232, 




16351. 


.16386 








Seq. No. 


9642 






Seq. ID 


OJ990730_07.0228 


Gene No. 


20576 






Strand 




Start 


25496 






End 


25939 


Name 


OJ990730 07.0228.C20 


06 . tm 


Method 


TBLASTX: Maize 


Start 


16259 






End 


16544 


GI 


none 






Score 


184 


Exons 


16259. 


.16429, 16260. 


16430, 


16443. . 16544 



10123 



Seq. No. 9642 

Gene No. 20576 Strand 

Start 25496 End 

Name OJ9907 30_07 . 0228 . C20 . o5 . tm Method 

Start 16763 End 

GI none Score 

Exons 16763. .16891, 16770 16901, 16883.. 17041 



Seq. ID OJ990730_07.0228.C20 



25939 

TBLASTX: Maize 
17041 
185 



Seq. ID OJ990730_07.0228.C20 
Strand 

End 25939 

Method TBLASTX : Wheat 

End 23248 

Score 103 

22897. .23004, 22987 .. 23238, 22995 .. 23237, 22997. .23248 



Seq. No. 9642 

Gene No. 20576 

Start 25496 

Name OJ990730_07 . 0228 . C20 . o4 . tw 

Start 22897 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9642 Seq. ID 

20576 Strand 

25496 End 

OJ990730JD7 . 0228 . C20 . ol . ts Method 

23169 End 

none Score 



OJ990730_07.0228.C20 
25939 

TBLASTX: Soybean 

23598 

102 



23169. .23252, 23170 .. 2324 4 , 23302 .. 23598, 23356. .23580 



9642 
20576 
25496 

OJ990730_07.0228.C20.o2.tc 
23331 
none 

23331. .23483, 23338 .. 2364 6, 23523. .23615 



Seq. ID OJ990730_07.0228.C20 



Strand 
End 

Method 

End 

Score 



25939 

TBLASTX: Cress 
23646 
278 



Seq. No. 9642 
Gene No. 20576 
Start 25496 

Name OJ990730_07 . 0228 . C20 . o2 . tw 

Start 23467 
GI none 

Exons 23467. .23520, 234 75 .. 23519, 

23639. .23725, 2364 0 23726, 
23729. .23935 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23532 

23706 



OJ990730 07.0228.C20 



25939 

TBLASTX: Wheat 
23935 
72 

23621, 23533. .23625, 
23930, 23726. .23935, 



Seq. No. 9642 

Gene No. 20576 

Start 25496 

Name OJ990730_07 . 0228 . C20 . o3 . 

Start 23533 

GI none 

Exons 23533. .23646, 23640.. 237 

Seq. No. 9642 

Gene No. 20576 

Start 25496 

Name OJ9907 30_07 . 0228 . C20 . o2 . 

Start 23799 

GI none 

Exons 23799. .24041 



Seq. ID OJ990730_07.0228.C20 
Strand 

End 25939 

tm Method TBLASTX : Maize 

End 23969 

Score 101 
65, 23775.-23969 

Seq. ID OJ990730__07.0228.C20 
Strand 

End 25939 

ts Method TBLASTX : Soybean 

End 24041 

Score 208 



10124 






Seq. No. 


9642 


Seq. ID 


OJ990730_07.0228 


.C20 




Gene No. 


20576 


Strand 








Start 


25496 


End 


25939 






Name 


OJ990730 07 . 0228 . C20 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


24485 


End 


25801 






GI 


none 


Score 


838 






Exons 


24485. .25216, 24486. .25403, 


25071. .25388, 25398 .. 25442, 








25401. .25442, 25445. .25540, 


25449. .25508, 25487 .. 25627 , 








25488. .25628, 25520. .25636, 


25652. .25720, 25709.. 25801 






Seq. No. 


9642 


Seq. ID 


OJ990730_07.0228 


.C20 




Gene No. 


20576 


Strand 








Start 


25496 


End 


25939 






Name 


OJ990730_07 . 0228 . C20 . o4 . tm 


Method 


TBLASTX: Maize 






Start 


24528 


End 


24842 






GI 


none 


Score 


303 






Exons 


24S28..24842, 24545.. 24814, 


24612. .248 


42 






Seq. No. 


9642 


Seq. ID 


OJ990730_07.0228 


.C20 




Gene No. 


20576 


Strand 








Start 


25496 


End 


25939 






Name 


OJ990730__07 . 0228 . C20.ol . tc 


Method 


TBLASTX: Cress 






Start 


24769 


End 


25217 






GI 


none 


Score 


181 




u\ 


Exons 


247 69.. 24 951, 24773.. 2 52 10, 


24773. .25216, 24777. .25217 






Seq. No. 


9642 


Seq. ID 


OJ990730_07.0228 


.C20 


^] J 


Gene No. 


20576 


Strand 






U! 


Start 


25496 


End 


25939 




hll 


Name 


OJ990730 07.0228.C20.o7.gp 


Method 


AAT/GAP 




\ hi 


Start 


25496 


End 


25939 






GI 


LIB34 31-02 8-P1-N1-A10 


Score 


769 




r s i 


Exons 


25496. .25841, 25869. .25939 










GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3 . Oe 


-33 (AF114171) TNP2-like 


I 
"i 

{ 




protein [Sorghum bicolor] f 










Seq. No. 


9643 


Seq. ID 


OJ990730_07.0228 


.C21 




Gene No. 


20577 


Strand 


+ 






Start 


119 


End 


5077 






Name 


OJ990730 07.0228.C21.ol.gs 


Method 


GENSCAN 






Start 


119 


End 


5072 






GI 


none 


Score 


.54 






Exons 


119. .217, 331. .490, 531. .705 


, 1434. .2251, 2369. .2617, 








2663. .2782, 2878. .3019, 3145 


..3290, 3292.. 3630, 3766.. 3977, 






4089. .4250, 4359. .4469, 4557 


..4629, 4732. .4830, 4910. .5072 




Seq. No. 


9643 


Seq. ID 


OJ990730_07.0228 


.C21 




Gene No. 


20577 


Strand 


+ 








119 


End 


5077 






Name 


OJ990730 07.0228.C21.ol.np 


Method 


AAT/NAP 






Start 


1346 


End 


5077 






GI 


4680204 


Score 


967 






Exons 


1346. .2782, 2878. .3977, 4089 


..4262, 4359. .4507, 4872. .5077 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


9643 


Seq. ID 


OJ990730_07.0228 


.C21 



10125 






Gene No. 


20577 


Strand 


+ 




Start 


119 


End 


5077 




Name 


OJ990730_07 . 0228 .C21 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1989 


End 


2392 




GI 


none 


Score 


58 




Exons 


1989. .2213, 1989. .2105, 1991 


..2227, 1991. .2185, 2092. .2259, 






2297 .. 2392, 2297 2392 








Seq. No. 


9643 


Seq. ' ID 


OJ990730_07.0228.C21 




Gene No. 


20577 


Strand 


+ 




Start 


119 


End 


5077 




Name 


OJ990730 07.0228.C21.ol.gp 


Method 


AAT/GAP 




Start 


3399 


End 


3877 




GI 


uC-osflcypl76fl0bl 


Score 


850 




Exons 


3399. .3877 








GI Descrip. 


' 6041757/gb| AC011806. 1 IAC011 


806 0.0e+00 Genomic Sequence For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 1 








Seq. No. 


9643 


Seq. ID 


OJ990730_07.0228.C21 




Gene No. 


20577 


Strand 


+ 




Start 


119 


End 


5077 




Name 


OJ990730 07 . 0228 .C21 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


3904 


End 


4428 




GI 


none 


Score 


60 


31 

: : 


Exons 


3904. .3984, 4075. .4257, 4125 


..4250, 4357. .4428 


Li 


Seq. No. 


9644 


Seq. ID 


OJ990730_07.0228.C22 


*\ 
=? 


Gene No. 


20578 


Strand 


+ 


. ; 
! *F 


Start 


6845 


End 


7210 


"1 


Name 


OJ990730_07 . 0228 . C22 . o2 . gs 


Method 


GEN SCAN 




Start 


6845 


End 


7210 


! 1 


GI 


none 


Score 


.45 


"x 


Exons 


6845. .7210 






s! 
J 


Seq. No. 


9644 


Seq. ID 


OJ990730_07.0228.C22 


it 


Gene No. 


20579 


Strand 


+ 




Start 


7 808 


End 


13184 


8 i 

= r 


Name 


OJ990730 07.0228.C22.o3.gs 


Method 


GENSCAN 


= L 


Start 


7808 


End 


13184 


!! 


GI 


none 


Score 


.84 




Exons 


7808. .7935, 7937. .8036, 8466 


..8727, 9068. .9159, 10136 .. 101 99, 






124 33. .12569, 12 672. .13184 








Seq. No. 


9644 


Seq. ID 


OJ990730_07.0228.C22 




Gene No. 


20580 


Strand 






Start 


61 


End 


212 




Name 


OJ990730 07.0228.C22.ol'.gp 


Method 


AAT/GAP 




Start 


61 


End 


212 




GI 


21474 1.R1084 


Score 


185 




Exons 


61. .212 








GI Descrip. 


'3894159 2.0e-10 (AC005312) ] 


hypothetical protein [Arabidopsis 






thaliana] 1 








Seq. No. 


9644 


Seq. ID 


OJ990730_07.0228.C22 




Gene No. 


20581 


Strand 






Start 


13680 


End 


16673 



10126 



! I3 j 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990730_07.0228.C22.o4 . gs 

13680 

none 

13680. . 14 561, 15105. . 16673 



9644 

20582 

17437 

OJ990730_07.0228.C22, 

12336 

none 

12336. . 12446, 12534 . . 



Method 

End 

Score 



GENSCAN 
16673 
. 65 



Seq. ID OJ990730_07.0228.C22 
Strand 

19437 

TBLASTX: Maize 
14321 
57 



End 

Method 
End 
Score 



o3 . tm 

12866, 14124 14231, 14253. .14321 



9644 

20582 

17437 

OJ990730_07.0228.C22. 

12564 

none 

12564 .. 12722, 14055.. 
14260. . 14313, 14262.. 



o5 . tw 



14102, 
14318, 



Seq. ID OJ990730_07.0228.C22 
Strand 

End 19437 

Method TBLASTX : Wheat 

End 14414 

Score 67 
14121. .14225, 14122. .14 217, 
14307. .14414 



9644 
20582 
17437 

OJ990730_07 . 0228 . C22 . o2 . tm 
14511 
none 

14 511. .14 660, 14 511. .14 666, 14 512 .. 14 664 , 14 667. .14 8 61, 
14668. . 14805 



Seq. ID OJ990730_07.0228.C22 
Strand 

End 19437 

Method TBLASTX : Maize 

End 14861 

Score 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9644 

20582 

17437 

OJ990730_07.0228.C22. 

14523 

none 

14523. . 14621, 14700. . 

9644 

20582 

17437 

OJ990730_07.0228.C22. 

14808 

none 

14808. .14831, 14862. . 
15379. . 15537, 15558. . 

9644 

20582 

17437 

OJ990730_07.0228.C22. 

15081 

none 

15081. .15161, 15153. . 
15352. . 15489 



ol . tw 



15074 



ol . tm 



15308, 
15767, 



o2. tw 



Seq. ID OJ990730_07.0228.C22 
Strand 

End 19437 

Method TBLASTX : Wheat 

End 15074 

Score 283 



Seq. ID OJ990730_07.0228.C22 
Strand 

End 19437 

Method TBLASTX : Mai ze 

End 15788 

Score 164 
14929. .15300, 15351 .. 15788 , 
15568. . 15774 

Seq. ID OJ990730_07.0228.C22 
Strand 

End 19437 

Method TBLASTX : Wheat 

End 15489 

Score 69 



15302, 15154 .. 15234, 1535 1 . . 154 88 , 



10127 




Seq. No. 


9644 






Seq. ID 


OJ990730 07.0228 


Gene No. 


20582 






Strand 




Start 


17437 






End 


19437 


Name 


OJ990730 07.0228.C22 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


15519 






End 


15722 


GI 


none 






Score 


103 


Exons 


15519. 


.15722, 15574. 


.15708 






Seq. No. 


9644 






Seq. ID 


OJ990730_07.0228 


Gene No. 


20582 






Strand 




Start 


17437 






End 


19437 


Name 


OJ990730 07.0228.C22 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


16068 






End 


16346 


GI 


none 






Score 


63 


Exons 


■ 16068. 


.16346, 16093. 


16200 







Seq. No. 9644 Seq. ID 

Gene No. 20582 Strand 

Start 17437 End 

Name OJ990730_07 . 0228 . C22 . o5 . gs Method 

Start 17437 End 

GI none Score 

Exons 17437. .19437 



OJ990730_07.0228.C22 

19437 
GENSCAN 
19437 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9645 

20583 

243 

OJ9907 
243 

22086_ 
243. .5 
2485 
'25061 
(DELTA 
>giJL3 
sativa 



Seq. ID OJ990730_07.0228.C23 
Strand 

End 7016 
Method AAT/GAP 
End 3536 
Score 2402 
1632. .1785, 1887. .2073, 
3536 

3.0e-09 COATOMER DELTA SUBUNIT 
COAT PROTEIN) (DELTA-COP) (ARCHAIN) 
14049 emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 



30_07.0228.C23.ol.gp 
1.R1084 

66, 663.. 759, 848.. 910, 
2789, 3036.. 3204, 3482.. 
39/sp| P49661 | COPD ORYSA 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9645 

20583 

243 

OJ990730_07 . 0228.C23.ol. 

288 

none 

288. .317, 425.-568, 469. 
660. .761, 661. .783, 848. 
1631.. 1789, 1639.. 1800, 
2482. .2790, 2485.-2787, 
3045.. 3197, 3140.. 3205, 
4695. .4781, 4695. .4781, 



Seq. ID 

Strand 
End 

tm Method 
End 
Score 



OJ990730 07.0228.C23 



7016 

TBLASTX: Maize 
4966 
107 

.567, 474. .572, 656. .748, 657. .770, 
.919, 849. .902, 850. .915, 1620. .1799, 
1887. .2075, 1888. .2073, 1889. .2107, 
2487. .2795, 3037. .3210, 3038. .3067, 
3479. .3724, 3485.-3724, 3576. .3725, 
4780. .4929, 4780. .4953, 4781. .4966 



Seq. No. 9645 

Gene No. 20583 

Start 243 

Name OJ990730_07 . 0228 . C23 . ol . gs 

Start 477 

GI none 
Exons 



Seq. ID OJ990730_07.0228.C23 
Strand 

End 7016 

Method GENSCAN 

End 7016 

Score .86 



477. .566, 663. .759, 8-48. .910, 1632. .1785, 1887. .2073, 



10128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2485. .2789, 3036. .3204, 3482. .3732, 5299. .5338, 5885.-5995, 
6623. .6656, 6895. .7016 



9645 

20583 

243 

OJ990730_07.0228.C23.o3.ts 

477 

none 



Seq. ID OJ990730_07.0228.C23 



Strand 
End 

Method 

End 

Score 



7016 

TBLASTX: Soybean 

919 

63 



477. .572, 660. .764, 660. .761, 661. .828, 848. .919, 850. .915 



9645 

20583 

243 

OJ990730JD7 . 0228 . C23 . ol . np 
480 

2506139 

480. .566, 663. .759, 848. .910, 
2485. .2789, 3039. .3204, 3482. 



OJ990730 07.0228.C23 



Seq. ID _ 
Strand 

End 7016 
Method AAT/NAP 
End 5341 
Score 1865 
1632. .1785, 1887. .2073, 
3724, 4698. .4922, 5299. .5341 
COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 
(ARCHAIN) gi|1314049|emb|CAA91901| (Z67962) archain/delta-COP 
[Oryza sativa] 



9645 

20583 

243 

OJ990730_07 . 0228 .C23 . ol . tc 
537 
none 
537. 
1628 
1952 
2668 
4675. . 
5132. . 



72, 660. .782, 661. .747, 
1783, 1629..1787, 1631. 

2479. .2625, 2482. 



Seq. ID OJ990730_07.0228.C23 
Strand 
End 

Method 
End 
Score 

848. .919, 850. .915, 1620. .1781, 



7016 

TBLASTX: Cress 

5374 

84 

850.. 915, 1620. 



.2107, 
.2718, 
.4749, 
,5191, 



1789, 1888. .1968, 
2619, 2496. .2624, 



2722. .2787, 2740. .2772, 3479. .3724, 
4695. .4781, 4780. .4932, 4781. .4918, 
5300. .5374 



1951. .2055, 
2657. .2719, 
3479. .3745, 
4826. .4954, 



9645 

20583 

243 

OJ990730_07. 

1664 

none 

1664 . . 1789, 
1952. .2047, 



0228.C23.o2.ts 



1665, 
2482, 



,1793, 
,2619, 



1699. 
2485, 



9645 

20583 

243 

OJ990730_07.0228.C23.ol.ts 

2692 

none 

2692. .2790, 2693. .2794, 3479. 
3504. .3728, 4695. .4781, 4695. 
4781. .4975 



Seq. ID OJ990730_07.0228.C23 
Strand 

End 7016 

Method TBLASTX : Soybean 

End 2 692 

Score 125 

.1794, 1888. .1956, 1951. .2073, 
.2628, 2633.. 2692 

Seq. ID OJ990730_07.0228.C23 
Strand 

End 7016 

Method TBLASTX : Soybean 

End 4 975 

Score 85 

.3724, 3479.. 3724, 3490.. 3729, 
.4781, 4779. .4916, 4780. .4974, 



Seq. No. 
Gene No. 



9645 
20583 



Seq. ID 
Strand 



OJ990730 07.0228.C23 



10129 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



243 End 7016 

OJ990730_07 . 0228 . C23 . o2 . gp Method AAT/GAP 
4756 End 5991 

44408_2.R1084 Score 388 

4756. .4922, 5299. .5338, 5466. .5534, 5842. .5877, 5901. .5991 
' 2506139/sp| P49661 | COPDJDRYSA 3.0e-ll COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9646 Seq. ID 

20584 Strand 

542 End 
OJ9907 30JD7 . 0228 . C24 . ol . gs Method 

542 End 

none Score 

542. .728, 1550. .1710, 2906. .3049 



9646 

20585 

17896 

OJ990730_07 .0228 .C24 .o5.gs 

17896 

none 

17896. . 18174, 1837 6 .. 1888 1, 
20442. .20739, 21685.. 22062 

9646 

20585 

17896 

OJ990730_07 . 0228 . C24 . olO . gp 

21633 

none 

21633. .21991 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9907 30_07 .0228 .C24 
+ 

3049 
GENSCAN 
3049 
. 69 



OJ990730_07.0228.C24 
+ 

22194 
GENSCAN 
22062 
.55 



19018. .19182, 19447. .19578, 



Seq. ID OJ990730_07.0228.C24 

Strand + 

End 22194 

Method AAT/GAP 

End 21991 

Score 674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9646 Seq. ID 

20585 Strand 

17896 End 

OJ990730_07 . 0228 . C24 . o5 . np Method 

21898 End 

6957733 Score 
21898. .21991, 22090.. 22194 

(AC021640) unknown protein [Arabidopsis thaliana] 



OJ9907 30_07 . 0228 .C24 
+ 

22194 
AAT/NAP 
22194 
100 



9646 

20586 

3569 

OJ990730_07. 0228.C24 .ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990730 07.0228.C24 



17393 
AAT/GAP 
3912 
611 



3569 
2280555 
3569. .3912 

2506139/sp| P4 9661 |COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
{DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 



Seq. No. 



9646 



Seq. ID OJ990730_07.0228.C24 



10130 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20586 
3569 

OJ990730_07 . 0228 . C24 . o2 . gp 
3602 
22086_1 
3602. .3 
'250613 
' ( DELTA 
>gi_131 
sativa] 



.R1084 
$883, 3987. 



,4083, 



Strand 
End 

Method 
End 
Score 
4176. .4238, 



17393 
AAT/GAP 
5066 
1162 
4608. .4761, 



4872, 



9/sp| P4 9661 |COPD_ORYSA 3.0e-09 COATOMER DELTA 
COAT PROTEIN) (DELTA-COP) (ARCHAIN) 
4049 emb CAA91901 (Z67962) archain/delta-COP 



. 5066 
SUBUNIT 

[Oryza 



Seq. No. 9646 

Gene No. 20586 

Start 3569 

Name OJ990730_07 . 0228 . C24 . o3 . gp 

Start 3694 

GI 22086_1.R1084 

Exons 3694.. 3883, 3987.. 4083, 4176 
GI Descrip. 



OJ990730 07.0228.C24 



Seq. ID 
Strand 

End 17393 
Method AAT/GAP 
End 5064 
Score 1028 

4238, 4608.. 4761, 4872.. 5064 - 
'2506139/spl P4 9661 | COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314049_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] ' 



Seq. No. 9646 
Gene No. 20586 
Start 3569 

Name OJ990730_07 . 0228 . C24 . o2 . gs 

Start 3794 
GI none 

Exons 3794.. 3883, 3987. .4083, 4176. 

5510. .5814, 6070. .6238, 6507. 
8245. .8416, 8469. .8481 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4238, 4608 
.6700, 7759 



OJ990730 07.0228.C24 



17393 
GENSCAN 
8481 
.84 

4761, 
7798, 



4872. .5058, 
7919. .7982, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9646 

20586 

3569 

OJ990730J37 . 0228 .C24 . ol .np 

3797 

2506139 

3797.. 3883, 3987. .4083, 4176 
5510.. 5820, 6070.. 6238, 6507 



OJ990730 07.0228.C24 



Seq. ID _ 
Strand 

End 17393 
Method AAT/NAP 
End 7801 
Score 1856 

4238, 4608.. 4761, 4872.. 5058, 
6749, 7158.. 7381, 7759.. 7801 
COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 
(ARCHAIN) gi | 13140491 emb|CAA91901 | (Z67962) archain/delta-COP 
[Oryza sativa] 



9646 

20586 

3569 

OJ990730_07 . 0228 .C24 . o4 . gp 
4173 

22086_1.R1084 
4173. .4238, 4608. .4761, 



OJ990730 07.0228.C24 



Seq. ID _ 
Strand 

End 17393 
Method AAT/GAP 
End 5637 
Score 915 
4872. . 5058, 5510. .5637 
'2506139/spl P4 9661 |COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



10131 



Seq. No. 9646 

Gene No. 20586 

Start 3569 

Name OJ990730_07 . 0228 . C24 . o5 . gp 

Start 4624 

GI 22086JL.R1084 

Exons 4624.. 4761, 4872 
GI Descrip. 



OJ990730 07.0228.C24 



Seq. ID 
Strand 

End 17393 
Method AAT/GAP 
End 5814 
Score • 1170 . . 
5814 

1 2506139/sp| P4 9661 | COPD_ORYSA 3. 0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314049_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



5058,. 5510. 





Seq. No. 


9646 


Seq. ID 


OJ990730_07.0228.C24 




Gene No. 


20586 


Strand 






Start 


3569 


End 


17393 




Name 


OJ990730 07.0228.C24.o6.gp 


Method 


AAT/GAP 




Start 


6094 


End 


8327 




GI 


44408 1.R1084 


Score 


1186 




Exons 


6094. .6238, 6507. .6749, 7158 


..7381, 7759..7798, 7919. .7983, 






8282. .8327 








GI Descrip. 


"2506139/spl P49661 ICOPD ORYSA 3.0e-79 


COATOMER DELTA SUBUNI* 






(DELTA-COAT PROTEIN) (DELTA- 


COP) (ARCHAIN) 






>gi 1314049 emb CAA91901 (Z67962) archain/delta-COP [Oryza 






sativa] 1 






v?\ 


Seq. No. 


9646 


Seq. ID 


OJ990730_07.0228.C24 




Gene No. 


20586 


Strand 






Start 


3569 


End 


17393 




Name 


OJ990730 07.0228.C24.o2.np 


Method 


AAT/NAP 




Start 


6812 


End 


9255 


u — i 


GI 


3402684 


Score 


107 




Exons 


6812. .6881, 9097. .9255 






! L: 

i£ 


GI Descrip. 


(AC004697) nodulin-like protein [Arabidopsis thaliana] 


''i cf 


Seq. No. 


9646 


Seq. ID 


OJ990730_07.0228.C24 




Gene No. 


20586 


Strand 






Start 


3569 


End 


17393 


i. a i 


Name 


OJ990730 07.0228.C24.o3.gs 


Method 


GENSCAN 




Start 


9141 


End 


13918 




GI 


none 


Score 


. 6 




Exons 


9141. .9339, 11463. .11614, 11700. .11874 


, 13845.. 13918 




Seq. No. 


9646 


Seq. ID 


OJ990730_07.0228.C24 




Gene No. 


20586 


Strand 






Start 


3569 


End 


17393 




Name 


OJ990730 07.0228.C24 .o3.np 


Method 


AAT/NAP 




Start 


11492 


End 


17393 




GI 


4567249 


Score 


795 




Exons 


11492. . 11614, 11700. .11874, 


13173. .13424, 15055. .15165, 






15865. . 15933, 1 6011 .. 16091 , 


17338. .17393 




GI Descrip. 


(AC007070) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9646 


Seq. ID 


OJ990730_07.0228.C24 




Gene No. 


20586 


Strand 






Start 


3569 


End 


17393 




Name 


OJ990730 07.0228.C24.o7.gp 


Method 


AAT/GAP 




Start 


12808 


End 


13172 



10132 



GI 

Exons 



2312231 
12808. . 13172 



Score 



576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9646 

20587 

20473 

OJ990730_07, 
3792 
none 
3792. 
3984 . 
4596. 
4874 . 
5511. 
6450. 
7207 . 



0228.C24 .ol.tm 



,3884, 
.4085, 
,4775, 
,5065, 
,5828, 
,6749, 
,7383 



3794. 
3985. 
4606. 
4874. 
5640. 
6504 . 



,3904, 3794, 

,4089, 4176. 

,4776, 4607. 

,5059, 5500. 

,5828, 6068. 

,6749, 6508. 



Seq. ID 
Strand 
End 

Method.. 
End 
Score 



OJ990730 07.0228.C24 



20695 

TBLASTX: Maize 
7412 
92 

3889, 3822.. 3941, 3981. .4088, 

4247, 4177. .4233, 4178. .4243, 

4762, 4872. .5060, 4873. .5058, 

5769, 5507. .5815, 5510. .5812, 

6199, 6071. .6244, 6073. .6243, 

6750, 7155. .7370, 7155. .7412, 



Seq. No. 9646 

Gene No. 20587 

Start 20473 

Name OJ990730_07 . 0228 . C24 . o4 . ts 

Start 3794 

GI none 

Exons 3794.. 3889, 3962.. 3988, 3975. 
4178. .4243 



OJ990730_07.0228.C24 
20695 

TBLASTX: Soybean 

4247 

39 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4085, 3979. .4092, 4176. .4247, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9646 

20587 

20473 

OJ990730_07, 

3854 

none 

3854. .3889, 
4596. .4757, 
4936. .5040, 
5682. .5744, 
7142. .7378, 



0228.C24 .ol.tc 



3984.. 4073, 3985. 

4605. .4772, 4607. 

4937. .5062, 5504. 

5747. .5812, 6504. 

7155. .7412, 7207. 



Seq. ID OJ990730_07.0228.C24 
Strand 

End 20695 
Method TBLASTX : Cress 
End 7412 
Score 84 

.4071, 4176. .4247, 4178. .4243, 
.4819, 4610. .4759, 4873. .4953, 
.5650, 5507.. 5674, 5651.. 5743, 
.6749, 6516. .6755, 7140. .7370, 
.7377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9646 

20587 

20473 

OJ990730_07.0228.C24 .o3.ts 

4640 

none 

4640. .4819, 4641. .4769, 4643, 
4937. .5032, 5507. .5671, 5510. 

9646 

20587 

20473 

OJ990730_07 . 0228 . C24 . ol . ts 

5717 

none 

5717. .5815, 5718. .5828, 6504. 
7155. .7370, 7155. .7412, 7210. 



Seq. ID OJ990730_07.0228.C24 
Strand 

End 20695 

Method TBLASTX : Soybean 

End 5717 

Score 131 

.4813, 4669. .4824, 4936. .5058, 
.5665, 5657.. 5716, 5658.. 5717 

Seq. ID OJ990730_07.0228.C24 
Strand 

End 20695 

Method TBLASTX : Soybean 

End 7412 

Score 90 

.6749, 6516. .6755, 7151. .7354, 
.7380 



Seq. No. 



9646 



Seq. ID OJ990730 07.0228.C24 



10133 



Gene No. 20587 
Start 20473 

Name OJ990730__07 . 0228 . C24 , 

Start 11477 
GI none 
Exons 11477. 

13154. 

15033. 

15865. 

16002. 

17343. 



,11629, 11559. 

,13270, 13172. 

,15173, 15054. 

,15933, 15865. 

,16103, 16010. 

,17381, 17365. 



o2. tm 



11615, 
13270, 
15164, 
15933, 
16108, 
17442 



Strand 
End 

Method 

End 

Score 



20695 

TBLASTX: Maize 

17442 

71 



11704. .11877, 11715. . 1187 6, 

1317 9. .13316, 15031. .15168, 

15058. .15165, 15846. .15932, 

158 66. .15934, 15981. .16094, 

16016. .1612 9, 17339. .17383, 



Seq. No. 9646 

Gene No. 20587 

Start 20473 

Name OJ990730_07 . 0228 . C24 . o2 . ts 

Start 11495 

GI none 

Exons 11495. .11629, 
11715. .11876, 



11559. .11615, 
13172. .13258, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_07.0228.C24 
20695 

TBLASTX : Soybean 

13259 

63 



11697. .11867, 
13173. .13259 



11704 . . 11874, 



Seq. No. 9646 
Gene No. 20587 
Start 20473 

Name OJ9907 30_07 . 0228 . C24 , 

Start 15081 
GI none 

Exons 15081. .15164, 15082., 

15864. .15932, 15865. , 
16010. .16108, 16033. , 



ol . tw 



,15168, 
,15933, 
,16119, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_07.0228.C24 
20695 

TBLASTX: Wheat 

17383 

85 



15084 . 
15866. 
17337 . 



15173, 
15934, 
17381, 



15852. 
16002. 
17339. 



.15932, 
.16097, 
. 17383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9646 Seq. ID OJ9907 30_07 . 0228 . C2 4 

20587 Strand 

20473 End 20695 

OJ990730_07 . 0228 . C24 . o4 . np Method AAT/NAP 

20473 End 20695 

5295951 Score 200 

20473.. 20695 

(AB026295) Similar to Herpesvirus papio BRRF2 homoloq qene, 
partial cds.(U23857) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9647 

20588 

149 

OJ990730_07 .0228 -C25.ol.gs 

149 

none 

149. .343 

9648 

20589 

131 

OJ990730_07 . 0228 . C26 . ol . gs 

131 

none 

131. .738, 740. .1064 



Seq. ID OJ990730_07.0228.C25 
Strand 

End 343 

Method GENSCAN 

End 343 

Score .86 



Seq. ID OJ990730_07.0228.C26 

Strand + 

End 1286 

Method GENSCAN 

End 1064 

Score .56 



10134 




Seq. No. 


9648 


Seq. ID 


OJ990730 




Cz b 


Gene No . 


20589 


Strand 


+ 






Start 


131 


End 


1286 






Name 


OJ990730 07.0228.C26.ol.np 


Method 


AAT/NAP 






Start 


131 


End 


1286 






GI 


5902444 


Score 


1376 






Exons 


131. .1286 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


9649 


Seq. ID 


OJ990730_ 


07.0228. 


C27 


f;pnp NO 


20590 


Strand 


+ 






Start 


469 


End 


3826 






Name 


OJ990730 07.0228.C27.ol.gs 


Method 


GENSCAN 






Start 


469 


End 


3826 






GI 


none 


Score 


.69 






Exons 


469.-558, 820. .1017, 1115. .1518, 1650. 


.1824, 2005. .2188, 






2229.. 2573, 2640.. 2843, 2937 


..3155, 3249. .3826 






Seq. No. 


9649 


Seq. ID 


OJ990730_ 


07.0228. 




Gene No. 


20590 


Strand 


+ 






Start 


469 


End 


3826 






Name 


OJ990730 07.0228.C27.ol.np 


Method 


AAT/NAP 






Start 


727 


End 


3823 






GI 


5902445 


Score 


4929 






Exons 


727. .3823 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


9649 


Seq. ID 


OJ990730_ 


07.0228. 


C27 


Gene No . 


20591 


Strand 


+ 






Start 


5988 


End 


7226 






Name 


OJ990730 07.0228.C27.o3.np 


Method 


AAT/NAP 






Start 


5988 


End 


7226 






GI 


6691716 


Score 


1445 






Exons 


5988. .6872, 7070. .7226 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gil 6691717 | dbj IBAA8 9397 .1 | (AP00057 0) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


9649 


Seq. ID 


OJ990730_ 


07.0228. 


C27 


Gene No. 


20592 


Strand 


+ 






Start 


11896 


End 


22265 






Name 


OJ990730 07.0228.C27.o4.np 


Method 


AAT/NAP 






Start 


11896 


End 


22132 






GI 


3 92 8871 


Score 


3570 






Exons 


11896. .12039, 13380. . 13429, 


13555. . 13741, 14749. 


.14914, 






14999. .15296, 16026 .. 1 6221 , 


16335. .16493, 17182. 


.17242, 






17775. .17838, 17 970 .. 18227 , 


18884 . . 19121, 19215. 


.19327, 






19418. .194 94, 19581. .197 44, 


20437. .20628, 20763. 


.20871, 






21230. .21312, 21406, ;21543, 


21814 . .21996, 22088. 


.22132 




GI Descrip. 


(AF093627) poly (ADP) -ribose 


polymerase 


[Zea mays] 




Seq. No. 


9649 


Seq. ID 


OJ990730_ 


07.0228. 


C27 


Gene No. 


20592 


Strand 


+ 






Start 


11896 


End 


22265 






Name 


OJ990730 07.0228.C27.o5.gs 


Method 


GENSCAN 






Start 


13261 


End 


22116 






GI 


none 


Score 


.69 







10135 



Exons 



13261. .13277, 13555 .. 13741, 14749 .. 14914 , 14 993 15296, 

1602 6. . 16221, 16335. .164 93, 18900. .19121, 1917 3. .19327, 

19418. .19494, 19581 .. 19744 , 20437 .. 20586, 21406 .. 21543, 
21814. .22116 



Seq. No. 


9649 




Seq. ID 


OJ990730_07 . i 


Gene No. 


20592 




Strand 


+ 


Start 


11896 




End 


• 22265 


Name 


OJ990730 07.0228.C27.ol. 


• gp 


Method 


AAT/GAP 


Start 


14131 




End 


14845 


GI 


4107140 




Score 


1204 


Exons 


14131. .14845 








Seq. No. 


9649 




Seq. ID 


OJ990730_07 . i 


Gene No. 


20592 




Strand 


+ 


Start 


11896 




End 


22265 


Name 


OJ990730 07.0228.C27.o2. 


■ gp 


Method 


AAT/GAP 


Start 


21814 




End 


22265 


GI 


3107055 




Score 


644 


Exons 


21814 . .21996, 22088. .22265 






GI Descrip. 


2632129/emb[CAA1088 9| 9. 


.Oe-32 


(AJ22258 


9) poly(ADP-r. 




polymerase [Zea mays] 








Seq. No. 


9649 




Seq. ID 


OJ990730_07 .i 


Gene No. 


20593 




Strand 




Start 


4164 




End 


8204 


Name 


OJ990730 07.0228.C27.o2. 


.gs 


Method 


GENSCAN 


Start 


4164 




End 


6245 


GI 


none 




Score 


.84 


Exons 


4164. .4267, 4400. .4615, 


4855. 


.5030, 5228.. 5306, 538 


Seq. No. 


9649 




Seq. ID 


OJ990730_07.' 


Gene No. 


20593 




Strand 




Start 


4164 




End 


8204 


Name 


OJ990730 07.0228.C27.o2. 


.np 


Method 


AAT/NAP 


Start 


4167 




End 


8204 


GI 


6691716 




Score 


1088 


Exons 


4167. .4615, 4678. .4793, 


4944 . 


.5044, 5119. .5306, 538 




5636. .5742, 7897. .7991, 


8179. 


.8204 




GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA89397 , 


.11 (AP000570) 


hypothetical ] 




[Oryza sativa] 








Seq. No. 


9649 




Seq. ID 


OJ990730_07.' 


Gene No. 


20594 




Strand 




Start 


10124 




End 


12241 


Name 


OJ990730 07.0228.C27.o4. 


.gs 


Method 


GENSCAN 


Start 


10124 




End 


12241 


GI 


none 




Score 


.42 


Exons 


10124 .. 10333, 10405. . 10905, 11885.. 12241 


Seq. No. 


9649 




Seq. ID 


OJ990730_07.' 


Gene No. 


20595 




Strand 




Start 


22951 




End 


24232 


Name 


OJ990730 07.0228.C27.o6. 


. tw 


Method 


TBLASTX : Whea 


Start 


112 




End 


429 


GI 


none 




Score 


275 



0228. C27 



,5559, 



protein 



10136 



Exons 



112. .429, 171. .413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9649 

20595 

22951 

OJ990730_07.0228.C27.o2.tw 

672 

none 



Seq. ID OJ990730_07.0228.C27 
Strand 

End 24232 

Method TBLASTX : Wheat 

End 1129 

Score 421 



672. .1049, 673. .1056, 790. .1059, 863. .1060, 1055. .1129 



Seq. No. 9649 

Gene No. 20595 

Start 22951 

Name OJ9907 30_07 . 0228 .C2 7 . 06. tm 

Start 802 

GI none 
Exons 



Seq. ID OJ990730_07.0228.C27 
Strand 

End 24232 

Method TBLASTX : Mai ze 

End 1159 

Score 249 



802. .1053, 843. .1058, 875. .1057, 1054. .1149, 1058. .1159 



Seq. No. 9649 

Gene No. 20595 

Start 22951 

Name OJ9907 30_07 . 0228 . C27 . o4 . tm 

Start 1187 

GI none 

Exons 1187.. 1570, 1225.. 1569 



Seq. ID OJ990730_07.0228.C27 
Strand 

End 24232 

Method TBLASTX : Mai ze 

End 1570 

Score 371 



Seq. No. 9649 

Gene No. 20595 

Start 22951 

Name OJ9907 30_07 . 0228 . C27 . ol . tw 

Start 1243 

GI none 

Exons 1243.. 1668, 1244. .1663 



Seq. ID OJ990730_07.0228.C27 
Strand 

End 24232 

Method TBLASTX : Wheat 

End 1668 

Score 472 



Seq. No. 9649 

Gene No. 20595 

Start 22951 

Name OJ990730_07 . 0228 . C27 . o3 . ts 

Start 1292 

GI none 

Exons 1292.. 1693, 1339.. 1692 



Seq. ID OJ990730_07.0228.C27 
Strand 

End 24232 

Method TBLASTX : Soybean 

End 1693 

Score 295 



Seq. No. 9649 

Gene No. 20595 

Start 22951 

Name OJ990730_07 . 0228 . C27 . 08 . tw 

Start 1672 

GI none 
Exons 



Seq. ID OJ990730_07.0228.C27 
Strand 

End 24232 

Method TBLASTX : Wheat 

End 1953 

Score 4 7 



1672. .1728, 1674. .1721, 1729. .1953, 1791. .1952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9649 

20595 

22951 

OJ990730_07. 0228 .C27.o4 .ts 

1957 

none 



Seq. ID OJ990730_07.0228.C27 
Strand 

End 24232 

Method TBLASTX : Soybean 

End 2335 

Score 78 



1957.. 2052, 2092.. 2166, 2213.. 2335 



10137 



Seq. No. 


9649 








Gene No. 


20595 








Start 


22951 








Name 


OJ990730 07, 


. 0228 


,C27.o5. 


,tw 


Start 


1957 








GI 


none 








Exons 


1957 . .2184, 


1962 


. .2174, 


2180 


Seq. No. 


9649 








Gene No. 


20595 








Start 


22951 








Name 


OJ990730__07 , 


. 0228 


.C27 . o9. 


tw 


Start 


2396 








GI 


none 








Exons 


2396 . . 2530, 


2399 


. . 2539, 


2406 


Seq. No. 


9649 








Gene No. 


20595 








Start 


22951 








Name 


OJ990730 07, 


. 0228 


.C27.o2. 


tm 


Start 


2693 








GI 


none 








Exons 


2693. .3016, 


2713 


. .3003, 


3008 


Seq. No. 


9649 








Gene No. 


20595 








Start 


22951 








Name 


OJ990730 07, 


. 0228 


,C27 ,o4 . 


tw 


Start 


2698 








GI 


none 








Exons 


2698 . . 3009, 


2699 


. . 3085, 


2900 


Seq. No. 


9649 








Gene No. 


20595 








Start 


22951 








Name 


OJ990730_07 . 


. 0228 


.C27 .o3. 


tw 


Start 


3200 








GI 


none 








Exons 


3200 . . 3691, 


3220 


. .3288, 


3355 


Seq. No. 


9649 








Gene No. 


20595 








Start 


22951 








Name 


OJ990730 07. 


, 0228 


.C27 . 08 . 


tm 


Start 


3521 








GI 


none 








Exons 


3521 . . 3694, 


3619 


. . 3693, 


3673 


Seq. No. 


9649 








Gene No. 


20595 








Start 


22951 








Name 


OJ990730 07. 


,0228 


.C27.o7. 


tw 


Start 


6081 








GI 


none 








Exons 


6081. . 6398 









OJ990730_07.0228.C27 
24232 

TBLASTX: Wheat 
2382 
222 

2380, 2188.. 2382 

OJ990730 07.0228.C27 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



24232 

TBLASTX: Wheat 

2695 

123 



,2543, 2597. .2695 

OJ990730 07.0228.C27 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3055 

Seq. ID 
Strand 
End 

Method 
End 
Score 



24232 

TBLASTX: Maize 

3055 

414 



OJ990730_07.0228.C27 
24232 

TBLASTX: Wheat 
3087 
390 

3085, 3040.. 3087 

OJ990730 07.0228.C27 



Seq. ID 
Strand 
End 

Method 

End 

Score 



24232 

TBLASTX: Wheat 

3796 

374 



3462, 3677.. 3796 

OJ990730 07.0228.C27 



Seq. ID 
Strand 
End 

Method 

End 

Score 



24232 

TBLASTX: Maize 

3775 

161 



3774, 3674. .3775 

OJ990730 07.0228.C27 



Seq. ID 
Strand 
End 

Method 

End 

Score 



24232 

TBLASTX: Wheat 

6398 

212 



10138 



Seq. No. 


9649 








Seq. 


ID OJ990730 


_07 . 0228 


Gene No. 


20595 








Strand 






Start 


22951 








End 


24232 




Name 


OJ990730 07.0228.C27 


.ol . tc 


Method TBLASTX: 


Cress 


Start 


11922 








End 


22135 




GI 


none 








Score 


87 






Exons 


11922 . 


. 12038, 


11926 . 


. 12042, 


13371 . . 


13430, 


13381 


. . 13440, 




13553. 


.13621, 


13676. 


. 13753, 


14770. . 


14925, 


14787 


. . 14924 , 




15151. 


.15315, 


15982. 


. 16074, 


16026. . 


16202, 


16027 


. . 16221, 




16102. 


t a o o i 
. 16221 , 


1 f "3 f\ C 


. 16376, 


16326 . . 


16385, 


17188 


. . 17250, 




17968 . 


. 18075 , 


17968 . 


. 18060, 


18067. . 


18225, 


18093 


. . 18227, 




18094 . 


. 18231 , 


188 63 . 


.19123, 


18885. . 


19121, 


18886 


. . 19122, 




19214 . 


.19348, 


19215. 


.19328, 


19365. . 


19496, 


19415 


. . 19495, 




19571. 


.19681, 


19573. 


. 19614 , 


19643. . 


19747, 


19681 


. .1974 6, 




20434. 


.20625, 


20434. 


. 20613, 


20592. . 


20639, 


20754 


. . 20873, 




20763. 


.20879, 


21228. 


.21311, 


21229. . 


21312, 


21405 


. . 21554 , 




21406. 


.21540, 


21812. 


. 21997 , 


21816. . 


21998, 


21817 


. . 22002, 




21817. 


.22002, 


22085. 


. 22135, 


22087. . 


22119 






Seq. No. 


9649 








Seq. 


ID OJ990730 


JD7 . 0228 


Gene No. 


20595 








Strand 






Start 


22951 








End 


24232 




Name 


OJ990730 07.0228.C27 


.o3. tm 


Method TBLASTX : I 


^laize 


Start 


15157 








End 


18102 




GI 


none 








Score 


210 




Exons 


15157. 


.15315, 


15159. 


.15314, 


16019. . 


16216, 


16025 


. .16210, 




16026. 


.16220, 


16027. 


.16221, 


16317. . 


16484, 


16326 


. . 16487, 




17196. 


. 17246, 


17967. 


.18101, 


17967. . 


18101, 


17968 


. . 18102 



Seq. No. 9649 Seq. ID 

Gene No. 20595 Strand 

Start 22951 End 

Name OJ990730_07 . 0228 . C27 . ol . tm Method 

Start 18881 End 

GI none Score 

Exons 18881. .19117, 1888 1 .. 19117 , 

19214. .19348, 192 15 .. 19328 , 
19419. .19502, 19571. .19744, 
19580. .19744, 19584 .. 19772 , 



OJ990730_07 .0228.C2 7 
24232 

TBLASTX: Maize 
20572 
216 

1888 3. .19131, 18885. .19121, 
19365. .194 96, 19397. .19495, 
19578. .197 36, 19579. .1974 6, 
20428. .20568, 20438.. 20572 



Seq. No. 9649 
Gene No. 20595 
Start 22951 

Name OJ990730_07 . 0228 . C27 . o2 . ts 

Start 18888 
GI none 
Exons 18888. 

19214 . 

19419. 

19649. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990730 07.0228.C27 



,19079, 18902. .19078, 19071. 

,19348, 19215. .19328, ;19374 . 

,19502, 19571. .19681, "19579. 
, 19735 



24232 

TBLASTX: Soybean 
19735 
301 

19121, 19085. . 19123, 
19496, 19397. . 19495, 
19614, 19625. .19732, 



Seq. No. 9649 Seq. ID 

Gene No. 20595 Strand 

Start 22951 End 

Name OJ990730_07 . 0228 . C27 . o5 . tm Method 

Start 21291 End 

GI none Score 



OJ990730_07.0228.C27 
24232 

TBLASTX: Maize 

22144 

85 



10139 




Exons 


21291. .21317, 21411. 


. 21452, 


21441. .21554, 21456 .. 21542, 




21457. .21543, 21813. 


.21998, 


21814. .22002, 22085 .. 2214 4 , 




22085. .22129 








Seq. No. 


9649 




Seq. ID 


OJ990730_07.0228.C27 


Gene No. 


20595 




Strand 




Start 


22951 




End 


24232 


Name 


OJ990730_07 . 0228 .C27 


. 06 . gs 


Method 


GENSCAN 


Start 


22951 




End 


24232 


GI 


none 




Score 


.81 


Exons 


22951. .23320, 23648. 


23801, 


24199. .24232 


Seq. No. 


9649 




Seq. ID 


OJ990730_07 . 0228 . C27 


Gene No. 


20595 




Strand 




Start 


22951 




End 


24232 


Name 


OJ990730_07.0228.C27 


o3.gp 


Method 


AAT/GAP 


Start 


22963 




End 


23934 


GI 


10616 1.R1084 




Score 


1705 


Exons 


22963 . .23473, 23511 . 


23934 






GI Descrip. 


' 504 24 35 /gb | AAD38274 


1 |AC006193_30 3.0 


e-84 (AC006193) Unknown 




protein [Arabidopsis 


thaliana] 1 




Seq. No. 


964 9 




Seq. ID 


OJ990730_07.0228.C27 


Gene No. 


20595 




Strand 




Start 


22951 




End 


24232 


Name 


OJ990730 07.0228.C27 


o5 .np 


Method 


AAT/NAP 


Start 


23014 




End 


23841 


GI 


5042435 




Score 


732 


Exons 


23014. .23475, 23515. 


23841 






GI Descrip. 


(AC006193) Unknown protein 


[Arabidopsi 


s thaliana] 


Seq. No. 


9649 




Seq. ID 


OJ990730 07.0228.C27 . 


Gene No . 


20595 




Strand 




Start 


22951 




End 


24232 


Name 


OJ990730 07.0228.C27 


ol. ts 


Method 


TBLASTX : Soybean 


Start 


23185 




End 


23790 


GI 


none 




Score 


95 


Exons 


23185. .23295, 23186. 


23308, 


23302. .234 


63, 23303. .23425, 




23531. .23758, 23533. 


23790 






Seq. No. 


9649 




Seq. ID 


OJ990730_07.0228.C27 


Gene No. 


20595 




Strand 




Start 


22951 




End 


24232 


Name 


OJ990730 07.0228.C27 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


23560 




End 


23836 


GI 


none 




Score 


260 


Exons 


23560. .23781, 23561. 


23836 






Seq. No. 


9650 .. 




Seq. ID 


OJ990730_07.0228.C28 


Gene No. 


20596 




Strand 


+ 


Start 


768 




End 


2599 


Name 


OJ990730 07.0228.C28 


ol . gs * 


Method 


GENSCAN 


Start 


768 




End 


2599 


GI 


none 




Score 


.72 


Exons 


768. .889, 1882. . 1935, 


2079. 


.2212, 2478 


. .2599 



Seq. No. 9650 Seq. ID OJ990730_07 . 0228 . C28 



10140 






Gene No. 


20597 


Strand 


+ 




Start 


3079 


End 


4492 




Name 


OJ990730 07.0228.C28.ol.np 


Method 


AAT/NAP 




Start 


3079 


End 


4492 




GI 


119714 


Score 


108 




Exons 


3079. .3733, 4425. .4492 








GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL 


HYDROXYPROLINE-RICH GLYCOPROTEI1 






gi I 82169 I pir M S06733 hydroxyproline-rich glycoprotein precurs* 






- common tobacco gi | 1 9867 | emb | CAA32090 | 


(X13885) extensin (AA 






1-620) [Nicotiana tabacum] 








Seq. No. 


9650 


Seq. ID 


OJ990730_07.0228.C28 




Gene No. 


20598 


Strand 






Start 


324 0 


End 


4482 




Name 


OJ990730 07 . 0228 . C28 . o2 . gs 


Method 


GENSCAN 




Start 


3240 


• End 


4482 




GI 


none 


Score 


. 92 




Exons 


3240. .3440, 3446. .3784, 4126. 


.4192, 4334. .4482 




Seq. No. 


9650 


Seq. ID 


OJ990730_07.0228.C28 




Gene No. 


20599 


Strand 






Start 


6240 


End 


7075 




Name 


GJ990730 07.0228.C28.o3.gs 


Method 


GENSCAN 


, „. 

1 J 


Start 


6240 


End 


7075 


;=! ' 


GI 


none 


Score 


.76 


Tj 


Exons 


6240. .6352, 7039. .7075 








Seq. No. 


9651 


Seq. ID 


OJ990730_07.0228.C29 


a i 


Gene No. 


20600 


Strand 




\\ 


Start 


130 


End 


1530 


■ =? 


Name 


OJ990730 07.0228.C29.ol.gs 


Method 


GENSCAN 


LI 


Start 


130 


End 


1530 




GI 


none 


Score 


.56 




Exons 


130. .938, 973. .1260, 1385. .1530 




*l 


Seq. No. 


9651 


Seq. ID 


OJ990730_07.0228.C29 




Gene No. 


20600 


Strand 






Start 


130 


End 


1530 


-I 


Name 


OJ990730 07.0228.C29.ol.np 


Method 


AAT/NAP 




Start 


303 


End 


1246 


c i 
s? 


GI 


100248 


Score 


90 




Exons 


303. .778, 1083. .1246 








GI Descrip. 


proline-rich protein - tomato 


gi | 19521 | 


emb|CAA4 0361 | (X5707 6) 






proline rich protein [Lycopersicon esculentum] 




Seq. No. 


9652 


Seq. ID 


OJ990730_07.0228.C30 




Gene No. 


20601 


Strand 


+ 




Start 


1 


End 


540 




Name 


OJ990730 07.0228.C30.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


244 




GI 


2809253 


Score 


107 




Exons 


1. .244 








GI Descrip. 


(AC002560) F21B7.22 [Arabidopsis thaliana] 




Seq. No. 


9652 


Seq. ID 


OJ990730_07 . 0228 . C30 




Gene No. 


20601 


Strand 


+ 




Start 


1 


End 


540 



10141 



Name 


OJ990730 07.0228.C30.ol.gs 




Method 


GENSCAN 


Start 


61 




End 


540 


GI 


none 




Score 


. 94 


Exons 


61 . .540 








Seq. No. 


9653 




Seq. ID 


OJ990730 07.0228.C31 


Gene No. 


20602 




Strand 




Start 


273 




End 


657 


Name 


OJ990730_07 .0228 .C31.ol.gs 




Method 


GENSCAN 


Start 


273 




End 


657 


GI 


none 




Score 


. 55 


Exons 


273 . .431, 532 . . 657 








Seq. No. 


9654 




Seq. ID 


OJ990730_07 . 0228 .C32 


Gene No. 


20603 




Strand 


+ 


Start 


51 




End 


4013 


Name 


OJ990730 07.0228.C32.ol.gs 




Method 


GENSCAN 


Start 


51 




End 


4013 


GI 


none 




Score 


.67 


Exons 


51. .137, 142. .334, 443. .699, 


871. .1008 


, 1041. .1248, 1291. .1386, 




1492. .1729, 1815. .1925, 2016. 


.2045, 2173. .2263, 2349. .2516, 




3312. .4013 








U Seq. No. 


9654 




Seq. ID 


OJ990730_07.0228.C32 


\A Gene No. 


20603 




Strand 


+ 


?f\ Start 


51 




End 


4013 


Name 


OJ990730 07.0228.C32.ol.gp 




Method 


AAT/GAP 


;.;! Start 


1085 




End 


1630 


U GI 


LIB34 31-004 -P1-K1-F8 




Score 


818 


Exons 


1085. .1399, 1478. .1630 








Q GI Descrip. 


' 30804 39/emb|CAA1875 6.1 | 2. 


.0e 


-14 (AL022605) putative protein 




[Arabidopsis thaliana] 1 








;; si Seq. No. 


9654 




Seq. ID 


OJ990730_07.0228.C32 


Gene No. 


20604 




Strand 




Start 


1857 




End 


4096 


\Uz Name 


OJ990730 07.0228.C32.ol.np 




Method 


AAT/NAP 


: 5 I Start 


1857 




End 


4096 


GI 


5091617 




Score 


478 


Exons 


1857. .1946, 3286. .4096 








GI Descrip. 


(AC007454) Contains similarity to gi | 4 


79356 protein kinase PK1 




from Zea mays, is a member 


of 


the PF| 00954 S-locus glycoprotein 




family and contains a PF 100069 Eukaryotic protein kinase domain 




[Arabidopsis thaliana] 








Seq. No. 


9654 




Seq. ID 


OJ990730_07.0228.C32 


Gene No. 


20604 




Strand 




Start 


1857 




End 


4096 


Name 


OJ990730 07.0228.C32.ol.tc 




Method 


TBLASTX: Cress 


Start 


3367 




End 


3686 


GI 


none 




Score 


91 


Exons 


3367.. 3507, 3369.. 3518, 3528. 


.3686, 3529.. 3678 


Seq. No. 


9654 




Seq. ID 


OJ990730_07 .0228.C32 


Gene No. 


20604 




Strand 




Start 


1857 




End 


4096 


Name 


OJ990730 07.0228.C32.ol.tw 




Method 


TBLASTX: Wheat 



10142 




Start 


3369 








End ' 


3669 




GI 


none 








Score 


69 




Exons 


3369. . 3668, 


3397 


. . 3504, 


3535. 


.3669 






Seq. No. 


9654 








Seq. ID 


OJ990730JD7 .0228, 


.C32 


Gene No . 


20604 








Strand 






Start 


1857 








End 


4096 




Name 


OJ990730 07 


. 0228 


.C32 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3392 








End 


3639 




GI 


none 








Score 


72 




Exons 


3392. .3451, 


3393 


. .3530, 


3394 . 


.3537, 3457. .3594, 3522. .3608, 




3528 . . 3638, 


3529 


. .3639 










Seq. No. 


9654 








Seq. ID 


OJ990730_07 . 0228 - 


.C32 


Gene No. 


20604 








Strand 


— 




Start 


1857 








End 


4096 




Name 


OJ990730 07 


.0228 


,C32.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3394 








End 


3686 




GI 


none 








Score 


99 




Exons 


3394 . . 3486, 


3396 


. . 3686, 


3553. 


.3684 






Seq. No. 


9655 








Seq. ID 


OJ990730_07 .0228 - 


.C33 


Gene No. 


20605 








Strand 


— 




Start 


1034 








End 


2927 




Name 


OJ990730 07 


.0228 


.C33.ol 


.gs 


Method 


GENS CAN 




Start 


1034 








End 


2927 




GI 


none 








Score 


. 66 




Exons 


1034 . . 1750, 


2665 


. .2769, 


2922. 


.2927 






Seq. No. 


9656 








Seq. ID 


OJ990730_07 . 0228 , 


.C34 


Gene No. 


20606 








Strand 


+ 




Start 


690 








End 


1414 




Name 


OJ990730 07 


.0228 


.C34 .ol 


. gs 


Method 


GENSCAN 




Start 


690 








End 


1414 




GI 


none 








Score 


. 61 




Exons 


690.. 822, 1392.. 


1414 










Seq. No. 


9656 








Seq. ID 


OJ990730_07 . 0228 , 


.C34 


Gene No. 


20607 








Strand 


+ 




Start 


5659 








End 


6876 




Name 


OJ990730 07 


.0228 


.C34 .o3 


. gs 


Method 


GENSCAN 




Start 


5659 








End 


6876 




GI 


none 








Score 


.48 




Exons 


5659. . 6876 














Seq. No. 


9656 








Seq. ID 


OJ990730_07.0228, 


.C34 


Gene No . 


20608 








Strand 






Start 


1 








End 


8171 




Name 


OJ990730 07 


.0228 


.C34 .o2 


.np 


Method 


AAT/NAP 




Start 


1 








End 


4870 




GI 


5852175 








Score 


52 




Exons 


1..28, 4062 


..4095, 4736 


. .4870 








GI Descrip. 


(AL117265) 


zhb0005.1 [Oryza sativa] 






Seq. No. 


9656 








Seq. ID 


OJ990730_07.0228, 


.C34 


Gene No . 


20608 








Strand 






Start 


1 








End 


8171 





10143 



Name OJ990730_07 . 0228 . C34 . ol . np Method AAT/NAP 

Start 3327 End 8171 

GI 6539553 Score 804 

Exons 3327.. 3935, 8094.. 8171 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9656 

20609 

8254 

OJ990730_07, 

3455 

none 

3455. .3838, 
3854 . .3928, 



0228.C34.ol.tw 



3459. 
3854. 



,3566, 
,3928 



3486, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3839, 



OJ990730 07.0228.C34 



8953 

TBLASTX: Wheat 
3928 
120 

3488. .3838, 3654. .3839, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9656 Seq. ID 

20609 Strand 
8254 End 
OJ990730_07 .0228 .C34 .o4 . gs Method 
8254 End 
none Score 
8254. .8361, 8804. .8953 

9657 Seq. ID 

20610 Strand 
897 End 
OJ9907 30_07 . 0228 . C35 . ol . gs Method 
8 97 End 
none Score 
897. .942, 1410. .1495 

9657 Seq. ID 

20611 Strand 
1434 End 
OJ990730_07 . 0228 . C35 . o2 . np Method 
1434 End 
6721516 Score 



OJ990730_07.0228.C34 

8953 
GENSCAN 
8953 
.63 



OJ990730_07.0228.C35 
+ 

1495 
GENSCAN 
1495 
.43 



OJ990730_07.0228.C35 
+ 

5482 
AAT/NAP 
5482 
583 



1434. .1468, 3157. .3397, 3812. .4126, 5453. .5482 
(AP001072) hypothetical protein [Oryza sativa] 



9657 , Seq. ID 

20612 Strand 

1824 End 
OJ990730_07 . 0228 . C35 . o2 . gs Method 

1824 End 

none Score 

1824. .2327, 3953. .4000 

9657 Seq. ID 

20612 Strand 

1824 End 
OJ990730_07 . 0228 . C35 . ol . np Method 

1842 End 

4490739 Score 



OJ990730_07.0228.C35 

4000 
GENSCAN 
4000 
.75 



OJ990730_07.0228.C35 

4000 
AAT/NAP 
2416 
340 



10144 




Exons 


1842 . . 2036, 


2064 


. .2416 










GI Descrip. 


(AL035708) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9657 








Seq. ID 


OJ990730_07.0228 


.C35 


Gene No. 


20612 








Strand 


- 




Start 


1824 








End 


4000 




Name 


OJ990730 07 


.0228 


.C35.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2103 








End 


2419 




GI 


none 








Score 


147 




Exons 


2103 . .2333, 


2113 


. .2316, 


2354 


. .2419 






Seq. No. 


9657 








Seq. ID 


OJ990730_07.0228 


.C35 


Gene No. 


20612 








Strand 






Start 


1824 








End 


4000 




Name 


OJ990730_07 


.0228 


.C35.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2109 








End 


2428 




GI 


none 








Score 


295 




Exons 


2109 . . 2333, 


2113 


. .2343, 


2278 


..2340, 23 


43. .2420, 2354 . .2428, 




2355 . .2420 














Seq. No. 


9658 








Seq. ID 


OJ990730_07.0228 


C36 


Gene No. 


20613 








Strand 






Start 


12 








End 


5945 




Name 


OJ990730 07 


.0228 


.C36.ol 


.gs 


Method 


GENSCAN 




Start 


12 








End 


5860 




GI 


none 








Score 


.72 




Exons 


12. .169, 239. .755, 1022 


..1210, 3127. .3317, 3342. .3463, 






3883. .4866, 


4889 


. .5269, 


5453 


..5599, 5858. .5860 ■ 




Seq. No. 


9658 








Seq. ID 


OJ990730_07.0228 


C36 


Gene No. 


20613 








Strand 






Start 


12 








End 


5945 




Name 


OJ990730 07 


.0228 


.C36.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2401 








End 


3103 




GI 


none 








Score 


115 




Exons 


2401. .2697, 


2443 


. .2523, 


2526 


..2693, 2684. .3103, 2706. .3101 


Seq. No. 


9658 








Seq. ID 


OJ990730_07.0228 


C36 


Gene No. 


20613 








Strand 






Start 


12 








End 


5945 




Name 


OJ990730 07 


.0228 


.C36.ol 


.np 


Method 


AAT/NAP 




Start 


2437 








End 


5542 




GI 


4416302 








Score 


3292 




Exons 


2437. .5542 














GI Descrip. 


(AF105716) 


copia 


-type pol polyprotein 


[Zea mays] 




Seq. No. 


9658 








Seq. ID 


OJ990730_07.0228 


C36 


Gene No. 


20613 








Strand 






Start 


12 








End 


5945 




Name 


OJ990730 07 


.0228 


.C36.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


2493 








End 


3094 




GI 


none 








Score 


55 




Exons 


2493. .2687, 


2494 


. .2679, 


2711 


..3094, 2718. .3089 




Seq. No. 


9658 








Seq. ID 


OJ990730_07.0228. 


C36 


Gene No. 


20613 








Strand 






Start 


12 








End 


5945 





10145 






Name 


OJ990730 07 


. 0228 


. C36 . o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


2858 










End 


3289 






GI 


none 










Score 


102 






Exons 


2858. 


.3115, 


31z8 


. . 3zo 9 












Seq. No. 


9658 










Seq. ID 


OJ990730 07.0228 


.C36 




Gene No. 


20613 










Strand 


- 






Start 


12 










End 


594 5 






Name 


OJ990730 07 


r\ 0 0 0 

. 0228 


. C36 . o7 


. tm 


Method 


TBLASTX : Mai ze 






Start 


3104 










End 


3296 






GI 


none 










Score 


196 






Exons 


3104. 


.3295, 


3105 


. .3296 












Seq. No. 


9658 










Seq. ID 


OJ990730 07.0228 


.C36 




Gene No. 


20613 










Strand 


- 






Start 


12 










End 


594 5 






Name 


OJ990730 07 


. 0228 


. C36 . o3 


. tm 


Method 


TBLASTX : Mai ze 






Start 


3338 










End 


3805 






GI 


none 










Score 


143 






Exons 


3338. 


3652, 


3341 


. . 3805 , 


3345 . 


.3803, 36 


36 . . 3805 






Seq. No. 


9658 










Seq. ID 


OJ990730_07.0228 


.C36 




Gene No. 


20613 










Strand 








Start 


12 










End 


5945 






Name 


OJ990730 07 


.0228 


,C36.ol 


. ts 


Method 


TBLASTX: Soybean 




i!fi* 


Start 


3465 










End 


4077 




ru 


GI 


5509260 








Score 


310 






Exons 


3465. 


3836, 


3465 


. . 3728, 


3470 . 


.3868, 3473. .3868, 3856. .4077, 






3865. 


4071 














i :! 


GI Descrip. 


















*3 =? 

; L: 


Seq. No. 


9658 










Seq. ID 


OJ990730_07.0228 


.C36 




Gene No. 


20613 










Strand 








Start 


12 










End 


5945 






Name 


OJ990730 07 


0228 


. C36 . ol 


. tw 


Method 


TBLASTX: Wheat 




' ^ i 


Start 


3473 










End 


3948 




\: si 


GI 


none 










Score 


92 






Exons 


3473. 


3649, 


3479 


. . 3826, 


3480 . 


.3818, 34* 


33. .3836, 3692. .31 


320, 






3865. 


3948 














□ 


Seq. No. 


9658 










Seq. ID 


OJ990730_07.0228 


C36 




Gene No. 


20613 










Strand 








Start 


12 










End 


5945 






Name 


OJ990730 07 


0228 


. C36 . o5 


. tm 


Method 


TBLASTX : Maize 






Start 


3806 










End 


4107 






GI 


none 










Score 


44 






Exons 


3806. . 


3856, 


3806 


. .3856, 


38 68 . 


.4107, 3869. .4072 






Seq. No. 


9658 










Seq. ID 


OJ990730_07.0228 


C36 




Gene No. 


20613 










Strand 








Start 


12 










End 


5945 






Name 


OJ990730 07 


0228 


.C36.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


4164 










End 


4954 






GI 


none 










Score 


393 






Exons 


4164. . 


4220, 


4263 


. .4709, 


4264 . 


.4881, 4304. .4882, 4870. .4947, 



4883. .4954 



10146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9658 

20613 

12 

OJ990730J37 , 

4293 

none 

4293. .4436, 



0228 .C36.o5.tw 



Seq. ID OJ990730_07.0228.C36 
Strand 

End 5945 

Method TBLASTX : Wheat 

End 4530 

Score 61 



4300. .4446, 4304. .4438, 4453. .4530 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9658 

20613 

12 

OJ990730_07. 

4315 

none 

4315. .4731 



0228.C36.ol.tc 



Seq. ID OJ990730_07.0228.C36 
Strand 

End 5945 

Method TBLASTX : Cress 

End 4731 

Score 206 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9658 

20613 

12 

OJ990730_07. 

4363 

none 

4363. .4773, 



0228.C36.o3.ts 



4364. .4516, 4565. 



Seq. ID OJ990730_07.0228.C36 
Strand 

End 5945 

Method TBLASTX : Soybean 

End 4773 

Score 52 
.4744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9658 

20613 

12 

OJ990730_07, 

4615 

none 

4615. .4941, 



Seq. ID OJ990730_07.0228.C36 
Strand _ 

End 5945 

Method TBLASTX : Wheat 

End 5189 

Score 140 
4624. .4869, 4886. .4903, 4943. .5188, 4959. .5189 



0228.C36.o2.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9658 

20613 

12 

OJ990730_07, 

4959 

none 

4959. .5231, 
5222. .5350 



0228 .C36.o4 . tm 



4961.. 5227, 5010. 



Seq. ID OJ990730JD7 .0228.C36 
Strand 

End 5945 

Method TBLASTX: Maize 

End 5351 

Score 152 

.5231, 5026. .5232, 5220. .5351, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9658 

20613 

12 

OJ990730_07, 

5261 

none 

5261. .5578, 



0228.C36.o4.tw 



5343. .5564 



Seq. ID OJ990730_07.0228.C36 
Strand 

End 5945 

Method TBLASTX : Wheat 

End 5578 

Score 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9658 

20613 

12 

OJ990730_07 , 

5354 

none 

5354. .5593, 



Seq. ID OJ990730_07.0228.C36 
Strand 

End 5945 

Method TBLASTX : Mai ze 

End 5714 

Score 7 8 

5361. .5489, 5517. .5585, 5622. .5705, 5622. .5714 



0228 .C36.o6. tm 



10147 



Seq. No. 


9658 






Seq. ID 


OJ990730 


07 


. 0228 , 


.C36 


Gene No. 


20613 






Strand 










Start 


12 






End 


5945 








Name 


OJ990730_07 


. 0228 ,C36.o2 


.np 


Method 


AAT/NAP 








Start 


5613 






End 


5945 








GI 


4416301 






Score 


79 








Exons 


5613. . 5782, 


5915. . 5945 














GI Descrip. 


(AF105716) 


gag protein 


[ Zea 


mays] 










Seq. No. 


9659 






Seq. ID 


OJ990730 


07 


. 0228 . 


. C37 


Gene No. 


20614 






Strand 


+ 








Start 


22 






End 


768 








Name 


OJ990730 07 


.0228.C37.ol 


.gs 


Method 


GENSCAN 








Start 


22 






End 


768 








GI 


none 






Score 


.42 








Exons 


22. .37, 507 


..571, 670.. 


768 













Seq. No. 9660 

Gene No. 20615 

Start 4605 

Name OJ990730_07 . 0228 . C38 . o3 . gs 

Start 4605 

GI none 

Exons 4605.. 4655, 527'3. . 54 94 , 5502, 
7590. .7679, 8426. .8490, 8586. 



OJ990730_07.0228.C38 
+ 

10586 

GENSCAN 

10586 



Seq. ID 
Strand 
End 

Method 
End 
Score . 8 

.5657, 6747. .6975, 7146. .7261, 
.8747, 10273. . 10357, 10479. .10586 



Seq. No. 9660 

Gene No. 20615 

Start 4605 

Name OJ9907 30_07 . 0228 . C38 . o3 . np 

Start 6933 

GI 3702368 

Exons 6933. .7050, 7146.. 7261, 7590. 

9186. .9264, 9354. .9431, 10167 

GI Descrip. 



Seq. ID OJ990730_07.0228.C38 
Strand + 
End 10586 
Method AAT/NAP 
End 10583 
Score 764 

7679, 8426. .8493, 8589. .8747, 
.10241, 10322. . 10357, 10479. .10583 
(AJ001855) alpha subunit of F-actin capping protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9660 Seq. ID 

20616 Strand 

1050 End 

OJ990730_07 . 0228 . C38 . ol . np Method 

1050 End 

1091678 Score 
1050. .3269 

activator-like transposable element [Pennisetum glaucum] 



OJ990730_07.0228.C38 

3269 
AAT/NAP 
3269 
1879 



9660 Seq. ID OJ990730_07 . 0228 . C38 

20617 Strand 

3928 End 4149 

OJ990730_07 . 0228 . C38 . o2 . np Method AAT/NAP 

3928 End 4149 

5295951 Score 153 

3928. .4149 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds . (U23857) [Oryza sativa] 



Seq. No. 



9660 



Seq. ID OJ990730_07.0228.C38 



10148 



Gene No. 20618 Strand 

Start 10769 End 

Name OJ990730_07 . 0228 . C38 . o5 . ts Method 

Start 1178 End 

GI none Score 

Exons . 1178.. 1411, 1215.. 1352 



14448 

TBLASTX : Soybean 

1411 

83 



Seq. No.' 


9660 








Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 








Strand 




Start 


10769 








End 


14448 


Name -A- 


OJ990730 07 


.0228. 


C38.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


1194 








End 


2666 


GI 


none 








Score 


200 


Exons 


1194 . .1475, 


1196 . 


.1489, 


1200 . 


.1472, 1583. .1828, 1601. .1828, 




1820 . . 2320, 


1848 . 


. 2321, 


1869. 


.2321, 2155. .2322, 2340. .2378, 




2359 . .2607, 


2366. 


. 2605, 


2367 . 


.2606, 2607. .2666 


Seq. No. 


9660 








Seq. ID 


OJ9907 30_07 . 0228 .C38 


Gene No. 


20618 








Strand 




Start 


10769 








End 


14448 


Name 


OJ990730_07 


. 0228 . 


C38.o3, 


. ts 


Method 


TBLASTX : Soybean 


Start 


1586 








End 


2008 


GI 


none 








Score 


51 


Exons 


1586. .1837, 


1703 . 


. 1801, 


1820. 


.2008, IE 


141. . 1987 


Seq. No. 


9660 








Seq. ID 


OJ9907 30_07 . 0228 . C38 


Gene No . 


20618 








Strand 




Start 


10769 








End 


14448 


Name 


OJ990730_07 


. 0228 . 


C38 .ol . 


. tw 


Method 


TBLASTX: Wheat 


Start 


2021 








End 


2299 


GI 


none 








Score 


199 


Exons 


2021 . . 2299 












Seq. No. 


9660 








Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 








Strand 




Start 


10769 








End 


14448 


Name 


OJ990730 07 


. 0228 . 


C38 . o4 , 


. ts 


Method 


TBLASTX: Soybean 


Start 


2403 








End 


2801 


GI 


none 








Score 


101 


Exons 


2403. .2798, 


2412 . 


.2801 








Seq. No. 


9660 








Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 








Strand 




Start 


10769 








End 


14448 


Name 


OJ990730 07 


.0228. 


C38 .o4 . 


. tm 


Method 


TBLASTX: Maize 


Start 


2667 








End 


2870 


GI 


none 








Score 


171 


Exons 


2667. .2870, 


2677. 


.2850, 


2682. 


.2864 




Seq. No. 


9660 








Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 








Strand 




Start 


10769 








End 


14448 


Name 


OJ990730 07 


.0228. 


C38.o2. 


. tc 


Method 


TBLASTX: Cress 


Start 


6977 








End 


10601 


GI 


none 








Score 


94 


Exons 


6977. .7045, 


6978. 


.7049, 


7145. 


.7264, 7566. .7679, 7590. .7682, 




8429. .8494, 


8579. 


.8680, 


8580. 


.8687, 8580. .8759, 8584. .8745, 



10149 



9163. .9267, 9186. .9266, 9351. .9431, 9353. .9427, 10158 .. 1024 4 , 
10476. .10601, 10478. .10585 



Seq. No. 


9660 


Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 


Strand 




Start 


10769 


End 


14448 


Name 


OJ990730 07.0228.C38.o2.ts 


Method 


TBLASTX : Soybean 


Start 


6978 


End 


10588 


GI 


none 


Score 


83 


Exons 


6978.. 7049, 6983.. 7045, 7145 


..7264, 7590. .7682, 7607. .7681, 




8429. .8491, 8584. .8745, 8592 


..8768, 9186. .9266, 9187. .9267, 




9351. .9431, 9353. .9421, 10158 .. 1024 1 , 


10169. .10207, 




10306. .10359, 10319.. 10357, 


1047 6. .1058 6, 104 78. .10588 


Seq. No. 


9660 


Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 


Strand 




Start 


10769 


End 


14448 


Name 


OJ990730 07.0228.C38.o3.tm 


Method 


TBLASTX : Maize 


Start 


6981 


End 


8759 


GI 


none 


Score 


118 


Exons 


6981.. 7049, 6983.. 7045, 7145 


..7264, 7201. .7269, 7587. .7679, 




7590.. 7679, 7597.. 7680, 8424 


..8504, 8429. .8491, 8579. .8683, 




8580. .8759, 8584. .8745 






Seq. No. 


9660 


Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 


Strand 




Start 


10769 


End 


14448 


Name 


OJ990730 07.0228.C38.o4.np 


Method 


AAT/NAP 


Start 


10769 


End 


13474 


GI 


: 5734733 


Score 


541 


Exons 


107 69. .108 99, 117 98 .. 124 18 , 


13429. . 13474 


GI Descrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


9660 


Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 


Strand 




Start 


10769 


End 


14448 


Name 


OJ990730 07.0228.C38.o4.gs 


Method 


GENSCAN 


Start 


11775 


End 


14448 


GI 


none 


Score 


.74 


Exons 


11775. .124 7 9, 124 8 9 . . 13129, 


14322. . 14448 


Seq. No. 


9660 


Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 


Strand 




Start 


10769 


End 


14448 


Name 


OJ990730 07.0228.C38.o3.tc 


Method 


TBLASTX: Cress 


Start 


11799 


End 


12039 


GI 


none 


Score 


101 


Exons 


11799. . 11894, 11928. .12038, 


11929. .12039 


Seq. No. 


9660 


Seq. ID 


OJ990730_07.0228.C38 


Gene No. 


20618 


Strand 




Start 


10769 


End 


14448 


Name 


OJ990730 07.0228.C38.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11928 


End 


12521 


GI 


none 


Score 


119 


Exons 


11928. .11981, 11997. . 12131, 


12022. .12165, 12222. .12521 



10150 




Seq. No. 9660 

Gene No. 20618 

Start 10769 

Name OJ9907 30_07 . 0228 . C38 . o2 

Start 11928 

GI none 

Exons 11928. .11981, 11997.. 12 
12382. .12480, 12534. .12 




Seq. ID OJ990730_07.0228.C38 
Strand 

End 14448 
.tm Method TBLASTX : Maize 

End 12698 

Score 113 
131, 12022. .12132, 12222 .. 12530, 
698, 12544.. 12636 



Seq. No. 9660 

Gene No. 20618 

Start 10769 

Name OJ9907 30_07 . 0228 . C38 . ol . tc 

Start 12279 

GI none 

Exons 12279. .12620, 12382 .. 12486, 12639.. 12719 



Seq. ID OJ990730_07.0228.C38 



Strand 
End 

Method 

End 

Score 



14448 

TBLASTX: Cress 
12719 
95 



Seq. No. 


9661 


Seq. ID 


OJ990730_07.0228.C39 


Gene No. 


20619 


Strand 


+ 


Start 


117 


End 


1599 


Name 


OJ990730 07.0228.C39.ol.gs 


Method 


GEN SCAN 


Start 


117 


End 


1599 


,«« GI 


none 


Score 


. 68 


! «=' Exons 
• s \ 


117. .253, 1446. .1599 






if| Seq. No. 


9661 


Seq. ID 


OJ990730_07.0228.C39 


pii Gene No. 


20620 


Strand 


+ 


; S s| Start 


1821 


End 


2080 


Name 


OJ990730 07.0228.C39.ol.np 


Method 


AAT/NAP 


Start 


1821 


End 


2080 


>Q GI 


3776564 


Score 


67 


rtf Exons 


1821. .2080 






.. GI Descrip. 


(AC005388) Similar to hypothetical protein T1D16.16 gi 13075397 




from A. thaliana BAC gb|AC004484. [Arabidopsis thaliana] 


^ Seq. No. 


9662 


Seq. ID 


OJ990730_07.0228.C40 


H» Gene No . 


20621 


Strand 


+ 


Q Start 


1 


End 


1032 


f-\ Name" 


OJ990730 07.0228.C40.ol.np 


Method 


AAT/NAP 


!;« Start 


1 


End 


1032 




3776564 


Score 


322 


Exons 


1..268, 398. .459, 611. .713, 


788. .1032 





GI Descrip. (AC005388) Similar to hypothetical protein T1D16.16 gi 13075397 
from A. thaliana BAC gb|AC004484. [Arabidopsis thaliana] 



Seq. No. 9662 

Gene No. 20622 

Start 1600 

Name ... OJ990730_07 . 0228 . C40 . ol . tm 

Start 68 

GI none 

Exons 68. .268, 80. .250, 84. .284, 



Seq. ID OJ990730_07 .0228 .C40 
Strand 

End 2644 

Method TBLASTX : Mai ze 

End 44 4 

Score 252 
J8..285, 88. .288, 394. .444 



Seq. No. 9662 

Gene No. 20622 

Start 1600 

Name OJ990730 07 . 0228 . C40 . o2 . tm 



Seq. ID OJ990730_07.0228.C40 
Strand 

End 2 64 4 

Method TBLASTX : Mai ze 



10151 



Start 609 End 840 

GI none Score 150 

Exons 609. .713, 610. .714, 611. .715, 612. .716, 772. .840, 787. .840 



Seq. No. 9662 Seq. ID 

Gene No. 20622 Strand 

Start 1600 End 

Name OJ990730_07 . 0228 . C40 . ol . gs Method 

Start 1600 End 

GI none Score 

Exons 1600.. 1722, 2273.. 2644 



OJ990730_07.0228.C40 

2644 
GENSCAN 
2644 
.67 



Seq. No. 9663 

Gene No. 20623 

Start 4770 

Name OJ990730 J)7 . 0228 . C4 1 . ol . gp 

Start 4770 

GI 21474_1.R1084 

Exons 4770.. 4915 

GI Descrip. f 3894159 2.0e-10 (AC005312) 
thaliana] f 



Seq. ID OJ990730_07.0228.C41 

Strand + 

End 4915 

Method AAT/GAP 

End 4915 

Score 239 

hypothetical protein [Arabidopsis 



Seq. No.. 9663 

Gene No. 20624 

Start 1699 

Name OJ990730_07 . 0228 . C4 1 . ol . gs 

Start 1699 

GI none 

Exons 1699.. 1749, 2066.. 2142, 3767. 



OJ990730_07.0228.C41 

7023 
GENSCAN 
7023 
.84 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3900, 4154.. 4813, 5277.. 5458, 



5731. .5803, 6094.. -6267, 6377. .6834, 6855.. 7023 



Seq. No. 9663 Seq. ID 

Gene No. 20624 Strand 

Start 1699 End 

Name OJ990730_07 . 0228 . C4 1 . ol . np Method 

Start 4152 End 

GI 2160690 Score 

Exons 4152.. 4790, 6132.. 6285 

GI Descrip. (U73526) B 1 regulatory subunit of PP2A [Arabidopsis thaliana] 



OJ990730_07.0228.C41 

7023 
AAT/NAP 
6285 
365 



Seq. No. 


9663 










Seq. ID 


OJ990730_07.0228.C41 


Gene No. 


20624 










Strand 




Start 


1699 










End 


7023 


Name 


OJ990730 07, 


.0228 


,C41.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


4182 










End 


4785 


GI 


none 










Score 


87 


Exons 


4182. . 


, 4313, 


4345 


. .4512, 


4388. 


.4495, 4522. .4695, 4747. .4785 


Seq. No. 


9663 










Seq. ID 


OJ990730_07.0228.C41 


Gene No. 


20624 










Strand 




Start 


1699 










End 


7023 


Name 


OJ990730 07, 


,0228 


-C41.01. 


, tm 


Method 


TBLASTX: Maize 


Start 


4182 










End 


4830 


GI 


none 










Score 


104 


Exons 


4182. . 


,4313, 


4345 


. .4512, 


4361. 


.4495, 4522. .4695, 4747. .4830 


Seq. No. 


9663 










Seq. ID 


OJ990730_07.0228.C41 



10152 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



20624 Strand 

1699 End 

OJ990730_07 . 0228 . C4 1 . ol . ts Method 

4182 End 

none Score 



7023 

TBLASTX : Soybean 

4680 

49 



4182. .4313, 4282. .4344, 4345. .4512, 4361. .4513, 4522. .4680, 
4535. .4663 



Seq. No. 9663 

Gene No. 20624 

Start 1699 

Name OJ990730_07 . 0228 . C4 1 . ol . tw 

Start 4345 

GI none 

Exons 4345.. 4512, 4361.. 4495, 4522. 



Seq. ID OJ990730_07.0228.C41 
Strand 

End 7023 

Method TBLASTX : Wheat 

End 4638 

Score 119 
.4638 



Seq. No. 9663 Seq. ID OJ990730_07 . 0228 . C4 1 

Gene No. 20624 Strand 

Start 1699 End 7023 

Name OJ990730_07 . 0228 . C4 1 . o2 . np Method AAT/NAP 

Start 4979 End 5226 

GI 862343 Score 119 

Exons 4979.. 5226 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi I 1092097 | prf M 2022314A granule cell marker protein [Mus 
musculus] gi| 1092098 Iprf | I2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 


9663 


Seq. ID 


OJ990730_07.0228.C41 


Gene No. 


20624 


Strand 




Start 


1699 


End 


7023 


Name 


OJ990730 07.0228.C41.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5928 


End 


6450 


GI 


none 


Score 


62 


Exons 


5928.. 5999, 6099. .6281, 6132. 


..6278, 6370. .6450 


Seq. No. 


9663 


Seq. ID 


OJ990730_07.0228.C41 


Gene No. 


20624 


Strand 




Start 


1699 


End 


7023 


Name 


OJ990730 07.0228.C41.o3.gp 


Method 


AAT/GAP 


Start 


6477 


End 


6954 


GI 


uC-osflcypl76f lObl 


Score 


825 


Exons 


6477. . 6954 






GI Descrip. 


• 604 1757/gb|AC01 1806. 1 |AC011£ 


306 O.Oe+OC 


I Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


9664 


Seq. ID 


OJ990730_07.0228.C42 


Gene No. 


20625 


Strand 


+ 


Start 


1 


End 


639 


Name 


OJ990730 07.0228.C42.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


639 


GI 


6721516 


Score 


217 


Exons 


1..21, 280. .639 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


9665 


Seq. ID 


OJ990730_07.0228.C43 



10153 




Gene No. 


20626 








Strand 


- 


Start 


377 








End 


425 


Name 


OJ990730 07 


0228 


.C43.ol 


.gs 


Method 


GENSCAN 


Start 


377 








End 


425 


GI 


none 








Score 


. 64 


Exons 


377 . . 425 












Seq. No. 


9666 








Seq. ID 


OJ990730_07.0228.C44 


Gene No. 


20627 








Strand 


+ 


Start 


297 








End 


389 


Name 


OJ990730_07 


0228 


.C44 . ol 


.gs 


Method 


GENSCAN 


Start 


297 








End 


389 


GI 


none 








Score 


. 92 


Exons 


297 . . 389 












Seq. No. 


9667 








Seq. ID 


OJ990820_06.0215.C1 


Gene No. 


20628 








Strand 


+ 


Start 


717 








End 


934 


Name 


OJ990820 06 


0215 


.Cl.ol. 


gs 


Method 


GENSCAN 


Start 


717 








End 


934 


GI 


none 








Score 


.89 


Exons 


717. .743, 809. .934 








Seq. No. 


9667 








Seq. ID 


OJ990820_06 . 0215 .CI 


Gene No . 


20629 








Strand 




Start 


1182 








End 


1898 


Name 


OJ990820 06 


0215 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1170 








End 


1613 


GI 


none 








Score 


75 


Exons 


1170. . 1349, 


1264 


. . 1323, 


1386. 


.1481, 13 


36. . 1469, 1461 . . 1613, 




1468. .1611 












Seq. No. 


9667 








Seq. ID 


OJ990820_06.0215.C1 


Gene No. 


20629 








Strand 




Start 


1182 








End 


1898 


Name 


OJ990820 06. 


0215 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1179 








End 


1898 


GI 


" none 








Score 


149 


Exons 


1179. . 1349, 


1182 


. . 1340, 


1186. 


.1350, 1389. .1616, 1389. .1628, 




1390. . 1623, 


1815 


. .1898 








Seq. No. 


9667 








Seq. ID 


OJ990820_06.0215.C1 


Gene No. 


20629 








Strand 




Start 


1182 








End 


1898 


Name 


OJ990820 06, 


0215 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1182 








End 


1613 


GI 


none 








Score' 


90 


Exons 


1182. .1349, 


1264 


. .1344, 


1386. 


.1469, 1387. .1443, 1461. .1613, 




1468. .1611 












Seq. No. 


9667 








Seq. ID 


OJ990820_06.0215.C1 


Gene No. 


20629 








Strand 




Start 


1182 








End 


1898 


Name 


OJ990820 06. 


0215 


.Cl.o2. 


gs 


Method 


GENSCAN 


Start 


1182 








End 


1611 


GI 


none 








Score 


.9 


Exons 


1182. . 1611 













10154 






Seq. No. 


9667 


Seq. ID 


OJ990820_06.0215.C1 




Gene No. 


20629 


Strand 






Start 


1182 


End 


1898 




Name 


OJ990820_06. 0215.Cl.ol.np 


Method 


AAT/NAP 




Start 


1185 


End 


1898 




GI 


2815292 


Score 


436 




Exons 


1185.. 1611, 1813.. 1898 








GI Descrip. 


(Y15962) Germin-like protein 


1 [Hordeum vulgare] 




Seq. No. 


9667 


Seq. ID 


OJ990820_06 . 0215 . CI 




Gene No. 


20629 


Strand 






Start 


1182 


End 


1898 




Name 


OJ990820 06. 0215 .CI . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1200 


End 


1613 




GI 


none 


Score 


46 




Exons 


1200. .1352, 1205. .1273, 1206 


..1340, 12 


64. .1344, 1389. .1610, 






1389.. 1613, 1390.. 1611 








Seq. No. 


9668 


Seq. ID 


OJ990820_06.0215.C3 




Gene No. 


20630 


Strand 


+ 




Start 


218 


End 


3572 




Name 


OJ990820 06.0215.C3.ol.gs 


Method 


GENSCAN 




Start 


218 


End 


3572 


J 


GI 


none 


Score 


.74 


:n 


Exons 


218. .416, 1571. .1661, 2763.. 


2924, 3012 


. .3572 


"LI 


Seq. No. 


9668 


Seq. ID 


OJ990820_06.0215.C3 


::i 


Gene No. 


20630 


Strand 


+ 


. : 

: : 
: zr 


Start 


218 


End 


3572 


>:i 


Name 


OJ990820 06.0215.C3.ol.gp 


Method 


AAT/GAP 


'ii 


Start 


1493 


End 


1874 




GI 


uC-osflcyp033a04bl 


Score 


695 


:s s 


Exons 


1493. .1874 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 



N DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


9668 


Seq. ID 


OJ990820__06. 


0215, 


,C3 


Gene No. 


20631 


Strand 


+ 






Start 


3818 


End 


8338 






Name 


OJ990820 06.0215.C3.o2.np 


Method 


AAT/NAP 






Start 


3818 


End 


8338 






GI 


4680179 


Score 


5354 






Exons 


3818. .4903, 4937. .8338 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


9668 


Seq. ID 


OJ990820_06. 


0215, 


.C3 


Gene No. 


20632 


Strand 








Start 


113 


End 


546 






Name 


OJ990820 06.0215.C3.ol.np 


Method 


AAT/NAP 






Start 


113 


End 


546 






GI 


4680185 


Score 


429 






Exons 


113. .546 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 






Seq. No. 


9668 


Seq. ID 


OJ990820_06. 


0215, 


.C3 


Gene No. 


20633 


Strand 









10155 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



3520 

OJ990820__06. 

3520 

none 

3520. .3582, 

9668 

20633 

3520 

OJ990820_06. 

4001 

none 

4001. .4048, 

9668 

20633 

3520 

OJ990820_06. 

4294 

none 

4294 . .4488, 

9668 

20633 

3520 

OJ990820_06. 

4295 

none 

4295. .4600, 

9668 

20633 

3520 

OJ990820_06. 

4928 

none 

4928. .5281, 

9668 

20633 

3520 

OJ990820_06. 

4964 

none 

4964 . .5173, 

9668 

20633 

3520 

OJ990820_06. 
5471 . 
none 

5471. .5857, 

9668 

20633 

3520 



0215.C3.o2. tw 
6760.. 7326, 6791. 

0215.C3.o9. tw 
4061. .4258, 4063. 

0215.C3.o7. tw 
4295. .4645 

0215.C3.o6.tm 
4309. .4425 

0215.C3.o7.tm 
5008. .5097 

0215.C3.o8. tw 



End 

Method 
End 
Score 
.7327 



8293 

TBLASTX: Wheat 

7327 

52 



Seq. ID OJ990820_06.0215.C3 
Strand 

8293 

TBLASTX: Wheat 
4260 
211 



End 

Method 
End 
Score 
.4260 



Seq. ID OJ990820_06.0215.C3 
Strand 

End 8293 

Method TBLASTX : Wheat 

End 4645 

Score 293 



Seq. ID OJ990820_06.0215.C3 
Strand 

End 8293 

Method TBLASTX : Mai ze 

End 4600 

Score 232 



Seq. ID OJ990820_06.0215.C3 
Strand 

End 8293 

Method TBLASTX : Mai ze 

End 5281 

Score 182 



Seq. ID OJ990820_06.0215.C3 
Strand 

End 8293 

Method TBLASTX : Wheat 

End 5401 

Score 163 
5014. .5172, 5218. .5331, 5219. .5332, 5360. .5401 

Seq. ID OJ990820_06.0215.C3 
Strand 

End 8293 

0215.C3.o5. tm Method TBLASTX : Maize 

End 5857 

Score 265 



5479. .5799 



Seq. ID OJ990820_06.0215.C3 
Strand 

End 8293 



10156 




Name 


OJ990* 


320_06. 


0215 


.C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5497 










End 


5983 




GI 


none 










Score 


52 




Exons 


5497 . , 


. 5940, 


5501 


. . 5551, 


5606. 


. 5983 






Seq. No. 


9668 










Seq. ID 


OJ990820_06.0215. 


C3 


Gene No. 


20633 










Strand 






Start 


3520 










End 


8293 




Name 


OJ990S 


320_06. 


0215, 


.C3.63. 


tm 


Method 


TBLASTX: Maize 




Start 


5870 










End 


6370 




GI 


none 










Score 


167 




Exons 


5870. . 


. 6049, 


5878 , 


. . 6024, 


6056. 


.6370, 6196.. 6249, 6277.. 6327 


Seq. No. 


9668 










Seq. ID 


OJ990820_06.0215. 


C3 


Gene No. 


20633 










Strand 






Start 


3520 










End 


8293 




Name 


OJ990820 06. 


0215, 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5924 , 










End 


6319 




GI 


none 










Score 


57 




Exons 


5924 . . 


,5956, 


5926, 


. . 5955, 


5960 . 


.6319, 5962.. 6000, 6028.. 6318 


Seq. No. 


9668 










Seq. ID 


OJ990820_06.0215. 


C3 


Gene No. 


20633 










Strand 






Start 


3520 










End 


8293 




Name 


OJ990820 06. 


0215, 


,C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6032 










End 


6334 




GI 


none 










Score 


375 ^ 




Exons 


6032. . 


,6334, 


6034 , 


. . 6318 










Seq. No. 


9668 










Seq. ID 


OJ990820_06.0215. 


C3 


Gene No. 


20633 










Strand 






Start 


3520 










End 


8293 




Name 


OJ990820 06. 


0215. 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6335 










End 


6757 




GI 


none 










Score 


595 




Exons 


6335. . 


.6757, 


6367 . 


. . 6756 










Seq. No. 


9668 










Seq. ID 


OJ990820_06.0215. 


C3 


Gene No. 


20633 










Strand 






Start 


3520 










End 


8293 




Name 


OJ990820 06. 


0215. 


.C3.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


6341 










End 


6586 




GI 


none 










Score 


197 




Exons 


6341. . 


,6586, 


6343. 


. . 6585 










Seq. No. 


9668 










Seq. ID 


OJ990820_06.0215. 


C3 


Gene No. 


20633 










Strand 






Start 


3520 










End 


8293 




Name 


OJ990820 06. 


0215. 


,C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6406 










End 


6769 




GI 


none 










Score 


481 




Exons 


6406. . 


6756, 


6407. 


, . 6760, 


6407. 


.6769 






Seq. No. 


9668 










Seq. ID 


OJ990820_06.0215. 


C3 


Gene No. 


20633 










Strand 






Start 


3520 










End 


8293 




Name 


OJ990820_06. 


0215. 


,C3.o2. 


ts 


Method 


TBLASTX: Soybean 





10157 



Start 


7115 








GI 


none 








Exons 


Till - 1"}"7[T 

7115 . .7375, 


7120 


. .7374 




Seq. No. 


9668 








Gene No. 


20633 








Start 


3520 








Name 


OJ990820 06. 


0215 


. C3.o4 . 


tm 


Start 


7173 








GI 


none 








Exons 


7173 . . 7325 , 


7174 


. .74 61, 


7175 . 


Seq. No. 


9668 








Gene No. 


20633 








Start 


3dZu 








Name 


OJ990820_06. 


0215 


.C3 . ol . 


tw 


Start 


7334 








GI 


none 








Exons 


7334 . . 7 960 , 


7390 


. . 7848 , 


7427 . 


Seq. No. 


9668 








Gene No. 


20633 








Start 


3520 








Name 


OJ990820_06 . 


0215 


.C3 . ol . 


tm 


Start 


7514 








GI 


none 








Exons 


7514 . .7675, 


7522 


. .7668, 


7673. 


Seq. No. 


9668 








Gene No. 


20633 








Start 


3520 








Name 


OJ990820 06. 


0215 


C3 . 06 . 


tw 


Start 


7960 








GI 


none 








Exons 


7 960 . . 8229, 


7 961 


.8293, 


7964 . 


Seq. No. 


9669 








Gene No. 


20634 








Start 


■ z24 








Name 


OJ990820_06 . 


0215 


C4 . ol . 


gs 


Start 


224 








GI 


none 








Exons 


224 . . 781 








Seq. No. 


9670 








Gene No. 


20635 








Start 


1317 








Name 


OJ990820_06 . 


0215 . 


C5 . ol . 


gs 


Start 


1317 








GI 


none 








Exons 


1317 . . 1556 








Seq. No. 


9670 








Gene No. 


20636 








Start 


2600 








Name 


OJ990820 06. 


0215. 


C5.o2 . 


gs 


Start 


2600 









End 
Score 



7375 
290 



Seq. ID OJ990820_06. 0215.C3 
Strand 

8293 

TBLASTX: Maize 
7465 
75 



End 

Method 
End 
Score 
.7465 



Seq. ID OJ990820_06.0215.C3 
Strand 

8293 

TBLASTX: Wheat 
7960 
683 



End 

Method 
End 
Score 
.7957 



Seq. ID OJ990820_06.0215.C3 
Strand 

End 8293 

Method TBLASTX : Mai ze 

End 8113 

Score 212 
.8113, 7675.. 8097 

Seq. ID OJ990820_06.0215.C3 
Strand 

8293 

TBLASTX: Wheat 
8293 
319 



End 

Method 
End 
Score 
.8272 



Seq. ID OJ990820_06.0215.C4 
Strand 

End 781 

Method GENSCAN 

End 781 

Score .89 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990820_06.0215.C5 
+ 

1556 
GENSCAN 
1556 
.65 



OJ990820_06.0215.C5 
+ 

4212 

GENSCAN 

4212 



10158 




GI 


none 




Score 


.56 


Exons 


2 600.. 2668, 2759.. 2947, 


3188 


..3753, 3822. .3947, 4032. .4212 


Seq. No. 


9670 




Seq. ID 


OJ990820_06.0215.C5 


Gene No. 


20636 




Strand 


+ 


Start 


2600 




End 


4212 


Name 


OJ990820_06.0215.C5.ol. 


gp • 


Method 


AAT/GAP 


Start 


3019 




End 


3472 


GI 


53921_1 . R1084 




Score 


904 


Exons 


3019 . . 3472 








GI Descrip. 


' 4 17 6420/dbj | BAA37167 | 


2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


9670 




Seq. ID 


OJ990820_06.0215.C5 


Gene No. 


20636 




Strand 


+ 


Start 


2600 




End 


4212 


Name 


OJ990820 06 . 0215 . C5 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3070 




End 


3361 


GI 


none 




Score 


204 


Exons 


3070.. 3225, 3080.. 3238, 


"3 O O A 

3230 


..3361, 3247. .3360 


Seq. No. 


9670 




• Seq. ID 


OJ990820_06.0215.C5 


Gene No. 


20636 




Strand 


+. 


Start 


2600 




End 


1212 


Name 


OJ990820 06 . 0215 . C5 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3070 




End 


3367 


GI 


none 




Score 


216 


Exons 


3070.. 3219, 3077.. 32 47, 


3227 


..3313, 3248.. 3322, 3253.. 3315, 




3290. .3367, 3310. .3366 








Seq. No. 


9670 




Seq. ID 


OJ990820_06.0215.C5 


Gene No. 


20636 




Strand 


+ 


Start 


2600 




End 


4212 


Name 


OJ990820 06.0215.C5.ol. 


np 


Method 


AAT/NAP 


Start 


3080 




End 


4203 


GI 


4894963 




Score 


1056 


Exons 


3080. .3753, 3822. .3947, 


4032 


. .4203 




GI Descrip. 


(AF140553) DNA-binding protein WRKY3 


[Avena sativa] 


Seq. No. 


9670 




Seq. ID 


OJ990820_06.0215.C5 


Gene No. 


20636 




Strand 


+ 


Start 


2600 




End 


4212 


Name 


OJ990820 06.0215.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3107 




End 


3364 


GI 


none 




Score 


86 


Exons 


3107. .3193, 3118. .3183, 


3233 


..3364, 3247. .3348 


Seq. No. 


9670 




Seq. ID 


OJ990820_06.0215.C5 


Gene No. 


20636 




Strand 


+ 


Start 


2600 




End 


4212 


Name 


OJ990820 06.0215.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3215 




End 


4158 


GI 


none 




Score 


35 


Exons 


3215. .3247, 3248. .3319, 


3248 


..3319, 3313. .3345, 3314. .3358, 




3688. .3747, 3689. .3751, 


3817 


..3972, 3819. .3944, 4029. .4136, 



4030. .4158 

10159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9670 

20636 

2600 

OJ990820_06.0215.C5.ol.tc 

3659 

none 



Seq. ID OJ990820_06.0215.C5 

Strand + 

End 4212 

Method TBLASTX : Cress 

End 4152 

Score 91 

3659. .3754, 3661. .3759, 3817. .3948, 3822. .3947, 4030. .4152, 
4032. .4139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9670 

20636 

2600 

OJ990820_06.0215.C5.o2. tm 

3719 

none 



Seq. ID OJ990820__06.0215.C5 

Strand + 

End 4212 

Method TBLASTX : Maize 

End 4146 

Score 59 



3719. .3754, 3819. .3944, 3820. .3972, 4029. .4142, 4030. .4146 



II 
!! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9670 

20636 

2600 

OJ990820JD6.0215.C5.o2.tw 

3719 

none 



Seq. ID OJ990820_06.0215.C5 

Strand + 

End 4212 

Method TBLASTX : Wheat 

End 4146 

Score 65 

3719. .3754, 3819. .3944, 3820. .3972, 3994. .4116, 4029. .4142, 
4030. .4146 



9671 
20637 
1 

OJ990820_06.0215.C6.ol.np 
1 

6815097 
1..510, 652. .1605 

(AP001081) Similar to putative copia polyprotein (AC006248 
[Oryza sativa] 



Seq. ID OJ990820_06.0215.C6 
Strand 

End 1605 

Method AAT/NAP 

End 1605 

Score 1287 



9671 

20637 

1 

OJ990820_06. 0215.C6.ol. tm 

1 

none 

1..237, 8. .226 



Seq. ID OJ990820_06.0215.C6 
Strand 

End 1605 

Method TBLASTX : Mai ze 

End 237 

Score 141 



Seq. No. 9671 

Gene No. 20637 

Start 1 

Name OJ990820_06 . 0215 . C6 . o2 . ts 

Start 4 

GI none 

Exons 4.. 255, 134.. 256 



Seq. ID OJ990820_06. 0215. C6 
Strand 

End 1605 

Method TBLASTX : Soybean 

End 256 

Score 59 



Seq. No. 9671 

Gene No. 20637 

Start 1 

Name OJ990820_06 . 0215 . C6 . ol . gs 

Start 219 



Seq. ID OJ990820_06.0215.C6 
Strand 

End 1605 

Method GENSCAN 

End 1529 



10160 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



none Score . 93 

219. .677, 783. .872, 1020. .1529 



9671 

20637 

1 

OJ990820_06 . 0215 . C6 . ol . tw 

573 

none 

573. .650, 672. .758, 792. .10 



Seq. ID OJ990820_06. 0215.C6 
Strand 

End 1605 

Method TBLASTX : Wheat 

End 1031 

Score 152 



9671 Seq. ID 

20637 Strand 

1 End 

OJ990820_06 . 0215 . C6 . o2 . tm Method 

588 End 

none Score 

588. .758, 798. .1022 



OJ990820_06.0215.C6 
1605 

TBLASTX: Maize 

1022 

138 



9671 

20637 

1 

OJ990820_06.0215.C6.ol.ts . 
679 

5509260 

679. .759, 687. .758, 786. .11 



Seq. ID OJ990820_06.0215.C6 
Strand 

End 1605 

Method TBLASTX : Soybean 

End 1124 

Score 82 
24, 918. .1070 



9671 

20637 

1 

OJ990820_06.0215.C6.ol.tc 

810 

none 

810. .1070, 811. .1071 



Seq. ID OJ990820_06.0215.C6 
Strand 

End 1605 

Method TBLASTX: Cress 

End 1071 

Score 80 



9672 
20638 
1 

OJ990820_06.0215.C7.ol.np 
1 

6815097 
1..475, 981. .1848 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990820_06.0215.C7 
Strand 

End 1923 

Method AAT/NAP 

End 1848 

Score 798 



9672 

20638 

1 

OJ990820_06.0215.C7.ol.gs 
89 

none 



Seq. ID OJ990820_06. 0215.C7 
Strand 

End 1923 

Method GENSCAN 

End 1923 

Score .72 



89. .572, 845. .929, 1136. .1308, 1327. .1923 



9672 

20638 

1 



Seq. ID OJ990820_06. 0215.C7 
Strand 

End 1923 



10161 




Name 


/"\tAAaaaa a /- a a i c /"■> *7 1 

OJ990820 06 . 0215 . C7 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1510 




End 


1 1 o o 

1 7 oz 






GI 


none 




Score 


18 / 






Exons 


1510 . . 1782 












Seq. No. 


9673 




Seq. ID 


OJ990820_06. 


0215 


.C8 


Gene No. 


20639 




Strand 


+ • 






Start 


170 




End 


1706 






Name 


OJ990820 06 . 0215 . Co . ol . 


gs 


Method 


GENSCAN 






Start 


170 




End 


1706 






GI 


none 




Score 


.52 






Exons 


"1 "7 A A O A A E O /lOT /I A 

1/0. .2o(J, Zoo. .421, 648 


O A A 

. . 822 , 


854. .1096, 1645. .1706 


> 




Seq. No. 






Seq. ID 


OJ990820_06. 


0215 


. C10 


Gene No. 


20640 




Strand 


+ 






Start 


1 




End 


6860 






Name 


ujyyuozu u b . uz io . ciu . oi 


.np 


Method 


AAT/NAP 






Start 


l 




End 


2230 






GI 


^ /" O A 1 T A 

4 68017 9 




Score 


3660 






Exons 


1 A A "3 A 

1 . . 2230 












GI Descrip. 


(Ariii/uyj poiyprotexn 


[Oryza 


sativa subsp. indica] 






Seq. No. 


9674 




Seq. ID 


OJ990820_06. 


0215 


.C10 


Gene No. 


20640 




Strand 


+ 






Start 


1 




End 


6860 






Name 


OJ990820 06. 0215. C10. ol 


.gs 


Method 


GENSCAN 






Start 


353 




End 


6860 






GI 


none 




Score 


.48 






Exons 


353. .980, 1257. .1445, 1671. .2095, 2877 


..3041, 3058. 


.3172, 




3264.. 3350, 3499.. 3674, 


4524. , 


.4643, 5894. .6487, 6531. .6860 


Seq. No. 


9674 




Seq. ID 


OJ990820_06. 


0215 


.C10 


Gene No . 


20640 




Strand 


+ 






Start 


1 




End 


6860 






Name 


OJ990820 06. 0215. C10. o3 


.np 


Method 


AAT/NAP 






Start 


5960 




End 


6857 






GI 


5042448 




Score 


1324 






Exons 


5960. .6547, 6588. .6857 












GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza 


sativa; 


1 








Seq. No. 


9674 




Seq. ID 


OJ990820_06. 


0215 


.C10 


Gene No. 


20641 




Strand 


+ 






Start 


7117 




End 


14508 






Name 


OJ990820 06. 0215. C10. o2 


.gs 


Method 


GENSCAN 






Start 


7117 




End 


14508 






GI 


none 




Score 


.59 






Exons 


7117. .8305, 9089. .9431, 


11988. 


. .13024, 


13391. .14508 






Seq. No. 


9674 




Seq. ID 


OJ990820_06. 


0215 


.C10 


ccnc in (j. 


20641 




Strand 


+ 






Start 


7117 




End 


14508 






Name 


OJ990820 06. 0215. C10. o4 


.np 


Method 


AAT/NAP 






Start 


7117 




End 


9478 






GI 


4680179 




Score 


2070 






Exons 


7117. .8424, 9410. .9478 












GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa subsp. indica] 







10162 




Seq. No. 9674 Seq. ID OJ990820_06 . 0215 . CIO 

Gene No. 20641 Strand + 

Start 7117 End 14508 

Name OJ990820_06 . 0215 . CIO . ol . gp Method AAT/GAP 

Start 10505 End 10886 

GI uC-osflcyp033a04bl Score 687 

Exons 10505. .10886 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


9674 








Seq. ID 


OJ990820_06 . 0215 


.C10 


Gene No. 


20642 








Strand 


+ 




Start 


14827 








End 


15573 




Name 


OJ990820_06. 0215 


.C10 


.o3 


.gs 


Method 


GENSCAN 




Start 


14827 








End 


15573 




GI 


none 








Score 


.42 




Exons 


14827. .15573 














Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215 


.C10 


Gene No. 


20643 








Strand 


— 




Start 


4417 








End 


16759 




Name 


OJ990820 06.0215 


.C10 


.06 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


226 




GI 


none 








Score 


275 




Exons 


1..225, 2. .226 














Seq. No. 


9674 








Seq. ID 


OJ990820_06. 0215 


.C10 


Gene No. 


20643 








Strand 


— 




Start 


4417 








End 


16759 




Name 


OJ990820_06 . 0215 


.C10 


. o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2 








End 


211 




GI 


none 








Score 


244 




Exons 


2. .211, 13. .210 














Seq. No. 


9674 








Seq. ID 


OJ990820_06. 0215 


.C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820 06.0215 


.C10 


. o4 


. tm 


Method 


TBLASTX: Maize 




Start 


11 








End 


298 




GI 


none 








Score 


274 




Exons 


11. .298, 13. .183 














Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215 


.C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820 06.0215 


.C10 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


227 








End 


742 




GI 


none 








Score 


624 




Exons 


227. .742, 259. .567, : 


305 


. . 652 








Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215 


.C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820 06.0215 


.C10 


.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


233 








End 


478 




GI 


none 








Score 


187 





10163 




Exons 233.. 478, 256.. 477 



Seq. No. 


9674 










Seq. ID 


OJ990820_06 . 0215 


.C10 


Gene No. 


20643 










Strand 






Start 


4417 










End 


16759 




Name 


OJ990820 06 


.0215 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


299 










End 


661 




GI 


none 










- Score 


483 




Exons 


299. . 


652, 301.. 567, 302 


. . 661, 


352. .657 






Seq. No. 


9674 










Seq. ID 


OJ990820__06 . 0215 


.C10 


Gene No. 


20643 










Strand 






Start 


4417 










End 


16759 




Name 


OJ990820 06 


.0215 


.C10.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


743 










End 


1219 




GI 


none 










Score 


561 




Exons 


743. . 


1219, 


773. . 


1207, 964. .1218 






Seq. No. 


9674 










Seq. ID 


OJ990820_06 . 0215 


C10 


Gene No. 


20643 










Strand 






Start 


4417 










End 


16759 




Name 


OJ990820 06 


.0215 


.ClO.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1012 










End 


1267 




GI 


none 










Score 


269 




Exons 


1012. 


. 1266, 


1013 


. .1267 










Seq. No. 


9674 










Seq. ID 


OJ990820_06 . 0215 


C10 


Gene No. 


20643 










Strand 


— 




Start 


4417 










End 


16759 




Name 


OJ990 


820_06 


.0215 


.C10.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1066 










End 


1357 




GI 


none 










Score 


375 




Exons 


1066. 


.1353, 


1067 


. .1357, 


1068. 


.1355 






Seq. No. 


9674 










Seq. ID 


OJ990820_06 . 0215 


C10 


Gene No. 


20643 










Strand 






Start 


4417 










End 


16759 




Name 


OJ990 


820_06 


.0215 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1226 










End 


1852 




GI 


none 










Score 


703 




Exons 


1226. 


. 1852, 


1228 


. .1851 










Seq. No. 


9674 










Seq. ID 


OJ990820_06.0215, 


C10 


Gene No. 


20643 










Strand 






Start 


4417 










End 


16759 




Name 


OJ990820 06 


.0215 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1406 










End 


2005 




GI 


none 










Score 


226 




Exons 


1406. 


.1567, 


1414 


. .1560, 


1565. 


.2005, 1567. .1662, 1732. .1992 


Seq. No. 


9674 










Seq. ID 


OJ990820_06.0215. 


C10 


Gene No. 


20643 










Strand 






Start 


4417 










End 


16759 




Name 


OJ990820 06 


.0215 


.C10.O4 


. tw 


Method 


TBLASTX: Wheat 




Start 


1853- 










End 


2185 




GI 


none 










Score 


358 




Exons 


1853. 


.2185, 


1880 


. . 1960, 


1945. 


.2184 







10164 




Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215 


.CIO 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820 06 


. 0215 


.CIO.06 


. tm 


Method 


TBLASTX: Maize 




Start 


2009 








End 


2206 




GI 


none 








Score 


184 




Exons 


2009. .2206 














Seq. No. 


9674 








Seq. ID 


OJ990820JD6.0215, 


.C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820_06 


. 0215 


.C10.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


3170 








End 


7734 




GI 


none 








Score 


72 




Exons 


3170 . . 3262, 


7371 


. .7475, 


7375 . 


.7734, 7405. .7725, 7500. .7733 


Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215. 


.C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820_06 


.0215 


.C10.o2, 


.np 


Method 


AAT/NAP 




Start 


4417 








End 


16759 




GI 


4680183 








Score 


194 




Exons 


4417 . .4506, 


5116 


. .5221, 


16720 


. .16759 






GI Descrip. 


(AF111709) ■ 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215, 


.C10 


Gene No. 


20643" 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820 06 


.0215 


.C10.o5, 


.tm 


Method 


TBLASTX: Maize 




Start 


7615 








End 


7911 




GI 


none 








Score 


205 




Exons 


7615. .7911, 


7656 


. .7802, 


7843. 


.7899 






Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215. 


.C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820_06 


.0215 


.C10.O7, 


.tw 


Method 


TBLASTX: Wheat 




Start 


8181 








End 


8387 




GI 


none 








Score 


63 




Exons 


8181 . . 8222, 


8182 


. .8229, 


8245. 


.8385, 8259. .8378, 8325. .8387 


Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215. 


■ C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820_06 


.0215 


.C10.O5. 


.np 


Method 


AAT/NAP 




Start 


9164 








End 


14381 




GI 


5852180 








Score 


496 




Exons 


9164 . . 9586, 


9638 


. .9755, 


10735 


. .10792, 


14283. .14381 




GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


9674 








Seq. ID 


OJ990820_06.0215. 


. C10 


Gene No. 


20643 








Strand 






Start 


4417 








End 


16759 




Name 


OJ990820 06 


.0215 


.C10.O4, 


,gs 


Method 


GENSCAN 




Start 


16346 








End 


16497 




GI 


none 








Score 


. 63 





10165 



Exons 



16346. .16430, 16436.. 16497 



Seq. No. 


9675 


Seq. ID 


OJ990820_06.0215 


.Cll 


Gene No. 


20644 


Strand 


+ 




Start 


1 


End 


1294 




Name 


OJ990820 06.0215.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1294 - 




GI 


5042447 


Score 


694 




Exons 


I. . 146, 805. .1294 








GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


9675 


Seq. ID 


OJ990820 06.0215 


Cll 


Gene No. 


20644 


Strand 


+ 




Start 


1 


End 


1294 




Name 


OJ990820_06. 02 15. CI 1 .ol . gs 


Method 


GENSCAN 




Start 


118 


End 


124 8 




GI 


none 


Score 


. 8 




Exons 


118. .252, 869. .1248 








Seq. No. 


9675 


Seq. ID 


OJ990820 06.0215 


Cll 


Gene No. 


20644 


Strand 


+ 




Start 


1 


End 


1294 




Name 


OJ990820_06. 02 15. CI 1 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


1039 


End 


1293 




GI 


none 


Score 


278 




Exons 


1039. .1293, 1143. .1289, 1150. 


.1293 






Seq. No. 


9675 


Seq. ID 


OJ990820_06.0215 


Cll 


Gene No. 


20644 


Strand 


+ 




Start 


1 


End 


1294 




Name 


OJ990820_06. 02 15. CI 1 .ol . tm 


Method 


TBLASTX: Maize 




Start 


1050 


End 


1293 




GI 


none 


Score 


266 




Exons 


1050. .1088, 1051. .1293, 1147. 


.1272, 1149. .1292 




Seq. No. 


9676 


Seq. ID 


OJ990820_06.0215 


C12 


Gene No. 


20645 


Strand 


+ 




Start 


1 


End 


549 




Name 


OJ990820 06.0215.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


549 




GI 


1168553 


Score 


274 




Exons 


1. .549 









GI Descrip. ACETOACETATE METABOLISM REGULATORY PROTEIN ATOC 

(ORNITHINE/ARGININE DECARBOXYLASE INHIBITOR) (ORNITHINE 
DECARBOXYLASE ANTIZYME ) gi 1619917 (U17902) NtrC/Nif A-like 
protein regulator [Escherichia coli] gi 1 1736875 | dbj | BAA1 6016 I 
(D90851) Acetoacetate metabolism regulatory protein AtoC 
(Ornithine / Arginine decarboxylase inhibitor) (Ornithine 
decarboxylase antizyme) . [Es 



Seq. No. 9676 Seq. ID 

Gene No. 20645 Strand 

Start 1 End 

Name OJ990820_06 . 0215 . C12 . ol . gs Method 

Start 138 End 

GI none Score 

Exons 138.. 402 



OJ990820_06.0215.C12 
+ 

549 

GENSCAN 
402 
. 98 



10166 




Seq. No. 


9677 




Seq. ID 


OJ990820_06.0215 


.C13 


Gene No. 


20646 




Strand 


+ 




Start 






End 


14 7 3 




Name 


OJ990820 06 . 0215 . C13 . ol 


.np 


Method 


AAT/NAP 




Start 


~i "!) n 

339 




End 


1365 




GI ■ 


4 ooOi / 9 




Score 


412 




Exons 


o o n i o ^~ c 

3 39 . . 136b 










GI Descrip. 


(AF111709) polyprotem 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


9677 




Seq. ID 


OJ990820_06.0215 


.C13 


Gene No. 


2064 6 




Strand 


+ 




Start 


339 




End 


1473 




Name 


OJ990820 06 . 0215 . C13 . ol 


.gs 


Method 


GENSCAN 




Start 


TOO 

738 




End 


1473 




GI 


none 




Score 


. 4 6 




Exons 


738. .982, 1344. .1473 










Seq. No. 


9678 




Seq. ID 


OJ990820_06.0215 


.C14 


Gene No. 


2064 / 




Strand 






Start 


1919 




End 


3127 




Name 


OJ990820 06 . 02 15 . C14 . o2 


.gs 


Method 


GENSCAN 




Start 


1919 




End 


3127 




GI 


none 




Score 


. 73 




Exons 


1919. .1995, 2224. .2289, 


2980 . . 


. 3127 






Seq. No. 


9679 




Seq. ID 


OJ990820_06.0215 


.C15 


Gene No. 


20648 




Strand 


+ 




Start 


535 




End 


4810 




Name 


OJ990820 06.0215.C15.ol 


.np 


Method 


AAT/NAP 




Start 


535 




End 


4810 




GI 


6466937 




Score 


1219 




Exons 


535. .554, 2247. .4810 










GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


9679 




Seq. ID 


OJ990820_06.0215 


.C15 


Gene No . 


20648 




Strand 


+ 




Start 


535 




End 


4810 




Name 


OJ990820 06.0215.C15.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3658 




End 


4144 




GI 


none 




Score 


373 




Exons 


3658. .4140, 3662. .4144 










Seq. No. 


9679 




Seq. ID 


OJ990820_06.0215 


-C15 


Gene No. 


20648 




Strand 


+ 




Start 


535 




End 


4810 




Name 


OJ990820 06.0215.C15.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


3701 




End 


3901 




GI 


none 




Score 


213 




Exons 


3701. .3901, 3704. .3901 










Seq. No. 


9679 




Seq. ID 


OJ990820_06.0215 


.C15 


Gene No. 


20648 




Strand 


+ 




Start 


535 




End 


4810 




Name 


OJ990820 06.0215.C15.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3722 




End 


4198 





10167 



GI ' none 

Exons 3722.. 4198, 3727.. 3828, 3868. 

Seq. No. 9679 

Gene No. 20648 

Start 535 

Name OJ990820_06 . 0215 . C15 . ol . ts 

Start 4121 

GI none 

Exons 4121. .4480, 4138. .4479 

Seq. No. 9679 

Gene No. 20648 

Start 535 

Name OJ990820__06 . 02 15 . C15 , o2 . tw 

Start 4196 

GI none 

Exons 4196. .4561, 4228. .4560 

Seq. No. 9679 

Gene No. 20648 

Start 535 

Name OJ990820_06 . 0215 . C15 . o2 . tm 

Start 4213 

GI none 

Exons 4213. .4494, 4217. .4570, 4231. 

4581. .4766, 4582. .4773 



Score 
.4179 



591 



Seq. ID OJ990820_06.0215.C15 

Strand + 

End 4810. 

Method TBLASTX : Soybean 

End 4480 

Score 305 



Seq. ID OJ990820_06.0215.C15 

Strand + 

End 4810 

Method TBLASTX : Wheat 

End 4561 

Score 326 



Seq. ID OJ990820_06.0215.C15 

Strand + 

End 4810 

Method * TBLASTX: Maize 

End 4773 

Score 67 

.4569, 4577. .4744, 4581. .4745, 



Seq. No. 9680 

Gene No. 20649 

Start 1 

Name OJ990820_06 . 0215 . CI 6 . ol . np 

Start 1 

GI 6466937 

Exons 1. . 1358 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 1358 

Method AAT/NAP 

End " 1358 

Score 910 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



9680 

20650 

1912 

OJ990820_06. 02 15 . C16 . ol . tm 
4 

none 

4. .141, 6. .551, 178. .561, 304 

9680 

20650 

1912 

OJ990820_06.0215.C16.o4 .ts 
28 

none 

28. .123, 141. .410, 181. .411 

9680 

20650 

1912 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX : Mai ze 

End 642 

Score 141 

..564, 571. .642, 572. .640 

Seq. ID OJ990820_06.0215.C16 

Strand + 

End 1282 9 

Method TBLASTX : Soybean 

End 411 

Score 72 



Seq. ID OJ990820_06.0215.C16 
Strand + 
End 12829 



10168 



Name 

Start 

GI 

Exons 



OJ990820_06. 0215.C16.o5. tw Method 

259 End 

none Score 
259.-552, 351. .560, 569. .640 



TBLASTX: Wheat 

640 

246 



Seq. No. 9680 

Gene No. 20650 

Start 1912 

Name OJ990820_06 . 0215 . C16 . o2 . tm 

Start 704 

GI none 

Exons 704.. 1009, 728.. 916, 811. .1008, 1040.. 1273, 1169.. 1252, 
1298. . 1360, 1333. . 1359 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX : Maize 

End 1360 

Score 326 



Seq. No. 9680 

Gene No. 20650 

Start 1912 

Name OJ990820_06 . 02 15 . CI 6 . o3 . tw 

Start 722 

GI none 
Exons 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX : Wheat 

End 1009 

Score 333 



722.. 1009, 722.. 1000, 928.. 1008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9680 

20650 

1912 

OJ990820_06.0215.C16.o2.np 

1912 

5295971 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method AAT/NAP 

End 12829 

Score 2930 



1912. .2232, 2316. .2400, 3176. .3746, 6032. .6371, 6405. .6970, 
10111. .12829 

(AB026295) EST D24315 (R1718) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9680 

20650 

1912 

OJ990820_06. 02 15 . CI 6 . 08 . tm 

3289 ; 
none 

3289. .3555, 3303. .3461 

9680 

20650 

1912 

OJ990820_06.0215.C16.o6.tm 

6509 

none 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX : Mai ze 

End 3555 

Score 215 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX: Maize 

End 6964 

Score 38 



6509. .6595, 6570.. 6746, 6571. .6,804, 6572.. 6964 



9680 

20650 

1912 

OJ990820_06.0215.C16.o4 . tw 

6593 

none 

6593. . 6958, 6601. . 6828 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX : Wheat 

End 6958 

Score 276 



10169 




Seq. No. 


9680 






Seq. ID 


OJ990820_06.0215 


Gene No. 


20650 






Strand 


+ 


Start 


1912 






End 


12829 


Name 


OJ990820 06.0215.C16 


. o5 . ts 


Method 


TBLASTX: Soybean 


Start 


10123 






End 


10457 


GI 


none 






Score 


248 


Exons 


10123. . 


10431, 10155. 


. 10457, 


10219. .10299 


Seq. No. 


9680 






Seq. ID 


OJ990820_06 . 0215 


Gene No. 


20650 






Strand 


+ 


Start 


1912 






End 


12829 


Name 


OJ990820 06.0215.C16 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


10258 






End 


10818 


GI 


none 






Score 


341 


Exons 


10258. . 


10719, 10479. 


. 10718, 


10723. . 10E 


S18 


Seq. No. 


9680 






Seq. ID 


OJ990820_06.0215 


Gene No. 


20650 






Strand 


+ 


Start 


1912 






End 


12829 


Name 


OJ990820 06.0215.C16 


. o5 . tm 


Method 


TBLASTX : Maize 


Start 


10465 






End 


10889 


GI 


none 






Score 


373 


Exons 


10465. . 


10812, 10479. 


. 10811, 


10827. .10E 


J89 


Seq. No. 


9680 






Seq. ID 


OJ990820_06.0215 


Gene No. 


20650 






Strand 


+ 


Start 


1912 






End 


12829 


Name 


OJ990820 06.0215.C16 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


10492 






End 


10967 


GI 


none 






Score 


317 


Exons 


10492. . 


10803, 10497. 


. 10760, 


10812. . 10967 


Seq. No. 


9680 






Seq. ID 


OJ990820_06.0215 


Gene No. 


20650 






Strand 


+ 


Start 


1912 






End 


12829 


Name 


OJ990820 06.0215.C16 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


10531 






End 


10949 


GI 


none 






Score 


167 


Exons 


10531. . 


10800, 10839. 


. 10949 






Seq. No. 


9680 






Seq. ID 


OJ990820_06.0215 


Gene No. 


20650 






Strand 


+ 


Start 


1912 






End 


12829 


Name 


OJ990820 06.0215.C16 


. ol . ts 


Method 


TBLASTX: Soybean 


Start 


11283 






End 


11786 


GI 


5509260 






Score 


433 


Exons 


11283. . 


11786, 11321. 


. 11572, 


11612. .11704 


GI Descrip. 












Seq. No. 


9680 






Seq. ID 


OJ990820_06.0215 


Gene No. 


20650 






Strand 


+ 


Start 


1912 






End 


12829 


Name 


OJ990820 06.0215.C16 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


11310 






End 


11630 


GI 


none 






Score 


404 


Exons 


11310. . 


11630, 11321. 


. 11629 







10170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9680 

20650 

1912 

OJ990820_06.0215.C16.o2.tc 

11396 

none 

11396. .11581, 11397. .11669 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX : Cress 

End 11669 

Score 243 



9680 Seq. ID 

20650 Strand 

1912 End 
OJ990820_06. 0215 .C16.ol . tw Method 

11450 End 

none Score 

11450. . 11581, 11451. . 11795, 11612 .. 11683, 11787. .11996 



OJ990820_06.0215.C16 
+ 

12829 

TBLASTX: Wheat 
11996 
313 



9680 

20650 

1912 

OJ990820_06.0215.C16.o7.tm 

11631 

none 

11631. .12026 



9680 

20650 

1912 

OJ990820_06.0215.C16. 

12093 

none 

12093. .12332, 12096. , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



o3 . tm 

12305, 12318. .12548, 12347.. 12547 



OJ990820_06.0215.C16 
+ 

12829 

TBLASTX: Maize 

12026 

256 



OJ990820_06.0215.C1< 
+ 

12829 

TBLASTX: Maize 
12548 
275 



9680 

20650 

1912 

OJ990820_06.0215.C16.ol.tc 

12120 

none 

12120. .12314, 12158. .12304, 
12426. .12548, 12428. .12562, 



Seq. ID OJ990820_06.0215.C16 

Strand + 

End 12829 

Method TBLASTX : Cress 

End 12686 

Score 190 
12324 . .12431, 12358 .. 1242 9, 
12546. .12686, 12587. .12685 



9680 Seq. ID 

20650 Strand 

1912 End 
OJ990820_06. 0215 . C16 . o3 . ts Method 

12153 End 

none Score 

12153. .1,2326, 12302. .1254 7, 1234 2. .12698, 12 617. .12655, 
12689. . 12793 



OJ990820_06.0215.C16 
+ 

12829 

TBLASTX: Soybean 
12793 
133 



Seq. No. 9680 Seq. ID 

Gene No. 20650 Strand 

Start 1912 End 

Name OJ990820_06 . 0215 . CI 6 . 06 . tw Method 

Start 12315 End 

GI none Score 



OJ990820_06.0215.C16 
+ 

12829 

TBLASTX: Wheat 

12766 

129 



10171 




Exons 


12315. . 12551, 1254 9. . 12 686, 


12695. . 12766 






Seq. No. 


9680 


Seq. ID 


OJ990820 


_06.0215 


.C16 


Gene No. 


20650 


Strand 


+ 






Start 


1912 


End 


12829 






Name 


OJ990820_06. 0215 . CI 6. o9. tm 


Method 


TBLASTX : 1 


Maize 




Start 


12549 


End 


12793 






GI 


none . 


Score 


153 






Exons 


1254 9. . 12701, 12554 12688, 


12695. .12793 






Seq. No. 


9681 


Seq. ID 


OJ990820 


_06. 0215 


.C18 


Gene No. 


20651 


Strand 








Start 


1 


End 


434 






Name 


OJ990820 06.0215.C18.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


434 






GI 


2943742 


Score 


340 






Exons 


1..225, 261. .434 










GI Descrip. 


(AB002266) XA1 [Oryza sativa] 








Seq. No. 


9682 


Seq. ID 


OJ990820 


_06.0215, 


.C19 


Gene No. 


20652 


Strand 


-f 






Start 


54 


End 


3292 






Name 


OJ990820 06.0215.C19.ol.gs 


Method 


GENSCAN 






Start 


54 


End 


3292 






GI 


none 


Score 


. 52 






Exons 


54. .220, 3031. .3292 










Seq. No. 


9682 


Seq. ID 


OJ990820 


06. 0215, 


.C19 


Gene No. 


20653 


Strand 


+ 






Start 


10095 


End 


12192 






Name 


OJ990820 06.0215.C19.o3.gs 


Method 


GENSCAN 






Start 


10095 


End 


12192 






GI 


none 


Score 


.46 






Exons 


10095. .10430, 10519. .10550, 


10918. .111! 


36, 11429 


. . 12192 




Seq. No. 


9682 


Seq. ID 


OJ990820 


_06.0215, 


.C19 


Gene No. 


20654 


Strand 








Start 


1 


End 


8312 






Name 


OJ990820, 06.0215.C19.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


8312 






GI 


2943742 


Score 


644 






Exons 


1..182, 5734. .5984, 7948. .8312 








GI Descrip. 


(AB002266) XA1 [Oryza sativa 


] 








Seq. No. 


9682 


Seq. ID 


OJ990820 


_06.0215< 


.C19 


Gene No. 


20654 


Strand 








Start 


1 


End 


8312 






Name 


OJ990820 06.0215.C19.o2.gs 


Method 


GENSCAN 






Start 


4410 


End 


8312 






GI 


none 


Score 


.47 






Exons 


4410. .4578, 5734. .6013, 8009 


. .8312 








Seq. No. 


9682 


Seq. ID 


OJ990820 


_06.0215. 


.C19 


Gene No. 


20655 


Strand 








Start 


11599 


End 


12060 






Name 


OJ990820 06.0215.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


11599 


End 


12060 







10172 






GI 


none 


Score 


151 




Exons 


11599. .11775, 11652. .11756, 


11833. .12060, 11862.. 12050 




Seq. No. 


9683 


Seq. ID 


OJ990820_06.0215.C21 




Gene No. 


20656 


Strand 






Start 


1 


End 


727 




Name 


OJ990820 06.0215.C21.ol.np. 


Method 


AAT/NAP 




Start 


1 


End 


727 




GI 


2943742 


Score 


416 




Exons 


. 1..727 








GI Descrip. 


(AB002266) XA1 [Oryza sativa] 






Seq. No. 


9684 


Seq. ID 


OJ990820_01.0210.C1 




Gene No. 


20657 


Strand 






Start 


1 


End 


536 




Name 


OJ990820 01.0210.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


536 




GI 


5091610 


Score 


434 




Exons 


1..174, 272. .536 








GI Descrip. 


(AC007858) 10A19I.15 [Oryza 


sativa] 






Seq. No. 


9684 


Seq. ID 


OJ990820 01. 0210. CI 




Gene No. 


20658 


Strand 






Start 


916 


End 


2337 


1. ! ; 


Name 


OJ99Q820 01.0210.Cl.o3.tm 


Method 


TBLASTX: Maize 


ru 


Start 


210 


End 


515 




GI 


none 


Score 


248 


! ;I 


Exons 


210. .515, 226. .507 






. »i 


Seq. No. 


9684 


Seq. ID 


OJ990820_01.0210.C1 


i'LJ 


Gene No. 


20658 


Strand 






Start 


916 


End 


2337 


Si 


Name 


OJ990820 01.0210.Cl.o2.np 


Method 


AAT/NAP 


I,,; 


Start 


916 


End 


2337 


: M 


GI 


6967112 


Score 


381 


; ; 

jSSI 


Exons 


916. .1380, 1465. .1691, 1779. 


.1903, 2293.. 2337 




GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9684 


Seq. ID 


OJ990820_01.0210.C1 




Gene No. 


20658 


Strand 






Start 


916 


End 


2337 




Name 


OJ990820 01.0210.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1069 


End 


1597 




GI 


none 


Score 


151 




Exons 


1069. .1185, 1069. .1182, 1172 


..1267, in 


!2. .1262, 1249. .1437, 






1259. .1438, 1263. .1382, 1263 


..1439, 1264. .1407, 1461. .1595, 






1462. .1596, 1462. .1596, 1463 


. .1597 






Seq. No. 


9684 


Seq. ID 


OJ990820_01.0210.C1 




Gene No. 


20658 


Strand 






Start 


916 


End 


2337 




Name 


OJ990820 01.0210.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1093 


End 


1399 




GI 


none 


Score 


77 




Exons 


1093. .1155, 1175. .1399, 1293 


. .1382 





Seq. No. 9684 Seq. ID OJ990820JD1 . 0210 . CI 



10173 






Gene No. 


20658 




Strand 








Start 


916 




End 


2337 






Name 


OJ990820 01 


.0210.Cl.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1178 




End 


1633 






GI 


none 




Score 


69 






Exons 


1178. .1276, 


1289.. 1381, 1496. 


.1633, 1501. .1593 






Seq. No. 


9684 




Seq. ID 


OJ990820_01.0210. 


CI 




Gene No. 


20658 




Strand 








Start 


916 




End 


2337 






Name 


OJ990820 01 


.0210.Cl.o2.tm 


Method 


TBLASTX: Maize 






Start 


1791 




End 


2290 






GI 


none 




Score 


423 






Exons 


1791. .2288, 


1791. .2288, 1804. 


.2289, 1823. .2290 






Seq. No. 


9685 




Seq. ID 


OJ990820_01.0210. 


C2 




Gene No . 


20659 




Strand 


+ 






Start 


4315 




End 


6333 






Name 


OJ990820 01 


.0210.C2.o2.np 


Method 


AAT/NAP 






Start 


4181 




End 


6333 






GI 


2580440 




Score 


113 






Exons 


4181. .4357, 


4479. .4626, 4688. 


.5005, 6274. .6333 




ST 


GI Descrip. 


(D87261) PCF2 [Oryza sativa] 








•i 


Seq. No. 


9685 




Seq. ID 


OJ990820_01.0210. 


C2 




Gene No. 


20659 




Strand 


+ 




LI 


Start 


4315 




End 


6333 






Name 


OJ990820 01 


.0210.C2.o3.gs 


Method 


GENSCAN 




s? 


Start 


4315 




End 


5248 




: I 


GI 


none 




Score 


. 62 




= ; 

! 
S? 

j ; 


Exons 


4315. .4500, 


4667. .5248 










Seq. No. 


9685 




Seq. ID 


OJ990820_01.0210. 


C2 




Gene No. 


20660 




Strand 


+ 




:i 


Start 


8460 




End 


8847 




>i 


Name 


OJ990820 ,,01^0210 . C2 . o3 . np 


Method 


AAT/NAP 




s; 


Start 


8460 




End 


8847 




c r 


GI 


5441880 




Score 


424 




= j 


Exons 


8460. .8847 










0? 


GI Descrip. 


(AP000367) ; 


EST C28952 (C62945) 


corresponds to a region of the 


=• 




predicted gene.; Similar to maize transposon MuDR mudrA 


protein 






(AC003981) 


[Oryza sativa] 










Seq. No. 


9685 




Seq. ID 


OJ990820_01.0210. 


C2 




Gene No . 


20661 




Strand 








Start 


1 




End 


3764 






Name 


OJ990820 01 


.0210.C2.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


3764 






GI 


2586082 




Score 


2129 






Exons 


1..58, 195. 


.310, 744. .2363, 2817. .3764 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata ] 






Seq. No. 


9685 




Seq. ID 


OJ990820_01.0210. 


C2 




Gene No. 


20661 




Strand 








Start 


1 




End 


3764 






Name 


OJ990820 01 


.0210.C2.ol.gs 


Method 


GENSCAN 






Start 


338 




End 


2512 





10174 



GI 

Exons 



none 

338..388 f 682. .1008, 1675. .17 



Seq. No. 9685 

Gene No. 20661 

Start 1 

Name OJ990820_01 . 02 10 . C2 . o2 . gs 

Start 2795 

GI none 

Exons 2795.. 3442, 3510.. 3755 

Seq. No. 9685 

Gene No. 20662 

Start 5838 

Name OJ990820_01 . 0210 . C2 . ol . tc 

Start 1073 

GI none 

Exons 1073.. 1165, 1140.. 1538, 1176. 



Score . 63 
33, 1957.. 2512 

Seq. ID OJ990820_01.0210.C2 
Strand 

End 3764 

Method GENSCAN 

End 3755 

Score . 52 



Seq. ID OJ990820_01.0210.C2 
Strand 

End 6930 

Method TBLASTX : Cress 

End 1538 

Score 71 
. 1421 



Vfi 



Seq. No. 9685 

Gene No. 20662 

Start 5838 

Name OJ990820__01 . 02 10 . C2 . o2 . tw 

Start 1073 

GI none 

Exons 1073.. 1159, 1140.. 1421 



Seq. ID OJ990820_01.0210.C2 
Strand 

End 6930 

Method TBLASTX : Wheat 

End 1421 ' 

Score 201 



Seq. No. 9685 

Gene No. 20662 

Start 5838 

Name OJ990820_01 . 0210 . C2 . o2 . tm 

Start 1137 

GI none 

Exons 1137.. 1496 



Seq. ID OJ990820_01.0210.C2 
Strand 

End 6930 

Method TBLASTX : Mai ze 

End 1496 

Score 232 



Seq. No. 9685 

Gene No. 20662 

Start 5838 

Name OJ990820J31 . 0210 . C2 . ol . ts 

Start 1152 

GI none 

Exons 1152.. 1526 



Seq. ID OJ990820_01. 0210.C2 
Strand 

End 6930 

Method TBLASTX : Soybean 

End 1526 

Score 234 



Seq. No. 9685 

Gene No. 20662 

Start 5838 

Name OJ990820_01 . 0210 . C2 . ol . tw 

Start 2021 

GI none 

Exons 2021.. 2353, 2038.. 2256, 2043. 

Seq. No. 9685 

Gene No. 20662 

Start 5838 

Name OJ990820_01 . 0210 . C2 . o3 . tm 

Start 2021 

GI none 



Seq. ID OJ990820_01.0210.C2 
Strand 

End 6930 

Method TBLASTX : Wheat 

End 2356 

Score 73 
.2354, 2132. .2356 

Seq. ID OJ990820JD1. 0210. C2 
Strand 

End 6930 

Method TBLASTX: Maize 

End 2314 

Score 66 



10175 




Exons 


2021. .2314, 


2025. 


. .2252, 


2045. 


.2314 




Sea No 


9685 








Seq. ID 


OJ990820 01 . 0210 . C2 


Gene No. 


20662 








Strand 




Start 


5838 








End 


6930 


Name 


OJ990820 01. 


0210. 


,C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3131 - 








End 


3376 


GI 


none 








Score 


96 


Exons 


3131. .3376, 


3144 . 


. .3341 








Seq. No. 


9685 








Seq. ID 


OJ990820_01.0210.C2 


Gene No. 


20662 








Strand 




Start 


5838 








End 


6930 


Name 


OJ990820 01. 


0210. 


,C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3233 








End 


3669 


GI 


none 








Score 


71 


Exons 


3233. . 3397, 


3380. 


. . 3514, 


3390. 


.3515, 3588. .3668, 3595. .3669 


Sea No 


9685 








Seq. ID 


OJ990820_01.0210.C2 


Gene No. 


20662 








Strand 




Start 


5838 








End 


6930 


Name 


OJ990820 01. 


0210. 


.C2.o4 . 


gs 


Method 


GENSCAN 


Start 


5838 








End 


6930 


GI 


none 








Score 


.76 


Exons 


5838. .5905, 


6236. 


. . 6385, 


6599. 


.6739, 6882. .6930 


Seq. No. 


9686 








Seq. ID 


OJ990820_01.0210.C3 


Gene No. 


20663 








Strand 


+ 


Start 


10 








End 


8984 


Name 


OJ990820 01. 


0210. 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


10 








End 


8984 


GI 


none 








Score 


.46 


Exons 


10. .641, 697 


..1535, 167 


9. .1781 


5, 1958.. 


2373, 2858.. 2931, 




3007. .3373, 


3459. 


. .3720, 


3754. 


.3872, 3953. .4251, 4356. .4617 




4865. .4966, 


5082. 


. .5104, 


5162. 


.5610, 5668. .5862, 6310. .6415 



7694. .8984 



Seq. No. 9686 

Gene No. 20663 

Start 10 

Name OJ990820_01 . 0210 . C3 . ol . np 

Start 121 

GI 5441880 

Exons 121.. 1130, 
3953. .4251, 

GI Descrip. 



1575. .1606, 1864. 
4356.. 4617, 4857 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2190, 2792 



OJ990820_01.0210.C3 
+ 

8984 
AAT/NAP 
5618 
2717 
2931, 



3040. .3373, 



.5110, 5404. .5618 
(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 9686 Seq. ID 

Gene No. 20663 Strand 

Start 10 ' End 

Name OJ990820_01 . 02 10 . C3 . ol . gp Method 

Start 3046 End 

GI LIB3433-020-P1-K1-A6 Score 

Exons 3046.. 3088, 4911.. 5297 

GI Descrip. 1 5 6701 55 /gb | AF1 61269.11 AF1 61269 2.0e-35 Oryza sativa subsp. 



OJ990820_01.0210.C3 
+ 

8984 
AAT/GAP 
5297 
770 



10176 



japonica BAC clone 34K24, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9686 

20664 

9714 

OJ990820_01 . 0210.C3.ol. tm 

688 

none 



Seq. ID OJ990820_01.0210.C3 
Strand 

End 13161 

Method TBLASTX : Maize 

End 1282 

Score 38 



688. .714, 722. .1153, 724. .1164, 1211. .1282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9686 

20664 

9714 

OJ990820_01. 0210.C3.ol.tw 

982 

none 



Seq. ID OJ990820__01.0210.C3 
Strand 

End 13161 

Method TBLASTX : Wheat 

End 1357 

Score 191 



982. .1134, 983. .1159, 1183. .1251, 1184. .1357, 1206. .1346 



9686 

20664 

9714 

OJ990820_01.0210.C3.o2.gs 

9714 

none 



Seq. ID OJ990820_01.0210.C3 
Strand 

End 13161 

Method GENSCAN 

End 13161 

Score . 65 



9714. .9766, 10016 .. 1017 5 , 10180 10365 13102. .13161 



Seq. No. 9687 

Gene No. 20665 

Start 175 

Name OJ990820_01 . 0210 . C4 . ol . gs 

Start 175 

GI none 

Exons 175.. 387, 438.. 554 



Seq. ID OJ990820_01.0210.C4 

Strand + 

End 554 

Method GENSCAN 

End 554 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9688 

20666 

1 

OJ990820_01.0210.C5.ol.np 
1 

2326372 



Seq. ID OJ990820_01.0210.C5 
Strand 

End 3574 

Method AAT/NAP 

End 3544 

Score 1291 



1..33, 233. .309, 589. .708, 817. .926, 1017. .1119, 1219. .1272, 
1536. .1598, 1688. .1755, 1842. .1899, 2114. .2180, 2663. .2739, 
2863. .2946, 3082. .3258, 3440. .3544 

(Y14404) putative arabinose kinase [Arabidopsis thaliana] 



9688 

20666 

1 

OJ990820_01.0210.C5.ol.gs 

253 

none 



Seq. ID OJ990820_01.0210.C5 
Strand 

End 3574 

Method GENSCAN 

End 3574 

Score . 9 



253. .288, 589. .708, 907. .957, 1536. .1598, 1688. .1755, 
1842. .1899, 2114. .2180, 2663. .2739, 3082. .3258, 3440. .3574 



Seq. No. 
Gene No. 
Start 



9688 

20667 

5658 



Seq. ID OJ990820_01.0210.C5 
Strand 

End 6938 



10177 



Name 

Start 

GI 

Exons 



OJ990820 01.0210.C5.ol.tm 



Method TBLASTX : Mai ze 



563 End 1590 

none Score 78 

563. .709, 564. .650, 586. .711, 586. .711, 587. .727, 813. .926, 
817. .927, 817. .936, 818. .937, 1012. .1065, 1012. .1077, 
1016. .1075, 1078. .1140, 1088. .1120, 1212. .1274, 1216. .1299, 
1216.. 1275, 1536-.. 1589, 1536 .-. 1-589, 1537.. 1590 



if* 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9688 Seq. ID 

20667 Strand 

5658 End 

OJ990820_01.0210.C5.ol.ts . Method 

598 End 

none Score 



OJ990820_01.0210.C5 
6938 

TBLASTX : Soybean 

1120 

79 



598. .711, 611. .697, 613. .711, 793. .924, 817. .930, 818. .937, 
819. .941, 1012. .1116, 1012. .1119, 1016. .1120 



9688 

20667 

5658 

OJ990820_01. 0210.C5.ol. tc 

1700 

none 

1700. .1756, 1707. .1763, 1841, 
2115. .2189, 2647. .2739, 2657, 



Seq. ID OJ990820_01.0210.C5 
Strand 

End 6938 

Method TBLASTX : Cress 

End 3521 

Score 69 

.1903, 1843.. 1902, 2111.. 2182, 
.2740, 2855.. 2938, 2860.. 2949, 



3070. .3267, 3071. .3265, 3440. .3520, 3441. .3521 



9688 

20667 

5658 

OJ990820_01.0210.C5.o2.ts 

2681 

none 

2681. .2737, 2683. .2739, 2860. 
3071. .3259, 3082. .3261, 3437. 

9688 

20667 

5658 

OJ990820_01. 0210.C5.o2.tm 

2899 

none 

2899. .2949, 3073. .3264, 3086. 



Seq. ID OJ990820_01.0210.C5 
Strand 

End 6938 

Method TBLASTX : Soybean 

End 3521 

Score 7 6 
.2949, 2864. .2938, 3070. .3267, 
.3520, 3438.. 3521 

Seq. ID OJ990820_01.0210.C5 
Strand 

End 6938 

Method TBLASTX : Mai ze 

End 3509 

Score 208 

.3259, 3419. .3508, 3438. .3509 



Seq. No. 9688 

Gene No. 20667 

Start 5658 

Name OJ990820J31 . 02 10 . C5 . o2 . gs 

Start 5658 

GI none 

Exons 5658..6938 



Seq. ID OJ990820_01.0210.C5 
Strand 

End 6938 

Method GENSCAN 

End 6938 

Score .79 



Seq. No. 9689 Seq. ID 

Gene No. 20668 Strand 

Start 2884 End 

Name OJ990820_01 . 0210 . C6 . o2 . np Method 

Start 2884 End 



OJ990820_01.0210.C6 
+ 

7337 

AAT/NAP 

7337 



10178 






GI 


2781362 


Score 


70 




Exons 


2884. .2904, 6648. .6891, 7061. 


.7337 






GI Descrip. 


(AC003113) F2401.18 [Arabidopsis thaliana] 






gi|5454187|gb|AAD43602.1|AC005698 1 (AC005698) T3P18.1 






[Arabidopsis thaliana] 








Seq. No. 


9689 


Seq. ID 


OJ990820__01.0210.C6 




Gene No. 


20668 


Strand 


+ 




Start 


2884 


End 


7337 




Name 


OJ990820 01.0210.C6.ol.np 


Method 


AAT/NAP 




Start 


3877 


End 


5589 




GI 


• 1723239 


Score 


44 




Exons 


3877. .3899, 5518. .5589 








GI Descrip. 


HYPOTHETICAL 35.7 KD PROTEIN 


C26A3.11 


IN CHROMOSOME I 






gi| 1177358 | emb I CAA93234 .1 | (Z69240) putative amidohydrolase 






[Schizosaccharomyces pombe] 








Seq. No. 


9689 


Seq. ID 


OJ990820_01.0210.C6 




Gene No. 


20668 


Strand 


+ 




Start 


2884 


End 


7337 




Name 


OJ990820 01.0210.C6.ol.gp 


Method 


AAT/GAP 




Start 


4579 


End 


4861 




GI 


426253 


Score 


440 


i:i 


Exons 


4579. .4861 






•>?i 


Seq. No. 


9689 


Seq. ID 


OJ990820_01.0210.C6 


V 


Gene No. 


20668 


Strand 


+ 




Start 


2884 


End 


7337 


' 

:cf 


Name 


OJ990820 01.0210.C6.o2.gp 


Method 


AAT/GAP 


: 

;kr 


Start 


5958 


End 


6198 




GI 


827 1.R1084 


Score 


296 


' L| 


Exons 


5958. .6198 








GI Descrip. 


'3560531 0.0e+00 (AF042332) cycloartenol-C24-methyltransf erase 


;si 

;J 




[Oryza sativa subsp. japonica 


] ' 




I 

M 


Seq. No. 


9689 


Seq. ID 


OJ990820_01.0210.C6 




Gene No . 


20669 


Strand 




:i 


Start 


109 


End 


6687 


:!! 


Name 


OJ990820 01.0210.C6.ol.tm 


Method 


TBLASTX: Maize 


=i 


Start 


36 


End 


1202 


=' 


GI 


none 


Score 


35 




Exons 


36. .56, 93. .164, 94. .165, 147 


..404, 171. .404, 1030. .1185, 






1031. .1198, 1044. .1202, 1044. 


.1199 






Seq. No. 


9689 


Seq. ID 


OJ990820_01.0210.C6 




Gene No . 


20669 


Strand 






Start 


109 


End 


6687 




Name 


OJ990820 01.0210.C6.ol.gs 


Method 


GENSCAN 




Start 


109 


End , 


6687 




GI 


none 


Score 


.44 




Exons 


109. .424, 1042. .1306, 2697. .2901, 4971 


..5012, 5617. .5653, 






6606. .6687 








Seq. No. 


9690 


Seq. ID 


OJ990820_01.0210.C7 




Gene No. 


20670 


Strand 


+ 




Start 


779 


End 


906 




Name 


OJ990820 01.0210.C7.ol.gs 


Method 


GENSCAN 



10179 



Start 
GI 

Exons 



779 
none 

779. . 906 



End 906 
Score . 97 



Seq. No. 9691 

Gene No. 20671 

Start 1 

Name OJ990820_01 . 0210 . C8 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 953 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 9691 

Gene No. 20671 

Start 1 

Name OJ990820_01 . 02 10 . C8 . o2 . tw 

Start 1 

GI none 

Exons 1 . . 303 



Seq. ID OJ990820_01.0210.C8 

Strand 4- 

End 953 

Method AAT/NAP 

End 953 

Score 1193 

sativa subsp. indica] 

Seq. ID OJ990820_01.0210.C8 

Strand + 

End 953 

Method TBLASTX : Wheat 

End 303 

Score 190 



Seq. No. 9691 Seq. ID 

Gene No. 20671 Strand 

Start 1 End 

Name OJ990820_01 . 0210 . C8 . ol . gs Method 

Start 22 End 

GI none Score 

Exons 22.. 800 



OJ990820_01.0210.C8 
+ 

953 

GENSCAN 

800 

.42 



Seq. No. 9691 

Gene No. 20671 

Start 1 

Name OJ990820_01 . 0210 . C8 . ol . tw 

Start 435 

GI none 

Exons 435.. 875, 436.. 894, 439.. 876 

Seq. No. 9691 

Gene No. 20671 

Start 1 

Name OJ990820_01 . 0210 . C8 . ol . ts 

Start 472 

GI none 

Exons 472 . . 786 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_01.0210.C8 
+ 

953 

TBLASTX: Wheat 

894 

518 



OJ990820_01.0210.C8 
+ 

953 

TBLASTX: Soybean 

786 

198 



Seq. No. 9691 

Gene No. 20671 

Start 1 

Name OJ990820JD1 . 0210 . C8 . ol . tm 

Start 501 

GI none 

Exons 501.. 743, 505.. 876, 897. .953 

Seq. No. 9692 

Gene No. 20672 

Start 2225 

Name OJ990820_01 . 0210 . C10 . ol . gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990820_01.0210.C8 
+ 

953 

TBLASTX: Maize 

953 

327 



OJ990820__01. 0210. C10 

.+ 

5890 
GENSCAN 



10180 



Start 


2225 








End 


3477 






GI 


none • 








Score 


.75 






Exons 


2225. .2545, 


2824 


. . 2919, 


2927 . 


.3041, 3199. .3340, 


3372 . . 3< 


177 


Seq. No. 


9692 








Seq. ID 


OJ990820 


_01.0210. 


.C10 


Gene No. 


20672 








Strand 


+ 






Start 


2225 








End 


5890 






Name 


OJ990820_01 


.0210 


.ClO.ol, 


.np 


Method 


AAT/NAP 






Start 


2225 








End 


5890 






GI 


6815052 








Score 


1337 






Exons 


2225 . . 2370, 


2452 


. .2534, 


2838. 


.2942, 3230. .3340, 


4211. .4303, 




5092. .5234, 


5283 


. .5890 












GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


9692 








Seq. ID 


OJ990820 


_01. 0210. 


.C10 


Gene No. 


20672 








Strand 


+ 






Start 


2225 








End 


5890 






Name 


OJ990820_01 


. 0210 


.C10.o2. 


.gs 


Method 


GENSCAN 






Start 


4423 








End 


5536 






GI 


none 








Score 


.51 






Exons 


4423 . . 5536 
















Seq. No. 


9692 








Seq. ID 


OJ990820 


_01. 0210, 


■ C10 


Gene No. 


20672 








Strand 


+ 






Start 


2225 








End 


5890 






Name 


OJ990820 01 


.0210 


.ClO.ol, 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4528 








End 


5022 






GI 


none 








Score 


93 






Exons 


4528 . .4707, 


4549 


. .4707, 


4568 . 


.4711, 4732. .5022 






Seq. No. 


9692 








Seq. ID 


OJ990820 


01.0210. 


,C10 


Gene No. 


20672 








Strand 


+ 






Start 


2225 








End 


5890 






Name 


OJ990820_01 


.0210 


.ClO.ol. 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


4546 








End 


4920 






GI 


none 








Score 


108 






Exons 


4546 . .4731, 


4726 


. .4920 












Seq. No. 


9693 








Seq. ID 


OJ990820 


01 . 0210 , 


.Cll 


Gene No. 


20673 








Strand 








Start 


1971 








End 


4310 






Name 


OJ990820_01 


.0210 


.Cll.o2. 


.gs 


Method 


GENSCAN 






Start 


1971 








End 


4310 






GI 


none 








Score 


.67 






Exons 


1971. .2059, 


2683 


. .2759, 


4303. 


.4310 








Seq. No. 


9694 








Seq. ID 


OJ990820 


_01.0210. 


.C12 


Gene No. 


20674 








Strand 


+ 






Start 


882 








End 


1406 






Name 


OJ990820 01 


.0210 


.C12 .ol. 


.gs 


Method 


GENSCAN 






Start 


882 








End 


1406 






GI 


none 








Score 


.54 






Exons 


882. .917, 1275..: 


L406 












Seq. No. 


9695 








Seq-. ID 


OJ990820 


_01.0210. 


C13 


Gene No. 


20675 








Strand 


+ 






Start 


790 








End 


2376 







10181 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ990820_01 . 0210 . C13 . ol . np Method AAT/NAP 
790 End 2376 

4103243 Score 136 

790. .1027, 2223. .2376 

(AF022368) BIPOSTO [Arabidopsis thaliana] 



Seq. ID OJ990820_01.0210.C14 
Strand 

End 1740 

Method AAT/NAP 

End 1740 

Score 969 



9696 
20676 
1 

OJ990820_01.0210.C14.ol.np 
1 

2642431 
1. .1175, 1717. .1740 

(AC002391) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



9696 
20676 
1 

OJ990820_01 . 0210 . C14 . o2 . tm 
9 

none 

9. .383, 140. .325, 247. .381 

9696 
20676 
1 

OJ990820_01.0210.C14 . o2 . tw 
69 

none 

69. .329, 250. .330 

9696 
20676 
1 

OJ990820_01.0210.C14 ,o2.ts 
120 
none 

120. .524, 217. .345 

9696 
20676 
1 

OJ990820_01.0210.C14 .ol.tm 
435 
none 

435. .761, 454. .609, 637. .762, 783. .875 



Seq. ID OJ990820_01.0210.C14 
Strand 

1740 

TBLASTX: Maize 
383 
57 



Seq. ID OJ990820_01.0210.C14 
Strand 

1740 

TBLASTX: Wheat 
330 
65 



Seq. ID OJ990820_01.0210.C14 
Strand 

1740 

TBLASTX: Soybean 
524 
76 



End 

Method 

End 

Score 



Seq. ID OJ990820_01.0210.C14 
Strand 

1740 

TBLASTX: Maize 
875 
72 



End 

Method 

End 

Score 



9696 

20676 

1 

OJ990820_01. 0210.C14 .ol.tw 

474 

none 



Seq. ID OJ990820_01.0210.C14 
Strand 

End 1740 

Method TBLASTX : Wheat 

End 1010 

Score 88 



474. .674, 669. .761, 765. .1010, 766. .864, 922. .990 

9696 Seq. ID OJ990820_01 . 0210 . C14 



10182 




Gene No . 


20676 




Strand 






Start 


1 




End 


1740 




Name 


OJ990820 01.0210.C14. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


678 




End 


1175 




GI 


5509260 




Score 


47 




Exons 


678. .764, 771. . 1175, 


772. .852 


, 922. .1038 




GI Descrip. 


- 










Seq. No. 


9696 




Seq. ID 


OJ990820_01.0210 


.C14 


Gene No. 


20676 




Strand 






Start 


1 




End 


1740 




Name 


OJ990820 01.0210.C14. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


789 




End 


1049 




GI 


none 




Score 


108 




Exons 


789. .1049, 798. .1046 










Seq. No. 


9696 




Seq. ID 


OJ990820_01.0210 


.C14 


Gene No. 


20676 




Strand 






Start 


1 




End 


1740 




Name 


OJ990820 01.0210.C14. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


876 




End 


1136 




GI 


none 




Score 


115 




Exons 


876. .1136, 877. .1128, 


927. .1136 






Seq . No . 


9697 




Seq. ID 


OJ990820JU.0210 


.C15 


Gene No. 


20677 




Strand 


+ 




Start 


3194 




End 


4973 




Name 


OJ990820 01.0210.C15. 


ol . gs 


Method 


GEN SCAN 




Start 


3194 




End 


4973 




GI 


none 




Score 


.66 




Exons 


3194. .3381, 3663. .3742, 4605. 


.4758, 4£ 


505 . .4973 




Sea No . 


9697 




Seq. ID 


OJ990820JD1.0210 


.C15 


Gene No. 


20678 




Strand 


+ 




Start 


11199 




End 


11736 




Name 


OJ990820 01.0210.C15. 


o3.gs 


Method 


GENSCAN 




Start 


11199 




End 


11736 




GI 


none 




Score 


.63 




Exons . 


11199. .11309, 11557.. 


11736 








Seq. No. 


9697 




Seq. ID 


OJ990820_01.0210 


.C15 


Gene No. 


20679 




Strand 


+ 




Start 


12477 




End 


13002 




Name 


OJ990820 01.0210.C15. 


o4 . gs 


Method 


GENSCAN 




Start 


12477 




End 


13002 




GI 


none 




Score 


.71 




Exons 


12477. .12673, 12747.. 


13002 








Seq. No. 


9697 




Seq. ID 


OJ990820_01.0210 


.C15 


Gene No. 


20680 




Strand 






Start 


5986 




End 


10277 




Name 


OJ990820 01.0210.C15. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


651 




End 


1077 




GI 


none 




Score 


147 




Exons 


651. .869, 877. .1077 










Seq. No. 


9697 




Seq. ID 


OJ990820_01.0210 


.C15 



10183 



Gene No. 20680 Strand 

Start 5986 End 

Name OJ990820_01 . 0210 . C15'. 08 . ts Method 

Start 1793 End 

GI none Score 

Exons 1793.. 1969, 1818.. 1964 



10277 

TBLASTX: Soybean 

1969 

118 



Seq. No. 9697 

Gene No. 20680 

Start 5986 

Name OJ990820_01 . 0210 . C15 . ol . gp 

Start 5504 

GI LIB34 33-04 1-P1-K1-E1 

Exons 5504.. 5584, 6471.. 6810 

GI. Descrip. '3387899 2.0e-48 (AF070540) 
sapiens] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_01.0210.C15 

10277 
AAT/GAP 
6810 
662 



putative nuclear protein [Homo 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9697 

20680 

5986 

OJ990820_01.0210.C15.ol.tm 

5632 

none 

5632. .5724, 5685. .5729, 5780. 
6471. .6530, 6472. .6558, 6473. 
6579. .6743, 6580. .6744, 6580. 
6745. .7467, 6746. .7465, 7014. 

9697 

20680 

5986 

OJ990820_01. 0210. CIS. o2.gs 

5986 

none 

5986. .6019, 6471. .6615, 6864. 
9536.. 9852, 9858. .10247 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990820 01.0210.C15 



10277 

TBLASTX: Maize 
7475 
62 

.5827, 5789. .5839, 5831. .5863, 
.6574, 6478. .6531, 6479.-6592, 
.6744, 6743. .6967, 6744. .6968, 
.7475, 7347. .7475 

Seq. ID OJ990820_01.0210.C15 
Strand 

End 10277 

Method GENSCAN 

End 10247 

Score .75 

.8967, 9017.. 9059, 9110.. 9376, 



Seq. No. 9697 

Gene No. 20680 

Start 5986 

Name OJ990820_01 . 0210 . C15 . ol . tw 

Start 6468 

GI none 

Exons 6468.. 6521, 6470.. 6574, 6470. 

6582. .6740, 6586. .6744, 6745. 



Seq. ID OJ990820_01.0210.C15 
Strand 

End 10277 
Method TBLASTX : Wheat 
End 6798 
Score 96 

.6592, 6536.. 6652, 6579.. 6743, 
,6798, 6746. .6778 



Seq. No. 9697 Seq. ID OJ990820_01 . 0210 . C15 

Gene No. 20680 Strand 

Start 5986 End 10277 

Name OJ990820_01 . 0210 . C15 . o2 . np Method AAT/NAP 

Start 6479 End 10268 

GI 6912654 Score 3913 

Exons 6479.. 9294, 9322.. 10268 

GI Descrip. spliceosome-associated factor 155 gi 14033735 (AF054284) 
spliceosomal protein SAP 155 [Homo sapiens] 



Seq. No. 



9697 



Seq. ID OJ990820_01.0210.C15 



10184 



. * —a. 





20680 " 








Strand 






Start 


5986 








End 


10277 




Name 


OJ990820 01 


.0210. 


,C15.o7 . 


.ts 


Method 


TBLASTX : Soybean 




Start 


6479 








End 


6744 




GI 


none 








Score 


41 




Exons 


6479. . 6517, 


6479. 


. . 6517, 


6521. 


.6652, 6580. .6630, 6612. .6743, 




6612. . 6743, 


6613. 


. . 6744 










Seq. No. 


9697 








Seq. ID 


OJ990820_01.0210. 


■ CIS 


Gene No. 


20680 








Strand 






Start 


5986 








End 


10277 




Name 


OJ990820 01 


.0210. 


.CIS.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


6690 








End 


7035 




GI 


none 








Score 


153 




Exons 


6690. . 6740, 


6743. 


. . 6949, 


6744 . 


.6965, 67 


45. .7035, 6746. .7033 


Seq. No. 


9697 








Seq. ID 


OJ990820_01.0210. 


■ C15 


Gene No. 


20680 








Strand 






Start 


5986 








End 


10277 




Name 


OJ990820 01 


.0210. 


.CIS.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


6801 








End 


7359 




GI 


none 








Score 


127 




Exons 


6801. .6968, 


6802. 


. .7359, 


6803. 


. 7357 






Seq. No. 


9697 








Seq. ID 


OJ990820_01.0210. 


.'CIS 


Ronp Mo 


20680 








Strand 






Start 


5986 








End ' 


10277 




Name 


OJ990820 01 


.0210. 


X15.o2. 


. ts 


Method 


TBLASTX: Soybean 




Start 


7368 








End 


7867 




GI 


none 








Score 


159 




Exons 


7368. .7553, 


7375. 


. .7857, 


7380. 


.7769, 73 


81. .7860, 7751. .7* 


361, 




7790. .7867 














Seq. No. 


9697 








Seq. ID 


OJ990820_01.0210. 


.CIS 


Gene No. 


20680 








Strand 






Start 


5986 








End 


10277 




Name 


OJ990820 01 


.0210, 


,C15.o3. 


. tc 


Method 


TBLASTX: Cress 




Start 


7405 








End 


7581 




GI 


none 








Score 


133 




Exons 


7405. .7578, 


7408. 


. .7581 










Seq. No. 


9697 








Seq. ID 


OJ9908.20_01.0210, 


.C15 


Gene No. 


20680 








Strand 






Start 


5986 








End 


10277 




Name 


OJ990820 01 


.0210. 


,C15.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


7546 








End 


8235 




GI 


none 








Score 


805 




Exons 


7546. . 8229, 


7546. 


. .8235 










Seq. No. 


9697 








Seq. ID 


OJ990820_01.0210. 


.CIS 


Gene No. 


20680 








Strand 






Start 


5986 








End 


10277 




Name 


OJ990820 01 


.0210. 


,C15.o2. 


. tc 


Method 


TBLASTX: Cress 




Start 


7759 








End 


7984 




GI 


none 








Score 


238 




Exons 


7759. .7983, 


7790. 


. .7984 











10185 



Seq. No. 9697 Seq. ID 

Gene No. 20680 Strand 

Start 5986 End 

Name OJ990820_01 . 0210 . CI 5 . o4 . ts Method 

Start 7 8 97 End 

GI none Score 

Exons 7897. .8154, 7898. .8155 



OJ990820_01.0210.C15 
10277 

TBLASTX : Soybean 

8155 

332 



Seq. No. 9697 

Gene No. 20680 

Start 5986 

Name OJ990820JD1 . 0210 . CI 5 . o5 . ts 

Start 8257 

GI none 

Exons 8257. .8400, 8261. .8386, 8344, 



Seq. ID OJ990820_01.0210.C15 
Strand 

End 10277 

Method TBLASTX : Soybean 

End 8532 

Score 172 

.8532, 8375.. 8530, 8392.. 8532 





Seq. No. 


9697 










Seq. ID 


OJ990820_01.0210 


.CIS 




Gene No. 


20680 










Strand 








Start 


5986 










End 


10277 






Name 


OJ990* 


320_01. 


0210 


C15.o3 


ts 


Method 


TBLASTX : Soybean 






Start 


8602 










End 


8857 






GI 


none 










Score 


79 




Q 


Exons 


8602. 


8856, 


8604 


.8765, 


8605 


..8811, 8 


624. .8857 




: : s? 

.3 = j 
{ t J 


Seq. No. 


9697 










Seq. ID 


. OJ990820_01.0210 


. CIS 


r li 


Gene No. 


20680 










Strand 








Start 


5986 










End 


10277 




\'."-\ 


Name 


OJ990820 01. 


0210 


C15.o6 


ts 


Method 


TBLASTX : Soybean 






Start 


8868 










End 


9126 






GI 


none 










Score 


88 






Exons 


8868. 


9029, 


8868 


.9017, 


8902 


..9126, 8909. .9112 






Seq. No. 


9697 










Seq. ID 


OJ990820_01.0210 


. CIS 


a 


Gene No. 


20680 










Strand 






y\ 


Start 


5986 










End 


10277 






Name 


OJ990820 01. 


0210 


C15.o3 


tm 


Method 


TBLASTX: Maize 






Start 


9784 










End 


10232 






GI 


none 










Score 


61 




•1 3? 
.E Ri 


Exons 


9784 . 


9855, 


9812 


. 9856, 


9917 


..9955, 9 


922. .9954, 9963. .10064, 


! E 3? 




10006 


.10032, 10056. .10232, 


10093. . 10197 





Seq. No. 9697 

Gene No. 20680 

Start 5986 

Name OJ990820_01 .0210. CIS. o2.qp 

Start 9785 

GI uC-osflm202104d09bl 

Exons 9785.. 10277 

GI Descrip. '4033735 7.0e-ll (AF054284) 
sapiens] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_01.0210.C15 

10277 
AAT/GAP 
10277 
903 



spliceosomal protein SAP 155 [Homo 



Seq. No. 9698 

Gene No. 20681 

Start 199 

Name OJ990820_01 . 0210 . CI 6 . ol . gs 

Start 199 

GI none 



Seq. ID OJ990820_01.0210.C16 

Strand + 

End 351 

Method GENSCAN 

End 351 

Score .45 



10186 




Exons 199.. 205, 242.. 351 



Seq. No. 


9699 








Seq. ID 


OJ990820_01 . 0210 . CI 7 


Gene No. 


20682 








Strand 


+ 


Start 


578 








End 


949 


Name 


OJ990820_01 


. 0210 


.C17 .ol 


.gs 


Method 


GENSCAN 


Start 


578 








End 


949 


GI 


none 








Score 


. 42 


Exons 


578 . . 949 












Seq. No. 


9699 








Seq. ID 


OJ990820 01.0210.C17 


Gene No. 


20683 








Strand 


+ 


Start 


1624 








End 


3447 


Name 


OJ990820_01 


. 0210 


.C17 .o2 


.gs 


Method 


GENSCAN 


Start 


1624 








End 


3447 


GI 


none 








Score 


. 45 


Exons 


1624 . . 1696, 


1841 


. . 2021, 


3318 . 


.3447 




Seq. No. 


9699 








Seq. ID 


OJ990820_01.0210.C17 


Gene No. 


20684 








Strand 




Start 


4570 








End 


7787 


Name 


OJ990820 01 


.0210 


.C17.o3 


.gs 


Method 


GENSCAN 


Start 


4570 








End 


7782 


GI 


none 








Score 


. 64 


Exons 


4570. .4667, 


4949 


. . 5173, 


5179 . 


.5724, 6098. .6136, 6138. .6894, 




7024 . . 7782 












Seq. No. 


9699 








Seq. ID 


OJ990820_01.0210.C17 


Gene No. 


20684 








Strand 




Start 


4570 








End 


7787 


Name 


OJ990820 01 


.0210 


.C17.ol 


.np 


Method 


AAT/NAP 


Start 


6106 








End 


7787 


GI 


4680179 








Score 


2486 


Exons 


6106. . 7787 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


9699 








Seq. ID 


OJ990820__01.0210.C17 


Gene No. 


20684 








Strand 




Start 


4570 








End 


7787 


Name 


OJ990820_01 


.0210 


.C17 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


6151 








End 


6484 


GI 


none 








Score 


149 


Exons 


6151. . 6483, 


6203 


. .6484 








Seq. No. 


9699 








Seq. ID 


OJ990820_01.0210.C17 


Gene No. 


20684 








Strand 




Start 


4570 








End 


7787 


Name 


OJ990820 01 


.0210 


,C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6346 








End 


6928 


GI 


none 








Score 


118 


Exons 


6346. .6555, 


'6347 


. .6544, 


6553. 


.6768, 6605.. 6769, 6766.-6927, 




6773. .6928 












Seq. No. 


9699 








Seq. ID 


OJ990820_01.0210.C17 


Gene No. 


20684 








Strand 




Start 


4570 








End 


7787 


Name 


OJ990820 01 


.0210 


C17.ol 


. tw 


Method 


TBLASTX: Wheat 



10187 






Start 


6484 










End 


7107 






GI 


none 










Score 


47 






Exons 


6484 . 


.6552, 


6485. 


. 6544, 


6553 


. .7107, 6602. .7048 






Seq. No. 


9699 










Seq. ID 


OJ990820_01.0210. 


C17 




Gene No. 


20684 










Strand 








Start 


4570 










End 


7787 






Name 


OJ990820 01 


0210. 


C17 .o2 


. tm 


Method 


TBLASTX: Maize 






Start 


6976 










End 


7267 






GI 


none 










Score 


299 






Exons 


6976. 


.7266, 


6980. 


.7267 












Seq. No. 


9699 










Seq. ID 


OJ990820_01.0210. 


C17 




Gene No. 


20684 










Strand 








Start 


4570 










End 


7787 






Name 


OJ990820 01 


0210. 


C17 ,ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


7066 










End 


7326 






GI 


none 










Score 


192 






Exons 


7066. 


.7326, 


7067 . 


. 7315 












Seq. No. 


9699 










Seq. ID 


OJ990820__01.0210. 


C17 




Gene No. 


20684 










Strand 






u 


Start 


4570 










End 


7787 






Name 


OJ990820 01 


0210. 


C17.ol 


.tc 


Method 


TBLASTX: Cress 




"i si 


Start 


7090 










End 


7416 




'•• < i 


GI 


none 










Score 


79 




I-: 


Exons 


7090. 


.7233, 


7091. 


.7231, 


7234 


. .7416 






j -J 


Seq. No. 


9699 










Seq. ID 


OJ990820 01.0210. 


C17 


i, z l 


Gene No. 


20684 










Strand 








Start 


4570 










End 


7787 




• =* 


Name 


OJ990 


820_01 


0210. 


C17 .o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


7113 










End 


7653 




u 


GI 


none 










Score 


134 




" *=! 


Exons 


7113. 


.7367, 


7114 . 


.7653, 


7118 


. . 7471 






L jj 


Seq. No. 


9700 










Seq. ID 


OJ990820__01.0210. 


C18 


i : 
't ; f 


Gene No. 


20685 










Strand 


+ 




Q 


Start 


1 










End 


1123 






Name 


OJ990820 01 


0210. 


C18.ol 


.np 


Method 


AAT/NAP 






Start 


1 










End 


1123 






GI 


2326372 








Score 


541 






Exons 


1..215, 492 


. 563, 


658. . 


860, 


1013. .1123 








GI Descrip. 


(Y14404) putative 


arabinose 


kinase [Arabidopsis thaliana] 




Seq. No. 


9700 










Seq. ID 


OJ990820_01.0210. 


C18 




Gene No. 


20685 










Strand 


+ 






Start 


1 










End 


1123 






Name 


OJ990820 01 


0210. 


C18.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


44 










End 


729 






GI 


none 










Score 


63 






Exons 


44. .223, 46 


.210, 


48. .212, 492. .563, 531. .563, 646. .729, 








655. . 


726, 657.. 728 












Seq. No. 


9700 










Seq. ID 


OJ990820_01.0210. 


C18 




Gene No. 


20685 










Strand 








Start 


1 










End 


1123 





10188 



Name 

Start 

GI 

Exons 



OJ990820_01 . 0210 .C18 . ol . tm Method TBLASTX : Maize 

47 End 720 

none Score 281 

47. .220, 48. .215, 52. .216, 485. .556, 489. .563, 490. .558, 

646. .720, 655. .708, 657. .710 



Seq. No. 9700 

Gene No. 20685 

Start 1 

Name OJ990820_01 . 0210 . C18 . ol . gs 

Start 50 

GI none 
Exons 



Seq. ID' OJ990820_01.0210.C18 

Strand +' 

End 1123 

Method GENSCAN 

End 1123 

Score .81 



50. .215, 492. .563, 658. .774, 1013. .1123 



Seq. No. 9701 

Gene No. 20686 

Start 1 

Name OJ990820_01 . 0210 . CI 9 . ol . np 

Start 1 

GI 4680179 

Exons 1..437, 843.. 922 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990820_01.0210.C19 
Strand 

End 1518 

Method AAT/NAP 

End 922 

Score 369 



Seq. No. 9701 

Gene No. 20686 

Start 1 

Name OJ990820_01 . 02 10 . CI 9 . ol . tw 

Start 11 

GI none 

Exons 11.. 82, 104.. 301, 105.. 302 



Seq. ID OJ99.0820_01.0210.C19 
Strand 

End 1518 

Method TBLASTX : Wheat 

End 302 

Score 136 



Seq. No. 9701 

Gene No. 20686 

Start 1 

Name OJ990820_01 . 02 10 . CI 9 . ol . gs 

Start 117 

GI none 

Exons 117.. 454 



Seq. ID OJ990820_01.0210.C19 
Strand 

End 1518 

Method GENSCAN 

End 454 

Score . 66 



Seq. No. 9701 

Gene No. 20686 

Start 1 

Name OJ990820_01 . 02 10 . C19 . o2 . gs 

Start 718 

GI none 

Exons 718.. 1518 



Seq. ID OJ990820_01.0210.C19 
Strand 

End 1518 

Method GENSCAN 

End 1518 

Score .95 



Seq. No. 9701 

Gene No. 20686 

Start 1 

Name OJ990820_01 .0210.C19.o2.np 

Start 721 

GI 4512231 

Exons 721.. 1518 

GI Descrip. (AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990820_01.0210.C19 
Strand 

End 1518 

Method AAT/NAP 

End 1518 

Score 1345 



Seq. No. 



9702 



Seq. ID OJ990820_01.0210.C20 



10189 




Gene No. 


20687 


Strand 


+ 


Start 


799 


End 


1827 


Name 


OJ990820 01.0210.C20.ol.gs 


Method 


GENSCAN 


Start 


799 


End 


1827 


GI 


none 


Score 


. 62 


Exons 


799. .969, 1007. .1210, 1264.. 


1366, 1730 


. . 1827 


Seq. No. 


9702 


Seq. ID 


OJ990820 


Gene No. 


20688 


Strand 




Start 


1 


End 


1477 


Name 


OJ990820 01.0210.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1477 


GI 


5852179 


Score 


221 


Exons 


1..35, 969. .1161, 1249. .1477 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 





Seq. No. 


9703 




Seq. ID 


OJ990820 


_01 


0210 


.C21 


Gene No. 


20689 




Strand 


+ 








Start 


66 




End 


476 








Name 


OJ990820 01.0210. 


C21.ol .gs 


Method 


GENSCAN 








Start 


66 




End 


476 








GI 


none 




Score 


.98 








Exons 


66. .476 














Seq. No. 


9703 




Seq. ID 


OJ990820 


jn 


0210 


.C21 


Gene No. 


20690 




Strand 










Start 


1799 




End 


1872 








Name 


OJ990820 01.0210. 


C21.o2 .gs 


Method 


GENSCAN 








Start 


1799 




End 


1872 








GI 


none 




Score 


.51 








Exons 


1799. .1872 














Seq. No. 


9704 




Seq. ID 


OJ990820 


_01 


0210 


.C23 


Gene No. 


20691 




Strand 










Start 


1 




End 


453 








Name 


OJ990820 01.0210. 


C23.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


453 








GI 


2586082 




Score 


595 








Exons 


1. .453 














GI Descrip. 


(U72725) retrofit 


[Oryza longistaminata] 









Seq. No. 9704 

Gene No. 20691 

Start 1 

Name OJ990820_01 . 02 10 . C23 . ol . tc 

Start 4 

GI none 

Exons 4.. 234, 6.. 233 



Seq. ID OJ990820_01.0210.C23 
Strand 

End 453 

Method TBLASTX: Cress 

End 234 

Score 144 



Seq. No. • 9704 

Gene No. 20691 

Start 1 

Name OJ990820_01 . 0210 . C23 . ol . tm 

Start 30 

GI none 

Exons 30. .239, 55. .240, 241. .309 



Seq. ID OJ990820_01.0210.C23 
Strand 

End 453 

Method TBLASTX : Mai ze 

End 309 

Score 115 



10190 




Seq. No. 


9704 




Seq. ID 


OJ990820_01.0210 


.C23 


Gene No. 


20691 




Strand 






Start 


1 




End 


453 




Name 


OJ990820_ 


_01.0210.C23.ol.ts 


Method 


TBLASTX : Soybean 




Start 


30 




End 


342 




GI 


none 




Score 


132 




Exons 


30 . .260, 


79 . . 234 , 256 . . 342 








Seq. No. 


9705 




. Seq. ID 


OJ990820_01 . 0210 


.C24 


Gene No. 


20692 




Strand 


+ 




Start 


1 




End 


514 




Name 


OJ990820 


_01.0210.C24.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


514 




GI 


2586082 




Score 


618 




Exons 


1 . .514 










GI Descrip. 


(U72725) 


retrofit [Oryza longistaminata] 




Seq. No. 


9705 




Seq. ID 


OJ990820_01 . 0210 


.C24 


Gene No. 


20692 




Strand 


+ 




Start 


1 




End 


514 




Name 


OJ990820 


_01.0210.C24.ol.tw 


Method 


TBLASTX : Wheat 




Start 


4 




End 


353 




GI 


none 




Score 


304 




Exons 


4. .303, 12. .239, 300. .353, 315. .353 






Seq. No. 


9705 




Seq. ID 


OJ990820_01 . 0210 


.C24 


Gene No. 


20692 




Strand 


+ 




Start 


1 




End 


514 




Name 


OJ990820 


_01.0210.C24.ol.gs 


Method 


GENSCAN 




Start 


13 




End 


476 




GI 


none 




Score 


.71 




Exons 


13. . 180, 


285. .476 








Seq. No. 


9705 




Seq. ID 


OJ990820_01.0210 


.C24 


Gene No. 


20692 




Strand 


+ 




Start 


1 




End 


514 




Name 


OJ990820 


01.0210.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


31 




End 


294 




GI 


none 




Score 


297 




Exons 


31. .294, 


36. .293, 172. .294 








Seq. No. 


9705 




Seq. ID 


OJ990820_01.0210 


.C24 


Gene No. 


20692 




Strand 


+ 




Start 


1 




End 


514 




Name 


OJ990820 


01.0210.C24.ol.ts 


Method 


TBLASTX: Soybean 




Start 


94 




End 


482 




GI 


none 




Score 


193 




Exons 


94. .273, 


123. .269, 298. .435, 


300. .482, 


314. .481 




Seq. No. 


9705 




Seq. ID 


OJ990820_01.0210 


. C24 


Gene No. 


20692 




Strand 


+ 




Start 


1 




End 


514 




Name 


OJ990820 


01.0210.C24 .o2.tm 


Method 


TBLASTX :Maize 




Start 


309 




End 


509 




GI 


none 




Score 


80 




Exons 


309. .368, 


368. .508, 369. .509 









10191 






Qprr No 


9706 






Seq. ID 


OJ990820 01. 0210. C2 5 




Gene No. 


20693 






Strand 


+ 




Start 


114 






End 


705 




Name 


OJ990820 


01. 0210.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


113 






End 


342 




GI 


none 






Score 


218 




Exons 


113. .250, 


114. .245, 116 


. .265, 


316. .342, 


318. .341 




Seq. No. 


9706 






Seq. ID 


OJ990820 01.0210.C25 




Gene No. 


20693 






Strand 


+ "~ 




Start 


114 






End 


705 




Name 


OJ990820 


01.0210.C25.ol 


.gs 


Method 


GENSCAN 




Start 


114 






End 


400 




GI 


none 






Score 


.81 




Exons 


114. .244, 


319. .400 










Seq. No. 


9706 






Seq. ID 


OJ990820_01. 0210.C25 




Gene No . 


20693 






Strand 


+ 




Start 


114 






End 


705 




Name 


OJ990820 


01.0210.C25.ol 


.np 


Method 


AAT/NAP 




Start 


114 






End 


705 




GI 


2326372 






Score 


252 




Exons 


114. .244, 


319. .400, 683 


. .705 








GI Descrip. 


(Y14404) 


putative arabinose kinase [Arabidopsis thaliana] 


u\ 


Seq. No". 


9706 






Seq. ID 


OJ990820 01 0210 C25 




(icinp No 


20693 






Strand 


+ _ 


.3 5 I 


Start 


114 






End 


705 




Name 


OJ990820 


01.0210.C25.ol 


. ts 


Method 


TBLASTX : Soybean 


i , 1 


Start 


122 






End 


406 




GI 


none 






Score 


100 


ry 


Exons 


122. .187, 


123. .182, 130 


. .183, 


179. .250, 


186. .245, 188. .262, 


IS 




316. .402, 


317. .406, 319 


. .402 






r B i 

;. t 


Seq. No. 


9706 






Seq. ID 


OJ990820_01.0210.C25 




Gene No . 


20693 






Strand 


+ 




Start 


114 






End 


705 




Name 


OJ990820 


01.0210.C25.ol 


. tc 


Method 


TBLASTX: Cress 


□ 


Start 


171 






End 


406 




GI 


none 






Score 


105 


n 


Exons 


171. .245, 


171. .245, 172 


. .261, 


173. .250, 


316. .402, 317. .406, 






319. .402 












Seq. No. 


9707 






Seq. ID 


OJ990910_03.0229.C2 




Gene No. 


20694 






Strand 


+ 




Start 


141 






End 


560 




Name 


OJ990910 


03.0229.C2.ol.. 


gs 


Method 


GENSCAN 




Start 


141 






End 


560 




GI 


none • i 






Score 


.45 




Exons 


141. .560 












Seq. No. 


9708 






Seq. ID 


OJ990910_03.0229.C3 




Gene No. 


20695 






Strand 


+ 




Start 


1 






End 


193 




Name 


OJ990910 


03.0229.C3.ol.: 


np 


Method 


AAT/NAP 




Start 


1 






End 


193 




GI 


6815052 






Score 


172 



10192 



I 




Exons 


1. .193 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9708 


Seq. ID 


OJ990910_03. 


0229 


.C3 


Gene No. 


20696 


Strand 








Start 


37 


End 


454 






Name 


OJ990910 03.0229.C3.ol.gs 


Method 


GENSCAN 






Start 


37 v v • 


End 


454 






GI 


none 


Score 


. 9 






Exons 


37 . . 233, 328 . . 454 










Seq. No. 


9709 


Seq. ID 


OJ990910_03. 


0229 


C4 


Gene No. 


20697 


Strand 


+ 






Start 


390 


End 


734 






Name 


OJ990910 03.0229.C4.ol.gs 


Method 


GENSCAN 






Start 


390 


End 


734 






GI 


none 


Score 


. 52 






Exons 


390 . . 569, 588 . . 734 










Seq. No. 


9710 


Seq. ID 


OJ990910_03. 


0229 


C7 


Gene No. 


20698 


Strand 


+ 






Start 


163 


End 


1370 






Name 


OJ990910. 03. 0229.C7.ol.gs 


Method 


GENSCAN 






Start 


163 


End 


1370 








none 


Score 


. 62 






Exons 


163. .219, 1287. .1370 










H! Seq. No. 


9710 


Seq. ID 


OJ990910_03. 


0229 


C7 


; s =l Gene No. 


20699 


Strand 


+ 






Start 


3572 


End 


6110 






ill 

' : ;* Name 


OJ990910 03.0229.C7.o2.np 


Method 


AAT/NAP 






w Start 


3572 


End 


6004 






ry GI 


2462745 


Score 


330 






;3 Exons 


3572.. 3693, 5320.. 5490, 5623. 


. 6004 








t==i GI Descrip. 


(AC002292) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9710 


Seq. ID 


OJ990910_03. 


0229 


C7 


H : Gene No. 


20699 


Strand 


+ 






i.j Start 


3572 


End 


6110 






f-=i Name 


OJ990910 03.0229.C7.o2.gp 


Method 


AAT/GAP 






;■=• Start 


5102 


End 


5727 






— GI 


74030 1.R1084 


Score 


920 






Exons 


5102.. 5490, 5623.. 5727 










GI Descrip. 


! 3540199 6.0e-30 (AC004260) Putative monosaccharide 


transport 




protein [Arabidopsis thaliana; 


' 








Seq. No. 


9710 


Seq. ID 


OJ990910_03. 


0229 


C7 


Gene No. 


20699 


Strand 


+ 






Start 


3572 


End 


6110 






Name 


OJ990910 03.0229.C7.o3.gs 


Method 


GENSCAN 






Start 


5165 


End 


6016 






GI 


none 


Score 


.89 






Exons 


5165. .5490, 5623. .6016 










Seq. No. 


9710 


Seq. ID 


OJ990910_03. 


0229. 


C7 


Gene No. 


20699 


Strand 


+ 






Start 


3572 


End 


6110 







10193 






Name 


OJ990910 03. 


0229.C7.o3. 


np 


Method 


AAT/NAP 




Start 


5513 






End 


6110 




GI 


82487 






Score 


163 




Exons 


5513. .5631, 


5989. . 6110 










GI Descrip. 


hypothetical 


protein, 9K - rice gi I 344020 | dbj | BAA0018 9 | (DO 






ORF [Oryza sativa] 










Seq. No. 


9710 






Seq. ID 


OJ990910_03.0229.C7 




Gene No. 


20700 






Strand 






Start 


1203 






End 


4249 




Name 


OJ990910 03. 


0229.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1203 






End 


4249 




GI 


6815052 






Score 


682 




Exons 


1203. .1321, 


1591. .1661, 


1743. 


.1855, 1998. .2079, 2359.. 2630, 






2727. .3145, 


3268. .3418, 


3527. 


.3656, 3939. .4013, 4096.. 4249 




GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


9710 






Seq. ID 


OJ990910_03 . 0229 .CI 




Gene No. 


20700 






Strand 


~ 




Start 


1203 






End 


4249 




Name 


OJ990910 03. 


0229.C7.o2. 


gs 


Method 


GENSCAN 




Start 


3535 ~ 






End 


4249 




GI 


none 






Score 


. 95 


■ssf 


Exons 


3535. .3656, 


3939. .4013, 


4096. 


.4249 




: ft 
h'< 1 


Seq. No. 


9710 






Seq. ID 


OJ990910 JD 3. 022 9. C7 


I'll 
: er 


Gene No. 


20700 






Strand 


~ 




Start 


1203 






End 


4249 




Name 


OJ990910 03. 


0229.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


3844 






End 


4242 




GI 


LIB3434-005- 


P1-K1-H8 




Score 


542 


;s ; : 
11} 


Exons 


3844 . . 4242 










is 


GI Descrip. 


1 5852170/emt 


i|AL117265.1|OST17804 1 . Oe- 


50 Oryza sativa 


Q 




indica (GLA4 ) 


genomic DNA, chromosome 4 


, BAC clone: tl7804 1 




Seq. No. 


9710 






Seq. ID 


OJ990910_03.0229.C7 


1. J, 
.... 


Gene No. 


20701 






Strand 






Start 


7172 






End 


9193 


: : 


Name 


OJ990910 03. 


0229.C7.ol. 


ts 


Method 


TBLASTX : Soybean " 


■a sr 

c:i 


Start 


5390 






End 


6010 




GI 


none 






Score 


104 




Exons 


5390. .5491, 


5621. .5737, 


5747. 


.6010 






Seq. No. 


9710 






Seq. ID 


OJ990910_03.0229.C7 




Gene No . 


20701 






Strand 






Start 


7172 






End 


9193 




Name 


OJ990910 03. 


0229.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5390 






End 


6004 




GI 


none 






Score 


101 




Exons 


5390. .5491, 


5597. .5725, 


5620. 


.5736, 5621.. 5737, 5714.. 6004, 






5752. .6003 












Seq. No. 


9710 






Seq. ID 


OJ990910_03. 0229.C7 




Gene No. 


20701 






Strand 






Start 


7172 






End 


9193 




Name 


OJ990910 03. 


0229.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5447 






End 


6010 



10194 




GI none Score 62 

Exons 5447. .5491, 5611. .5718, 5621. .5812, 5621. .5740, 5819. .5863, 

5924 . . 6010 



Seq. No. 


9710 




Seq. ID 


OJ990910_03.0229 


.C7 


Gene No. 


20701 




Strand 






Start 


7172 




- End 


9193 




Name 


OJ990910 03 


.0229.C7.o4.gs 


Method 


GENSCAN 




Start 


7172 




End 


9046 




GI 


none 




Score 


.48 




Exons 


7172. .7198, 


7476. .7674, 8478 


..8721, 8980. .9046 




Seq. No. 


9710 




Seq. ID 


OJ990910 03.0229 


. C7 


Gene No. 


20701 




Strand 






Start 


7172 




End 


9193 




Name 


OJ990910 03 


.0229.C7.o4.np 


Method 


AAT/NAP 




Start 


8714 




End 


9183 




GI 


6705984 




Score 


543 




Exons 


8714 . . 9183 










GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sat i va ] 




Seq. No. 


9710 




Seq. ID 


OJ990910 03.0229 


.C7 


Gene No. 


20701 




Strand 






Start 


7172 




End 


9193 




Name 


OJ990910 03 


.0229.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


8738 




End 


8983 




GI 


none 




Score 


171 




Exons 


8738. .8983, 


8738. .8983 








Seq. No. 


9710 




Seq. ID 


OJ990910 03.0229 


.C7 


Gene No. 


20701 




Strand 






Start 


7172 




End 


9193 




Name 


OJ990910 03 


.0229.C7 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


8900 




End 


9193 




GI 


none 




Score 


124 




Exons 


8900. . 9094, 


8903. .9193, 8913 


. . 9182 






Seq. No. 


9711 




Seq. ID 


OJ990910 03.0229 


.C8 


Gene No. 


20702 




Strand 






Start 


551 




End 


5010 




Name 


OJ990910 03 


.0229.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


392 




End 


4140 




GI 


none 




Score 


65 




Exons 


392. .544, 396. .575, 3646. .4140, 3746.. 


3904, 3850.. 4116 




Seq. No. 


9711 




Seq. ID 


OJ990910_03.0229 


.C8 


Gene No . 


20702 




Strand 






Start 


551 




End 


5010 




Name 


OJ990910 03 


.0229.C8.ol.gs 


Method 


GENSCAN 




Start 


551 




End 


4254 




GI 


none 




Score 


.76 




Exons 


551. .673, 1791. .1898, 2055. . 


2150, 2553 


. .4254 




Seq. No. 


9711 




Seq. ID 


OJ990910_03.0229 


.C8 


Gene No. 


20702 




Strand 






Start 


551 




End 


5010 




Name 


OJ990910 03 


.0229.C8.ol.np 


Method 


AAT/NAP 





10195 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2154 End 5010 

6815052 Score 1401 

2154. .2272, 2553. .2628, 2710. .3407, 3456. .3591, 4374. .4473, 
4988. .5010 

(AP001080) hypothetical protein [Oryza sativa] 



9712 
20703 
1 

OJ990910_03.0229.C12.ol.np 
1 

6705984 
1. .3733 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990910_03.0229.C12 
Strand 

End 3733 

Method AAT/NAP 

End 3733 

Score 6375 



Seq. ID OJ990910_03.0229.C12 
Strand 

End 5143 

Method AAT/GAP 

End 5143 

Score 895 



9712 
20704 
4687 

OJ990910_03.0229.C12.ol.gp 
4687 

25792_1.R1084 
4687. .5143 

1 4 512233/dbj | AB01474 3. 1 1 AB01474 3 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 1 



Seq. No. 


9712 








Seq. ID 


OJ990910__03.0229 


C12 


Gene No. 


20705 








Strand 






Start 


5318 








End 


5660 




Name 


OJ990910 


03.0229.C12 


.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


78 








End 


504 




GI 


none 








Score 


397 




Exons 


78. .503, 


78.. 503, 79 


. .504 








Seq. No. 


9712 








Seq. ID 


OJ990910_03.0229 


C12 


Gene No. 


20705 








Strand 






Start 


5318 








End 


5660 




Name 


OJ990910 


_03.0229.C12 


.06 


tm 


Method 


TBLASTX: Maize 




Start 


135 








End 


299 




GI 


none 








Score 


87 




Exons 


135. .293, 


135. .299, 


136 


.297 








Seq. No. 


9712 








Seq. ID 


OJ990910_03.0229 


C12 


Gene No. 


20705 








Strand 






Start 


5318 








End 


5660 




Name 


OJ990910 


03.0229.C12 


.o5 


ts 


Method 


TBLASTX: Soybean 




Start 


220 








End 


419 




GI 


none 








Score 


64 




Exons 


220. .309, 


225. .311, 


307 


.405, 


315. .419 






Seq. No. 


9712 








Seq. ID 


OJ990910_03.0229 


C12 


Gene No. 


20705 








Strand 






Start 


5318 








End 


5660 




Name 


OJ990910 


03.0229.C12 


.ol 


tm 


Method 


TBLASTX : Maize 




Start 


399 








End 


944 




GI 


none 








Score 


68 




Exons 


399. .944, 


519. .707, 


523 


. 903 









10196 






Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229. 


C12 




Gene No. 


20705 




Strand 








Start 


5318 




End 


c c c c\ 
jbbu 






Name 


OJ990910 03.0229.C12.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


424 




End 


/"Oft 

680 






GI 


none 




Score 


215 






Exons 


424.-654, 424. .624, 426 


f O A 

. .680, 


a a i r in 
441. . O / / 








Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229. 


C12 




Gene No. 


20705 




Strand 








Start 


5318 




Lna 


OOOU 






Name 


OJ990910 03 . 0229 . C12 . o5 


. tw 


Method 


TBLASTX : wheat 






Start 


591 




End 


o o o 






GI 


none 




Score 


1 *1 A 
114 






Exons 


591 . . 992 , 592 ..945 












Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229. 


.C12 




Gene No. 


20705 




Strand 








Start 


5318 




End 


bobU 






Name 


OJ990910 03.0229.C12.o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


705 




End 


1064 






GI 


none 




Score 


134 






Exons 


705. .1064, 706. .945, 1024. .1059 






Si 


Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229. 


.C12 


z: 

\l 


Gene No. 


20705 




Strand 






If 


Start 


5318 




End 


5660 






Name 


OJ990910 03.0229.C12.o2 


. tm 


Method 


TBLASTX: Maize 




3 

; \ 


Start 


987 




End 


1453 




ti 


GI 


none 




Score 


55 




5? 

: i 


Exons 


987. .1127, 1030. .1128, 


1107. . 


1382, 1130.. 1453 




h\ 


Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229, 


.C12 


s*. 


Gene No. 


20705 




Strand 






A 


Start 


5318 




End 


5660 




A 
-i 


Name 


OJ990910 03.0229.C12.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


1041 




End 


1522 




!! 


GI 


none 




Score 


45 




»< 


Exons 


1041. .1127, 1045. .1128, 


1107. 


.1427, 1130. .1522 




=! 


Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229 


.C12 




Gene No. 


20705 




Strand 








Start 


5318 




End 


5660 






Name 


OJ990910 03.0229.C12.o4 


.tm 


Method 


TBLASTX: Maize 






Start 


1478 




End 


1726 






GI 


none 




Score 


178 






Exons 


1478. .1627, 1479. .1610, 


1511. 


.1615, 1555. .1629, 1610. .1726 




Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229 


.C12 




Gene No. 


20705 




Strand 








Start 


5318 




End 


5660 






Name 


OJ990910 03.0229.C12.o6 


. tw 


Method 


TBLASTX: Wheat 






Start 


1568 




End 


1798 






GI 


none 




Score 


103 






Exons 


1568. .1750, 1568. .1798 












Seq. No. 


9712 




Seq. ID 


OJ990910_03.0229 


.C12 



10197 




Gene No. 


20705 








Strand 


- 


Start 


5318 








End 


5660 


Name 


OJ990910 03 


.0229 


.C12.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1826 








End 


2287 


GI 


none 








Score 


66 


Exons 


1826. .2026, 


2018 


. .2287, 


2022 . 


.2255 




Seq. No. 


9712 








Seq. ID 


OJ990910 03.0229.C12 


Gene No. 


20705 








Strand 




Start 


5318 








End 


5660 


Name 


OJ990910 03 


.0229 


.C12 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1848 








End 


2101 


GI 


none 








Score 


149 


Exons 


1848. .2096, 


1856 


. .2101 








Seq. No. 


9712 








Seq. ID 


OJ990910_03.022 9.C12 




20705 








Strand 




Start 


5318 








End 


5660 


Name 


OJ990910 03 


0229 


.C12.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1856 








End 


2338 


GI 


none 








Score 


142 


Exons 


1856. .2050, 


1869 


. .2039, 


1879. 


.2064, 11 


386. .2056, 2055. .2264, 




2057. .2338, 


2070 


. . 2330 








Seq. No. 


9712 








Seq. ID 


OJ990910_03. 022 9.C12 


fl pi n Mo 


20705 








Strand 




Start 


5318 








End 


5660 


Name 


OJ990910 03 


0229 


.C12.o2 


. tw 


Method 


TBLASTX: Wheat . 


Start 


2721 








End 


3292 


GI 


none 








Score 


293 


Exons 


2721. .3095, 


2721 


. .2819, 


2723. 


.3076, 2919.. 3080, 3086.. 3292, 




3104 . . 3250, 


3111 


. . 3275 








Sea. No. 


9712 








Seq. ID 


OJ990910_03.0229.C12 


Gene No. 


20705 








Strand 




Start 


5318 








End 


5660 


Name 


OJ990910 03 


0229 


.C12.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


2849 








End 


3245 


GI 


none 








Score 


78 


Exons 


2849. .3070, 


3104 


. . 3244, 


3111 . 


.3245 




Seq. No. 


9712 








Seq. ID 


OJ990910_03.0229.C12 


Gene No. 


20705 








Strand 




Start 


5318 








End 


5660 


Name 


OJ990910 03 


0229 


.C12.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3053 








End 


3289 


GI 


none 








Score 


180 


Exons 


3053. .3289, 


3066 


. . 3287 








Seq. No. 


9712 








Seq. ID 


OJ990910_03. 0229X12 


Gene No. 


20705 








Strand 




Start 


5318 








End 


5660 


Name 


OJ990910 03 


0229 


,C12.o2 


■ gp 


Method 


AAT/GAP 


Start 


5318 








End 


5660 


GI 


2312718 








Score 


624 


Exons 


5318. .5660 












GI Descrip. 


4512233/dbj 


AB014743.1IAB014743 1.0e-176 Oryza sativa copia 



10198 




retrotransposon RIRE7 DNA, partial sequence 



Seq. No. 


9713 




Seq. ID 


OJ990910_03.0229 


.C13 


Gene No. 


20706 




Strand 


— 




Start 


274 




End 


5305 




Name 


OJ990910 03.0229.C13.ol 


.np 


Method 


AAT/NAP 




Start 


274 




End 


5305 




GI 


4680179 




Score 


5201 




Exons 


274. .2613, 3412. .4472, 


4506. .5305 






GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


9713 




Seq. ID 


OJ990910_03 . 0229 


.C13 


Gene No. 


20706 




Strand 






Start 


274 




End 


5305 




Name 


OJ990910_03.0229.C13 .o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


319 




End 


652 




GI 


none 




Score 


118 




Exons 


319. .651, 340. .648, 383 


. . 652 








Seq. No. 


9713 




Seq. ID 


OJ990910_03.0229 


.C13 


Gene No. 


20706 




Strand 






Start 


274 




End 


5305 




Name 


OJ990910 03.0229.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


499 




End 


1098 




GI 


none 




Score 


196 




Exons 


499. .939, 515. .937, 937 


. . 1098, 


944. .1090 




Seq. No. 


9713 




Seq. ID 


OJ990910_03.0229 


.C13 


Gene No. 


20706 




Strand 






Start 


274 




End 


5305 




Name 


OJ990910 03.0229.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


652 




End 


1278 




GI 


none 




Score 


73 




Exons 


652. .1278, 655. .906, 764. .1222 






Seq. No. 


9713 




Seq. ID 


OJ990910_03.0229 


.C13 


Gene No. 


20706 




Strand 






Start 


274 




End 


5305 




Name 


OJ990910 03.0229.C13.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1147 




End 


1439 




GI 


none 




Score 


211 




Exons 


1147. .1437, 1151. .1438, 


1251. . 


1439 






Seq. No. 


9713 




Seq. ID 


OJ990910JD3.0229 


.C13 


Gene No. 


20706 




Strand 






Start 


274 




End 


5305 




Name 


OJ990910 03.0229.C13.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1236 




End 


1497 




GI 


none 




Score 


143 .. 




Exons 


1236. .1373, 1237. .1497, 


1238. . 


1492 






Seq. No. 


9713 




Seq. ID 


OJ990910_03.0229 


.C13 


Gene No. 


20706 




Strand 






Start 


274 




End 


5305 




Name 


OJ990910 03.0229.C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1261 




End 


1578 




GI 


none 




Score 


85 





10199 



Exons 


1261. .1404, 


1262 . 


. 1402, 


1405. 


. 1578 








9713 








Seq. ID 


OJ990910_03.0229. 


C13 


Gene No. 


20706 








Strand 






Start 


274 








End 


5305 




Name 


OJ990910 03. 


0229. 


C13 ,o2 . 


tw 


Method 


TBLASTX : Wheat 




Start 


1285 








End 


1863 




GI 


none 








Score 


332 




Exons 


1285 . . 1863, 


1286. 


. 1852 












9713 








Seq. ID 


OJ990910_03.0229. 


C13 


Gene No. 


20706 








Strand 






Start 


274 








End 


5305 




Name 


OJ990910 03. 


0229. 


C13.o2 . 


tm 


Method 


TBLASTX : Maize 




Start 


1852 








End 


2206 




GI 


none 








Score 


181 




Exons 


1852 . . 2205, 


1858 . 


. 2205, 


1859 . 


.2206 






Cpn Kin 


9713 








Seq. ID 


OJ990910_03.0229 


C13 


Gene No. 


20706 








Strand 






Start 


274 








End 


5305 




Name 


OJ990910 03. 


0229 


C13.o3 


tw 


Method 


TBLASTX : Wheat 




Start 


1864 








End 


2277 




GI 


none 








Score 


349 




Exons 


1864 . .2277, 


1865 


.2245 










Oc(j. IN (J . 


97 1 ^ 








Seq. ID 


OJ990910 03.0229 


.C13 


Gene. No. 


20706 








Strand 






Start 


274 








End 


5305 




Name 


OJ990910 03 


0229 


C13.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2026 








End 


2271 




GI 


none 








Score 


99 




Exons 


2026. .2271, 


2027 


. 2269 












97 13 








Seq. ID 


OJ990910JD3.0229 


.C13 


Gene No. 


20706 








Strand 






Start 


274 








End 


5305 




Name 


OJ990910 03 


.0229 


.C13.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


2212 








End 


2558 




GI 


none 








Score 


92 




Exons 


2212 . . 2328, 


2306 


. . 2425, 


2322 . 


.2426, 2436. .2558 




Seq. No. 


9713 








Seq. ID 


OJ990910_03.0229 


.C13 




20706 








Strand 






Start 


274 








End 


5305 




Name 


OJ990910 03 


.0229 


.C13.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


2278 








End 


2579 




GI 


none 








Score 


115 




Exons 


2278. .2340, 


2306 


. .2428, 


2322. 


.24.17, 2322.. 2429, 2345.. 2428, 




2437 . .2577, 


2439 


. . 2579 










Seq. No. 


9713 








Seq. ID 


OJ990910JD3.0229 


.C13 


Gene No. 


20706 








Strand 






Start 


274 








End 


5305 




Name 


OJ990910 03 


.0229 


.C13.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2306 








End 


3485 




GI 


none 








Score 


87 





10200 




Exons 


2306. . 


,2428, 


2322 


. .2426, 


2439. 


.2618, 2440. .2583, 3414. .3449, 




3453. . 


,3485 














Sea No. 


9713 










Seq. ID 


OJ990910_03.0229. 


.C13 


Gene No. 


20706 










Strand 


~~ 




Start 


274 










End 


5305 




Name 


OJ990910 03. 


,0229 


.C13.o2 


.gs 


Method 


GENSCAN 




Start 


3408 










End 


5078 




GI 


none 










Score 


. 95 




Exons 


3408. . 


.5078 














Seq. No. 


9713 










Seq. ID 


OJ990910_03.0229. 


.C13 


Gene No. 


20706 










Strand 


_ 




Start 


274 










End 


5305 




Name 


OJ990910 03. 


, 0229 


.C13.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


3414 










End 


3803 




GI 


none 










Score 


68 




Exons 


3414. . 


,3803, 


3415 


. . 3573 










Seq. No. 


9713 










Seq. ID 


OJ990910_03.0229, 


.C13 


Gene No. 


20706 










Strand 


- 




Start 


274 










End 


5305 




Name 


OJ990910 03. 


,0229 


.C13.o4 


. tw 


Method 


TBLASTX : Wheat 




Start 


3426 










End 


3908 




GI 


none 










Score 


250 




Exons 


3426. . 


,3803, 


3469 


. . 3900, 


3858 . 


.3908 






Qprr No 


9713 










Seq. ID 


OJ990910_03.0229, 


.C13 


Gene No. 


20706 










Strand 






Start 


274 










End 


5305 




Name 


OJ990910 03. 


. 0229 


.C13.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


4008 










End 


4445 




GI 


none 










Score 


68 




Exons 


4008. . 


,4049, 


4077 


. .4190, 


4078 . 


.4191, 4236. .4445, 4237. .4389 


Seq. No. 


9713 










Seq. ID 


OJ990910_03.0229, 


.C13 


Gene No. 


20706 










Strand 






Start 


274 










End 


5305 




Name 


OJ990910 03, 


. 0229 


.C13.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


4128 










End 


4481 




GI 


none 










Score 


194 




Exons 


4128. . 


,4481 














Seq. No. 


9713 










Seq. ID 


OJ990910_03.0229 


.C13 


Gene No. 


20706 










Strand 






Start 


274 










End 


5305 




Name 


OJ990910 03. 


.0229 


.C13.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


4761 










End 


5112 




GI 


none 










Score 


109 




Exons 


4761. , 


.5111, 


4918 


. . 5112 










Seq. No. 


9713 










Seq. ID 


OJ990910_03.0229 


.C13 


Gene No. 


20706 










Strand 






Start 


274 










End 


5305 




Name 


OJ990910 03, 


.0229 


.C13.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


4806 










End 


5111 




GI 


none 










Score 


87 





10201 



rl 

i! 



Exons 


4806. .5111, 4981. .5097 










Seq. No. 


9714 


Seq. ID 


OJ990910_ 


03 


.0229 




20707 


Strand 


+ 






Start 


2113 


End 


7385 






Name 


OJ990910 03.0229.C14 . o2 . np 


Method 


AAT/NAP 






Start 


2113 


End 


7385 






GI 


5852180 


Score 


474 






Exons 


2113.. 2168, 3156.. 3280, 3332. 


.3734, 7352.. 7385 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


9714 


Seq. ID 


OJ990910_ 


03 


.0229 




20708 


Strand 








Start 


332 


End 


3717 






Name 


OJ990910 03.0229.C14 .ol.gs 


Method 


GENSCAN 






Start 


332 


End 


3717 






GI 


none 


Score 


.7 






Exons 


332. .520, 559. .945, 1076. .114 


0, 2863.. 


3009, 3215 


. .3351, 




3479. .3717 










Seq. No. 


9714 


Seq. ID 


OJ990910_ 


03 


.0229 


Gene No. 


20708 


Strand 








O LdJ. L. 


332 


End 


3717 






Name 


OJ990910 03.0229.C14.ol.gp 


Method 


AAT/GAP 






Start 


2017 


End 


2398 






GI 


uC-osflcyp033a04bl 


Score 


655 






Exons 


2017. .2398 










GI Descrip. 


1 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


■59 Oryza sativa g< 




DNA, chromosome 1, clone : P0711E10 1 










9715 


Seq. ID 


OJ990910_ 


03 


.0229 


Gene No. 


20709 


Strand 


+ 






Start 


1706 


End 


3021 






Name 


OJ990910 03. 0229. C15. ol.gs 


Method 


GENSCAN 






Start 


1706 


End 


3021 






GI 


none 


Score 


.85 






Exons 


1706.. 1830, 2163.. 2296, 2807. 


.3021 








Seq. No. 


9715 


Seq. ID 


OJ990910_ 


03 


.0229 


Gene No . 


20710 


Strand 


+ 






Start 


4840 


End 


5323 






Name 


OJ990910 03.0229.C15.ol.np 


Method 


AAT/NAP 






Start 


4840 


End 


5323 






GI 


6705984 


Score 


404 






Exons 


4840. .5323 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq . No . 


9715 


Seq. ID 


OJ990910_ 


03 


.0229 


Gene No. 


20711 


Strand 








Start 


3735 


End 


5220 






Name 


OJ990910 03.0229.C15.o2.gs 


Method 


GENSCAN 






Start 


3735 


End 


5106 






GI 


none 


Score 


.65 






Exons 


3735. .4079, 5104. .5106 










Seq. No. 


9715 


Seq. ID 


OJ990910_ 


03 


.0229 


Gene No. 


20711 


Strand 









10202 



Start 
Name 
Start 
GI 

Exons 



3735 End 

OJ990910_03.0229.C15.ol.tw Method 

4837 End 

none Score 



5220 

TBLASTX: Wheat 

5220 

207 



4837. .5010, 4840. .4998, 5012. .5056, 5013. .5168, 5013. .5180, 
5014. .5220 



Seq. No. 9715 

Gene No. 20711 

Start 3735 

Name OJ990 910^03 . 0229 . C15 . ol . tm 

Start '4969 

GI none 

Exons 4969.. 5205, 4975.. 5193 



Seq. ID OJ990910_03.0229.C15 
Strand 

End 5220 

Method TBLASTX : Maize 

End 5205 

Score 269 



Seq. No. 9715 

Gene No. 20711 

Start 3735 

Name OJ990910_03 . 0229 . C15 . ol . ts 

Start 4969 

GI none 

Exons 4969.. 5205, 4975.. 5193 



Seq. ID OJ990910_03.0229.C15 
Strand 

End 5220 

Method TBLASTX : Soybean 

End 5205 

Score 261 



■ 3 J 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9716 
20712 
1 

OJ990910_03.0229.C16.ol.np 
1 

6705984 
1. .622 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990910_03.0229.C16 

Strand + 

End 622 

Method AAT/NAP 

End- 622 

Score 976 



9716 

20712 

1 

OJ990910_03.0229.C16.ol.gs 
54 

none 
54. .548 

9716 

20712 

1 

OJ990910_03.0229.C16.ol.tw 
75 

none 

75. .557, 179. .553 



Seq. ID OJ990910_03.0229.C16 

Strand + 

End 622 

Method GENSCAN 

End 54 8 

Score . 4 



Seq. ID OJ990910_03.0229.C16 

Strand + 

End 622 

Method TBLASTX : Wheat 

End 557 

Score 353 



Seq. No. 9716 

Gene No. 20712 

Start 1 

Name OJ990910_03 . 0229 . CI 6 . ol . tm 

Start 141 

GI none 

Exons 141. .518, 143. .580, 144. .611 



Seq. ID OJ990910_03. 0229.C16 

Strand + 

End 622 

Method TBLASTX : Maize 

End 611 

Score 401 



Seq. No. 



9716 



Seq. ID OJ990910_03.0229.C16 



10203 




Gene No. 


20712 




Strand 


+ 






Start 


1 




End 


622 






Name 


OJ990910 03.0229.C16.ol 


■ tc 


Method 


TBLASTX: Cress 




Start 


222 




End 


524 






GI 


none 




Score 


180 






Exons 


222. .524 












Seq. No. 


9717 




Seq. ID 


OJ990910_03, 


. 0229 


.C18 


Gene No . 


20713 




Strand 








Start 


1 




End 


296 






Name 


OJ990910 03.0229.C18.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


296 






GI 


6815052 




Score 


339 






Exons 


1..61, 143. .296 












GI Descrip. 


(AP001080) hypothetical 


.protein [Oryza 


sativa] 






Seq. No. 


9717 




Seq. ID 


OJ990910_03, 


. 0229 


,C18 


Gene No. 


20713 




Strand 


— 






Start 


1 




End 


296 






Name 


OJ990910 03.0229.C18.ol 


as 


Method 


GENSCAN 






Start 


143 




End 


296 






GI 


none 




Score 


.88 






. BS . Exons 
J 


143. .296 












W Spa No 


9718 




Seq. ID 


OJ990910_03. 


.0229 


. C19 


l\\ Gene No. 


20714 




Strand 


— 






j'ij Start 


192 




End 


642 






r=i Name 


OJ990910 03.0229.C19.ol 


. gs 


Method 


GENSCAN 






|' s ! Start 


192 




End 


642 








none 




Score 


. 9 






^5! Exons 


192. .386, 456. .642 












.. Seq. No. 


9719 




Seq. ID 


OJ990910_03, 


.0229 


.C23 


t »?i Gene No. 


20715 




Strand 


— 






: t 

rl Start 


157 




End 


923 






t " Name 


OJ990910 03.0229.C23.ol 


• gs 


Method 


GENSCAN 






H s Start 


157 




End 


869 






y gi 


none 




Score 


.49 






i := j Exons 

•3 XT 


157. .278, 716. .869 












Seq. No. 


9719 




Seq. ID 


OJ990910_03< 


.0229 


.C23 


Gene No . 


20715 




Strand 


— 






Start 


157 




End 


923 






Name 


OJ990910 03.0229.C23.ol 


.np 


Method 


AAT/NAP 






Start 


160 




End 


923 






GI 


6815052 




Score 


393 






Exons 


160. .279, 561. .634, 716 


. . 923 










GI Descrip. 


(AP00108 0) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


9720 




Seq. ID 


OJ990910_03, 


,0229 


.C25 


Gene No. 


20716 




Strand 


+ 






Start 


1 




End 


1166 






Name 


OJ990910 03.0229.C25.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1166 






GI 


4680186 




Score 


340 






Exons 


1..117, 966. .1166 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 







10204 



Seq. No. 9720 Seq. ID OJ990910_03 . 0229 . C25 

Gene No. 20717 Strand 

Start 718 End 1099 

Name OJ990910_03 . 0229 . C25 . ol . gp Method AAT/GAP 

Start 718 End 1099 

GI uC-osflcyp033a04bl Score 691 

Exons 718.. 1099 

GI Descrip. f 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

Seq. No. 9721 Seq. ID OJ990910__03 . 0229 . C28 

Gene No. 20718 Strand + 

Start 324 End 2375 

Name OJ990910_03 . 0229 . C28 . ol . gs Method GENSCAN 

Start 324 End 2375 

GI none Score .51 

Exons 324. .376, 500. .645, 1071. .1685, 1697. .1861, 1939. .2375 

Seq. No. 9721 Seq. ID OJ990910_03 . 0229 . C28 

Gene No. 20719 Strand 

Start 394 End 5532 

Name OJ990910_03 . 0229 . C28 . ol . np Method AAT/NAP 

Start 394 End 3345 

GI 6498436 Score 596 

Exons 394. .512, '781. .1087, 3296. .3345 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



9721 Seq. ID OJ990910_03 . 0229 . C28 

20719 Strand 

394 End 5532 

OJ990910_03 . 0229 . C28 . o2 . np Method AAT/NAP 

394 End 4411 

6815052 Score 486 

394. .512, 797. .871, 953. .1098, 1410. .1634, 2942. .3399, 

3781. .3994, 4293. .4411 

(AP001080) hypothetical protein [Oryza sativa] 

9721 Seq. ID OJ990910_03 . 0229 . C28 

20719 Strand 

394 End 5532 

OJ990910_03 . 0229 . C28 . o2 . gs Method GENSCAN 
4037 End 5532 

none Score .58 

4037. .4097, 4193. .4325, 4677. .5037, 5135. .5532 

9722 Seq. ID OJ990910_03 . 0229 . C29 

20720 Strand + 
213 End 1754 
OJ990910_03 . 0229 . C2 9 . ol . np Method AAT/NAP 
213 End 1548 
2522230 Score 310 
213. .278, 904. .1548 

(AB007467) retrotransposon-like gene; the first amino acid was 
determined to be leucine [Vicia faba] 



9722 



Seq. ID OJ990910_03.0229.C29 



10205 






Gene No. 


20720 




Strand 


+ 






Start 


213 




End 


1754 






Name 


OJ990910 03.0229.C29.ol. 


.gs 


Method 


GENSCAN 






Start 


832 




End 


1754 






GI 


none 




Score 


.89 






Exons 


832. .1479, 1485. .1754 












Seq. No. 


9722 




Seq. ID 


OJ990910_03.0229 


.C29 




Gene No. 


20721 




Strand 








Start 


2146 




End 


6590 






Name 


OJ990910 03.0229.C29.o2. 


.np 


Method 


AAT/NAP 






Start 


2146 




End 


6590 






GI 


6815052 




Score 


1482 






Exons 


2146. .2264, 2556. .2630, 


2712. . 


,3404, 3453. .3602, 4382. .4474, 






5394. .5481, 5865. .6019, 


6567. . 


,6590 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Qpn Mo 


9722 




Seq. ID 


OJ990910_03.0229 


.C29 




Gene No. 


20721 




Strand 


~ 






Start 


2146 




End 


6590 






Name 


OJ990910 03.0229.C29.ol. 


. tw 


Method 


TBLASTX: Wheat 






Start 


3663 




End 


4157 






GI 


none 




Score 


70 




: sc s 
=ssF 


Exons 


3663. .3953, 3978. .4136, 


3978. . 


,4157 






en 


Cpn Kin 


9722 




Seq. ID 


OJ990910_03. 0229 


.C2 9 


ry 


Gene No. 


20721 




Strand 


— 






Start 


2146 




End 


6590 






Name 


OJ990910 03.0229.C29.ol, 


.ts 


Method 


TBLASTX : Soybean 




i : ! 


Start 


3765 




End 


4139 






GI 


none 




Score 


104 




ru 


Exons 


376S..3959, 3954. .4139 










ri 


Seq. No. 


9723 




Seq. ID 


OJ990910 03.0229 


. C30 




fipne No . 


20722 




Strand 


+ 






Start 


703 




End 


3340 




H £ 


Name 


OJ990910 03.0229.C30.o2, 


.np 


Method 


AAT/NAP 






Start 


703 




End 


3340 




"is? 

,3 S£ 


GI 


6705984 




Score 


637 




! s =: 


Exons 


703. .726, 2077. .3340 










! "' 


GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


9723 




Seq. ID 


OJ990910_03.0229 


.C30 




Gene No . 


20723 




Strand 








Start 


59 




End 


515 






Name 


OJ990910 03.0229.C30.ol, 


.np 


Method 


AAT/NAP 






Start 


59 




End 


515 






GI 


6498436 




Score 


249 






Exons 


59. .515 












GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


9723 




Seq. ID 


OJ990910_03.0229 


.C30 




Gene No. 


20724 




Strand 








Start 


1070 




End 


1571 






Name 


OJ990910 03.0229.C30.ol, 


.tm 


Method 


TBLASTX: Maize 






Start 


1070 




End 


1571 






GI 


none 




Score 


52 





10206 




Exons 


1070. . 1159, 


1168 


. . 1395, 


1188 . 


.1403, 1191. .1391, 


1199. .1396, 




1391. . 1444, 


1392 


. . 1445, 


1477 . 


. 1542, 1503. .1571, 


1503. .1571 


Seq. No. 


9723 








Seq. ID 


OJ990910 


_03.0229 


.C30 


Gene No. 


20725 








Strand 








Start 


2097 








End 


2689 






Name 


OJ990910 03 


. 0229 


.C30.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2097 








End 


2320 






GI 


none 








Score 


77 






Exons 


2097. .2258, 


2134 


... 2316, 


2135 . 


.2317, 2153. .2320 






Seq. No. 


9723 








Seq. ID 


OJ990910 


_03.0229 


.C30 


Gene No. 


20725 








Strand 








Start 


2097 








End 


2689 






Name 


OJ990910 03 


.0229 


.C30.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


2153 








End 


2689 






GI 


none 








Score 


115 






Exons 


2153. .2320, 


2171 


. .2317, 


2342 . 


.2689, 2348. .2584, 


2371. .2649 


Seq. No. 


9723 








Seq. ID 


OJ990910 


JD3.0229 


C30 


Gene No. 


20725 








Strand 








Start 


2097 








End 


2689 






Name 


OJ990910 03 


.0229 


.C30.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2156 








End 


2539 






GI 


none 








Score 


124 






Exons 


2156. .2317, 


2339 


. .2539 












Seq. No. 


9724 








Seq. ID 


OJ990910 


_03 . 0229 


C34 


Gene No . 


20726 








Strand 








Start 


903 








End 


1178 






Name 


OJ990910 03 


.0229 


.C34 .ol 


.np 


Method 


AAT/NAP 






Start 


903 








End 


1178 






GI 


6815052 








Score 


158 






Exons 


903. . 1036, 


1130. 


.1178 












GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


9725 








Seq. ID 


OJ990910 


_03.0229 


C35 


Gene No. 


20727 








Strand 








Start 


1463 








End 


2191 






Name 


OJ990910 03 


.0229 


.C35.ol 


.gs 


Method 


GENSCAN 






Start 


1463 








End ' 


2176 






GI 


none 








Score 


. 91 






Exons 


1463. . 1584, 


1867 


.2176 












Seq. No. 


9725 








Seq. ID 


OJ990910 


_03.0229. 


C35 


Gene No. 


20727 








Strand 








Start 


1463 








End 


2191 






Name 


OJ990910_03 


.0229 


C35.ol 


.np 


Method 


AAT/NAP 






Start 


1466 








End 


2191 






GI 


6815052 








Score 


428 






Exons 


14 66. . 1584 , 


1867 


.1942, 


2024 . 


.2191 








GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


9726 








Seq. ID 


OJ990910 


_03.0229. 


C36 


Gene No. 


20728 








Strand 








Start 


7 








End 


432 






Name 


OJ990910 03 


.0229 


C36.ol 


.gs 


Method 


GENSCAN 







10207 



Start 
GI 

Exons 



7 

none 
7. .432 



End 
Score 



432 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9727 Seq. ID OJ990910_03 . 0229 ;C37 

20729 Strand + 

144 End 588 

OJ990910_03.0229.C37.ol.gp Method AAT/GAP 

144 End 588 

25792_1.R1084 Score 651 

144. .588 

'4512233/dbj I AB014743 . 1 | AB014743 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 1 



9727 Seq. ID 

20729 Strand 

14 4 End 
OJ990910J33. 0229. C37 .ol.gs Method 

311 End 

none Score 
311. .533 



OJ990910_03.0229.C37 
+ 

588 

GENSCAN 

533 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9728 Seq. ID 

20730 Strand 

180 End 

OJ990820_04 . 0228 . CI . ol . np Method 

180 End 

2316016 Score 
180. .518 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



OJ990820_04.0228.C1 
+ 

518 

AAT/NAP 
518 
152 



9728 Seq. ID 

20730 Strand 

180 End 

OJ990820_04 .0228. CI. ol.gs Method 

395 End 

none Score 
395. .508 



OJ990820_04.0228.C1 
+ 

518 

GENSCAN 
508 
. 57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



9728 

20730 

180 

OJ990820_04 .0228.Cl.ol. ts 

401 

none 

401. .514, 409. .507, 411. .509 

9729 

20731 

491 

OJ990820_04 .0228. C3. ol.gs 

491 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990820_04.0228.C1 
+ 

518 

TBLASTX: Soybean 

514 

179 



OJ990820_04.0228.C3 
+ 

2909 
GENSCAN 
2909 
.48 



491. .628, 675. .784, 1874. .2003, 2237. .2522, 2904. .2909 



9729 
20732 



Seq. ID 
Strand 



OJ990820 04. 0228. C3 



10208 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



234 



End 

Method 
End 
Score 



447 

AAT/GAP 
447 
354 



OJ990820_04 . 0228 . C3 . ol . gp 
234 

LIB34 34-038-P1-K1-F1 
234. .447 

' 5257255/dbj IAP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9729 

20733 

3115 

OJ990820_04 . 0228 . C3 . o2 . gs 

3115 

none 

3115. .3882, 4239. .4347, 4719. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4831, 5955.. 5988, 



OJ990820_04.0228.C3 

11253 
GENSCAN 
11253 
.65 



6846. .7155, 7238. .7296, 7366. .7563, 7630. .7754, 
8635.-8739, 8896.. 9080, 11206.. 11253 



6673. 
7948. 



. 6785, 
.7991, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9729 

20733 

3115 

OJ990820_04.0228.C3.o2.tw 

3136 

none 

3136. .3468, 3245. .3469 

9729 

20733 

3115 

OJ990820_04 . 0228 . C3 . ol . tm 

3328 

none 

3328. .3756, 3329. .3757, 3574. 
3754. .3912, 3758. .3910 

9729 

20733 

3115 

OJ990820_04.0228.C3.ol.tw 

3469 

none 

3469. .3948, 3470. .3928, 3505. 

9729 

20733 

3115 

OJ990820_04 . 0228 . C3 . o2 . tm 

3963 

none 

3963.-4253, 3967. .4254 



Seq. ID OJ990820_04.0228.C3 
Strand 

End 11253 

Method TBLASTX : Wheat 

End 34 69 

Score 88 



Seq. ID OJ990820_04.0228.C3 
Strand 

End 11253 

Method TBLASTX: Maize 

End 3912 

Score 282 

.3768, 3686. .3757, 3750. .3884, 



Seq. ID OJ990820_04.0228.C3 
Strand 

End 11253 

Method TBLASTX: Wheat 

End 4079 

Score 286 

.3933, 3927.. 4079, 3940.. 4038 

Seq. ID OJ990820_04.0228.C3 
Strand 

End 11253 

Method TBLASTX : Mai ze 

End 4254 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9729 

20733 

3115 

OJ990820_04, 

4056 

none 



0228.C3.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_04.0228.C3 
11253 

TBLASTX: Soybean 

4302 

118 



10209 






Exons 


4056. .4301, 


4057 . .4302 










9729 




Seq. ID 


OJ990820_04 . 0228 . C3 




Gene No. 


20733 




Strand 






Start 


3115 




End 


11253 




Name 


OJ990820 04 


. 0228 ,C3.o3. tw 


Method 


TBLASTX: Wheat 




Start 


4110 




End 


4380 




GI 


none 




Score 


234 




Exons 


4110. .4343, 


4111. .4380, 4111 


..4344, 4133. .4375 




Seq. No. 


9730 




Seq. ID 


OJ990820_04.0228.C4 




Gene No. 


20734 




Strand 


+ 




Start 


7986 




End 


11953 




Name 


OJ990820 04 


.0228.C4 .o2.np 


Method 


AAT/NAP 




Start 


7916 




End 


11953 




GI 


728868 




Score 


120 




Exons 


7916. .8278, 


11912. . 11953 








GI Descrip. 


ANTER-SPECIFIC PROLINE-RICH 


PROTEIN APG (PROTEIN CEX) 




gi| 99824 |pir||S16748 proline 


-rich protein - rape (fragment 






gi|22597|emb|CAA42924 | (X60376) proline-rich protein [Bra: 






napus ] 










Seq . No . 


9730 




Seq. ID 


OJ990820_04 .0228 .C4 


h at 


Gene No. 


20734 




Strand 


+ 




Start 


7986 




End 


11953 




Name 


OJ990820 04 


.0228.C4.o4.gs 


Method 


GENSCAN 


r LI 


Start 


7986 




End 


9237 




GI 


none 




Score 


. 91 


t. _{ 

I :l 
: ; 


Exons 


7986. .8162, 


8258.-8377, 8383 


. .9237 






Seq. No. 


9730 




Seq. ID 


OJ990820_04 .0228 .C4 


Pjj 


Gene No . 


20735 




Strand 






Start 


1800 




End 


4087 


□ 


Name 


OJ990820 04 


.0228.C4.ol.np 


Method 


AAT/NAP 




Start 


1800 




End 


3663 




GI 


6721512 




Score 


97 




Exons 


1800. .192.9, 


1957.. 2069, 3604 


. .3663 






GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Spo No 


9730 




Seq. ID 


OJ990820_04.0228.C4 


□ 


Gene No. 


20735 




Strand 






Start 


1800 




End 


4087 




Name 


OJ990820 04 


.0228.C4.o2.gs 


Method 


GENSCAN 




Start 


3127 




End 


4087 




GI 


none 




Score 


.72 




Exons 


3127. .3322, 


3557.. 3702, 3713 


. .4087 






Seq. No. 


9730 




Seq. ID 


OJ990820_04.0228.C4 




Gene No. 


20736 




Strand : 






Start 


7152 




End 


7523 




Name 


OJ990820 04 


.0228.C4.o3.gs 


Method 


GENSCAN 




Start 


7152 




End 


7523 




GI 


none 




Score 


.69 




Exons 


7152. .7523 










Seq. No. 


9730 




Seq. ID 


OJ990820_04 .0228.C4 




Gene No. 


20737 




Strand 





10210 






Start 


11393 








End 


11941 




Name 


OJ990820 04. 


0228 


.C4.o5. 


gs 


Method 


GENSCAN 




Start 


11393 








End 


11941 




GI 


none 








Score 


.86 




Exons 


11393. .11941 












Seq. No. 


9731 








Seq. ID 


OJ990820 04. 0228. C5 




Gene No. 


20738 








Strand 






Start 


1507 








End 


2745 




Name 


OJ990820 04. 


0228 


.CS.ol. 


gs 


Method 


GENSCAN 




Start 


1507 








End 


2745 




GI 


none 








Score 


.88 




Exons 


1507. .2745 














Seq. No. 


9731 








Seq. ID 


OJ990820 04. 0228. C5 




Gene No. 


20739 








Strand 






Start 


4062 








End 


8844 




Name 


OJ990820 04. 


0228 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


4062 








End 


7083 




GI 


none 








Score 


. 93 




Exons 


4062. .4774, 


5478 


. . 5582, 


6132. 


.7083 






Seq. No. 


9731 








Seq. ID 


OJ990820_04 .0228.C5 


□ 


Gene No. 


20739 








Strand 






Start 


4062 








End 


8844 


m 


Name 


OJ990820 04. 


0228 


.CS.ol. 


np 


Method 


AAT/NAP 


j s ij 


Start 


4065 








End 


8844 




GI 


6723392 








Score 


1230 




Exons 


4065. . 4774, 


6132 


. . 6821, 


8800. 


.8844 






GI Descrip. 


(AL132956) pect inesterase-like protein 


[Arabidopsis thaliana 




Seq. No. 


9731 








Seq. ID 


OJ990820__04.0228.C5 


f 


Gene No . 


20739 








Strand 






Start 


4062 








End 


8844 




Name 


OJ990820 04. 


0228 


.CS.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


4069 








End 


6450 


: : 


GI 


none 








Score 


39 


i:i 


Exons 


4069. .4173, 


4092 


. .4364, 


4225. 


.4368, 4425. .4775, 4438. .4584, 


n 




4612. .4638, 


4705 


. .4776, 


6136. 


.6378, 6137. .6379, 6412. .6450 


'ser 


Seq. No. 


9731 








Seq. ID 


OJ990820_04.0228.C5 




Gene No. 


20739 








Strand 






Start 


4062 








End 


8844 




Name 


OJ990820 04. 


0228 


.CS.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4089 








End 


6378 




GI 


none 








Score 


78 




Exons 


4089. .4364, 


4258 


. .4362, 


4425. 


.4775, 4441. .4776, 6136. .6378, 






6137. .6370 














Seq. No. 


9731 








Seq. ID 


OJ990820_04.0228.C5 




Gene No. 


20739 








Strand 






Start 


4062 








End 


8844 




Name 


OJ990820 04. 


0228 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4092 








End 


6451 




GI 


none 








Score 


61 




Exons 


4092. .4157, 


4093 


. .4158, 


4158. 


.4364, 4273. .4362, 4425. .4775, 






4429. .4647, 


4705 


. .4773, 


6133. 


.6387, 6134.. 6376, 6412.. 6450, 



10211 



6416. .6451 



Seq. No. 9731 

Gene No. 20739 

Start 4062 

Name OJ990820_04 . 0228 . C5 . ol . tw 

Start 4305 

GI none 
Exons 



Seq. ID OJ990820JD4 .0228.C5 



Strand 
End 

Method 

End 

Score 



8844 

TBLASTX: Wheat 

4734 

60 



4305. .4364, 4306. .4362, 4425. .4730, 4438. .4734 



Seq. No. 9731 Seq. ID 

Gene No. 20739 Strand 

Start 4062 End 

Name OJ990820_04 . 0228 . C5 . o2 . tw Method 

Start 6136 End 

GI none Score 

Exons 6136.. 6429 



OJ990820_04.0228.C5 
8844 

TBLASTX: Wheat 

6429 

175 



Seq. No. 9732 

Gene No. 20740 

Start 87 

Name OJ990820_04 . 0228 . C6 . ol . gs 

Start 87 

GI none 

Exons 87.. 1352 



Seq. ID OJ990820_04 .0228.C6 

Strand + 

End 1385 

Method GENSCAN 

End 1352 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9732 Seq. ID 

20740 Strand 
87 End 
OJ990820_04 .0228 .C6.o2.tm Method 
153 End 
none Score 

153. .398, 221. .391, 231. .395, 327. .560, 438. .509, 472. .591, 

616. .672, 624. .686, 732. .806, 755. .799, 792. .941, 829. .912, 

904. .969, 922. .1029, 937. .1020, 939. .1040, 939. .1025 



OJ990820_04.0228.C6 
+ 

1385 

TBLASTX: Maize 

1040 

187 



9732 Seq. ID 

20740 Strand 

87 End 

OJ990820_04 . 0228 . C6 . ol . gp Method 

557 End 

3763520 Score 
557. .954 



OJ990820_04.0228.C6 
+ 

1385 
AAT/GAP 
954 
750 



Seq. No. 9732 

Gene No. 20740 

Start 87 

Name OJ990820_04 . 0228 . C6 . o2 . gp 

Start 1084 

GI 85013_1.R1084 

Exons 1084.. 1385 

GI Descrip. ' 6063530/dbj | AP000615 . 1 | AP000615 2 
DNA, chromosome 3, clone : P004 3E01 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990820_04 
+ 

1385 
AAT/GAP 
1385 
551 



.0228. C6 



, 0e-15 Oryza sativa genomic 



Seq. No. 
Gene No. 
Start 



9732 

20740 

87 



Seq. ID OJ990820_04 .0228.C6 
Strand + 
End 1385 



10212 



Name 

Start 

GI 

Exons 



OJ990820_04 .0228 -C6.ol.tm 

1145 

none 

1145.. 1351, 1149.. 1352, 1161. 



Method TBLASTX: Maize 
End 1353 
Score 206 
.1352, 1174. .1353 



Seq. No. 9733 

Gene No. 20741 

Start 297 

Name OJ990820_04 . 0228 . C7 . ol . gp 

Start 297 

GI 85013_1.R1084 

Exons 297.. 554 

GI Descrip. ' 6063530/dbj | AP000615 . 1 | AP000615 2 
DNA, chromosome 3, clone : P004 3E01 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990820 
+ 

554 

AAT/GAP 

554 

462 



04. 0228. C7 



0e-15 Oryza sativa genomic 





Seq. No. 


9733 


Seq. ID 


OJ990820_04 


A A A A ^-^ 

0228 .C7 




Gene No . 


20742 


Strand 








Start 


280 


End 


1365 






Name 


OJ990820 04.0228.C7.ol.gs 


Method 


GENSCAN 






Start 


280 


End 


1365 






GI 


none 


Score 


.75 






Exons 


280. .453, 1234. .1365 








Us! 


Seq. No. 


9734 


Seq. ID 


OJ990820_04 


0228 . C8 




Gene No. 


20743 


Strand 


+ 




.7 SI 

: : : 


Start 


1592 


End 


1958 




•y i 

:s: : 
: : : 
i bf 


Name 


OJ990820 04.0228.C8.ol.gs 


Method 


GENSCAN 




Start 


1592 


End 


1958 






GI 


none 


Score 


.69 




uU 


Exons 


1592. .1704, 1817. .1958 








r Li 


Seq. No. 


9735 


Seq. ID 


OJ990820_04 


.0228.C9 




Gene No. 


20744 


Strand 


+ 






Start 


7163 


End 


7453 




; : 
sr 


Name 


OJ990820 04.0228.C9.o2.gs 


Method 


GENSCAN 




M 


Start 


7163 


End 


7453 




\t£s 


GI 


none 


Score 


.91 




: 3 i 


Exons 


7163. .7453 








,: sl 


Seq. No. 


9735 


Seq. ID 


OJ990820_04 


.0228.C9 




Gene No. 


20745 


Strand 


+ 






Start 


17306 


End 


17428 






Name 


OJ990820 04.0228.C9.o2.gp 


Method 


AAT/GAP 






Start 


17306 


End 


17428 






GI 


uC-osflcypl77c09al 


Score 


218 






Exons 


17306. .17428 










GI Descrip. 


f 6063530/dbj | AP000615 . 1 | AP000615 2 . Oe- 


15 Oryza sativa genomic 






DNA, chromosome 3, clone: 


P0043E01' 








Seq. No. 


9735 


Seq. ID 


OJ990820_04 


.0228. C9 




Gene No. 


20746 


Strand 








Start 


801 


End 


10261 






Name 


OJ990820 04.0228.C9.ol.np 


Method 


AAT/NAP 






Start 


795 


End 


10261 






GI 


2316016 


Score 


3607 






Exons 


795. .901, 986. .1225, 1314 


..1377, 1466. 


.1771, 2138. 


.2352, 



2447. .2741, 3224. .3388, 3507. .4139, 4225. .4311, 4765. .6485, 



10213 



8002. .8054, 10074. .10261 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



GI Descrip. 

Seq. No. 9735 Seq. ID 

Gene No. 20746 Strand 

Start 801 End 

Name OJ990820_04 . 0228 . C9 . ol . gs Method 

Start 801 . End 

GI none Score 

Exons 801. .901, 986. .1225, 1314. .1377, 1466. 
3687. .4139, 4765. .6513 



OJ990820_04.0228.C9 

10261 
GENSCAN 
6513 
.75 

.1734, 2447. .2741, 



•s ■ * 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
1 Start 
\ Name 
Start 
GI 

Exons 



9735 Seq. ID 

20747 Strand 

11470 End 

OJ990820_04 . 0228 . C9 . o2 . np Method 

11470 End 

5852084 Score 
11470. .11556 

(AL117264) zwh0007.1 [Oryza sativa] 



9735 
20748 
12223 

OJ990820_04 .0228 .C9.ol. tc 
810 
none 

810. .917, 984. .1226, 985. .1230 
1464. .1775, 1466. .1777, 2114.. 
2493. .2546, 2499. .2744, 2503.. 
3499. .3888, 3507. .4025, 3987.. 
4222. .4317, 4757. .5650, 4758.. 
5071. .5208, 5345. .6073, 5614.. 
6202. .6495, 6278. .6439 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990820_04.0228.C9 

11556 
AAT/NAP 
11556 
90 



OJ990820 04. 0228. C9 



15134 

TBLASTX: Cress 
6495 
218 

, 1315. .1380, 1461. .1772, 
2332, 2133. .2348, 2135. .2347, 
2739, 2669. .2746, 3212. .3391, 
4148, 4069. .4140, 4220. .4318, 
5150, 4763. .5176, 4765. .5736, 
6165, S723..6274, 5803. .6273, 



"n 



Seq. No. 
» Gene No. 
I Start 
; Name 
: Start 
I GI 
Exons 



9735 
20748 
12223 

OJ990820_04 .0228 .C9.ol. tm 
810 
none 



15134 

TBLASTX: Maize 
4902 
52 

810. .917, 819. .902, 984. .1220, 984. .1226, 985. .1227, 
1466. .1777, 1467. .1751, 2133. .2351, 2135. .2347, 2436. 
2437. .2739, 3212. .3391, 4783. .4902 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990820 04. 0228. C9 



1318. .1380, 
.2747, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



9735 

20748 

12223 

OJ990820_04 . 0228 . C9 . ol . ts 

1008 

none 



Seq. ID OJ990820_04.0228.C9 
Strand 

End 15134 

Method TBLASTX : Soybean 

End 3328 

Score 130 



1008. .1229, 1008. .1226, 1009. .1230, 1318. .1380, 1461. .1763, 
1461. .1559, 1465. .1764, 1466. .1777, 1469. .1774, 2131. .2328, 
2133. .2348, 2135. .2347, 2436. .2744, 2449. .2745, 3212. .3328 



9735 
20748 



Seq. ID 
Strand 



OJ990820 04. 0228. C9 



10214 






Start 


12223 




End 


15134 




Name 


OJ990820 04.0228 


,C9.o2. tm 


Method 


TBLASTX : Mai ze 




Start 


3499 




End 


3809 




GI 


none 




Score 


277 




Exons 


3499. . 3807, 3507 


. .3809, 3519 


. . joUy 






Seq. No. 


9735 




Seq. ID 


OJ990820_04 . 0228 ,C9 




Gene No. 


20748 




Strand 






Start 


12223 




End 


15134 




Name 


OJ990820 04.0228 


. C9 . o3 . ts 


Method 


TBLASTX : Soybean 




Start 


3750 




End 


4317 




GI 


none 




Score 


114 




Exons 


3750. . 3902, 3752 


. . 3886, 3754 


..3903, 3975. .4148, 4220. .4303, 






4222 . . 4317 










Seq. No. 


9735 




Seq. ID 


OJ990820_04.0228.C9 




Gene No. 


20748 




Strand 






Start 


12223 




End 


15134 




Name 


OJ990820 04.0228 


.C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4803 




End 


5163 




GI 


none 




Score 


68 




Exons 


4803. . 4931, 4804 


. .5163, 4 805 


..5158, 4956. .5159 




Seq. No. 


9735 




Seq. ID 


OJ990820_04.0228.C9 




Gene No. 


20748 




Strand 




m 


Start 


12223 




End 


15134 


... , 
r-if 


Name 


OJ990820 04.0228 


.C9.o3. tm 


Method 


TBLASTX: Maize 


: 3? 
.; si 


Start 


4903 




End 


5115 


: t 
■:=r 


GI 


none 




Score 


220 


t * 
: s t: 

: : 


Exons 


4903. . 5115, 4904 


. . 5113, 4909 


. .5115 




■:=? 

I'M 


Seq. No. 


9735 




Seq. ID 


OJ990820_04.0228.C9 




Gene No. 


20748 




Strand 






Start 


12223 




End 


15134 


n 


Name 


OJ990820_04 . 0228 


.C9.o4 . tm 


Method 


TBLASTX: Maize 


! t } 


Start 


5572 




End 


5994 




GI 


none 




Score 


195 




Exons 


5572 . . 5994 








□ 


Seq. No. 


9735 




Seq. ID 


OJ990820_04.0228.C9 


'is! 


Gene No. 


20748 




Strand 






Start 


12223 




End 


15134 




Name 


OJ990820 04.0228 


.C9.o3.np 


Method 


AAT/NAP 




Start 


12223 




End 


15134 




GI 


6063554 




Score 


261 




Exons 


12223. . 12403, 13032 . . 13059, 


14 57 6. . 14 7 94, 14 919. . 15134 




GI Descrip. 


(AP000615) ESTs 


AU075609 (C6334 4) , C71850 (E04 64) ,C98 611 (E04 64 




correspond to a 


region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


9735 




Seq. ID 


OJ990820_04.0228.C9 




Gene No. 


20748 




Strand 






Start 


12223 




End 


15134 




Name 


OJ990820 04.0228 


.C9.ol.gp 


Method 


AAT/GAP 




Start 


14700 




End 


15056 




GI 


428878 




Score 


444 




Exons 


14700. . 15056 









10215 




GI Descrip. 6063530/dbj | AP000615 . 1 | AP000615 2.0e-15 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 



Seq. No. 


9736 




Seq. ID 


OJ990820 


Gene No. 


20749 




Strand 


+ 


Start 


5288 




End 


9770 


Name 


OJ990820 04 


.0228. CIO. o3.gs 


Method 


GENSCAN 


Start 


5288 




End 


9770 


GI 


none 




Score 


.62 


Exons 


5288. .5374, 


9633. .9770 







Seq. No. 9736 
Gene No. 20750 
Start 1 

Name OJ990820JD4 . 0228 . C10 . ol . np 

Start 1 
GI 5257263 
Exons 1...407, 1985.. 2041 

GI Descrip. (AP000364) EST AU029260 (E30024 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana rd22 gene. 
(D10703) [Oryza sativa] 



Seq. ID OJ990820_04. 0228. C10 
Strand 

4402 
AAT/NAP 
2041 
133 



End 

Method 

End 

Score 





Seq. No. 


9736 


Seq. ID 


OJ990820_04 . 


0228. C10 


si 

j a c i 


Gene No. 


20750 


Strand 






] kl\ 


Start 


1 


End 


4402 




|* ft 


Name 


OJ990820 04 . 0228 . C10 . ol . gs 


Method 


GENSCAN 






C-t- -a rf 
OLal L, 


4 


End 


2457 




rl! 


GI 


none 


Score 


.56 




: t 
•ssr 


Exons 


4. .530, 610. .717, 821. .922, 


1038. . 1192 


, 1397.. 1964, 


2319. .2 


51 

W 


Seq. No. 


9736 


Seq. ID 


OJ990820_04. 


0228. CIO 


!■! E 


Gene No. 


20750 


Strand 






! •-: 


Start 


1 


End 


4402 






Name 


OJ990820 04.0228.C10.ol.gp 


Method 


AAT/GAP 




.z z : 
I t 


Start 


348 


End 


4402 






GI 


none 


Score 


1795 






Exons 


348. .536, 610. .717, 821. .922, 1038. .1136, 2359. .2457, 3986. 




Seq. No. 


9736 


Seq. ID 


OJ990820_04 . 


0228. CIO 




Gene No. 


20750 


Strand 








Start 


1 


End 


4402 






Name 


OJ990820 04.0228.C10.o2.gs 


Method 


GENSCAN 






Start 


3604 


End 


4307 






GI 


none 


Score 


.73 






Exons 


3604.. 3692, 3986.. 4307 










Seq. No. 


9736 


Seq. ID 


OJ990820_04. 


0228. C10 




Gene No. 


20751 


Strand 








Start 


9639 


End 


10796 






Name 


OJ990820 04.0228.C10.o2.np 


Method 


AAT/NAP 






Start 


9639 


End 


10796 






GI 


5922628 


Score 


360 






Exons 


9639. .9902, 10699. .10796 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gil 6016861 |dbj IBAA85204 . 1 | 


(AP000570) 


hypothetical 


protein 



[Oryza sativa] 



10216 



Seq. No. 


9736 








Seq. ID 


OJ990820 


_04 .0228. C10 


Gene No . 


20752 








Strand 






Start 


10892 








End 


11436 




Name 


OJ990820 04.0228 


.C10.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


28 








End 


2455 




GI 


none 








Score 


91 




Exons 


28. .90, 29. .91, 


70. . 159, 


71. 


.178, 157. 


.228, 277 


. .408, 295 . . 




452. . 


532, 454. .513, 2384 


. .2455 






Seq. No. 


9736 








Seq. ID 


OJ990820 


_04. 0228. C10 


Gene No. 


20752 








Strand 






Start 


10892 








End 


11436 




Name 


OJ990820 04.0228 


.C10.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7131 








End 


7922 




GI 


none 








Score 


52 




Exons 


7131. 


.7259, 7137 


. .7256, 


7139 


..7402, 7140. .7259, 


7244 . .7366, 




7248. 


.7370, 7259 


. .7378, 


7260 


..7373, 7266.-7373, 


7269. .7379, 




7274 . 


.7381, 7274 


. .7378, 


7383 


..7529, 7403. .7525, 


7403. .7528, 




7407. 


.7547, 7413 


. .7535, 


7413 


..7532, 7414. .7566, 


7414 . .7578, 




7425. 


.7526, 7429 


. .7578, 


7435 


..7530, 7457.. 7579, 


7504. .7581, 




7516. 


.7608, 7517 


. .7609, 


7570 


..7662, 7570.. 7662, 


7597 . . 7737, 




7605. 


.7745, 7606 


. .7740, 


7609 


..7788, 7609. .7728, 


7611 . . 7742, 




7620. 


.7751, 7642 


. .7740, 


7642 


..7743, 7647. .7742, 


7791 . .7910, 




7800. 


.7901, 7803 


. .7901, 


7805 


..7888, 7809. .7922, 


7809. . 7886, 




7809. 


.7904, 7812 


. .7919 










Seq. No. 


9736 








Seq. ID 


OJ990820 


_04 . 0228 .C10 


Gene No. 


20752 








Strand 






Start 


10892 








End 


11436 




Name 


OJ990820 04.0228 


.C10.o3. 


np 


Method 


AAT/NAP 




Start 


10886 








End 


11436 




GI 


2316016 






Score 


355 




Exons 


10886 


. . 10992, 11077. .11316, 


11398. . 11436 




GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis 


thaliana] 


Seq. No. 


9736 








Seq. ID 


OJ990820 


_04. 0228. C10 


Gene No. 


20752 








Strand 






Start 


10892 








End 


11436 




Name 


OJ990820 04.0228 


.C10.O4; 


gs 


Method 


GENSCAN 




Start 


10892 








End 


11316 




GI 


none 








Score 


.49 




Exons 


10892 


..10992, 11077. .11316 








Seq. No. 


9736 








Seq. ID 


OJ990820 


_04 . 0228 .C10 


Gene No. 


20752 








Strand 






Start 


10892 








End 


11436 




Name 


OJ990820 04.0228 


.ClO.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


10901 








End 


11435 




GI 


none 








Score 


62 




Exons 


10901 


..11008, 10911. .10997, 


11075. . 11323, 11076 


. . 11318, 




11399 


..11434, 11400. .11435 








Seq. No. 


9736 








Seq. ID 


OJ990820 


^04. 0228. C10 


Gene No. 


20752 








Strand 






Start 


10892 








End 


11436 




Name 


OJ990820 04.0228 


.ClO.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


10901 








End 


11318 





10217 




GI 


none 




Score 


143 




Exons 


10901. .11008, 11075. . 


11317, 


11094. .11318 




Seq. No. 


9736 




Seq. ID 


OJ990820_04 . 0228 


.C10 


Con o Mo 


20752 




Strand 






Start 


10892 




End 


11436 




Name 


OJ990820 04. 0228. C10. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10929 




End 


11296 




GI 


none 




Score 


69 




Exons 


10929. . 10997, 10934 . . 


11008, 


10958. .11002, 11074. .11190, 






11074. .11295, 11075. . 


11296, 


1107 6. .11294, 11078. .11296 




Seq. No. 


9737 




Seq. ID 


OJ990820_04.0228, 


.C12 


Gene No. 


20753 




Strand 


+ 




Start 


18557 




End 


21933 




Name 


OJ990820 04.0228.C12. 


o2 . gs 


Method 


GENSCAN 




Start 


18557 




End 


21551 




GI 


none 




Score 


. 5 




Exons 


18557. .18687, 21087.. 


21313, 


21424 . .21551 




O ^3 vJ . Li V_/ . 


9737 




Seq. ID 


OJ990820_04.0228, 


. C12 


Gene No. 


20753 




Strand 


+ 




Start - 


18557 




End 


21933 




"tl\ Name 


OJ990820 04.0228.C12. 


o3.gp 


Method 


AAT/GAP 




Z\ Start 


21237 




End 


21933 




;n gi 


6012799 




Score 


1276 




>ii Exons 


21237. .21933 










; =[ Seq. No. 


9737 




Seq. ID 


OJ990820JD4.0228, 


.C12 


,tl npriP No 


20754 




Strand 






*\ Start 


1736 




End 


14416 




: if Name 


OJ990820 04.0228.C12. 


ol . np 


Method 


AAT/NAP 




sr Start 


927 




End 


7251 




GI 


6522552 




Score 


778 




s ; Exons 


927. .996, 4897. .5855, 


6659. . 


7251 






'"4 GI Descrip. 


(AL132967) putative protein 


[Arabidopsis thaliana] 




s i Seq. No. 


9737 




Seq. ID 


OJ990820_04.0228, 


.C12 




20754 




Strand 






V, Start 


1736 




End 


14416 




« Name 


OJ990820 04.0228.C12. 


ol . gs 


Method 


GENSCAN 




Start 


1736 




End 


14416 




GI 


none 




Score 


.54 




Exons 


1736. .1804, 4439..4S39, 4897 


..7542, 8883. .9006, 9332. .9460, 




9600. .9644, 9752. .984 


8, 10197. .10292, 


13685. . 14061, 14372. . 


Sea No 


9737 




Seq. ID 


OJ990820_04 .0228, 


.C12 


Gene No. 


20754 




Strand 






Start 


1736 




End 


14416 




Name 


OJ990820 04.0228.C12. 


ol.gp 


Method 


AAT/GAP 




Start 


3922 




End 


4029 




GI 


427308 




Score 


180 




Exons 


3922. .4029 










Seq. No. 


9737 




Seq. ID 


OJ990820_04 .0228. 


.C12 


Gene No. 


20754 




Strand 






Start 


1736 




End 


14416 





10218 



Name 


OJ990820 04 


.0228 


.C12.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4913 . 










End 


5440 


GI 


none 










Score 


83 


Exons 


4913. 


.5215, 


4974 


. . 5210, 


5240. 


.5440, 5265. .5411 


Seq. No. 


9737 










Seq. ID 


OJ990820_04 .0228.C12 


Gene No. 


20754 










Strand 




Start 


1736 










End' 


14416 


Name 


OJ990820 04 


.0228 


.C12.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4913 










End 


5215 


GI 


none 










Score 


189 


Exons 


4913. 


.5215 












Seq. No. 


9737 










Seq. ID 


OJ990820_04.0228.C12 


Gene No. 


20754 










Strand 




Start 


1736 










End 


14416 


Name 


OJ990820 04 


. 0228 


.C12 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4961 










End 


5410 


GI 


none 










Score 


88 


Exons 


4961. 


5239, 


4962 


. . 5120, 


5240. 


.5410, 5241. .5402 


Seq. No. 


9737 










Seq. ID 


OJ990820_04.0228.C12 


Gene No. 


20754 










Strand 




Start 


1736 










End 


14416 


Name 


OJ990820 04 


. 0228 


.C12 . ol 


tc 


Method 


TBLASTX: Cress 


Start 


5243 










End 


7322 . 


GI 


none 










Score 


71 


Exons 


5243. 


5329, 


5333 


. .5443, 


5372. 


.5542, 5456. .5632, 5642. .5734, 




5654. 


6079, 


5678 


. .5755, 


5765. 


.5872/ 5 


340. . 6058, 6203. . 6319, 




6368. 


6451, 


6464 


. .6679, 


6467. 


.6676, 6 


755. . 6892, 6902. .7015, 




6902. 


7021, 


7065 


.7322, 


7070. 


.7210, 7085. .7321, 7178. .7309 


Seq. No. 


9737 










Seq. ID 


OJ990820_04.0228.C12 


Gene No. 


20754 










Strand 




Start 


1736 










End 


14416 


Name 


OJ990820 04 


. 0228 


C12.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


5315 










End 


7021 


GI 


none 










Score 


70 


Exons 


5315. 


5593, 


5315 


. 5614, 


5636. 


.5782, 5693. .5929, 5834. .6079, 




6191. 


6319, 


6347 


. 6484, 


6398. 


.6679, 6902.. 7021 


Seq. No. 


9737 










Seq. ID 


OJ990820_04.0228.C12 


Gene No . 


20754 










Strand 




Start 


1736 










End 


14416 


Name 


OJ990820 04 


. 0228 


C12 .o2 


tm 


Method 


TBLASTX: Maize 


Start 


5411 










End 


6991 


GI 


none 










Score 


60 


Exons 


5411. 


5632, 


5633 


. 5845, 


5840. 


.6094, 6203. .6346, 6344. .6541, 




6365. 


6676, 


6713 


. 6850, 


6716. 


.6850, 6902.. 6991 


Seq. No. 


9737 










Seq. ID 


OJ990820_04 .0228.C12 


Gene No. 


20754 










Strand 




Start 


1736 










End 


14416 


Name 


OJ990820 04 


.0228 


C12.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


5453 










End 


7321 


GI 


none 










Score 


88 


Exons 


5453. 


5593, 


5645 


.5881, 


5849. 


.5986, 5906. .6076, 6347. .6595, 



10219 



6515. .6679, 6698. .6889, 6821. .6889, 6902. .7021, 7142. .7321 



Seq. No. 


9738 


Seq. ID 


OJ990820_04 .0228 . C13 


Gene No. 


20755 


Strand 


+ 


Start 


1920 


End 


2327 


Name 


OJ990820 04 .0228 .C13.ol . gs 


Method 


GENSCAN 


Start 


1920 


End 


2327 


GI 


none 


Score 


1 


Exons 


1920. .2327 






Seq. No. 


9738 


Seq. ID 


OJ990820_04.0228.C13 


Gene No. 


20756 


Strand 


+ 


Start 


2512 


End 


7922 


Name 


OJ990820 04.0228.C13.ol.np 


Method 


AAT/NAP 


Start 


2512 


End 


7922 


GI 


4512618 


Score 


1671 


Exons 


2512. .2612, 3165. .3859, 4089. 


.5653, 5905.. 7501, 7771.. 7922 


GI Descrip. 


(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 




homolog from Arabidopsis thaliana BAC 


gb|AF080119 and is a 




member of the reverse transcriptase family PF 100078. 


Seq. No. 


9738 


Seq. ID 


OJ990820_04.0228.C13 


Gene No. 


20756 


Strand 


+ 


Start 


2512 . 


End 


7922 


Name 


OJ990820 04.0228.C13.o2.gs 


Method 


GENSCAN 


Start 


3157 


End 


7525 


GI 


none 


Score 


.61 


Exons' 


3157. .3387, 3514. .3668, 4112. 


.4306, 4431. .4583, 5008. .5144, 




5384. .5509, 5741. .5872, 5975. 


.6760, 6791.. 6859, 6963. .7525 


Seq. No. 


9738 


Seq. ID 


OJ990820_04.0228.C13 


Gene No. 


20757 


Strand 


+ 


Start 


9272 


End 


9480 


Name 


OJ990820 04 . 0228 . C13 . o2 . gp 


Method 


AAT/GAP 


Start 


9272 


End 


9480 


GI 


uC-osflcypl77c09al 


Score 


304 


Exons 


9272. .9480 






GI Descrip. 


' 6063530/dbj | AP000615 . 1 | AP000615 2.0e- 


15 Oryza sativa genomic 




DNA, chromosome 3, clone : P0043E01 ' 




Seq. No. 


9738 


Seq. ID 


OJ990820_04.0228.C13 


Gene No. 


20758 


Strand 


+ 


Start 


18039 


End 


18237 


Name 


OJ990820 04 . 0228 . C13 . o3 . gp 


Method 


AAT/GAP 


Start 


18039 


End 


18237 


GI 


LIB34 7 7-003-P1-K1-E9 


Score 


96 


Exons 


18039. .18067, 18176. .18237 







GI Descrip. 1 24 98586/sp | Q4 0638 | MP01JDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



Seq. No. 9738 Seq. ID 

Gene No. 20759 Strand 

Start 9361 End 

Name OJ990820JD4 . 0228 . C13 . o7 . tm Method 

Start 3226 End 

GI none Score 



OJ990820JD4 .0228 .C13 
19648 

TBLASTX: Maize 

3663 

44 



10220 



Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
' GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3226. .3264, 3283. .3348, 3394. .3663, 3411. .3590 



9738 

20759 

9361 

OJ990820_04 . 0228 . CI 3 . olO . tm 

4537 

none 

4537. .4623, 4543. .4614, 4671. 
4821. .4928, 4822. .4947 



Seq. ID OJ990820_04 .0228 .C13 
Strand 

End 19648 

Method TBLASTX : Maize 

End 4 94 7 

Score 76 

,4688, 4672. .4731, 4765. .4818, 



9738 

20759 

9361 

OJ990820_04 .0228 ,C13.o4 . tm 

5047 

none 

5047. .5154, 5051. .5152, 5114. 
5392.. 5472 ■ 



Seq. ID OJ990820_04.0228.C13 
Strand 

End 19648 

Method TBLASTX : Mai ze 

End 5472 

Score 123 

.5251, 5240.. 5326, 5330.. 5395, 



9738 

20759 

9361 

OJ990820_04 . 0228 . C13 . o2 . ts 

5989 

5509260 

5989. .6582, 6411. .6584 



Seq. ID OJ990820_04 . 0228.C13 
Strand 

End 19648 

Method TBLASTX : Soybean 

End 6584 

Score 331 



9738 

20759 

9361 

OJ990820_04 . 0228 . CI 3 . o5 . tm 

6132 

none 

6132. .6290, 6132.. 6383, 6133. 



Seq. ID OJ990820_04.0228.C13 
Strand 

End 19648 

Method TBLASTX : Maize 

End 6384 

Score 82 ■ 
.6384 



9738 

20759 

9361 

OJ990820_04 . 0228 . C13 . ol . tc 

6219 

none 

6219. .6284, 6220. .6471, 6309. 



Seq. ID OJ990820_04.0228.C13 
Strand 

End 19648 

Method TBLASTX : Cress 

End 64 71 

Score 201 
.6449 



9738 

20759 

9361 

OJ990820_04 .0228 .C13.o4 .tw 

6252 

none 

6252. .6596, 6253.. 6597, 6583. 



Seq. ID OJ990820_04 .0228.C13 
Strand 

End 19648 

Method TBLASTX : Wheat 

End 6798 

Score 256 

.6798, 6639.. 6689, 6747.. 6782 



9738 

20759 

9361 

OJ990820 04.0228.C13.ol.tm 



Seq. ID OJ990820_04 .0228.C13 
Strand 

End 19648 

Method TBLASTX : Maize 



10221 



Start 6384 End 6831 

GI none Score 553 

Exons 6384.. 6818, 6385.. 6831, 6391.. 6831 



Seq. No. 9738 

Gene No. 20759 

Start 9361 

Name OJ990820_04 . 0228 . C13 . o2 . tm 

Start 6838 

GI none 
Exons 



Seq. ID OJ990820 04.0228.C13 



Strand 
End 

Method 

End 

Score 



19648 

TBLASTX : Maize • 

7162 

50 



6838. .6873, 6887. .7162, 6887. .7003, 7036. .7149, 7040. .7162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9738 Seq. ID 

20759 Strand 

9361 End 
OJ990820_04 .0228 .C13.ol. ts Method 

6887 End 

none Score 

6887. .7381, 7051. .7170, 7100. .7378 



OJ990820_04.0228.C13 
19648 

TBLASTX: Soybean 

7381 

389 





Seq. No. 


9738 




Seq. ID 


OJ990820_04 .0228 


.C13 




Gene No. 


20759 




Strand 








Start 


9361 




End 


19648 




a 


Name 


OJ990820 04 


.0228.C13.o5.tw 


Method 


TBLASTX: Wheat 




w 


Start 


6887 




End 


7090 




U\ 


GI 


none 




Score 


186 




; i 

! fe? 


Exons 


6887. .7090, 


6899. .7018 








: t 
'scr 

: , S 


Seq. No. 


9738 




Seq. ID 


OJ990820_04 .0228 


.C13 




Gene No. 


20759 




Strand 






c : 


Start 


9361 




End 


19648 






Name 


OJ990820 04 


.0228.C13.o3.tm 


Method 


TBLASTX: Maize 






Start 


7163 




End 


7495 






GI 


none 




Score 


285 




i. : 

"*=! 


Exons 


7163. .7417, 


7163. .7405, 7216. 


.7416, 7457. .7495, 7459. .7 


491 




Seq. No. 


9738 




Seq. ID 


OJ990820_04.0228 


.C13 


hl\ 


■ Gene No. 


20759 




Strand 






.3 St 


Start 


9361 




End 


19648 






Name 


OJ990820 04 


.0228.C13.o2.np 


Method 


AAT/NAP 






Start 


9346 




End 


11569 






GI 


5257263 




Score 


222 






Exons 


9346. .9918, 


11543. .11569 










GI Descrip. 


(AP000364) 


EST AU029260 (E30024) corresponds to a region 


of 



predicted gene.; Similar to Arabidopsis thaliana rd22 gene. 
(D10703) [Oryza sativa] 



Seq. No. 9738 

Gene No. 20759 .. 

Start 9361 

Name OJ990820_04 . 0228 . C13 . o3 . gs 

Start 9361 

GI none 
Exons 



Seq. ID OJ990820_04.0228.C13 
Strand 

End 19648 

Method GENSCAN 

End 19648 

Score .46 



9361. .9744, 9818. .9981, 10551 .. 12587 , 13122 .. 13324 , 
13337. .138 62, 14 609. .14878, 15191. .15272, 15370. .15570, 
15737. .16199, 17257. .17396, 174 93. .17 615, 184 64. .1964 8 



10222 



Seq. No. 9738 

Gene No. 20759 

Start 9361 

Name OJ990820__04 . 0228 . C13 . 06 . tm 

Start 9418 

GI none 
Exons 



Seq. ID OJ990820_04 . 0228 .C13 
Strand 

End 19648 

Method TBLASTX : Mai ze 

End 9992 

Score 4 9 



9418.. 9477, 9427.. 9486, 9526. .9624, 9530.. 9625, 9604.. 9693, 
9605. .9712, 9704. .9778, 9794. .9904, 9798. .9992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9738 

20759 

9361 

OJ990820_04 . 0228 . C13 . o3 . np 

9517 

2583130 



Seq. ID OJ990820_04.0228.C13 
Strand 

End 19648 
Method AAT/NAP 
End 14568 
Score 1667 

9517. .9554, 10272 10321 , 10505 .. 10973, 11026. .14568 
(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 


9738 






Seq. ID 


OJ990820_04 .0228 


Gene No. 


20759 






Strand 




Start 


9361 






End 


19648 


Name 


OJ990820 04.0228.C13 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


11026 






End 


11445 


GI 


none 






Score 


65 


Exons 


11026. 


.11427, 11039. 


. 11122, 


11164. .11445 


Seq. No. 


9738 






Seq. ID 


OJ990820_04 .0228 


Gene No . 


20759 






Strand 




Start 


9361 






End 


19648 


Name 


OJ990820 04.0228.C13 


. o9. tm 


Method 


TBLASTX: Maize 


Start 


11863 






End 


12235 


GI 


none 






Score 


127 


Exons 


11863. 


.12234, 11873. 


12235 






Seq. No. 


9738 






Seq. ID 


OJ990820_04 .0228 


Gene No. 


20759 






Strand 




Start 


9361 






End 


19648 


Name 


OJ990820 04.0228.C13 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


12031 






End 


12427 


GI 


none 






Score 


189 


Exons 


12031. 


.12075, 12046. 


12321, 


12047. .12322, 12076 .. 12327 , 




12328. 


.12426, 12329. 


12427 






Seq. No. 


9738 






Seq. ID 


OJ990820_04 .0228 


Gene No. 


20759 






Strand 




Start 


9361 






End 


19648 


Name 


OJ990820 04.0228.C13 


08 . tm 


Method 


TBLASTX: Maize 


Start 


12391 -. 






End 


13023 


GI 


none 






Score 


103 


'Exons 


12391. 


.12519, 12562.. 


12834, 


12868. .13023 


Seq. No. 


9738 






Seq. ID 


OJ990820_04 .0228 


Gene No. 


20759 






Strand 




Start 


9361 






End 


19648 


Name 


OJ990820 04.0228.C13. 


o3. ts 


Method 


TBLASTX: Soybean 


Start 


12547 






End 


12846 



10223 



GI 

Exons 



none 
12547, 



,12846 



Score 



198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9738 

20759 

9361 

OJ990820_04 . 0228 . C13 . ol . tw 

12598 

none 



Seq. ID OJ990820_04.0228.C13 
Strand 

End 19648 

Method TBLASTX : Wheat 

End 12979 

Score 162 



12598. .127 65, 12599. .12772, 1274 7. .12 968, 12757. .12969, 
127 60. .12978, 12764 . . 1297 9 



9738 

20759 

9361 

OJ990820_04 .0228 .C13.o4 .ts 

13198 

none 

13198. .134 97, 134 80. .13605 



Seq. ID OJ990820_04.0228.C13 
Strand 

End 19648 

Method TBLASTX : Soybean 

End 13605 

Score 99 



Seq. No. 9739 

Gene No. 20760 

Start 5338 

Name OJ990820_04 . 0228 . C14 . o2 . gs 

Start 5338 

GI none 
Exons 



Seq. ID OJ990820_04.0228.C14 

Strand + 

End 8040 

Method GENSCAN 

End 8026 

Score .88 



5338. .5609, 6366. .6407, 7102. .8026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name . ; 
Start 
GI 

Exons 



9739 
20760 
5338 

OJ990820_04 .0228 .C14 .ol.np 
5453 
2316016 
5*453.. 5657, 7191.. 8040 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ990820_04.0228.C14 

Strand + 

End 8040 

Method AAT/NAP 

End 8040 

Score 741 



9739 

20761 

1142 

OJ990820_04 .0228 .C14 .ol.gs 

1142 

none 

1142.. 1258, 1327.. 1698, 2335. 

9739 

20762 

7193 

OJ990820_04 .0228 ."C14.ol.tc 

7193 

none 



Seq. ID OJ990820_04.0228.C14 
Strand 

2826 
GENSCAN 
2826 
.81 



End 

Method 
End 
Score 
.2826 



Seq. ID OJ990820_04.0228.C14 
Strand 

End 8026 

Method TBLASTX : Cress 

End 8026 

Score 108 



7193. .7363, 7201. .7362, 7366. .7917, 7367. .7678, 7475. .8026, 
7739.. 7837, 7904.. 8026 



Seq. No. 
Gene No. 
Start 



9740 

20763 

1 



Seq. ID OJ990820_04.0228.C15 
Strand + 
End 2339 



10224 



Name 


OJ99-0820 04 


.0228.C15.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2339 


GI 


2316016 




Score 


1065 


Exons 


1..114, 548 


..634, 720. .1350, 


1470. .1634 


, 2116.. 2339 


GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 


Seq. No. 


9740 




Seq. ID 


OJ990820_04. 0228. CIS 


Gene No. 


20763 




Strand 


+ 


Start 


1 




End 


2339 


Name 


OJ990820 04 


.0228. CIS. ol.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


2339 


GI 


none 




Score 


185 


Exons 


1..114, 3.. 


122, 539. .637, 541. .639, 719. .790, 720. .872, 




937. .1356, 


969. .1349, 1009.. 


1350, 1470. 


.1646, 2113. .2337, 




2118. .2339 








Seq. No. 


9740 




Seq. ID 


OJ990820_04 .0228. CIS 


Gene No. 


20763 




Strand 


+ 


Start 


' 1 




End 


2339 


Name 


OJ990820 04 


.0228. CIS. ol.gs 


Method 


GENSCAN 


Start 


16 




End 


2256 


GI 


none 




Score 


.54 


Exons 


16. .114, 548. .634, 720. .891, 


905. .1350, 


2116. .2256 


Seq. No. 


9740 




Seq. ID 


OJ990820_04. 0228. CIS 


Gene No. 


20763 




Strand 


+ 


Start 


1 




End 


2339 


Name 


OJ990820 04 


.0228. CIS. o2.ts 


Method 


TBLASTX: Soybean 


Start 


22 




End 


884 


GI 


none 




Score 


153 


Exons 


22. .114, 24 


..122, 539. .637, 


541. .639, 710. .778, 720. .884 


Seq. No. 


9740 




Seq. ID 


OJ990820_04 .0228. CIS 


Gene No. 


20763 




Strand 


+ 


Start 


1 




End 


2339 


Name 


OJ990820 04 


.0228. CIS. ol.ts 


Method 


TBLASTX: Soybean 


Start 


958 




End 


2337 


GI 


none 




Score 


360 


Exons 


958. . 1356, 


960. .1352, 1472.. 


1627, 1473. 


.1646, 2110. .2337 


Seq. No. 


9740 




Seq. ID 


OJ990820_04 .0228. CIS 


Gene No. 


20763 




Strand 


+ 


Start 


1 




End 


2339 


Name 


OJ990820 04 


.0228. CIS. ol.tm 


Method 


TBLASTX: Maize 


Start 


1048 




End 


1581 


GI 


none 




Score 


398 


Exons 


1048. . 1350, 


1050. .1349, 1469 


..1579, 1470. .1580, 1471. .1581 


Seq. No. 


9740 




Seq. ID 


OJ990820_04 .0228. CIS 


Gene No. 


20763 




Strand 


+ 


o tar t 


1 




End 


2339 


Name 


OJ990820 04 


.0228. CIS. o2.tm 


Method 


TBLASTX: Maize 


Start 


2112 




End 


2337 


GI 


none 




Score 


83 


Exons 


2112. .2246, 


2113. .2337, 2118 


. .2336 




Seq. No. 


9741 




Seq. ID 


OJ990820_04.0228.C16 



10225 



Gene No. 


20764 






Strand 


+ 


Start 


1 






End 


428 


Name 


OJ990820 04 


.0228 


. CI 6 . ol . np 


Method 


AAT/NAP 


Start 


1 






End 


428 


GI 


6498436 






Score 


411 


Exons 


1. .428 










GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


9741 






Seq. ID 


OJ990820 


Gene No. 


20764 






Strand 


+ 


Start 


1 






End 


428 


Name 


OJ990820 04 


.0228 


. C16 . ol . gs 


Method 


GEN SCAN 


Start 


97 






End 


346 


GI 


none 






Score 


.49 


Exons 


97 . . 346 










Seq. No. 


9742 






Seq. ID 


OJ000119 


Gene No. 


20765 






Strand 




Start 


1170 






End' 


2324 


Name 


OJ000119 23 


.0229 


.CI .ol .gs 


Method 


GENSCAN 


Start 


1170 






End 


2249 


GI 


none 






Score 


. 4 


Exons 


1170. .2249 










Seq. No. 


9742 






Seq. ID 


OJ000119 


Gene No. 


20765 






Strand 




Start 


1170 






End 


2324 


Name 


OJ000119 23 


.0229 


.CI .ol .np 


Method 


AAT/NAP 


Start 


1170 






End 


2324 


GI 


4755201 






Score 


1334 


Exons 


1170. .2324 










GI Descrip. 


(AC007018) 


putative N-acetylglucosaminyltransf e 




thaliana] 










Seq. No. 


9742 






Seq. ID 


OJ000119 


Gene No. 


20765 






Strand 




Start 


1170 






End 


2324 


Name 


OJ000119 23 


.0229 


.Cl.ol.ts 


Method 


TBLASTX: 


Start 


1173 






End 


2012 


GI 


none 






Score 


378 


Exons 


1173. .2012, 


1267 


..1737, 1807. 


.2010 




Seq. No. 


9742 






Seq. ID 


OJ000119_ 


Gene No. 


20765 






Strand 




Start 


1170 






End 


2324 


Name 


OJ000119 23 


.0229 


Cl.o2.tm 


Method 


TBLASTX : I 


Start 


1176 






End 


1383 


GI 


none 






Score 


55 


Exons 


1176. . 1382, 


1177 


.1212, 1177. 


. 1383, 1181. . 1381, 




1264 . . 1383 










Seq. No. 


9742 






Seq. ID 


OJ000119_ 


Gene No. 


20765 






Strand 




Start 


1170 






End 


2324 


Name 


OJ000119 23 


.0229 


Cl.ol.tm 


Method 


TBLASTX : I 


Start 


1384 






End 


1798 


GI 


none 






Score 


61 



10226 




Exons 


1384. .1422, 


1425. .1523, 


1425. 


.1547, 1426. .1548, 


14* 


36. .1593 




1487. . 1597, 


1525. .1635, 


1530. 


.1640, 1530. .1640, 


1632. .1793 




1644 . . 1793, 


1651. .1797, 


1658. 


. 1798 








Seq. No. 


9743 






Seq. ID 


OJ000119_ 


23 


0229. C2 


Gene No. 


20766 






Strand 


+ 






Start 


93 






End 


1222 






Name 


OJ000119 23. 


0229.C2.ol. 


gs 


Method 


GENSCAN 






Start 


93 






End 


1222 






GI 


none 






Score 


. 7 






Exons 


93. .139, 864 


..981, 1211 


. . 1222 










Seq. No. 


9743 






Seq. ID 


OJ000119_ 


23 


0229. C2 


Gene No . 


20767 






Strand 








Start 


2419 






End 


5141 






Name 


OJ000119 23. 


0229.C2.o2. 


gs 


Method 


GENSCAN 






Start 


2419 






End 


.5141 






GI 


none 






Score 


.44 






Exons 


2419. .2499, 


2865. .2899, 


3440. 


.3523, 3966. .4055, 


4620. .4678 




4754 . . 5090, 


5123. . 5141 












Seq. No. 


9743 






Seq. ID 


OJ000119_ 


_23 


0229. C2 


Gene No. 


20767 






Strand 


— 






Start 


2419 






End 


5141 






Name 


OJ000119 23. 


0229.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


4619 






End 


5110 






GI 


2428027 






Score 


790 






Exons 


4619. .4678, 


4754. .5110 












Seq. No. 


9744 






Seq. ID 


OJ000119 


_23 


0229. C3 


Gene No. 


20768 






Strand 


+ 






Start 


575 






End 


3010 






Name 


OJ000119 23. 


0229.C3.ol. 


gs 


Method 


GENSCAN 






Start 


575 






End 


3010 






GI 


none 






Score 


.53 






Exons 


575. .646, 1403. .1669, 2 


866. .3010 








Seq. No. 


9744 






Seq. ID 


OJ000119_ 


_23. 


0229. C3 


Gene No. 


20768 






Strand 


+ 






Start 


575 






End 


3010 






Name 


OJ000119 23. 


0229.C3.ol. 


np 


Method 


AAT/NAP 






Start 


1338 






End 


1868 






GI 


6539570 






Score 


166 






Exons 


1338. .1541, 


1797. .1868 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


9745 






Seq. ID 


OJ000119_ 


23. 


0229. C4 


Gene No. 


20769 






Strand 


+ 






Start 


110 






End 


2107 






Name 


OJ000119 23. 


0229.C4.ol. 


gs 


Method 


GENSCAN 






Start 


110 






End 


2107 






GI 


none 






Score 


1 






Exons 


110. .2107 














Seq. No. 


9745 






Seq. ID 


OJ000119_ 


_23. 


0229. C4 


Gene No. 


20769 






Strand 


+ 






Start 


110 






End 


2107 







10227 



Name 


OJ000119 23.0229.C4.ol.np 


Method 


AAT/NAP 


Start 


110 


End 


2104 


GI 


5257264 


Score 


2224 


Exons 


110. .2104 






GI Descrip. 


(AP000364) ESTs AU0648 13 (E4 057 9 ) , D24 600 (R2232 ) correspond 




region of the predicted gene. 


; Similar 


to Human mRNA for 




KIAA0255 gene. (D87444) [Oryz 


a sativa] 




Seq. No. 


9745 


Seq. ID 


OJ000119 23. 0229. C4 


Gene No. 


20770 


Strand 


— 


Start 


2088 


End 


2457 


Name 


OJ000119 23.0229.C4.o4.ts 


Method 


TBLASTX : Soybean 


Start 


178 


End 


439 


GI 


none 


Score 


14 9 


Exons 


178. .318, 179. .319, 317. .439 






Seq. No. 


9745 


Seq. ID 


OJ000119_23. 0229. C4 


Gene No. 


20770 


Strand 


— 


Start 


2088 


End 


2457 


Name 


OJ000119 23. 0229.C4 .o2. tc 


Method 


TBLASTX: Cress 


Start 


182 


End 


802 


GI 


none 


Score 


160 


Exons 


182. .319, 320. .406, 449. .535, 


608. .685, 


764 . .802 


Seq. No. 


9745 


Seq. ID 


OJ000119_23.0229.C4 


Gene No. 


20770 


Strand 




Start 


2088 


End 


2457 


Name 


OJ000119 23.0229.C4.ol.tm 


Method 


TBLASTX :Maize 


Start 


184 


End 


2107 


GI 


none 


Score 


309 


Exons 


184. .456, 185. .421, 416. .589, 


445. .534, 


568. .588, 605. .670 




764. .841, 766. .840, 878. .1387 


, 889. .1065, 935. .1408, 1391. 




1402. .1665, 1641. .1685, 1654. 


.2103, 1655. .1762, 1693. .1785 




1817 . .2107 






Seq. No. 


9745 


Seq. ID 


OJ000119_23.0229.C4 


Gene No. 


20770 


Strand 




Start 


2088 


End 


2457 


Name 


OJ000119 23.0229.C4.o3.ts 


Method 


TBLASTX : Soybean 


Start 


490 


End 


694 


GI 


none 


Score 


301 


Exons 


490. .693, 491. .694 






Seq. No. 


9745 


Seq. ID 


OJ000119_23.0229.C4 


Gene No. 


20770 


Strand 




Start 


2088 


End 


2457 


Name 


OJ000119 23.0229.C4 .o2.tw 


Method 


TBLASTX: Wheat 


Start 


563 


End 


973 


GI 


none 


Score 


49 


Exons 


563. .589, 611. .658, 758. .841, 


766. .834, 


878. .973, 892. .972, 




932. . 973 







Seq. No. 9745 

Gene No. 20770 

Start 2088 

Name OJ000119_23 . 0229 . C4 . o2 . ts 

Start 758 



Seq. ID OJ000119_23.0229.C4 
Strand 

End 2457 

Method TBLASTX : Soybean 

End 1216 



10228 




GI 


none 






Score 


678 




Exons 


758 . . 1216, 


7 60 . . 


1062, 935.. 1216 






Seq. No. 


9745 






Seq. ID 


OJ000119_23.0229 


X4 


Gene No. 


20770 






Strand 






Start 


2088 






End 


24 57 




Name 


OJ000119 23 


. 0229 


.C4.o3.tc 


Method 


TBLASTX: Cress 




Start 


887 






End 


1117 




GI 


none 






Score 


246 




Exons 


887 . .1117, 


8 95 . . 


1053, 947. .1114 






Seq. No. 


9745 






Seq. ID 


OJ000119_23.0229 


C4 


Gene No. 


20770 






Strand 






Start 


2088 






End 


2457 




Name 


OJ000119_23 


.0229 


.C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


1123 






End 


2065 




GI 


none 






Score 


84 




Exons 


1123. . 1299, 


1142 


..1387, 1144. 


.1386, 1391. .1474, 1402. .1' 


170, 




1448 . . 1762, 


14 65 


..1869, 1474. 


.1791, U 


317 . . 1867, 1863. .1946, 




2021 . . 2065 












Seq. No. 


9745 






Seq. ID 


OJ000119_23.0229 


C4 


Gene No. 


20770 






Strand 






Start 


2088 






End 


2457 




Name 


OJ000ll9_23 


. 0229 


.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1175 






End 


1521 




GI 


none 






Score 


272 




Exons 


1175 . . 1387, 


1199 


..1405, 1402. 


.1521, li 


103. .1516 




Seq. No. 


9745 






Seq. ID 


OJ000119_23.0229 


C4 


Gene No. 


20770 






Strand 






Start 


2088 






End 


2457 




Name 


OJ000119 23 


. 0229 


.C4 .ol.ts 


Method 


TBLASTX: Soybean 




Start 


1226 






End 


2107 




GI 


none 






Score 


209 




Exons 


1226 . . 1387, 


1226 


..1375, 1252. 


.1386, 1378. .2025, 1391. .1762, 




1817 . . 2014 , 


2018 


..2107, 2020. 


.2103 






Seq. No. 


9745 






Seq. ID 


OJ000119_23.0229 


C4 


Gene No. 


20770 






Strand 






Start 


2088 






End 


2457 




Name 


OJ000119 23 


. 0229 


. C4 .ol.gp 


Method 


AAT/GAP 




Start 


2088 






End 


2457 




GI 


none 






Score 


537 




Exons 


2088 . ,2457 












Seq. No. 


9746 






Seq. ID 


OJ000119_23.0229, 


C8 


Gene No. 


20771 






Strand 


+ 




Start 


1 






End 


526 




Name 


OJ000119 23 


.0229 


. C8.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


384 




GI 


2462134 






Score 


235 




Exons 


1. .384 












GI Descrip. 


(Y13368) reverse 


transcriptase [Beta vulgaris] 




Seq. No. 


9746 






Seq. ID 


OJ000119_23.0229. 


C8 


Gene No. 


20771 






Strand 


+ 





10229 






Start 


1 


End 


526 






Name 


OJ000119 23.0229.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


38 


End 


526 






GI 


none 


Score 


184 






Exons 


38. .334, 355. .390, 380. .460 


, 494. .526 








Seq. No. 


9747 


Seq. ID 


OJ000119 23.0229 


.C9 




Gene No. 


20772 


Strand 


-f ~ 






Start 


285 


End 


1328 






Name 


OJ000119 23.0229.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


233 


End 


606 






GI 


none 


Score 


178 






Exons 


233. .397, 234. .398, 399. .434, 400. .435 


, 556. . 606, 561. . 


605 




Seq. No. 


9747 


Seq. ID 


OJ000119 23.0229 


.C9 




Gene No. 


20772 


Strand 


+ — 






Start 


285 


End 


1328 






Name 


OJ000119 23.0229.C9.ol.gs 


Method 


GENSCAN 






Start 


285 


End 


1328 






GI 


none 


Score 


. 66 






Exons 


285. . 395, 1209. . 1328 










Seq. No. 


9748 


Seq. ID 


OJ000119_23.0229 


.Cll 


:" "l 

'•as: 


Gene No. 


20773 


Strand 


+ 




i- i 


Start 


1701 


End 


2136 




SJJ? 

V\ 


Name **r 


• -OJ000119 23.0229.Cll.o2.gp 


Method 


AAT/GAP 






Start 


1701 


End 


2136 






GI 


uC-osflM2020118f01al 


Score 


817 






Exons 


1701 . . 2136 








; i i 


GI Descrip. 


'5295971/dbj IBAA81872.il 4. 


Oe-64 (AB026295) EST D24315( 


R1718 


31 

: i 




corresponds to a region of 


the predicted gene.; Similar 


to 


r; i 




Tobacco DNA for retroviral- 


like transposon Tnt 1-94 . (X13777 ) 






[Oryza sativa] 1 








,531 


Seq. No. 


9748 


Seq. ID 


OJ000119_23.0229 


.Cll 




Gene No. 


20774 


Strand 






M= 


Start 


1 


End 


5068 






Name 


OJ000119 23.0229.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3981 






GI 


5295971 


Score 


6747 




L ~\ 


Exons 


1. .3981 










GI Descrip. 


(AB026295) EST D24315(R1718 


) corresponds to a region of 


the 






predicted gene.; Similar to 


Tobacco DNA for retroviral- 


like 






transposon Tnt 1-94.(X13777 


) [Oryza sativa] 






Seq. No. 


9748 


Seq. ID 


OJ000119_23.0229 


.Cll 




Gene No. 


20774 


Strand 








Start 


1 


End 


5068 






Name 


OJ000119 23.0229.Cll.o6.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


180 






GI 


none 


Score 


194 






Exons 


1..180, 2. .178 










Seq. No. 


9748 


Seq. ID 


OJ000119_23.0229 


.Cll 




Gene No. 


20774 


Strand 








Start 


1 


End 


5068 






Name 


OJ000119 23.0229.Cll.ol.tw 


Method 


TBLASTX: Wheat 





10230 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



7 End 562 

none Score 66 

7. .231, 217. .561, 221. .406, 241. .408, 473. .562 



9748 Seq. ID 

20774 Strand 

1 End 
OJ000119_23. 022 9.Cll.ol.gs Method 

25 End 

none Score 

25. .4001, 4512. .5061 



OJ000119_23.0229.C11 

5068 
GENSCAN 
5061 
.84 



9748 Seq. ID 

20774 Strand 

1 End 
OJ000119_23 . 0229 . Cll . o2 . ts Method 

232 End 

5509260 Score 

232. .729, 251. .409, 473. .649 



OJ000119_23. 0229. Cll 
5068 

TBLASTX: Soybean 

729 

130 



9748 

20774 

1 

OJ000119_23.0229.Cll.o2. tc 

343 

none 

343. .513, 343. .606, 476. .607 

9748 

20774 

1 

OJ000119_23.0229.Cll.o3. tm 

382 

none 

382. .678, 383. .652 

9748 

20774 

1 

OJ000119_23. 0229. Cll .ol.ts 

1180 

none 

1180. .1326, 1351. .1659, 1364. 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068. 

Method TBLASTX: Cress 

End 607 

Score 60 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068 

Method TBLASTX : Mai ze 

End 67 8 

Score 181 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068 

Method TBLASTX : Soybean 

End 1659 

Score 161 
.1654 



9748 

20774 

1 

OJ000119_23. 0229. Cll .ol .tc 

1204 

none 



Seq. ID OJ000119_23. 0229. Cll 
Strand 
End 

Method 
End ' 
Score 



5068 

TBLASTX: Cress 

1644 

60 



1204. .1326, 1348. .1644, 1358. .1504, 1562. .1594 



9748 

20774 

1 

OJ000119 23.0229.C11 .o2 .tm 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068 

Method TBLASTX : Mai ze 



10231 



Start 
GI 

Exons 



1264 
none 

1264. .1686, 1265. .1690 



End 
Score 



1690 
569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000119_23.0229.C11 
Strand 

5068 
AAT/GAP 
1692 
589 



9748 
20774 
1 

OJ000119_23. 022 9.Cll.ol.gp 
1337 

uC-osflcypl39cl2al 
1337. .1692 

'5295971/dbj IBAA81872.il 3.0e-44 (AB026295) EST D24 315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



End 

Method 

End 

Score 



9748 

20774 

1 

OJ000119_23.022 9.Cll.o3.tw 

1342 
none 



Seq. ID OJ000119_23.0229.C11 
Strand 

End 5068 

Method TBLASTX : Wheat 

End 1893 

Score 42 



1342. .1422, 1355. .1426, 1429. .1695, 1529. .1678, 1753. .1893 



Seq. l No; 97 4 8 

Gene No. 20774 

Start 1 

Name OJ00011 9_23 . 0229 . Cll . o5 . ts 

Start 1753 

GI none 

Exons 1753.. 2028, 1852.. 1932 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068 

Method TBLASTX : Soybean 

End 2028 

Score 194 



Seq. No. 9748 

Gene No. 20774 

Start 1 

Name OJ00011 9_23 . 022 9 . Cll . o2 . tw 

Start 1966 

GI none 
Exons 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068 

Method TBLASTX : Wheat 

End 2419 

Score 95 



1966. .2046, 2053. .2418, 2107. .2415, 2114. .2419 



Seq. No. 9748 

Gene No. 20774 

Start 1 

Name OJ00011 9_23 . 022 9 . Cll . o5 . tm 

Start 2089 

GI none 

Exons 2089.. 2328, 2090.. 2329 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068 

Method TBLASTX : Maize 

End 2329 

Score 262 



Seq. No. 9748 

Gene No. 20774 

Start 1 

Name OJ000119_23 . 022 9 . Cll . ol . tm 

Start 2344 

GI none 
Exons 



Seq. ID OJ000119_23. 0229. Cll 
Strand 

End 5068 

Method TBLASTX: Maize 

End 3063 

Score 417 



2344. .2769, 2344. .2709, 2445. .2768, 2774. .2806, 2776. .2871, 
2788. .3063, 2789. .3046 



10232 



Seq. No. 


9748 










Seq. ID 


OJ000119_23.022 i 


Gene No . 


20774 










Strand 




Start 


1 










End 


5068 


Name 


OJ000119 23 


.0229. 


Cll.o2. 


.np 


Method 


AAT/NAP 


Start 


2661 










End 


5061 


GI 


6730728 








Score 


528 


Exons 


2661. , 


.2690, 


4476. 


.5061 








GI Descrip. 


(AC018849) • 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


9748 










Seq. ID 


OJ000119_23.022' 


Gene No. 


20774 










Strand 




Start 


1 










End 


5068 


Name 


OJ000119 23 


.0229. 


Cll.o4 . 


. tm 


Method 


TBLASTX: Maize 


Start 


3298 










End 


3589 


GI 


none 










Score 


215 


Exons 


3298. , 


.3519, 


3298. 


. 3588, 


3374 . 


. 3589 




Seq. No. 


9748 










Seq. ID 


OJ000119_23. 022' 


Gene No. 


20774 










Strand 




Start 


1 










End 


5068 


Name 


OJ000119 23 


.0229. 


Cll.o3. 


. ts 


Method 


TBLASTX : Soybean 


Start 


4507 










End 


4843 


GI 


none 










Score 


202 


Exons 


4507. . 


.4836, 


4508 . 


.4843, 


4539. 


.4841 




Seq. No. 


9748 ■ 










Seq. ID 


OJ000119_23.022' 


Gene No. 


20774 










Strand 




Start 


1 










End 


5068 


Name 


OJ000119 23 


.0229. 


Cll.o4 . 


. tw 


Method 


TBLASTX: Wheat 


Start 


4828 










End 


5068 


GI 


none 










Score 


185 


Exons 


4828. , 


.5061, 


4831. 


.5067, 


4832. 


. 5068 




Seq. No. 


9748 










Seq. ID 


OJ000119_23.022' 


Gene No. 


20774 










Strand 




Start 


1 










End 


5068 


Name 


OJ000119 23 


.0229. 


Cll.o4, 


. ts 


Method 


TBLASTX: Soybean 


Start 


4849 










End 


5062 


GI 


none 










Score 


105 


Exons 


4849. , 


.5061, 


4850. 


.5062 








Seq. No. 


9749 










Seq. ID 


OJ000119_23.022' 


Gene No. 


20775 










Strand 


+ 


Start 


4771 










End 


5162 


Name 


OJ000119 23 


.0229. 


C13.o2. 


.gs 


Method 


GENSCAN 


Start 


4771 










End 


5162 


GI 


none 










Score 


.79 


Exons 


4771. , 


.4896, 


5007. 


.5162 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9749 Seq. ID 

20776 Strand 

9925 End 

OJ000119_23.0229.C13.ol.gp Method 

9714 End 

31695 1.R1084 Score 



OJ000119_23.0229.C13 
+ 

14067 
AAT/GAP 
11695 
1695 



9714.. 10048, 10919. . 11091, 11168 .. 11349, 11452. .11695 
' 4 567250/gb|AAD23664 . 1 1 AC007070__13 8.0e-18 (AC007070) 



10233 



hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 


9749 




Seq. ID 


OJ000119_23.0229 


.C13 


Gene No. 


20776 




Strand 


+ 




Start 


9925 




End 


14067 




Name 


OJ000119 23.0229.C13 


. o4 . gs 


Method 


GEN SCAN 




Start 


9925 




End 


12217 




GI 


none 




Score 


.82 




Exons 


9925.. 10048, 10919.. 


11091, 


11168. .1134 9, 114 52. .11735, 






11823. . 11880, 12010. 


.12046, 


12146. . 12217 




Seq. No. 


9749 




Seq. ID 


OJ000119_23.0229 


.C13 


Gene No. 


20776 




Strand 


+ 




Start 


9925 




End 


14067 




Name 


OJ000119 23.0229.C13 


.ol .np 


Method 


AAT/NAP 




Start 


11696 




End 


14067 




GI 


4734014 




Score 


863 




Exons 


11696. .11729, 11815. 


. 11880, 


12010. .12046, 12146. .12217, 






13273. .13597, 13687. 


. 14067 








GI Descrip. 


(AC007112) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


9749 




Seq. ID 


OJ000119_23.0229 


.C13 


Gene No. 


20777 




Strand 






Start 


205 




End 


2444 




Name 


OJ000119 23.0229.C13 


. ol . gs 


Method 


GENSCAN 




Start 


205 




End 


2444 




GI 


none 




Score 


.68 




Exons 


205. .288, 363. .513, 


608. .724, 936. .1036, 1545. .1568, 1789.. 




2002. .2039, 2188. .2408, 2429. .2444 






Seq. No. 


9749 




Seq. ID 


OJ000119_23.0229 


.C13 


Gene No. 


20778 




Strand 






Start 


13968 




End 


14424 




Name 


OJ000119 23.0229.C13 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10918 




End 


11238 




GI 


none 




Score 


255 




Exons 


10918 . . 11091, 10923. 


. 11108, 


10926. .11090, 10991. .11110, 






11161. .11238, 11168. 


. 11206 








Seq. No. 


9749 




Seq. ID 


OJ000119_23.0229 


.C13 


Gene No. 


20778 




Strand 






Start 


13968 




End 


14424 




Name 


OJ000119 23.0229.C13 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10965 




End 


11728 




GI 


none 




Score 


144 




Exons 


10965. . 11105, 10978. 


.11106, 


11162. . 11350, 114 4 3. .11634, 






11449. . 11670, 11453. 


.11728 








Seq. No. 


-9749 




Seq. ID 


OJ000119_23.0229 


.C13 


Gene No. 


*20778 




Strand 






Start 


13968 




End 


14424 




Name 


OJ000119 23.0229.C13 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11246 




End 


11739 




GI 


none 




Score 


131 




Exons 


11246. . 11350, 11290. 


. 11388, 


114 58. . 11721, 114 58. .11739, 





1897, 



11459. . 11728 



10234 



Seq. No. 9749 
Gene No. 20778 
Start 13968 

Name OJ000119_23 . 0229 . C13 . ol . tm 

Start 11615 
GI none 
Exons 11615. 

12009. 

13256. 

13271. 

13692. 



11749, 11643. 

12047, 12011. 

13450, 13257, 

13600, 13502, 

14015, 13711. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 23.0229.C13 



11729, 11822, 

12058, 12132. 

13595, 13269. 

13615, 13627. 

14028, 13715. 



14424 

TBLASTX: Maize 
14032 
140 

11881, 11823. .11879, 
12224, 12146. .12223, 
13598, 13270. .13599, 
13728, 13680. .13727, 
14032, 13726. .14031 



Seq. No. 9749 

Gene No. 20778 

Start 13968 

Name OJ000119_23 . 0229 . C13 , 

Start 13251 

GI none 

Exons 13251. .13415, 13264., 
13711. .14025, 13719. , 



ol . ts 



13599, 
14009, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13265 

13761 



13600, 
14027 



OJ000119_23.0229.C13 
14424 

TBLASTX: Soybean 

14027 

71 

13663. . 13719, 



Seq. No. 9749 Seq. ID 

Gene No. 20778 Strand 

Start 13968 End 

Name OJ000119_23 . 0229 . C13 . o2 . tc Method 

Start 13828 End 

GI none Score 

Exons 13828. .14052, 13854.. 13997 



OJ000119_23.0229.C13 
14424 

TBLASTX: Cress 

14052 

200 



Seq. No. 9749 Seq. ID 

Gene No. 20778 Strand 

Start 13968 End 

Name 0 JO 0 0 1 1 9_2 3.0229.C13.o2.gp Met hod 

Start 13968 End 

GI none Score 

Exons 13968. .14424 



OJ000119_23.0229.C13 

14424 
AAT/GAP 
14424 
887 



Seq. No. 9750 

Gene No. 20779 

Start 506 

Name OJ000119_23 . 0229 . C14 . ol . gs 

Start 506 

GI none 

Exons 506.. 672 



Seq. ID OJ000119_23.0229.C14 

Strand + 

End 672 

Method GENSCAN 

End 672 

Score .41 



Seq. No. 9751 

Gene No. 20780 

Start 359 

Name OJ000119_23 . 0229 . C15 . ol . gs 

Start 359 

GI none 

Exons 359. .467, 899. .1042, 1867.. 



Seq. ID OJ000119_23.0229.C15 

Strand + 

End 2755 

Method GENSCAN 

End 2755 

Score .71 
1958, 2141. .2755 



Seq. No. 9751 

Gene No. 20780 

Start 359 

Name OJ0001 19_23 . 0229 . C15 . ol . gp 



Seq. ID OJ000119_23.0229.C15 

Strand + 

End 2755 

Method AAT/GAP 



10235 



Start 


2155 


End 


2480 


GI 


92673 1.R1084 


Score 


640 


Exons 


2155. .2480 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1.0e-38 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone :t 17804 


Seq. No. 


9751 


Seq. ID 


OJ000119_23.0229. 


Gene No. 


20781 


Strand 


+ 


Start 


7374 


End 


9048 


Name 


OJ000119 23.0229.C15.o2.gp 


Method 


AAT/GAP 


Start 


7374 ~~ 


End 


7673 


GI 


5004629 


Score 


507 


Exons 


7374 . .7673 






GI Descrip. 


4099436/gb|U87250|MVU87250 4. 


Oe-57 Mustela vison GT dinu 




repeat, chromosome 2,3,5 and 


7 centromeric 


Seq. No. 


9751 


Seq. ID 


OJ000119 23.0229. 


Gene No . 


20781 


Strand 


+ 


Start 


7374 


End 


9048 


Name 


OJ000119 23.0229.C15.o2.np 


Method 


AAT/NAP 


Start 


7490 


End 


8937 


GI 


6006381 


Score 


178 


Exons 


7490. .7544, 8383. .8610, 8790. 


.8937 




GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


t_> ^ VJ . l> \y . 


9751 


Seq. ID 


OJ000119_23.0229. 


Gene No. 


20781 


Strand 


+ 


Start 


7374 


End 


9048 


Name 


OJ000119 23.0229.C15.o3.gs 


Method 


GENSCAN 


Start 


8458 


End 


9048 


GI 


none 


Score 


.81 


Exons 


8458. .9048 






Seq. No. 


9751 


Seq. ID 


OJ000119_23.0229. 


Gene No . 


20782 


Strand 


+ 


Start 


9087 


End 


9549 


Name 


OJ000119 23.0229.C15.o3.gp 


Method 


AAT/GAP 


Start 


9087 


End 


9549 


GI 


2443102 


Score 


911 


Exons 


9087. .9549 






GI Descrip. 


5852170/emb|AL117265.1!OST17804 1.0e-38 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4, 


BAC clone:tl7804 


Seq. No. 


9751 


Seq. ID 


OJ000119_23.0229. 


Gene No . 


20783 


Strand 




Start 


4168 


End 


8063 


Name 


OJ000119 23.0229.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


2233 


End 


7928 


GI 


none 


Score 


89 


Exons 


2233. .2373, 2234.. 2326, 2371. 


.2436, 2381. .2440, 2525. .26 




2551. .2613, 7833..7928, 7840. 


.7878 




Seq. No. 


9751 


Seq. ID 


OJ000119_23.0229. 


Gene No. 


20783 


Strand 




Start 


4168 


End 


8063 


Name 


OJ000119 23.0229.C15.o2.gs 


Method 


GENSCAN 


Start 


4168 


End 


8063 



C15 



10236 






GI 


none 


Score 


.65 






Exons 


4168. .4336, 5377. .5522, 6094. 


.6246, 7134. .7197, 7618. .8063 




Seq. No. 


9752 


Seq. ID 


OJ000119_23.0229, 


.C16 




Gene No. 


20784 


Strand 


+ 






Start 


94 


End 


377 






Name 


OJ000119 23.0229.C16.ol.gp 


Method 


AAT/GAP 






Start 


94 


End 


377 






GI 


86158 1.R1084 


Score 


403 






Exons 


94. .377 










GI Descrip. 


f 5295936/dbj | AB026295 . 2 | AB026295 5 . Oe- 


-42 Oryza sativa genom: 






DNA, chromosome 6, clone : P0681F10 , complete sequence 1 






Seq. No. 


9752 


Seq. ID 


OJ000119_23.0229 


.C16 




Gene No. 


20785 


Strand 


+ 






Start 


391 


End 


556 






Name 


OJ000119 23.0229.C16.ol.gs 


Method 


GENSCAN 






Start 


391 


End 


556 






GI 


none 


Score 


.82 






Exons 


391. .556 










Seq. No. 


9752 


Seq. ID 


OJ000119_23.0229 


.C16 




Gene No. 


20786 


Strand 






L 


Start 


389 


End 


681 




St 
I. £ 


Name 


OJ000119 23.0229.C16.ol.np 


Method 


AAT/NAP 




Ml 


Start 


389 


End 


681 




1 y 


GI 


5295971 


Score 


472 




Exons 


389. .681 








Us? 


GI Descrip. 


(AB026295) EST D24 315 (R17 18 ) 


corresponds to a region of 


the 


; : 
: ; i 




predicted gene.; Similar to Tobacco DNA for retroviral-: 


like 






transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 




: : 

i y 


Seq. No. 


9752 


Seq. ID 


OJ000119_23.0229 


. Clo 




Gene No. 


20786 


Strand 






I" ™5 


Start 


389 


End 


681 




:. t 

I. ! 

■S 


Name 


OJ000119 23.0229.C16.ol.tm 


Method 


TBLASTX: Maize 




\tit 


Start 


423 


End 


680 




31 


GI 


none 


Score 


300 




US 


Exons 


423. .680, 423. .674, 425. .679 








:"*: 
'«? 


Seq. No. 


9753 


Seq. ID 


OJ000119_23.0229 


.C17 




Gene No. 


20787 


Strand 


+ 






Start 


2814 


End 


2920 






Name 


OJ000119 23.0229.C17.o2.np 


Method 


AAT/NAP 






Start 


2814 


End 


2920 






GI 


5777617 


Score 


111 






Exons 


2814 . .2920 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 






Seq. No. 


9753 


Seq. ID 


OJ000119_23.0229 


.C17 




Gene No. 


20788 


Strand 


+ 






Start 


6510 


End 


7693 






Name 


OJ000119 23.0229.C17.o3.gs 


Method 


GENSCAN 






Start 


6510 


End 


7693 






GI 


none 


Score 


.94 






Exons 


6510.. 6652, 7259.. 7353, 7683. 


.7693 







10237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9753 

20789 

1 

OJ000119_23.022 9.C17 .ol.np 

1 

3858937 



Seq. ID OJ000119_23.0229.C17 
Strand 

End 2557 

Method AAT/NAP 

End 2449 

Score 557 



1..137, 212. .335, 811. .904, 1031. .1126, 1229. .1332, 1648. .1784, 
2005. .2155, 2254. .2449 

(AL021636) putative protein [Arabidopsis thaliana] 



9753 

20789 

1 

OJ000119_23.0229.C17 .ol . gs 

215 

none 



Seq. ID OJ000119_23.0229.C17 
Strand 

End 2557 

Method GENSCAN 

End 2557 

Score .92 



215. .335, 811. .901, 1229. .1332, 1720. .1784, 2005. .2161, 
2254. .2470, 2555.-2557 



Seq. ID OJ000119_23.0229.C17 
Strand 

End 2557 

Method TBLASTX : Soybean 

End 2410 

Score 170 



9753 
20789 
1 

OJ000119_23.0229.C17 .ol.ts 
2010 
none 

2010. .2144, 2231. .2410 

9754 
20790 
74 

OJ000119_23. 0229.C18 .ol.tm 
68 

none 

68. .265, 68. .259, 69. .260, 282. .335, 285. .347, 707. .913, 
710. .907 



Seq. ID OJ000119_23.0229.C18 

Strand + 

End 913 

Method TBLASTX : Mai ze 

End 913 

Score 256 



Seq. No. 9754 

Gene No. 20790 

Start 74 

Name OJ000119_23 . 0229 . C18 . ol . gs 

Start 74 

GI none 

Exons 74.. 304, 726.. 902 

Seq. No. 9755 

Gene No. 20791 

Start 84 

Name OJ000119_23 . 0229 . C19 . ol . gs 

Start 84 

GI none 

Exons 84. .159, 450. .478 

Seq. No. 9756 

Gene No. 20792 

Start 325 

Name 0 JO 00119_23.0229.C20.ol.np 

Start 325 



Seq. ID OJ000119_23.0229.C18 

Strand + 

End 913 

Method GENSCAN 

End 902 

Score . 66 



Seq. ID OJ000119_23.0229.C19 

Strand + 

End 478 

Method GENSCAN 

End 478 

Score .56 



Seq. ID OJ000119_23.0229.C20 

Strand + 

End 1662 

Method AAT/NAP 

End 1662 



10238 






GI 


3858937 




Score 


44 






Exons 


325.. 392, 465.. 520, 1629.. 1662 








GI Descrip. 


(AL021636) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9756 




Seq. ID 


OJ000119_ 


23.0229.C20 




Gene No . 


20793 




Strand 








Start 


1 




End 


1662 






Name 


OJ000119_23 


.0229.C20.o2.np 


Method 


AAT/NAP 






Start 


1 




End 


1662 






GI 


6503010 




Score 


110 






Exons 


1 . .52, 1479 


. .1662 










GI Descrip. 


(AF174427) 


formin-like protein AHF1 [Arabidopsis 


thaliana] 




Seq. No. 


9756 




Seq. ID 


OJ000119_ 


23.0229.C20 




Gene No. 


20793 




Strand . 








Start 


1 




End 


1662 






Name 


OJ000119_23 


.0229.C20.ol.gs 


Method 


GENSCAN 






Start 


369 




End 


1606 






GI 


none 




Score 


. 63 






Exons 


369. .377, 4 


48. .501, 763. .857, 1507. .1606 






Seq. No. 


9757 




Seq. ID 


OJ000119_ 


23.0229.C22 




Gene No. 


20794 




Strand 






's sF 


Start 


580 




End 


723 






Name 


OJ000119_23 


.0229.C22.ol.gs 


Method 


GENSCAN 




: a s? 

ffl 


Start 


580 




End 


723 




\=i ! 


GI 


none 




Score 


. 95 






Exons 


580. .723 










Ll! 


Seq. No. 


9758 




Seq. ID 


OJ000119_ 


23.0229.C24 




Gene No. 


20795 




Strand 


+ 




: = i i 


Start 


2962 




End 


8015 




! !_ t 


Name 


OJ000119_23 


.0229.C24 .ol.gp 


Method 


AAT/GAP 






Start 


2574 




End 


3028 






GI 


none 




Score 


898 






Exons 


2574 . . 3028 










3: 
i. 'l 


Seq. No. 


9758 




Seq. ID 


OJ000119_ 


23.0229.C24 




Gene No. 


20795 




Strand 


+ 




I. A 


Start 


2962 




End 


8015 






Name 


OJ000119_23 


.0229.C24 .ol.np . 


Method 


AAT/NAP 






Start 


2953 




End 


3931 






GI 


4335724 




Score 


194 






Exons 


2953 . .3091, 


3169.. 3373, 3647 


. .3931 








GI Descrip. 


(AC006248) 


putative RING-H2 


zinc finger protein 


[Arabidopsis 






thaliana] 












Seq. No. 


9758 




Seq. ID 


OJ000119_ 


23.0229.C24 




Gene No. 






Strand 


+ 






Start 


2962 




End 


8015 






Name 


OJ000119 23 


.0229.C24.o2.gs 


Method 


GENSCAN 






Start 


2962 




End 


8015 






GI 


none 




Score 


.52 






Exons 


2962. .3102, 


3158.. 3351, 3628 


. .3796, 3955. .4053, 


4261. .4313, 






4634 . .4765, 


7787. .8015 










Seq. No. 


9758 




Seq. ID 


OJ000119_ 


23.0229.C24 



10239 




Gene No . 


20796 








Strand 










Start 


3407 








End 


5726 








Name 


OJ000119 23 


.0229. 


C24 .o2 


.np 


Method 


AAT/NAP 








Start 


3407 








End 


5726 








GI 


4567265 








Score 


34 








Exons 


3407. .3430, 


5610. 


. 5726 














GI Descrip. 


(AC006841) putative kinesin 


heavy chain [Arabidopsis thaliana] 


Seq. No. 


9758 








Seq. ID 


OJ000119_ 


_23 


0229 


C24 


Gene No. 


20796 








Strand 










Start 


3407 








End 


5726 








Name 


OJ000119 23 


.0229. 


C24 .o2 


. gp 


Method 


AAT/GAP 








Start 


3625 








End 


4211 








GI 


none 








Score 


1017 








Exons 


3625. .4211 


















Seq. No. 


9758 








Seq. ID 


OJ000119_ 


23 


0229 


C24 


Gene No. 


20797 








Strand 










Start 


8107 








End 


9611 








Name 


OJ000119 23 


.0229. 


C24 .o3 




Method 


AAT/GAP 








Start 


8107 








End 


8761 








GI 


none 








Score 


366 








Exons 


8107 . . 8355, 


8716. 


. 8761 














Sen No 


9758 








Seq. ID 


OJ000119_ 


23 


0229 


C24 


Gene No. 


20797 








Strand 










Start 


8107 








End 


9611 








Name 


OJ000119 23 


. 0229. 


C24 ,o3 


. qs 


Method 


GENSCAN 








Start 


8514 








End 


9573 








GI 


none 








Score 


.77 








Exons 


8514 . .8729, 


9015. 


. 9059, 


9235 


. .9573 










Seq. No. 


9758 








Seq. ID 


OJ000119_ 


23 


0229 


C24 


Gene No. 


20797 








Strand 










Start 


8107 








End 


9611 








Name 


OJ000119 23 


.0229. 


C24 ,o4 


. gp 


Method 


AAT/GAP 








Start 


9013 








End 


9611 








GI 


none 








Score 


1108 








Exons 


9013. .9611 


















Seq. No. 


9759 








Seq. ID 


OJ000119_ 


23 


0229 


C25 


Gene No. 


20798 








Strand 


+ 








Start 


277 








End 


485 








Name 


OJ000119 23 


.0229. 


C25.ol 


.gs 


Method 


GENSCAN 








Start 


277 








End 


485 








GI 


none 








Score 


.49 








Exons 


277. .485 


















Seq. No. 


9760 








Seq. ID 


OJ000119_ 


23 


0229 


C27 


Gene No. 


20799 








Strand 


+ 








Start 


48 








End 


170 








Name 


OJ000119 23 


.0229. 


C27.ol 


.gs 


Method 


GENSCAN 








Start 


48 








End 


170 








GI 


none 








Score 


.41 








Exons 


48. .170 


















Seq. No. 


9760 








Seq. ID 


OJ000119_ 


23 


0229. 


C27 



10240 



Q 

■ ' Si 

! S 1I 

p 

Ui 



Gene No. 


20800 








Strand 


+ 


Start 


384 








End 


421 


Name 


OJ000119 


23. 


0229. C27. 


o2 . gs 


Method 


GENS CAN 


Start 


384 








End 


421 


GI 


none 








Score 


.55 


Exons 


384 . .421 












Seq. No. 


9761 








Seq. ID 


OJ000119 23.0229.C28 


Gene No. 


20801 








Strand 


+ 


Start 


321 








End 


538 


Name 


OJ000119 


23. 


0229. C28. 


ol . gs 


Method 


GENSCAN 


Start 


321 








End 


538 


GI 


none 








Score 


. 7 


Exons 


321 . .538 












Seq. No. 


9762 








Seq. ID 


OJ000119_23. 0229.C29 


Gene No. 


20802 








Strand 




Start 


1 








End 


404 


Name 


OJ000119 


23. 


0229. C29. 


, ol.np 


Method 


AAT/NAP 


Start 


1 








End 


404 


GI 


3335060 








Score 


236 


Exons 


1..268, 373. 


.404 






* 


GI Descrip. 


(AF025842 


) plasma membrane- 


■type calcium ATPase [Arabidopsis 


thaliana] 




| 44689891 


emb|CAB38303| (AL035605) plasma 




membrane - 


type calcium ATPase (ACA2) [Arabidopsis thaliana] 


c Kin 


9762 








Seq. ID 


OJ000119_23.0229.C29 


Gene No. 


20802 








Strand 




Start 


1 








End 


404 


Name 


OJ000119 . 


23. 


0229. C29. 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


76 








End 


273 


GI 


none 








Score 


211 


Exons 


76. .258, 


77. 


.256, 94. 


, .273 






Spa No 


9762 








Seq. ID 


OJ000119_23.0229.C29 


Gene No. 


20802 








Strand 




Start 


1 








End 


404 


Name 


OJ000119 


23. 


0229. C29. 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


76 ■ 








End 


258 


GI 


none 








Score 


244 


Exons 


76. .258, 


77. 


.256 








Seq. No. 


9762 








Seq. ID 


OJ000119_23.0229.C29 


Gene No. 


20802 








Strand 




Start 


1 








End 


404 


Name 


OJ000119 


23. 


0229. C29, 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


76 








End 


273 


GI 


none 








Score 


245 


Exons 


76. .258, 


77 . 


.256, 82. 


. .273 






Seq. No. 


9762 








Seq. ID 


OJ000119_23.0229.C29 


Gene No. 


20802 








Strand 




Start 


1 








End 


404 


Name 


OJ000119 


23. 


0229. C29. 


. ol . gs 


Method 


GENSCAN 


Start 


84 








End 


255 


GI 


none 








Score 


. 97 


Exons 


84. .255 













10241 



Seq. No. 


9763 


Seq. ID 


OJ000119_23.0229, 


.C30 


Gene No. 


20803 


Strand 






Start 


1 


End 


878 




Name 


OJ000119 23.0229.C30.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


878 




GI 


3335060 


Score 


627 




Exons 


1..462, 571. .647, 837. .878 








GI Descrip. 


(AF025842) plasma membrane-type calcium ATPase [Arabidopsis 




thaliana] gi I 4 4 68 989 | emb | CAB38303 I (AL035605) plasma 






membrane-type calcium ATPase 


(ACA2) [Arabidopsis thaliana] 


Seq. No. 


9763 


Seq. ID 


OJ000119 23.0229, 


,C30 


Gene No. 


20803 


Strand 






Start 


1 


End 


878 




Name 


OJ000119 23.0229.C30.ol.tc 


Method 


TBLASTX: Cress 




Start 


13 


End 


645 




GI 


none 


Score 


273 




Exons 


13. .468, 14. .274, 311. .469, 571. .645 






Seq. No. 


9763 


Seq. ID 


OJ000119 23.0229, 


.C30 


Gene No. 


20803 


Strand 






Start 


1 


End 


878 




Name 


OJ000119 23.0229.C30.ol.gs 


Method 


GENSCAN 




Start 


35 


End 


669 




GI 


none 


Score 


.88 




Exons 


35. .482, 588. .669 








Seq. No. 


9763 


Seq. ID 


OJ000119 23.0229, 


.C30 


Gene No. 


20803 


Strand 






Start 


1 


End 


878 




Name 


OJ000119 23.0229.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


160 


End 


435 




GI 


none 


Score 


232 




Exons 


160. .426, 161. .427, 307. .435 








Seq. No. 


9763 


Seq. ID 


OJ000119 23.0229, 


.C30 


Gene No. 


20803 


Strand 






Start 


1 


End 


878 




Name 


OJ000119 23.0229.C30.ol.ts 


Method 


TBLASTX: Soybean 




Start 


199 


End 


646 




GI 


none 


Score 


60 




Exons 


199. .468, 206. .265, 311. .472, 


571. . 645, 


572. .646 




Seq. No. 


9764 


Seq. ID 


OJ000119_23.0229. 


.C36 


Gene No. 


20804 


Strand 


+ 




Start 


1043 


End 


2227 




Name 


OJ000119 23.0229.C36.ol.gs 


Method 


GENSCAN 




Start 


1043 


End 


1846 




GI 


none 


Score 


.67 




Exons 


1043. .1846 








Seq. No. 


9764 


Seq. ID 


OJ000119_23.0229, 


.C36 


Gene No. 


20804 


Strand 


+ 




Start " 


1043 


End 


2227 




Name 


OJ000119 23.0229.C36.ol.np 


Method 


AAT/NAP 




Start 


1061 


End 


2227 





10242 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852180 Score 

1061. . 1161, 1592. .2227 

(AL117265) zhbOOOlO.l [Oryza sativa] 



237 



OJ000119 23.0229.C36 



9764 Seq. ID 

20805 Strand 

1 End 1245 

OJ0001 19_23 . 022 9 . C36 . ol . gp Method AAT/GAP 

1 End 1245 

42235_1.R1084 Score 562 
1..49, 122. .179, 1022. .1245 

'4468985/emb|CAB38299| 2.0e-10 (AL035605) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 9765 Seq. ID 

Gene No. 20806 Strand 

Start 71 End 

Name OJ000119_23 . 0229 . C37 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 499 



OJ000119_23.0229.C37 
499 

GENSCAN 

499 

1 



Seq. No. 9766 Seq. ID 

Gene No. 20807 Strand 

Start 152 . End 

Name 0 JO 0011 9_2 3. 0229. C41. ol.gs Me t hod 

Start 152 End 

GI none Score 

Exons 152 . . 355 



OJ000119_23.0229.C41 
+ 

355 

GENSCAN 

355 

.42 



Seq. No. 9767 Seq. ID 

Gene No. 20808 Strand 

Start 9 End 

Name OJ000119_23 . 0229 . C42 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.. 168 



OJ000119_23.0229.C42 
+ 

168 

GENSCAN 

168 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



9768 

20809 

26 

OJ000119_23.0229.C4 4 .ol.gs 
26 

none 

26. .191, 438. .466 

9769 

20810 

170 

OJ000119_23. 0229. C4 5. ol.gs 

170 

none 

170. .412, 853. .994 

9769 

20811 

991 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000119_23.0229.C44 
+ 

466 

GENSCAN 

466 

.86 



OJ000119_23.0229.C45 
+ 

994 

GENSCAN 

994 

.58 



OJ000119_23.0229.C45 
1532 



10243 




Name 


OJ000119 23 


.0229. 


C45 . ol 


.gp- 


Method 


AAT/GAP 




Start 


991 








End 


1532 




GI 


none 








Score 


1058 




Exons 


991 . . 1532 














Seq. No. 


9770 








Seq. ID 


OJ000119_23.0229 


.C47 


Gene No. 


20812 








Strand 






Start 


1 








End 


330 




Name 


OJ000119 23 


.0229. 


C47.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


330 




GI 


3252807 








Score 


311 




Exons 


1 . . 330 














GI Descrip. 


(AC004705) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


9770 








Seq. ID 


OJ000119 23.0229, 


.C47 


Gene No. 


20812 








Strand 






Start 


1 








End 


330 




Name 


OJ000119_23 


.0229. 


C47.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


330 




GI 


none 








Score 


136 




Exons 


1 . . 330, 4 . . 


306, S 


). .307 










Seq. No. 


9770 








Seq. ID 


OJ000119 23.0229, 


.C47 


O Gene No. 


20812 








Strand 






i'\ Start 


1 








End 


330 




Name 


OJ000119 23 


.0229. 


C47.ol 


.tc 


Method 


TBLASTX: Cress 




, ss Start 


1 








End 


330 




; = ? GI 


none 








Score 


103 




M Exons 


1..138, 23. 


. 157, 


193. .330, 


194 . . 307 






U! 

i e i Seq. No. 


9770 








Seq. ID 


OJ000119_23.0229, 


.C47 


jifj Gene No. 


20812 








Strand 






1 b? Start 


1 








End 


330 




! ^ Name 


OJ000119 23 


.0229. 


C47.ol 


. ts 


Method 


TBLASTX: Soybean 




Q Start 


61 








End 


324 




\\ GI 


none 








Score 


59 




y E Exons 


61. .324, 68 


. . 151, 


239. . 


310 








lZ Seq. No. 


9771 








Seq. ID 


OJ0001.19_23.0229. 


.C52 


Gene No. 


20813 








Strand 


+ 




! S5 r Start 


66 








End 


264 




Name 


OJ000119 23 


.0229. 


C52.ol 


.gs 


Method 


GENSCAN 




Start 


66 








End 


264 




GI 


none 








Score 


.55 




Exons 


66. . 264 














Seq. No. 


9772 








Seq. ID 


OJ000119_23.0229. 


.C55 


Gene No. 


20814 








Strand 






Start 


345-; 








End 


484 




Name 


OJ000119 23 


.0229. 


C55.ol 


.gs 


Method 


GENSCAN 




Start 


345 








End 


484 




GI 


none 








Score 


. 63 




Exons 


345. .484 














Seq. No. 


9773 








Seq. ID 


OJ000119_23.0229. 


,C57 


Gene No. 


20815 








Strand 






Start 


359 








End 


541 





10244 



Name 

Start 

GI 

Exons 



OJ0001 19_23 . 0229 . C57 . ol . gs Method GEN SCAN 

359 End 541 

none Score .41 
359. .541 



Seq. No. 9774 Seq. ID 

Gene No. 20816 Strand 

Start 86 End 

Name OJ000119_23 . 0229 . C58 . ol . gs Method 

Start 86 End 

GI none Score 

Exons 86.. 445, 542.. 600 



OJ000119_23.0229.C58 
+ 

600 

GENSCAN 
600 
. 68 



Seq. No. 9775 Seq. ID 

Gene No. 20817 Strand 

Start 364 End 

Name OJ0001 1 9_23 . 0229 . C5-9 . ol . gs Method 

Start 364 End 

GI none Score 

Exons 364 . . 433 



OJ000119_23.0229.C59 
+ 

433 

GENSCAN 

433 

.84 



Seq. No. 9776 Seq. ID 

Gene No. 20818 Strand 

Start 478 End 

Name OJ000119_23 . 022 9 . C62 . ol . gs Method 

Start 478 End 

GI none Score 

Exons 478.. 578, 874.. 1001 



OJ000119_23.0229.C62 

1001 
GENSCAN 
1001 
.73 



Seq. No. 9777 Seq. ID 

Gene No. 20819 Strand 

Start 27 End 

Name OJ00011 9_23 . 022 9 . C65 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27 . .218 



OJ000119_23.0229.C65 
218 

GENSCAN 

218 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



9778 Seq. ID 

20820 Strand 

1 End 166 
OJ000119_23 . 0229 . C66 . ol . np Method AAT/NAP 

1 End 166 

6693023 Score 70 
1. .166 

(AC012375) T22C5.20 [Arabidopsis thaliana] 



OJ000119 23.0229.C66 



9779 Seq. ID 

20821 Strand 

86 End 
OJ00011 9_23 . 022 9 . C67 . ol . gs Method 

8 6 End 

none Score 
86. .600 



OJ000119_23.0229.C67 
+ 

600 

GENSCAN 

600 

.84 



Seq. No. 
Gene No. 
Start 



9780 

20822 

113 



Seq. ID 

Strand 

End 



OJ000119_23.0229.C68 
184 



10245 






Name 


OJ000119 23.0229.C68.ol. 


gs 


Method 


GENSCAN 








Start 


113 




End 


184 








GI 


none 




Score 


.46 








Exons 


113. . 184 














Seq. No. 


9781 




Seq. ID 


OJ000119_23. 


0229 


C69 




Gene No. 


20823 




Strand 


+ 








Start 


224 




End 


429 








Name 


OJ000119 23. 0229.C69.ol. 


gs 


Method 


GENSCAN 








Start 


224 




End 


429 








GI 


none 




Score 


. 74 








Exons 


224 . . 429 














Seq. No. 


9782 




Seq. ID 


OJ000119_23. 


0229 


C70 




Gene No. 


20824 




Strand 


+ 








Start 


141 




End 


600 








Name 


OJ000119 23.0229.C70.ol. 


gs 


Method 


GENSCAN 








Start 


141 




End 


600 








GI 


none 




Score 


. 7 








Exons 


141 . . 150, 256 . .488, 574 . 


. 600 










Seq. No. 


9783 




Seq. ID 


OJ000119 23. 


0229 


C71 




Gene No. 


20825 




Strand 


+ 








Start 


26 




End 


386 








Name 


OJ000119 23.0229.C71.ol. 


gs 


Method 


GENSCAN 








Start 


26 




End 


386 






r; i 


GI 


none 




Score 


. 99 






i 5? 


Exons 


26. .386 














Seq. No. 


9784 




Seq. ID. 


OJ000119_23. 


0229 


C74 




Gene No. 


20826 




Strand 


+ 






13 t J 


Start 


482 




End 


659 






i LP 


Name 


OJ000119 23.0229.C74 .ol. 


gp 


Method 


AAT/GAP 








Start 


482 




End 


659 






i. 3 ? 


GI 


6547 6.R1084 




Score 


319 






\| 


Exons 


482 . . 659 












j S J| 


GI Descrip. 


•52 57255 /dbj | AP000364.il 


AP000364 4.0e- 


39 Oryza sativa genomic 


: j 5 t 




DNA, chromosome 8, clone 


:P0026F07 , 










Seq. No. 


9784 




Seq. ID 


OJ000119_23. 


0229 


C74 


i. = ; 


Gene No. 


20827 




Strand 










Start 


63 




End 


490 








Name 


OJ000119 23.0229.C74.ol. 


gs 


Method 


GENSCAN 








Start 


63 




End 


490 








GI 


none 




Score 


.46 








Exons 


63. .490 














Seq. No. 


9785 




Seq. ID 


OJ000119_23. 


0229 


C76 




Gene No . 


20828 




Strand 


+ 








Start 


1 




End 


682 








Name 


OJ000119 23.0229.C76.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


682 








GI 


3738334 




Score 


44 








Exons 


1..36, 503. .682 














GI Descrip. 


(AC005170) unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


9785 




Seq. ID 


OJ000119_23. 


0229 


C76 



10246 




Gene No. 


20828 




Strand 


+ 




Start 


1 




End 


682 




Name 


OJ000119 23.0229.C76.ol 


.gs 


Method 


GENSCAN 




Start 


256 




End 


606 




GI 


none 




Score 


. 98 




Exons 


256. .375, 490. . 606 










Seq. No. 


9785 




Seq. ID 


OJ000119_23.0229, 


.C76 


Gene No. 


20828 




Strand 


+ 




Start 


1 




End 


682 




Name 


OJ000119_23. 0229.C7 6.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


303 




End 


606 




GI 


none 




Score 


69 




Exons 


303. .368, 314. .367, 324, 


..374, 487. .606, 


498 . . 605 




Seq. No. 


9785 




Seq. ID 


OJ000119_23.0229, 


.C76 


Gene No. 


20828 




Strand 


+ 




Start 


1 




End 


682 




Name 


OJ000119 23.0229.C76.ol, 


■ gp 


Method 


AAT/GAP 




Start 


478 




End 


609 




GI 


LIB34 34-04 0-P1-K1-D6 




Score 


205 




Exons 


478. . 609 










GI Descrip. 


'3252807 1.0e-38 (AC004705) 


hypothetical protein [Arabidopsis 




thaliana] 1 










Seq. No. 


9786 




Seq. ID 


OJ000119_23. 0229. 


.C78 


Gene No. 


20829 




Strand 


— 




Start 


33 




End 


331 




Name 


OJ000119 23.0229.C78.ol, 


.gs 


Method 


GENSCAN 




Start 


33 




End 


331 




GI 


none 




Score 


.67 




Exons 


33. .331 










Seq. No. 


9787 




Seq. ID 


OJ000119_23.0229. 


.C79 


Gene No. 


20830 




Strand 


+ 




Start 


362 




End 


460 




Name 


OJ000119 23.0229.C79.ol, 


.gs 


Method 


GENSCAN 




Start 


362 




End 


460 




GI 


none 




Score 


.96 




Exons 


362. .460 










Seq. No. 


9788 




Seq. ID 


OJ000119_23.0229. 


.C81 


Gene No. 


20831 




Strand 






Start 


259 




End 


596 




Name 


OJ000119 23-.0229.C81.ol. 


.gs 


Method 


GENSCAN 




Start 


259 




End 


373 




GI 


none 




Score 


.49 




Exons 


259. .373 










Seq. No. 


9788 




Seq. ID 


OJ000119_23.0229, 


,C81 


Gene No. 


20831 




Strand 






Start 


259 




End 


596 




Name 


OJ000119 23.0229.C81.ol. 


,np 


Method 


AAT/NAP 




Start 


262 




End 


596 




GI 


6815099 




Score 


75 




Exons 


262. .375, 523. .596 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 





10247 




Seq. No. 


9789 




Seq. ID 


OJ000209_24.0229.C1 


Gene No. 


20832 




Strand 


+ 


Start 


346 




End 


1112 


Name 


OJ000209 24. 0229. CI. ol. 


np 


Method 


AAT/NAP 


Start 


346 




End 


965 


GI 


3135959 




Score 


643 


Exons 


346. .621, 795. .965 








GI Descrip. 


(AJ006099) wheatwin2 [Triticum aestivum] 


Seq. No. 


9789 




Seq. ID 


OJ000209_24.0229.C1 


Gene No. 


20832 




Strand 


+ 


Start 


346 




End 


1112 


Name 


OJ000209 24. 0229. CI. ol. 


gs 


Method 


GENSCAN 


Start 


352 




End 


971 


GI 


none 




Score 


. 6 


Exons 


352. .621, 795. .971 








Seq. No. 


9789 




Seq. ID 


OJ000209_24 .0229. CI 


Gene No. 


20832 




Strand 


+ 


Start 


346 




End 


1112 


Name 


OJ000209 24 .0229. CI. ol. 


gp 


Method 


AAT/GAP 


Start 


409 




End 


1112 


GI 


LIB34 79-009-Q6-K1-E7 




Score 


1042 


Exons 


409. .621, 795. .1112 








GI Descrip. 


, 3135959/emb|CAA06857 | 


4.0e-66 (AJ006099) wheatwin2 [Triticum 




aestivum] 1 








Seq. No. 


9789 




Seq. ID 


OJ000209_24.0229.C1 


Gene No. 


20833 




Strand 


+ 


Start 


4334 




End 


4630 


Name 


OJ000209 24 . 0229. CI .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


418 




End 


4612 


GI 


none 




Score 


110 


Exons 


418. .489, 423. .488, 491 


. .622, 


492. .623, 


492. .623, 493. .624, 




782. .880, 789. .872, 882 


. .965, 


4403. .4474, 4408. .4473, 




4477. .4608, 4478. .4612 








Seq. No. 


9789 




Seq. ID 


OJ000209_24 .0229. CI 


Gene No. 


20833 




Strand 


+ 


Start 


4334 




End 


4630 


Name 


OJ000209 24. 0229. CI. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


418 




End 


4611 


GI 


none 




Score 


100 


Exons 


418. .489, 423. .482, 492 


. . 626, 


493. . 624, 


494. .628, 495. .626, 




789. .872, 794. .871, 882 


. . 965, 


4403. .4474, 4408. .4467, 




4477. .4611, 4478. .4609 








Seq. No. 


9789 




Seq. ID 


OJ000209_24.0229.C1 


Gene No. 


20833 




Strand 


+ 


Start 


4334 




End 


4630 


Name 


OJ000209 24. 0229. CI. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


421 




End 


4630 


GI 


none 




Score 


94 


Exons 


421. .489, 421. .480, 492 


. .629, 


493. .624, 


494. .625, 789. .971, 




794. .934, 4371. .4397, 4 


406. .4474, 4408. 


.4473, 4477. .4614, 



4478. .4609, 4478. .4630 



10248 




Seq. No. 


9789 


Seq. ID 


OJ000209_24.0229.C1 


Gene No. 


20833 


Strand 


+ 


Start 


4334 


End 


4630 


Name 


OJ000209_24 .0229.Cl.o2.gs 


Method 


GENSCAN 


Start 


4334 


End 


4 606 


GI 


none 


Score 


. 69 


Exons 


4334 . . 4606 






Seq. No. 


9789 


Seq. ID 


OJ000209_24 .0229. CI 


Gene No. 


20833 


Strand 


+ 


Start 


4334 


End 


4 630 


Name 


OJ000209_24 . 022 9. CI . o2 .np 


Method 


AAT/NAP 


Start 


4340 


End 


4606 


GI 


1808651 


Score 


367 


Exons 


4340 . . 4606 






GI Descrip. 


(Y10814) pathogenesis-related 


protein 


4 [Hordeum vulgare] 


Seq. No. 


9789 


Seq. ID 


OJ000209_24 .0229. CI 


Gene No. 


20833 


Strand 


+ 


Start 


4334 


End 


4630 


Name 


OJ000209 24.0229.Cl.o2.gp 


Method 


AAT/GAP 


Start 


4412 


End 


4614 


GI 


28313 1.R1084 


Score 


328 


Exons. 


4412. .4614 






GI Descrip. 


' 442693/pdb | 1BW3] 1.0e-58 Barwin, Basic Barley Seed Protein 



(Nmr, 20 Structures) >gi_4 42694_pdb_lBW4_ Barwin, Basic Barley 
Seed Protein (Nmr, 20 Structures) 1 



Seq. No. 


9790 


Seq. ID 


OJ000209_24. 


0229. C2 


Gene No. 


20834 


Strand 


+ 




Start 


153 


End 


886 




Name 


OJ000209 24.0229.C2.ol.gs 


Method 


GENSCAN 




Start 


153 


End 


767 




GI 


none 


Score 


. 93 




Exons 


153. .259, 591. .767 








Seq. No. 


9790 


Seq. ID 


OJ000209_24 . 


0229. C2 


Gene No. 


20834 


Strand 


+ 




Start 


153 


End 


886 




Name 


OJ000209 24.0229.C2.ol.gp 


Method 


AAT/GAP 




Start 


573 


End 


886 




GI 


28313 1.R1084 


Score 


561 




Exons 


573. .886 








GI Descrip. 


' 4 42693/pdb | 1BW3I 1.0e-58 


Barwin, Basic .Barley Seed 


. Protein 




(Nmr, 20 Structures) >gi - 


442694 pdb 1BW4 Barwin, 


Basic Ba: 




Seed Protein (Nmr, 20 Structures) 1 






Seq. No. 


9790 


Seq. ID 


OJ000209_24 . 


0229. C2 


Gene No. 


20834 


Strand 


+ 




Start 


153 


End 


886 




Name 


OJ000209 24 .0229.C2.ol.np 


Method 


AAT/NAP 




Start 


573 


End 


767 




GI 


6048567 


Score 


237 




Exons 


573. .767 








GI Descrip. 


(AF093006) PR-4 [Triticum 


aestivum] 







10249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9790 

20835 

5289 

OJ000209_24 .0229.C2.o2.gp 
5048 

17656 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
5048.. 5147, 5277.. 5561, 5647.. 5955 

1 2119757/pir | | S60453 4.0e-56 glucose starvation-induced protein 
precursor (clone p2SS2) - maize >gi_559534_emb_CAA57 67 4_ 
(X82184) defence-related protein [Zea mays] ' 



OJ000209_24 .0229.C2 
+ 

5955 
AAT/GAP 
5955 
1213 



9790 Seq. ID 

20835 Strand 

5289 End 

OJ000209_24 .0229.C2.o2.np Method 

5289 End 

2119757 Score 
5289. .5561, 5647. .5811 

glucose starvation-induced protein precursor (clone pZSS2) - 

maize gi I 559534 | emb | CAA57 674 | (X82184) defence-related protein 
[Zea mays] 



OJ000209_24 .0229.C2 
+ 

5955 
AAT/NAP 
5811 
545 





Seq. No. 


9790 




Seq. ID 


OJ000209_24 .0229. 


C2 




Gene No. 


20835 




Strand 


+ 




. "i 


Start 


5289 




End 


5955 




m 


Name 


OJ000209 24.0229.C2.o3. 


gs 


Method 


GEN SCAN 






Start 


5289 




End 


5814 




i i>! 


GI 


none 




Score 


.96 






Exons 


5289. .5561, 5647. .5814 










a 


Seq. No. 


9790 




Seq. ID 


OJ000209_24 .0229. 


C2 


rli 


Gene No. 


20836 




Strand 






Start 


2222 




End 


3542 




n 


Name 


OJ000209 24 .0229.C2.o2. 


gs 


Method 


GENSCAN 






Start 


2222 




End 


3542 




H 


GI 


none 




Score 


.49 




]=--■■ 


Exons 


2222. .2322, 2903. .3183, 


3385. 


.3542 








Seq. No. 


9790 




Seq. ID 


OJ000209_24 .0229. 


C2 




Gene No. 


20837 




Strand 






W 


Start 


7947 




End 


9245 






Name 


OJ000209 24.0229.C2.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


578 




End 


5811 






GI 


none 




Score 


104 






Exons 


578. .667, 585.-668, 647 


. .757, 


678. .761, 


5364.. 5564, 5372 


:. .5569, 






5387.. 5569, 5640.. 5723, 


5647. 


.5724, 5734. .5811 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9790 

20837 

7947 

OJ000209 
581 
none 
581. 
5639 



24 .0229.C2.ol.tc 



676, 585. .668, 678. .761, 
.5722, 5640.. 5723, 5640. 



Seq. ID OJ000209_24 .0229.C2 
Strand 
End 

Method 
End 
Score 
689. .757, 



9245 

TBLASTX: Cress 
5811 
100 

5364.. 5564, 5372.-5569, 



5723, 5647. .5724, 5703. .5810, 



5733.. 5768, 5734.. 5811 



10250 






Seq. No. 


9790 








Seq. ID 


OJ000209_24 .0229.C2 




Gene No . 


20837 








Strand 






Start 


7947 








End 


9245 




Name 


OJ000209 24 


.0229 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


585 








End 


5829 




GI 


none 








Score 


221 




Exons 


585. .755, 590. .754, 5288. .5563, 5320.. 


5562, 5364.. 5564, 






5372 . . 5569, 


5645 


.5803, 


5646 


..5813, 5646. .5819, 5647. .5829 




Seq. No. 


9790 








Seq. ID 


OJ000209 24 .0229. C2 




Gene No. 


20837 








Strand 






Start 


7947 








End 


9245 




Name 


OJ000209 24 


. 0229 


C2 . o3 . 


tc 


Method 


TBLASTX: Cress 




Start 


7947 








End 


8219 




GI 


none 








Score 


99 




Exons 


7947 . .8219, 


7983 


. 8213 










Seq. No. 


9790 








Seq. ID 


OJ000209_24.0229.C2 




Gene No. 


20837 








Strand 






Start 


7947 








End 


9245 




Name 


OJ000209_24 


.0229 


C2.o4 . 


gs 


Method 


GENSCAN 




Start 


7947 








End 


9187 




GI 


none- 








Score 


.64 




Exons 


7947 . . 8222, 


8669 


.9187 








>:i 


Seq. No. 


9790 








Seq. ID 


OJ000209_24.0229.C2 




Gene No. 


20837 








Strand 




=! 


Start 


7947 








End 


9245 




Name 


OJ000209 24 


.0229 


.C2.o3. 


np 


Method 


AAT/NAP 




Start 


7950 








End 


9245 


■If 


GI 


6850880 








Score 


679 


Ml 


Exons 


7950 . . 8222, 


8669 


. . 9245 










GI Descrip. 


(AL137898 ) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9790 








Seq. ID 


OJ000209_24 .0229.C2 




Gene No. 


20837 








Strand 






Start 


7947 








End 


9245 




Name 


OJ000209_24 


.0229 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7956 








End 


9190 


'is* 


GI 


none 








Score 


88 


! ; ar 


Exons 


7956 . .8213, 


7999 


. .8202, 


8678 


..8833, 8678. .8842, 8679. .8870, 






8843 . .9016, 


8847 


. .9017, 


9027 


..9161, 9044. .9190, 9056. .9172 




Seq. No. 


9790 








Seq. ID 


OJ000209_24 .0229.C2 




Gene No. 


20837 








Strand 






Start 


7947 








End 


9245 




Name 


OJ000209 24 


.0229 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7959 








End 


8180 




GI 


none 








Score 


72 




Exons 


7959. .8180, 


7980 


.8168 










Seq. No. 


9790 








Seq. ID 


OJ000209_24 .0229.C2 




Gene No. 


20837 








Strand 






Start 


7947 








End 


9245 




Name 


OJ000209 24 


.0229 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8009 








End 


9181 




GI 


none 








Score 


55 



10251 



Exons 



8009. .8137, 8009. .8143, 8013. .8213, 8013. .8222, 8125. .8223, 
8672. .8836, 8679. .8816, 8684. .8824, 8834. .9034, 8835. .9071, 
9038. . 9172, 9053. . 9181 



Seq. No. 


9790 


Gene No. 


20837 


Start 


7947 


Name 


OJ000209 


Start 


8678 


GI 


none 


Exons 


8678. .88 


Seq. No. 


9790 


Gene No. 


20837 


Start 


7947 


Name 


OJ000209 


Start 


8708 


GI 


none 


Exons 


8708. .88, 




9014 . . 91 


Seq. No. 


9791 


Gene No. 


20838 


Start 


1 


Name 


OJ000209 


Start 


1 


GI 


4006921 


Exons 


1. .210, 


GI Descrip. 


(Z99708) 


Seq. No. 


9791 


Gene No. 


20838 


Start 


1 


Name 


OJ000209 


Start 


2 


GI 


none 


Exons 


2 . . 148, . 


Seq. No. 


9791 


Gene No. 


20838 


Start 


1 


Name 


OJ000209 


Start 


25 


GI 


none 


Exons 


25 . .210, 


Seq. No. 


9791 


Gene No. 


20838 


Start 


1 


Name 


OJ000209 


Start 


59 


GI 


none 


Exons 


59. .217, 


Seq. No. 


9791 


Gene No. 


20838 


Start 


1 



Seq. ID OJ000209_24 .0229.C2 
Strand 

End 9245 

. 0229 . C2 . ol . tw Method TBLASTX : Wheat 

End 9013 

Score 62 

8678. .8833, 8718. .8843, 8843. .9013, 8847;. 9011 

Seq. ID OJ000209_24 . 0229.C2 
Strand 

End 924 5 

. 022 9 . C2 . o2 . tc Method TBLASTX : Cress 

End 9190 

Score 48 



Seq. ID OJ000209_24 .0229.C3 
Strand 

End 2805 

Method AAT/NAP 

End 2205 

Score 1808 



Seq. ID OJ000209_24 .0229.C3 
Strand 

End 2805 

Method TBLASTX : Mai ze 

End 149 

Score 104 



Seq. ID OJ000209_24 .0229.C3 
Strand 

End 2805 

.022 9.C3.ol.gs Method GENSCAN 

End 2805 

Score . 9 
25. .210, 985. .1847, 1925. .2038, 2741. .2805 



Seq. ID OJ000209_24 .0229.C3 
Strand 

End 2805 

. 022 9 . C3 . ol . tc Method TBLASTX : Cress 

End 1453 

Score 105 

217, 95. .208, 983. .1330, 984. .1367, 1332. .1451, 1334. .1453 

Seq. ID OJ000209_24.0229.C3 
Strand 

End 2805 



10252 



Name 


OJ000209_24 


.0229.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1061 






End 


1329 




GI 


none 






Score 


298 




Exons 


1061 . . 1321, 


1061 . . 1324 , 


1065 . 


.1325, 1065. .1328, 1069. .1329 


Seq. No. 


9791 






Seq. ID 


OJ000209_24 .0229. 


C3 


Gene No. 


20838 






Strand 






Start 


1 






End 


2805 




Name 


OJ000209 24 


. 0229 . C3 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1407 






End 


1685 




GI 


none 






Score 


372 




Exons 


1407 . .1685, 


1409 . . 1684 










Seq. No. 


9792 






Seq. ID 


OJ000209_24.0229. 


C4 


Gene No. 


20839 






Strand 


- 




Start 


538 






End 


1446 




Name 


OJ000209 24 


.0229.C4.ol. 


gs 


Method 


GENSCAN 




Start 


538 






End 


144 6 




GI 


none 






Score 


.87 




Exons 


538. .711, 1441. .1446 










Seq. No. 


9793 






Seq. ID 


OJ000209_24.0229. 


C5 


Gene -No. 


20840 






Strand 






Start 


14 






End 


468 




Name 


OJ000209 24 


.0229.C5.ol. 


gs 


Method 


GENSCAN 




Start 


14 






End 


468 




GI 


none 






Score 


.97 




Exons 


14. .468 












Seq. No. 


9793 






Seq. ID 


OJ000209_24 .0229. 


C5 


Gene No. 


20841 






Strand 






Start 


2159 






End 


3550 




Name 


OJ000209 24 


.0229.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


466 




GI 


none 






Score 


145 




Exons 


1..135, 1.. 


153, 136..204, 145 


..171, 281. .373, 307. .372, 






406. .465, 409. .465, 416 


. .466 








Seq. No. 


9793 






Seq. ID 


OJ000209_24.0229. 


C5 


Gene No. 


20841 






Strand 






Start 


2159 






End 


3550 




Name 


OJ000209 24 


.0229.C5.ol. 


np 


Method 


AAT/NAP 




Start 


2159 






End 


3550 




GI 


6017099 






Score 


855 




Exons 


2159. .3179, 


3465. .3550 










GI Descrip. 


(AC009895) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


9793 






Seq. ID 


OJ000209_24.0229. 


C5 


Gene No. 


20841 


•j 




Strand 






Start 


2159 




End 


3550 




Name 


OJ000209 24 


.0229.C5.o2. 


gs 


Method 


GENSCAN 




Start 


2159 






End 


3139 




GI 


none 






Score 


. 99 




Exons 


2159. .3139 












Seq. No. 


9793 






Seq. ID 


OJ000209_24.0229. 


C5 


Gene No. 


20841 






Strand 







10253 



Start 


2159 








End 


3550 


Name 


OJ000209 24 


.0229 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2438 








End 


3145 


GI 


none 








Score 


43 


Exons 


2438. .2494, 


2588 


. .2629, 


2589. 


.2627, 2636. .2701, 2643.. 2702, 




2720. . 3145, 


2721 


. . 3116 








Seq. No. 


9793 








Seq. ID 


OJ000209_24.0229.C5 " 


Gene No. 


20841 








Strand 




Start 


2159 








End 


3550 


Name 


OJ000209_24 


. 0229 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2546 








End 


3134 


GI 


none 








Score 


39 


Exons 


2546. .2578, 


2591 


. .2629, 


2592 . 


.2627, 2633. .2701, 2634. .2702, 




2723. . 3133, 


2733 


. . 3134 








Seq. No. 


9793 








Seq. ID 


OJ000209_24 .0229.C5 


Gene No . 


20841 








Strand 




Start 


2159 








End 


3550 


Name 


OJ000209_24 


. 0229 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2552 








End 


3145 


GI 


none 








Score 


48 


Exons 


2552. .2578, 


2591 


. .2629, 


2592 . 


.2627, 2633. .2701, 2634. .2702, 




2718 . . 3131, 


2720 


. . 3145 








Seq. No. 


9794 








Seq. ID 


OJ000209_24 .0229.C6 


Gene No. 


20842 








Strand 


+ 


Start 


5968 








End 


7359 


Name 


OJ000209 24 


. 0229 


.C6.o2 . 


gs 


Method 


GENS CAN 


Start 


5968 








End 


7359 


GI 


none 








Score 


.69 


Exons 


5968 . .7359 












Seq. No. 


9794 








Seq. ID 


OJ000209_24 .0229.C6 


Gene No. 


20843 








Strand 




Start 


3921 








End 


4718 


Name 


OJ000209_24 


. 0229 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


3921 








End 


4702 


GI 


none 








Score 


.82 


Exons 


3921 . . 4074, 


4080 


. . 4702 








Seq. No. 


9794 








Seq. ID 


OJ000209_24 .0229.C6 


Gene No. 


20843 








Strand 




Start 


3921 








End 


4718 


Name 


OJ000209_24 


.0229 


,C6.ol. 


np 


Method 


AAT/NAP 


Start 


4070 








End 


4718 


GI 


6017099 








Score 


630 


Exons 


"4070. .4718 












GI Descrip. 


(AC00989.5)- 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


9794 








Seq. ID 


OJ000209_24 .0229.C6 


Gene No. 


20844 








Strand 




Start 


8410 








End 


10134 


Name 


OJ000209 24 


.0229 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4073 








End 


4376 


GI 


none 








Score 


170 


Exons 


4073. .4372, 


4077 


. .4376 









10254 




Seq. No. 


9794 










Seq. ID 


OJ000209_24 .0229. 


C6 


Gene No. 


20844 










Strand 






Start 


8410 










End 


1U1 J4 


- 


Name 


OJ000209 24 


. 0229 . 


Co . Ol . 




Method 


i hJLAb l a : boyoean 




Start 


4073 










End 


4 ZoU 




GI 


none 










Score 


loft 




Exons 


4073. . 


4267, 


4083 . 


. 4280 










Seq. No. 


9794 










Seq. ID 


OJ000209_24 .0229. 


C6 


Gene No. 


20844 










Strand 






Start 


8410 










End 


10134 




Name 


OJ000209 24 


. 0229 , 


C6 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4259 










End 


4711 




GI 


none 










Score 


108 




Exons 


4259. . 


4363, 


42 60 


A 1 O 1 

. 4 i9 1 , 


4 4 ol . 


.4688, 4466. .4711 




Seq. No. 


9794 










Seq. ID 


OJ000209_24 .0229. 


C6 


Gene No. 


20844 










Strand 






Start 


8410 










End 


10134 




Name 


OJ000209 24 


. 0229 


C6 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


4319 










End 


4703 




GI 


none 










Score 


69 




Exons 


4319. . 


4408, 


4320 


. 4 409, 


4436 . 


.4696, 4467. .4703 




Seq. No. 


9794 










Seq. ID 


OJ000209_24.0229. 


C6 


Gene No. 


20844 










Strand 






Start 


8410 










End 


10134 




Name 


OJ000209 24 


. 0229 


. C6 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


4448 










End 


4697 




GI 


none 










Score 


168 




Exons 


4448 . . 


4696, 


4449 


. . 4 697 










Seq. No. 


9794 










Seq. ID 


OJ000209_24 .0229 


C6 


Gene No. 


20844 










Strand 






Start 


8410 










End 


10134 




Name 


OJ000209 24 


. 0229 


. C6 . o3 . 


gs 


Method 


GENSCAN 




Start ' 


8410 










End 


10083 




GI 


none 










Score 


.57 




Exons 


8410. . 


8472, 


8 940 


. . 9168 , 


n h r i 
9 / bl « 


.10083 






Seq. No. 


9794 










Seq. ID 


OJ000209_24.0229 


.C6 


Gene No. 


20844 










Strand 






Start 


8410 










End 


10134 




Name 


OJ000209 24 


.0229 


.C6.o2. 


np 


Method 


AAT/NAP 




Start 


9688 










End 


10134 




GI 


3810596 








Score 


153 




Exons ■ 


9688. 


10134 














GI Descrip. 


(AC005398) 


putative retroelement pol 


polyprotein [Arabidopsis 




thaliana] 














Seq. No. 


9795 










Seq. ID 


OJ000209_24 .0229 


.C7 


Gene No. 


20845 










Strand 


+ 




Start 


4147 










End 


4662 




Name 


OJ000209 24 


.0229 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


4147 










End 


4662 




GI 


none 










Score 


.91 





10255 




Exons 4147.. 4662 





Seq. No. 


9795 




Seq. ID 


OJ000209_24 .0229 


.C7 




Gene No. 


20846 




Strand 








Start 


1 




End 


850 






Name 


OJ000209 24 . 0229 . C7 . ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


850 






GI 


4 68017 9 




Score 


1482 






Exons 


1 . .850 












GI Descrip. 


(AFlll/0y) polyprotem 


[Oryza 


sativa subsp. indica] 






Seq. No. 


9795 




Seq. ID 


OJ000209_24 .0229 


.C7 




Gene No. 


20847 




Strand 








Start 


1105 




End 


1923 






Name 


OJ000209 24.0229.C7.o2 


.np 


Method 


AAT/NAP 






Start 


1105 




End 


1923 






GI 


5042448 




Score 


1169 






Exons 


1105. .1923 












GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 








retrotransposon [Oryza 


sativa] 










Seq. No. 


9795 




Seq. ID 


OJ000209 24.0229 






Gene No. 


20848 




Strand 


— 






Start 


5691 




End 


9192 






Name 


OJ000209 24 . 0229.C7 .06 


. tm 


Method 


TBLASTX: Maize 




r f| 


Start 


11 




End" 


343 






GI 


none 




Score 


114 




I y 


Exons 


11. .343, 59. .343, 156. 


.326 










Seq. No. 


9795 




Seq. ID 


OJ000209 24.0229 


CI 




Gene No. 


20848 




Strand 








Start 


5691 




End 


9192 




ry 


Name 


OJ000209 24.0229.C7.o7 


. tw 


Method 


TBLASTX: Wheat 




■= 


Start 


224 




End 


587 




;3 St 


GI 


none 




Score 


104 






Exons 


224. .580, 224. .583, 48 


3. .587 








SI 


Seq. No. 


9795 




Seq. ID 


OJ000209_24 .0229 


CI 




Gene No. 


20848 




Strand 








Start 


5691 




End 


9192 




.e si 


Name 


OJ000209 24.0229.C7.o3 


. gs 


Method 


GENSCAN 






Start 


5691 




End 


8801 






GI 


none 




Score 


.73 






Exons 


5691. .8801 












Seq. No. 


9795 




Seq. ID 


OJ000209_24 .0229 


.C7 




Gene No. 


20848 




Strand 








Start 


5691 




End 


9192 






Name 


OJ000209 24 .0229.C7.o3 


.np 


Method 


AAT/NAP 






Start 


5694 




End 


9192 






GI 


4680179 




Score 


6032 






Exons 


5694. .9192 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






Seq. No. 


9795 




Seq. ID 


OJ000209_24 .0229 


.C7 




Gene No. 


20848 




Strand 








Start 


5691 




End 


9192 





10256 



Name 


OJ000209 24, 


. 0229 . 


C7 . 06 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5704 










End 


6072 




GI 


none 










Score 


35 




Exons 


5704. . 


.5757, 


5739 . 


. 6071, 


5760 . 


r- r\ t\ f\ CO 

.5900, 58 


63. .5979, 5964. .6044 




6019. . 


.6072 














Seq. No. 


9795 










Seq. ID 




. c / 


Gene No. 


20848 










Strand 






Start 


5691 










End 


y iyz 




Name 


OJ000209 24, 


. 0229 . 


C7 . o7 . 


tm 


Method 


mnT 7\ O V • TV/I — .1 _ _ 

TBLASTX : Maize 




Start 


5718 










End 


5915 




GI 


none 










Score 


197 




Exons 


5718. . 


.5915 














Seq. No. 


9795 










Seq. ID 


OJ000209_24 .0229. 




Gene No. 


20848 










Strand 






Start 


5691 










End 


9192 




Name 


OJ000209 24. 


. 0229 . 


C7 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


5919 










End 


6518 




GI 


none 










Score 


258 




Exons 


5919. . 


. 6359, 


c o. i o 

5932 . 


/"OCT 

. 635 / , 


/"OCT 

635 / . 


.6518, 6364. .6510 




Seq. No. 


9795 










Seq. ID 


OJ000209_24 .0229. 


. C / 


Gene No. 


20848 










Strand 


- 




Start 


5691 










End 


9192 




Name 


OJ000209 24. 


. 0229 . 


C7 . ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


6072 










End 


6698 




GI 


none 










Score 


341 




Exons 


■6072. , 


. 6698, 


6073 . 


. 6696 










Seq. No. 


9795 










Seq. ID 


OJ000209_24 .0229, 


. c / 


Gene No. 


20848 










Strand 






Start 


5691 










End 


9192 




Name 


OJ000209 24, 


. 0229 . 


C7 . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


6567 










End 


6858 




GI 


none 










Score 


252 




Exons 


6567. . 


.6857, 


657 1 . 


. 6858 










Seq. No. 


9795 










Seq. ID 


OJ000209_24 .0229, 


. c / 


Gene No. 


20848 










Strand 






Start 


5691 










End 


9192 




Name 


OJ000209 24 


. 0229 . 


C7 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


6657 










End 


6917 




GI 


none 










Score 


155 




Exons 


6657 . , 


. 6917, 


6658 . 


/" A "1 O 

. 6912 










Seq. No. 


9795 










Seq. ID 


OJ000209_24 .0229, 


. C / 


Gene No. 


20848 










Strand 






Start 


5691 










End 


9192 




Name 


OJ000209 24 


. 0229 . 


C;7 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


6681 










End 


6998 




GI 


none 










Score 


87 




Exons 


6681. . 


.6824, 


6682. 


. 6822, 


6825. 


.6998 






Seq. No. 


9795 










Seq. ID 


OJ000209_24 .0229, 


.C7 


Gene No. 


20848 










Strand 






Start 


5691 










End 


9192 





10257 



Name 


OJ000209 24 


.0229 


,C7 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


6705 








End 


7185 


GI 


none 








Score 


245 


Exons 


6705. .7184, 


6706 


. . 6960, 


6738 . 


.7169, 7012. .7185 


Seq. No. 


9795 








Seq. ID 


OJ000209_24.0229.C7 


Gene No. 


20848 








Strand 


_ 


Start 


5691 








End 


9192 


Name 


OJ000209 24 


.0229 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7188 








End 


7697 


GI 


none 








Score 


247 


Exons 


7188. .7697, 


7272 


. .7619, 


7354 . 


.7665 




Seq. No. 


9795 








Seq. ID 


OJ000209 24. 0229. C7 


Gene No. 


20848 








Strand 


_ 


Start 


5691 








End 


9192 


Name 


OJ000209 24 


.0229 


.C7.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


7260 








End 


7625 


GI 


none 








Score 


160 


Exons 


7260. .7571, 


7272 


. .7625, 


7357 . 


.7623 




Seq. No. 


9795 








Seq. ID 


OJ000209_24.0229.C7 


Gene No. 


20848 








Strand 




Start 


5691 








End 


9192 


Name 


OJ000209 24 


.0229 


.C7 ,o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


7446 








End 


7691 


GI 


none 








Score 


202 


Exons 


7446. .7691 












Sea No 


9795 








Seq. ID 


OJ000209_24.0229.C7 


Gene No. 


20848 








Strand 




Start 


5691 








End 


9192 


Name 


OJ000209 24 


.0229 


.C7 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7662 








End 


8162 


GI 


none 








Score 


43 


Exons 


7662. .7997, 


7705 


. .7755, 


7707. 


.7910, 7780. .7911, 7983. .8162 


Seq. Np. 


9795 








Seq. ID 


OJ000209_24.0229.C7 


Gene No. 


20848 








Strand 




Start 


5691 








End 


9192 


Name 


OJ000209 24 


.0229 


.C7 .o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7698 








End 


8000 


GI 


none 








Score 


238 


Exons 


7698. .8000, 


7699 


. .7968 








Seq. No. 


9795 








Seq. ID 


OJ000209_24.0229.C7 


Gene No. 


20848 








Strand 




Start 


5691 








End 


9192 


Name 


OJ000209 24 


.0229 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7713 








End 


8108 


GI 


none 








Score 


73 


Exons 


7713. .7817, 


7713 


. .8072, 


7714 . 


.7968, 7992. .8072, 8064. .8108 



8076. .8108 



Seq. No. 
Gene No. 
Start 



9795 

20848 

5691 



Seq. ID OJ000209_24 .0229.C7 
Strand 

End 9192 



10258 



Name 

Start 

GI 

Exons 



OJ000209_24 .0229.C7.o4.tw Method 
8049 End 
none Score 
8049. .8531, 8082. .8402, 8092. .8427 



Seq. No. 9795 

Gene No. 20848 

Start 5691 

Name OJ000209_24 . 0229 . C7 . o4 . ts 

Start 8181 

GI none 

Exons 8181. .8495 



TBLASTX: Wheat 

8531 

156 



Seq. ID OJ000209__24 .0229.C7 
Strand 

End 9192 

Method TBLASTX : Soybean 

End 8495 

Score 183 



Seq. No. 9795 

Gene No. 20848 

Start 5691 

Name OJ000209_24 . 022 9 . C7 . o5 . tm 

Start 8230 

GI none 

Exons 8230.. 8421, 8232.. 8519 



Seq. ID OJ000209_24 .0229.C7 
Strand 

End 9192 

Method TBLASTX: Maize 

End 8519 

Score 165 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



U! Seq. No. 
\*j Gene No. 
fjj Start 

Name 
L Start 

-\ Exons 



9795 

20848 

5691 

OJ000209_24 . 0229 . C7 . 08 . tw 

8712 

none 



Seq. ID OJ000209_24 .0229.C7 
Strand 

End 9192 

Method TBLASTX : Wheat 

End 9110 

Score 97 



8712. .8876, 8713. .8850, 8916. .9110, 8962. .9075 



9796 

20849 

1668 

OJ000209_24 .022 9.C8.ol.gs 

1668 

none 

1668. .1839, 2242. .2393 



Seq. ID OJ000209_24 .0229.C8 

Strand + 

End 2399 

Method GEN SCAN 

End 2393 

Score .56 



Seq. No. 9796 

Gene No.- . 20849 

Start 1668 

Name OJ000209_24 . 0229 . C8 . ol . np 

Start 2231 

GI 5042462 

Exons 2231.. 2278, 2307.. 2399 

GI Descrip. (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



Seq. ID OJ000209_24 .0229.C8 
Strand + 

2399 
AAT/NAP 
2399 
115 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



9796 

20850 

4887 

OJ000209_24 .0229.C8.o3.gs 

4887 

none 



Seq. ID OJ000209_24 .0229.C8 

Strand + 

End 6623 

Method GENSCAN 

End 6623 

Score .94 



4887. .4899, 4901. .5040, 5115. .6623 



9796 
20851 



Seq. ID OJ000209_24 .0229.C8 
Strand 



10259 



Start 3864 End 4369 

Name OJ000209_24 . 0229 . C8 . ol . gp Method AAT/GAP 

Start 2521 End 2608 

GI LIB3477-003-P1-K1-E9 Score 121 

Exons 2521.. 2608 



GI Descrip. ' 2498586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


9796 


Seq. ID 


OJ000209_24 .0229.C8 


Gene No. 


20851 


Strand 




Start 


3864 


End 


4369 


Name 


OJ000209 24 . 0229.C8 .o2 ,gs 


Method 


GENSCAN 


Start 


3864 


End 


4369 


GI 


none 


Score 


. 84 


Exons 


3864.. 4214, 4 358.. 4369 






Seq. No. 


9796 


Seq. ID 


OJ000209_24 .0229.C8 


Gene No. 


20852 


Strand 




Start 


7476 


End 


7951 


Name 


OJ000209_24 . 0229.C8 . o4 . gs 


Method 


GENSCAN 


Start 


7476 


End 


7951 


GI 


none 


Score 


. 99 


Exons 


7476. .7951 






Seq. No. 


9797 


Seq. ID 


OJ000209_24.0229.C9 


Gene No. 


20853 


Strand 


+ 


Start 


135 


End 


588 


Name 


OJ0 00209^2 4 .0229.C9.ol.gp 


Method 


AAT/GAP 


Start 


135 


End 


588 


GI 


none 


Score 


597 


Exons 


135 . . 230, 367 . . 588 






Seq. No. 


9797 


Seq. ID 


OJ000209_24 . 022 9.C9 


Gene No. 


20853 


Strand 


+ 


Start 


135 


End 


588 


Name 


OJ000209_24 . 0229. C9 . ol . gs 


Method 


GENSCAN 


Start 


141 


End ... 


447 


GI 


none 


Score 


. 64 


Exons 


141 . .230, 367 . . 447 






Seq. No. 


9798 


Seq. ID 


OJ000209_24 . 022 9. C10 


Gene No. 


20854 


Strand 




Start 


■ 40 


End 


9144 


Name 


OJ000209 24.0229.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


9 


End 


1821 


GI 


none 


Score 


113 


Exons 


9. .134, 26. .136, 38. .136, 39 


..137, 597 


. .773, .628. .771, 628. 




635. .778, 1519. .1635, 1520.. 


1636, 1521 


..1637, 1737. .1811, .. 




1743. . 1820, 1747. . 1821 






Seq. No. 


9798 


Seq. ID 


OJ000209_24 .022 9. C10 


Gene No. 


20854 


Strand 




Start 


40 


End 


9144 


Name 


OJ000209 24.0229.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


38 


End 


744 


GI 


none 


Score 


96 



10260 






Exons 


38. .136, 70 


. . 135, 


628 . . 


744, 


635. .742 








Seq. No. 


9798 








Seq. ID 


OJ000209 


_24 .0229. C10 




VJCIIC LN W • 


20854 








Strand 








Start 


40 








End 


9144 






Name 


OJ000209 24 


.0229. 


ClO.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


38 








End 


1855 






GI 


none 








Score 


104 






Exons 


38. .139, 70 


. . 135, 


609. . 


758, 


628. .783, 


641. .778, 


1516. . 1635, 






1520. .1636, 


1743. 


. 1853, 


1746 


..1853, 1747. .1854, 


1769 . . 1855 




Seq. No. 


9798 








Seq. ID 


OJ000209 


_24 .0229. C10 




Gene No. 


20854 








Strand 








Start 


40 








End 


9144 






Name 


OJ000209 24 


.0229. 


ClO.ol 


.gs 


Method 


GENSCAN 






Start 


40 








End 


8871 






GI 


none 








Score 


.53 






Exons 


40. .135, 631. .768 


, 1522 


. . 163 


6, 1748.. 


L864, 2678 


. .2820, 






3014 . . 3269, 


4693. 


. 4856, 


5496 


..5567, 5661. .5742, 


5834 . . 5913, 






6158. . 6805, 


8574. 


.8687, 


8722 


. .8871 








Seq. No. 


9798 








Seq. ID 


OJ000209 


24 .0229. C10 




Gene No. 


20854 








Strand 








Start 


40 








End 


9144 






Name 


OJ000209 24 


.0229. 


ClO.ol 


.np 


Method 


AAT/NAP 




n 


Start 


4474 








End 


9144 




i! 


GI 


4510381 








Score 


178 




!i 


Exons 


4474. .4796, 


4895. 


.5005, 


5496 


..5567, 5661.. 5698, 


9073. .9144 


: E 


GI Descrip. 


(AC007017) 


unknown protein [Arabidopsis thaliana] 


= i 
= F 


Seq. No. 


9798 








Seq. ID 


OJ000209 


_24 .0229. C10 


ii 

5.* 


Gene No. 


20854 








Strand 








Start 


40 








End 


9144 




°i 


Name 


OJ000209 24 


.0229. 


ClO.ol 


-gp 


Method 


AAT/GAP 




i 


Start 


5821 








End 


8661 






GI 


none 








Score 


1500 




s: 


Exons 


5821. .5913, 


6158. 


. 6805, 


8574 


. .8661 






=1 

II 


Seq. No. 


9799 








Seq. ID 


OJ000209 


_24.0229.C11 


s i 


Gene No. 


20855 








Strand 


+ 






Start 


118 








End 


1058 






Name 


OJ000209 24 


.0229. 


Cll.ol 


.gs 


Method 


GENSCAN 






Start 


118 








End 


1058 






GI 


none 








Score 


.48 






Exons 


118. .139, 925. .1058 












Seq. No. 


9800 








Seq. ID 


OJ000209 


_24.0229.C13 




Gene No. 


20856 








Strand 








Start 


2118 








End 


2278 






Name 


OJ000209 24 


.0229. 


C13.o2 


.gs 


Method 


GENSCAN 






Start 


2118 








End 


2278 






GI 


none 








Score 


.77 






Exons 


2118. .2278 
















Seq. No. 


9801 








Seq. ID 


OJ000209 


_24 .0229.C14 




Gene No. 


20857 








Strand 








Start 


1 








End 


1811 





10261 



Name OJ000209_24 . 0229 . C14 . ol . np Method AAT/NAP 

Start 1 End 1811 

GI 4467139 Score 216 

Exons 1..19, 508. .698, 1516. .1811 

GI Descrip. (AL035540) putative protein phosphatase-2c [Arabidopsis 
thaliana] 



Seq. No. 9801 

Gene No. 20857 

Start 1 

Name OJ000209_24 . 0229 . C14 . ol . ts 

Start 520 

GI none 
Exons 



Seq. ID OJ000209_24 .0229.C14 
Strand 

End 1811 

Method TBLASTX : Soybean 

End 1737 

Score 59 



520. .699, 534. .635, 1525. .1671, 1535. .1633, 1537. .1671, 
1636. . 1737, 1660. . 1731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No- 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9801 

20857 

1 

OJ000209_24 .022 9.C14 .ol . tm 

555 

none 



Seq. ID OJ000209_24 . 0229.C14 
Strand 

End 1811 

Method TBLASTX: Maize 

End 1731 

Score 60 



555. .635, 562. .699, 1516. .1674, 1663. .1731 



9801 

20857 

1 

OJ000209_24 .022 9.C14 .ol.gs 

573 
none 

573. .698, 1516. .1728 



Seq. ID OJ000209_24.0229.C14 
Strand 

End 1811 

Method GENSCAN 

End 1728 

Score . 5 



9801 
20857 
1 

OJ000209_24 .0229.C14 .ol.gp 

620 

14101_1.R1084 
620. .698, 1516. .1722 

1 3608412 2.0e-32 (AF079355) protein phosphatase-2c 
[Mesembryanthemum crystallinum] 1 



Seq. ID OJ000209_24.0229.C14 
Strand 

End 1811 

Method AAT/GAP 

End 1722 

Score 546 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000209_24 .0229.C14 
Strand 

End 1811 

Method TBLASTX : Cress 

End 1731 

Score 68 



9801 
20857 
1 

OJ000209_24 .0229.C14 .ol . tc 
1525 
none 

1525. .1674, 1663. .1731 

9802 
20858 
6453 

OJ000209_24 .0229.C15.o2.np 
6453 
2244807 

6453. .6481, 8799. .9021, 9959. .10442, 10542. .10679 



Seq. ID OJ000209_24 .0229.C15 

Strand + 

End 10963 

Method AAT/NAP 

End 10679 

Score 603 



10262 




GI Descrip. (Z97336) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


9802 




Seq. ID 


OJ000209_24.0229. 


C15 


Gene No. 


20858 




Strand 


+ 




Start 


6453 




End 


10963 




Name 


OJ000209 24.0229.C15.ol. 


gp 


Method 


AAT/GAP 




Start 


10341 




End 


10963 




GI 


uC-osf Im202102a06bl 




Score 


420 




Exons 


10341. .104 42, 10542. .106 


72, 


10934. .10963 




GI Descrip. 


1 224 4 807/emb|CAB10230. 1 | 


1.0e-42 (Z97336) hypothetical prot 




[Arabidopsis thaliana] ' 










Seq. No. 


9802 




Seq. ID 


OJ000209_24.0229. 


C15 


Gene No. 


20859 




Strand 






Start 


338 




End 


6081 




Name 


OJ000209 24.0229.C15.ol. 


gs 


Method 


GENSCAN 




Start 


338 




End 


6081 




GI 


none 




Score 


.64 




Exons 


338. .890, 1059. .1850, 2719.. 


3410, 3468. 


.3633, 3785. .4032 






4448. .4530, 5014. .5119, 


5365 


..5439, 5992. .6081 




Seq. No. 


9802 




Seq. ID 


OJ000209_24.0229. 


C15 


r 3 t Gene No. 


20859 




Strand 






Start 


338 




End 


6081 




Name 


OJ000209 24 .0229.C15.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1796 




End 


2465 




fll GI 


none 




Score 


65 




; ss : Exons 


1796. .1960, 1970. .2101, 


2139 


..2249, 234 


6. .2384, 2364. .24 


65 


Seq. No. 


9802 




Seq. ID 


OJ000209_24.0229. 


C15 


Gene No. 


20860 




Strand 






1"L! Start 


8815 




End 


10672 




it Name 


OJ000209 24.0229.C15.ol. 


tm 


Method 


TBLASTX :Maize 




r s j Start 


8815 




End 


10446 




Si GI 


none 




Score 


69 




: Exons 

jsst 


8815. .8 955, 101 96 .. 1044 4 , 10288. .104 4 6 






'ts! Seq. No. 


9802 




Seq. ID 


OJ000209_24.0229. 


C15 


; se f Gene No. 


20860 




Strand 






H Start 


8815 




End 


10672 




Name 


OJ000209 24.0229.C15.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


10201 




End 


10672 




GI 


none 




Score 


87 




Exons 


10201. . 10332, 10202. .1034 8, 


10288. .1035 9, 10556. .10672, 






10567. . 10668 










Seq. No. 


9803 




Seq. ID 


OJ000209_24.0229. 


C16 


Gene No. 


20861 




Strand 


+ 




Start 


1 




End 


705 




Name 


OJ000209 24.0229.C16.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


705 




GI 


2244807 




Score 


125 





Exons 1..556, 678.. 705 

GI Descrip. (Z97336) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 9803 Seq. ID OJ000209_24 . 0229 . C16 

Gene No. 20861 Strand + 



10263 



Start 


1 


End 


705 


Name 


OJ000209 24.0229.C16.ol.gp 


Method 


AAT/GAP 


Start 


166 


End 


337 


GI 


uC-osflm202102a06bl 


Score 


307 


Exons 


166. .337 






GI Descrip. 


, 224 4 807/emb|CAB10230. 1 1 l.Oe 


-42 (Z97336) hypothetical protein 




[Arabidopsis thaliana] 1 






Seq. No. 


9804 


Seq. ID 


OJ000209_24 . 0229 . CI 7 


Gene No. 


20862 


Strand 


+ 


Start 


70 


End 


1445 


Name 


OJ000209 24.0229.C17.ol.gs 


Method 


GENSCAN 


Start 


70 


End 


1445 


GI 


none 


Score 


.56 


Exons 


70. .323, 538. .577, 1292. .1445 






Seq. No. 


9804 


Seq. ID 


OJ000209_24 .022 9.C17 


Gene No. 


20863 


Strand 


+ 


Start 


2748 


End 


3524 


Name 


OJ000209 24.0229.C17.o2.gs 


Method 


GENSCAN 


Start 


2748 


End 


3524 


GI 


none 


Score 


.7 


Exons 


2748. .3055, 3120. .3243, 3471. 


.3524 




Seq. No. 


9804 


Seq. ID 


OJ000209_24.0229.C17 


Gene No. 


20864 


Strand 


+ 


Start 


4945 


End 


5127 


Name 


OJ000209 24.0229.C17.ol.np 


Method 


AAT/NAP 


Start 


4945 


End 


5127 


GI 


131358 


Score 


321 


Exons 


4945. .5127 






GI Descrip. 


PHOTOSYSTEM II 4 KD REACTION 


CENTER PROTEIN PRECURSOR 




gi I 72700 | pir | | F2RZKS photosystem II protein psbK - rice 




chloroplast gi | 11961 | emb | CAA34010 | (X15901) PSII K protein 




[Oryza sativa] gi | 226672 | prf | | 1 603356D photosystem II K proteii 




[Oryza sativa] 






Seq. No. 


9804 


Seq. ID 


OJ000209_24.0229.C17 


Gene No. 


20865 


Strand 




Start 


258 


End 


531 


Name 


OJ000209 24.0229.C17.ol.gp 


Method 


AAT/GAP 


Start 


258 


End 


531 


GI 


none 


Score 


428 


Exons 


258. .531 






Seq. No. 


9804 


Seq. ID 


OJ000209_24 .0229.C17 


Gene No . 


20866 


Strand 




Start 


4828 


End 


5270 


Name 


OJ000209 24.0229.C17.ol.tm 


Method 


TBLASTX : Maize 


Start 


4828 


End 


5270 


GI 


none 


Score 


67 


Exons 


4828..4875, 4832. .4879, 4867. 


.5181, 4868. .5182, 4873. .5181, 




4995. .5186, 5185. .5226, 5186. 


.5224, 5187.. 5270 


Seq. No. 


9804 


Seq. ID 


OJ000209_24.0229.C17 


Gene No. 


20866 


Strand 




Start 


4828 


End 


5270 



10264 



Name 

Start 

GI 

Exons 



OJ000209_24 . 0229 . C17 . ol . tw Method 

4828 End 

none Score 
4828. .5031, 4831. .5031 



Seq. No. 9804 

Gene No. 20866 

Start 4828 

Name OJ000209_24 . 0229 . C17 . ol . ts 

Start 4900 

GI none 

Exons 4900.. 5151, 4929.. 5135 



TBLASTX: Wheat 

5031 

281 



Seq. ID OJ000209_24.0229.C17 
Strand 

End 5270 

Method TBLASTX : Soybean 

End 5151 

Score 279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9804 

20866 

4828 

OJ000209_24 .0229.C17.ol.tc 

4926 

none 



Seq. ID OJ000209_24.0229.C17 
Strand 

End 5270 

Method TBLASTX : Cress 

End 5158 

Score 237 



4926. .5138, 4933. .5157, 4940. .5158, 4942. .5157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9805 

20867 

1 

OJ000209_24 . 0229.C18 .ol.np 
1 ■ 

6850880 



Seq. ID OJ000209_24.0229.C18 

Strand + 

End 1928 

Method AAT/NAP 

End 1928 

Score 241 



1..36, 1383. .1540, 1679. .1928 

(AL137898) putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



9805 

20867 

1 

OJ000209_24 -0229.C18.ol.gs 

530 
none 

530. .580, 1305. .1540 



. Seq. No. 9805 

; • Gene No. 20867 

Start 1 

Name OJ000209_24 . 0229 . C18 . ol . tc 

Start 1676 

GI none 

Exons 1676.. 1894, 1677.. 1928 

Seq. No. 9805 

Gene No. 20867 

Start 1., 

Name OJ000209_24 . 0229 . C18 . ol . tm 

Start 1688 

GI none 

Exons 1688.. 1912, 1689.. 1928 



9805 

20867 

1 



Seq. ID OJ000209_24.0229.C18 

Strand + 

End 1928 

Method GENSCAN 

End 1540 

Score .93 



Seq. ID OJ000209_24.0229.C18 

Strand + 

End 1928 

Method TBLASTX : Cress 

End 1928 

Score 216 



Seq. ID OJ000209_24 . 0229.C18 

Strand + 

End 1928 

Method TBLASTX : Maize 

End 1928 

Score 204 



Seq. ID OJ000209_24.0229.C18 
Strand + 
End 1928 



10265 






Name 


OJ000209 24 


.0229. 


C18.ol.ts 


Method 


TBLASTX : Soybean 






Start 


1689 






End 


1928 






GI 


none 






Score 


191 






Exons 


1689. .1928 














Sea No. 


9806 






Seq. ID 


OJ000209 24.0229 


.C19 




Gene No. 


20868 






Strand 








Start 


34 






End 


288 






Name 


OJ000209 24 


.0229. 


C19.ol.gs 


Method 


GENSCAN 






Start 


34 






End 


288 






GI 


none 






Score 


.98 






Exons 


34 . .288 














Seq. No. 


9807 






Seq. ID 


OJ000209_24 .0229 


.C22 




Gene No . 


20869 






Strand 


+ 






Start 


1 






End 


691 






Name 


OJ000209 24 


.0229. 


C22 .ol .np 


Method 


AAT/NAP 






Start 


1 






End 


691 






GI 


4510381 






Score 


127 






Exons 


1..275, 374 


. . 691 












GI Descrip. 


(AC007017) 


unknown protein [Arabidopsis thaliana] 






Seq. No." 


9808 






Seq. ID 


OJ000209_26.0229 


.CI 


i. E 


Gene No. 


20870 






Strand 


+ 




\'fi 


Start 


1 






End 


263 




: s ll 


Name 


OJ000209 26 


.0229. 


Cl.ol.np 


Method 


AAT/NAP 




ru 


Start 


1 






End 


263 




r ~i 
'*t si 


GI 


1871186 






Score 


106 




U! 


Exons 


1. .263 












. si 

" s s? 


GI Descrip. 


(U90439) putative 


protein kinase [Arabidopsis thaliana] 




ry 


Seq. No. 


9809 






Seq. ID 


OJ000209_26.0229 


. C2 




Gene No. 


20871 






Strand 


+ 




c:i 


Start 


284 






End 


1497 




M 


Name 


OJ000209 26 


.0229. 


C2 .ol .gs 


Method 


GENSCAN 




N< 


Start 


284 






End 


1159 






GI 


none 






Score 


.99 






Exons 


284 . .1159 












'bsI 
1. - : 


Seq. No. 


9809 






Seq. ID 


OJ000209_26.0229 


C2 




Gene No. 


20871 






Strand 


+ 






Start 


284 






End 


1497 






Name 


OJ000209 26 


.0229. 


C2.ol.gp 


Method 


AAT/GAP 






Start 


1027 






End 


1497 






GI 


2800707 






Score 


700 






Exons 


1027 . . 1497 














Seq. No. 


9809 






Seq. ID 


OJ000209_26.0229 


C2 




Gene No . 


20872 






Strand 








Start 


1437 






End 


4906 






Name 


OJ000209 26 


.0229. 


C2.o2.gs 


Method 


GENSCAN 






Start 


1437 






End 


4698 






GI 


none 






Score 


.74 






Exons 


1437. .1792, 


1897. 


.2049, 2131. 


.2279, 2430. .2498, 2701. .2976, 






3181. .3202, 


3433. 


.3601, 3877. 


.3966, 4456. .4698 






Seq. No. 


9809 






Seq. ID 


OJ000209_26.0229. 


C2 



10266 




Gene No. 


20872 








Strand 






Start 


1437 








End 


4906 




Name 


OJ000209 26 


.0229. 


C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1509 








End 


4901 




GI 


none 








Score 


108 




CjAUIIO 


1509 1619 


1616 . 


. 1795, 


1672 . 


.1785, 1885.. 2043, 


1892 .2050 

-1- \S ~S <m> * * £p* \#/ V-/ \J t 




1892. .2050, 


2132. 


.228l' 


2133. 


.2282, 2136. .2285, 


2423. .2530, 




2430. .2531, 


2430. 


.2531, 


2469. 


.2630, 2534. .2689, 


2552. .2692, 




2557. .2691, 


2787. 


.2978, 


2788. 


.2979, 2788. .2979, 


3806. .3961, 




3808. .3972, 


3808. 


.3963, 


4477. 


.4566, 44! 


30. .4704, 


4488. .4628, 




4502. .4705, 


4529. 


.4708, 


4787. 


.4840, 4789.. 4869, 


4789. .4839, 




4845. .4901, 


4845. 


.4901 










Seq. No. 


9809 








Seq. ID 


OJ000209 


_26.0229.C2 


Gene No. 


20872 








Strand 






Start 


1437 








End 


4906 




Name 


OJ000209 26 


.0229. 


C2.o2. 


np 


Method 


AAT/NAP 




Start 


1536 








End 


4906 




GI 


6056371 








Score 


1477 




Exons 


1536. .1792, 


1909. 


.2049, 


2131. 


.2279, 2430. .2690, 


2789. .2976 




3809. .3966, 


4489. 


.4703, 


4791. 


.4906 






GI Descrip. 


(AC009894) : 


nucleolar protein 


[Arabidopsis thaliana] 


Seq. No. 


9809 








Seq. ID 


OJ000209 


26. 0229. C2 


Gene No. 


20872 








Strand 






Start 


1437 








End 


4906 




Name 


OJ000209 26 


. 0229 . 


C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


OLal L 


1 907 

X Z? \J ( 








End 


4860 




GI 


none 








Score 


83 




Exons 


1907. .2050, 


1934 . 


.2035, 


1972. 


.2061, 2117.. 2272, 


2132. .2281 




2133. .2282, 


2133. 


.2285, 


2420. 


.2509, 2423. .2530, 


2430. .2531 




2500. .2691, 


2534 . 


.2686, 


2560. 


.2691, 2781.. 2972, 


2787. .2978 




2788. .2979, 


3806. 


.3961, 


3808. 


.3960, 3814. .3984, 


4480. .4704 




4529. .4708, 


4789. 


.4839, 


4792. 


.4860 






Seq. No. 


9809 








Seq. ID 


OJ000209 


_26.0229.C2 


C^Q-n^ Mo 


20872 








Strand 






Start 


1437 








End 


4906 




Name 


OJ000209 26 


.0229. 


C2.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2507 








End 


3919 




GI 


none 








Score 


58 




Exons 


2507. .2530, 


2560. 


.2691, 


2758. 


.2904, 2805. .2978, 


2956. .2979 




3806. .3919, 


3808. 


.3918 










9 act Mn 


9809 








Seq. ID 


OJ000209 


_26.0229.C2 


Gene No. 


20872 








Strand 






Start 


1437 








End 


4906 




Name 


OJ000209 26 


.0229. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3919 








End 


4840 




GI 


none 








Score 


126 




Exons 


3919. .3969, 


4480. 


.4704, 


4529. 


.4708, 4789. .4839, 


4790. .4840 


Seq. No. 


9810 








Seq. ID 


OJ000209 


_26.0229.C3 


Gene No. 


20873 








Strand 


+ 




Start 


1450 








End 


3075 




Name 


OJ000209 26 


.0229. 


C3.ol. 


gp 


Method 


AAT/GAP 




Start 


1450 








End 


3075 





10267 




GI 


none 








Score 


1063 


Exons 


1450. . 1581, 


2465 . 


.2504, 


2591 


..2691, 2778. .3075 


Seq. No. 


9810 








Seq. ID 


OJ000209_26.0229.C3 


Gene No . 


20873 








Strand 


+ 


Start 


1450 








End 


3075 


Name 


OJ000209_26 


.0229. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


1516 








End 


2879 


GI 


6735311 








Score 


70 


Exons 


1516. . 1581, 


2465. 


.2501, 


2591 


..2691, 2778..2879 


GI Descrip. 


(AL137080) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


9810 








Seq. ID 


OJ000209_26.0229.C3 


Gene No. 


20874 








Strand 


+ 


Start 


4905 








End 


8333 


Name 


OJ000209_26 


.0229. 


C3.o2. 


QP 


Method 


AAT/GAP 


Start 


4905 








End 


7109 


GI 


2312451 








Score 


670 


Exons 


4905 . . 5058, 


6821. 


. 6971, 


7056 


. .7109 




Seq. No. 


9810 








Seq. ID 


OJ000209_26.0229.C3 


Gene No. 


20874 








Strand 


+ 


Start 


4905 








End 


8333 


Name 


OJ000209 26 


.0229. 


C3.o2. 


no 


Method 


AAT/NAP 


Start 


4991 








End 


8333 


GI 


6522597 








Score 


508 


Exons 


4991. .5058, 


6821. 


.6971, 


7056 


..7122, 7211. .7518, 8266. .8333 


GI Descrip. 


(AL133292) 


RNA binding- 


like ] 


protein [Arabidopsis thaliana] 


Seq. No. 


9810 








Seq. ID 


OJ000209_26.0229.C3 


Gene No. 


20875 








Strand 




Start 


4970 








End 


7471 


Name 


OJ000209_26 


.0229. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1534 








End 


2864 


GI 


none 








Score 


63 


Exons 


1534 . . 1581, 


1536. 


.1586, 


2463 


..2507, 2463. .2507, 2589. .2690, 




2589. .2675, 


2590. 


.2691, 


2590 


..2691, 2773. .2850, 2774. .2863, 




2778 . .2864 












Seq. No. 


9810 








Seq. ID 


OJ000209_26.0229.C3 


Gene No. 


20875 








Strand 




Start 


4970 








End 


7471 


Name 


OJ000209_26 


.0229. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


4970 








End 


5494 


GI 


none 








Score 


.84 


Exons 


4970 . .5150, 


5427. 


.5494 








Seq. No. 


9810 








Seq. ID 


OJ000209_26.0229.C3 


Gene No. 


20875 








Strand 




Start 


4970 








End 


7471 


Name 


OJ000209 26 


.0229. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4990 








End 


7386 


GI 


none 








Score 


64 


Exons 


4990. .5052, 


5018. 


.5059, 


6821 


..6973, 6822. .6974, 6831. .6977, 




7040. .7120, 


7041. 


.7130, 


7041 


..7121, 7054. .7122, 7209. .7304, 




7210. .7386, 


7360. 


.7386 









10268 



Seq. No. 9810 

Gene No. 20875 

Start 4970 

Name OJ000209__26 . 0229 . C3 . ol . tm 

Start 6812 

GI none 
Exons 



Seq. ID OJ000209_26.0229.C3 
Strand 

7471 

TBLASTX: Maize 
7471 
217 



End 

Method 
End 
Score 

6812. .6973, 6818. .6973, 6820. .6975, 7030. .7122, 7031.. 7120, 
7040. .7150, 7041. .7130, 7204. .7287, 7209. .7442, 7210. .7458, 
7214. .7471 



Seq. ID OJ000209__26.0229.C3 
Strand 

End 7471 

Method TBLASTX : Cress 

End 7458 

Score 94 

7041. .7130, 7059. .7130, 7209. .7301, 7210. .7458, 7383. .7445 



Seq. No. 9810 

Gene No. 20875 

Start 4970 

Name OJ000209_2 6 . 0229 . C3 . ol . tc 

Start 7041 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
k Gene No, 
=| Start 
I' Name 
: Start 

GI 

Exons 



9811 
20876 
1 

OJ000209_2 6.0229.C4 .ol.np 
1 

6522597 
1. .40, 332. .579 

(AL133292) RNA binding-like protein [Arabidopsis thaliana] 



Seq. ID OJ000209_26.0229.C4 

Strand + 

End 685 

Method AAT/NAP 

End 579 

Score 186 



9811 

20876 

1 

OJ000209_26.0229.C4.ol.tm 

364 

none 

364. .585, 372. .590, 376. .582 

9811 

20876 

1 

OJ000209_26.0229.C4.ol.ts 

366 

none 

366. .530, 366. .605, 367. .618 



Seq. ID OJ000209_26.0229.C4 

Strand + 

End 685 

Method TBLASTX : Mai ze 

End 590 

Score 264 



Seq. ID OJ000209_26.0229.C4 

Strand + 

End 685 

Method TBLASTX : Soybean 

End 618 

Score 112 



Seq. No. 9811 

Gene No. 20876 

Start 1 

Name OJ000209_26 . 0229 . C4 . ol . tc 

Start 373 

GI none 

Exons 373.-555, 378.. 551 



Seq. ID OJ000209_26.0229.C4 

Strand + 

End 685 

Method TBLASTX: Cress 

End 555 

Score 219 



Seq. No. 9811 

Gene No. 20876 

Start 1 

Name OJ000209_26 . 0229 . C4 . ol . tw 

Start 472 

GI none 



Seq. ID OJ000209_26.0229.C4 

Strand + 

End 685 

Method TBLASTX : Wheat 

End 685 

Score 187 



10269 



Exons 



472. .588, 474. .587, 476. .592, 477. .593, 594. .638, 597. .641, 
659. .685 



Seq. No. 9812 Seq. ID 

Gene No. 20877 Strand 

Start 718 End 

Name OJ000209_26 . 0229 . C6 . ol . gs Method 

Start 718 End 

GI none Score 

Exons 718.. 836 



OJ000209_26.0229.C6 
+ 

836 

GEN SCAN 
836 
. 93 



Seq. No. 9812 Seq. ID 

Gene No. 20878 Strand 

Start 1640 End 

Name OJ000209_26 . 0229 . C6 . o2 . gs Method 

Start 1640 End 

GI none Score 

Exons 1640.. 1704, 1898.. 1943 



OJ000209_26.0229.C6 
+ 

1943 
GEN SCAN 
1943 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9812 
20879 
4495 

OJ000209_26.0229.C6.o2.gp 
4495 

52217_1.R1084 
4495. .4803 

1 3688528/emb | CAA06243 . 1 1 
protein [Pisum sativum] ' 



Seq. ID OJ000209_26.0229.C6 

Strand + 

End 4803 

Method AAT/GAP 

End 4803 

Score 403 

1.0e-14 (AJ004958) pre-pro-TPE4A 



9812 
20880 
6706 

OJ000209__26.022 9.C6.o3.gp 
6706 

11341_1.R1084 
6706.. 6885, 7765.. 7835, 
•411594 9/gbl AAD03459. 1 1 
to adenosine deaminases 



Seq. ID OJ000209_26.0229.C6 
Strand + 
End 9325 
Method AAT/GAP 
End 8446 
Score 753 
8070. .8161, 8235. .8294, 8402. .8446 
2.0e-22 (AF118223) contains similarity 
[Arabidopsis thaliana] 1 



9812 

20880 

6706 

OJ000209__26.0229.C6.ol.np 
6809 
4115949 
6809. .6885, 
9065. .9178, 



Seq. ID OJ000209__26.0229.C6 

Strand + 

End 9325 

Method AAT/NAP 

End 9325 

Score 609 

.8294, 8402. .8798, 8890. .8959, 



7765. .7822, 8235. 
9257. . 9325 

(AF118223) contains similarity to adenosine deaminases 
[Arabidopsis thaliana] 



9812 Seq. ID 

20881 Strand 

10783 End 

OJ000209_26. 0229.C6.o4 . gp Method 

10783 End 

6024920 Score 
10783. . 11060 



OJ000209_26.0229.C6 
+ 

11060 
AAT/GAP 
11060 
434 



10270 



• 



Seq. No. 


9812 






Seq. ID 


OJ000209 


_26.0229.C6 


Gene No. 


20882 






Strand 






Start 


874 






End 


1017 




Name 


OJ000209 26.0229. 


C6. ol . gp 


Method 


AAT/GAP 




Start 


874 






End 


1017 




GI 


LIB3431-027-P1-K1 


-D5 


Score 


247 




Exons 


874. . 


1017 










GI Descrip. 


'2190552 1.0e-21 


(AC001229) 


Similar to 


Holcus major pollen 




allergen (gb_Z270 


'84). [Arabidopsis thaliana] ? 




Seq. No. 


9812 






Seq. ID 


OJ000209 


26 . 0229 . C6 


Gene No. 


20883 






Strand 






Start 


10952 






End 


18174 




Name 


OJ000209 26.0229. 


C6.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


6805 






End 


9315 




GI 


none 






Score 


117 




Exons 


6805. 


.6891, 6809. 


.6874, 6862 


..6900, 7765. .7836, 


7766. . 7837, 




7766. 


.7840, 8075. 


.8167, 8075 


..8161, 8172. .8204, 


8208 . . 8294, 




8232. 


.8294, 8233. 


.8295, 8390 


..8614, 8399. .8518, 


8401 . . 8559, 




8534. 


.8626, 8534. 


.8620, 8535 


..8624, 8721. .8810, 


8722 . . 8799, 




8722. 


.8811, 8856. 


.8960, 8888 


. .8959, 8889. .8960, 


8891 . . 8962, 




9062. 


.9184, 9064. 


.9186, 9289 


. .9315, 9290. .9313 




Seq. No. 


9812 






Seq. ID 


OJ000209 


26. 0229. C6 


Gene No. 


20883 






Strand 






Start 


10952 






End 


18174 




Name 


OJ000209 26.0229. 


C6.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


6808 






End 


8485 




GI 


none 






Score 


110 




Exons 


6808. 


.6891, 6812. 


.6874, 8075 


. .8167, 8232. .8294, 


8390 . .8485 


Seq. No. 


9812 






Seq. ID 


OJ000209 


26. 0229 .C6 


Gene No. 


20883 






Strand 






Start 


10952 






End 


18174 




Name 


OJ000209 26.0229. 


C6.o3. ts 


Method 


TBLASTX: 


Soybean 


Start 


8893 






End 


9854 




GI 


none 






Score 


84 




Exons 


8893. 


.8967, 8894. 


.8962, 9062 


. .9193, 9076. .9180, 


9239 . . 9322, 




9530. 


.9640, 9535. 


.9636, 9741 


. .9854 






Seq. No. 


9812 






Seq. ID 


OJ000209 


_26.0229.C6 


Gene No. 


20883 






Strand 






Start 


10952 






End 


18174 




Name 


OJ000209 26.0229. 


C6 . o4 . gs 


Method 


GENSCAN 




Start 


10952 






End 


18174 




GI 


none 






Score 


.74 




Exons 


10952 


. .11091, 11726. .11766, 


12821. .12907, 13000 


. .13127, 




13207 


. .13322, 14337. .14545, 


14586. . 14635, 14673 


. . 14762, 




15063 


..15225, 158 


40. .15861, 


15943. .16255, 16354 


. . 16441, 




17795 


. .18174 










Seq. No. 


9812 






Seq. ID 


OJ000209 


_26.0229.C6 


Gene No. 


20883 






Strand 






Start 


10952 






End 


18174 




Name 


OJ000209 26.0229. 


C6.o3. tm 


Method 


TBLASTX: 


Maize 


Start 


10984 






End 


11895 





10271 



GI 


none 






Exons 


10984. . 


11100, 11027. 


.11092, 




11646. . 


11768, 11647. 


.11769, 


Seq . No . 


9812 






Gene No. 


20883 






Start 


10952 






Name 


OJ000209 26. 0229. C6. 


ol.tc 


Start 


11032 






GI 


none 






Exons 


11032. . 


11100, 11646. 


. 11768, 




9812 






Gene No. 


20883 






Start 


10952 






Name 


OJ000209 26. 0229. C6. 


o4 . ts 


Start 


11032 






GI 


none 






Exons 


11032. . 


11097, 11628. 


. 11768, 


Seq. No. 


9812 






Gene No. 


20883 






Start 


10952 






Name 


OJ000209 26. 0229. C6. 


o2 . np 


Start 


11035 






GI 


6735301 




Exons 


11035. . 


11091, 11646. 


.11766, 




12821. . 


12907, 13000. 


.13127, 




16164 . . 


16255, 16354. 


. 16441, 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



91 



OJ000209_26.0229.C6 
18174 

TBLASTX: Cress 

11916 

94 



OJ000209_26.0229.C6 
18174 

TBLASTX: Soybean 

11901 ' 

82 



OJ000209_26.0229.C6 

18174 
AAT/NAP 
18174 
1156 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



11852. .118 92, 12009. .120 69, 
13207. .13322, 15943. .16061, 
17795. .18174 
(AL137080) UDP-GlcNAc:dolichol phosphate 

N-acetylglucosamine-l-phosphate transf erase-like protein 
[Arabidopsis thaliana] 



9812 
20883 
10952 

OJ000209_26. 0229.C6.o2.tm 
12003 
none 

12003. .12071, 12007. .12084, 12009 .. 12122, 12814 
12823. .12906, 12 996 .. 13127 , 12997 .. 13128 , 12998 
12999. .13127, 13199 .. 13327 , 13204 13323, 15936 
15936. .16070, 1594 0 1608 9, 15943. .16065 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 26. 0229. C6 



18174 

TBLASTX: Maize 
16089 
107 



.12909, 
.13135, 
.16064, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12907, 12886. .12906, 12997 
13127, 13199. .13324, 13204 
16021, 15942. .16052, 15963 



9812 
20883 
10952 

OJ000209_26. 022 9.C6.ol. ts 
12884 
none 
12884 . 
13101. 
15935. 

9812 
20883 
10952 



OJ000209 26. 0229. C6 



18174 

TBLASTX : Soybean 
16059 
42' 

13101, 12999. .13100, 
13323, 15855. .15884, 
16055, 16009.. 16059 



Seq. ID 

Strand 

End 



OJ000209 26. 0229. C6 



18174 



10272 






Name 


OJ000209 26.0229.C6.o2.tc 


Method 


TBLASTX: Cress 






Start 


13092 


End 


16386 






GI 


none 


Score 


113 






Exons 


13092. .13127, 13199. .13315, 


13204. . 13317, 15941. . 16033, 








1594 4. .16021, 16115. .16249, 


16152. .16274, 16357. .1638 6 






Seq. No. 


9812 


Seq. ID 


OJ000209_26.0229. 


C6 




Gene No. 


20883 


Strand 








Start 


10952 


End 


18174 






Name 


OJ000209_26.0229.C6.o5.gp 


Method 


AAT/GAP 






Start 


15937 


End 


16228 






GI 


LIB34 33-02 9-P1-K1-A2 


Score 


325 






Exons 


15937. .16061, 16164. .16228 










GI Descrip. 


'2443878 3.0e-16 (AC002294)* 


Unknown protein [Arabidopsis 






thaliana] 1 










Seq. No. 


9812 


Seq. ID 


OJ000209_26.0229. 


C6 




Gene No. 


20883 


Strand 








Start 


10952 


End 


18174 






Name 


OJ000209_26. 022 9.C6.o4 . tm 


Method 


TBLASTX: Maize 






Start 


16158 


End 


16441 






GI 


none 


Score 


131 






Exons 


16158. .16253, 16163. .16249, 


16343. .16441, 16355. .16441 






Seq. No. 


9813 


Seq. ID 


OJ000209_26.0229. 


C7 


"pi 
. ! i 


Gene No. 


20884 


Strand 








Start 


524 


End 


1675 




"*\ 


Name 


OJ000209 26.0229.C7.ol.np 


Method 


AAT/NAP 




*"i 


Start 


524 


End 


1675 




• U 


GI 


6815099 


Score 


79 






Exons 


524. .634, 1611. .1675 








; M 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




* 3 : 


Seq. No. 


9814 


Seq. ID 


OJ000209_26.0229. 


C8 




Gene No. 


20885 


Strand 


+ 




L ! 

' "~i 


Start 


3083 


End 


11138 




,h 


Name 


OJ000209 26.0229.C8.o2.gs 


Method 


GENSCAN 




. 3 | 


Start 


3083 


End 


11138 






GI 


none 


Score 


.9 




"1 
: st 


Exons 


3083.. 3107, 3261.. 3557, 3709 


..3884, 4367. .5056, 5140. .5327, 


; = : 




5910.. 6151v 6724.. 6866, 7195 


..7371, 7650. .7787, 8668. .8703, 






9959.-9998, 10090 .. 10217, 10548. .11138 








Seq. No. 


9814 


Seq. ID 


OJ000209_26.0229. 


C8 




Gene No. 


20885 


Strand 


+ 






Start 


3083 


End 


11138 






Name 


OJ000209 26.0229.C8.o2.np 


Method 


AAT/NAP 






Start 


4352 


End 


6911 






GI 


2980777 


...Score 


538 






Exons 


4352. .5056, 5140.. 5327, 5857 


..6151, 6724. .6911 






GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


9814 


Seq. ID 


OJ000209_26.0229. 


C8 




Gene No. 


20885 


Strand 


+ 






Start 


3083 


End 


11138 






Name 


OJ000209 26.0229.C8.ol.gp 


Method 


AAT/GAP 






Start 


4594 


End 


8128 





10273 




GI 2736JL.R1084 Score 3164 

Exons 4594.. 5056, 5140.. 5327, 5910.. 6151, 6724.. 6866, 7195.. 7371, 

7659. .8128 

GI Descrip. ' 2980777 /emb | CAA18204 . 1 | 5.0e-50 (AL022198) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 


9814 










Seq. ID 


OJ000209_26. 0229 . C8 


Gene No. 


20886 










Strand 


— 


Start 


1 ' 










End 


2363 


Name 


OJ000209 26 


.0229. 


C8.ol. 


np 




Method 


AAT/NAP 


Start 


1 










End 


1507 


GI 


5690095 










Score 


499 


Exons 


1. .1507 














GI Descrip. 


(AJ238507) 


transposase 


related protein 


[Zea mays] 


Seq. No. 


9814 










Seq. ID 


OJ000209_26.0229.C8 


Gene No. 


20886 










Strand 




Start 


1 










End 


2363 


Name 


OJ000209 26 


.0229. 


C8.ol. 


gs 




Method 


GENSCAN 


Start 


95 










End 


2363 


GI 


none 










Score 


.44 


Exons 


95. .382, 430. .747 


', 960. 


.1607, 


1644. .1917, 2056. .2363 


s »f Seq. No. 


9814 










Seq. ID 


OJ000209_26.0229.C8 


Q Gene No. 


20887 










Strand 




i!f| Start 


10244 










End 


11259 


rij Name 


OJ000209 26 


.0229. 


C8.o2. 


tm 




Method 


TBLASTX: Maize 


7*\ Start 


640 










End 


1190 


: 3U ! gi 


none 










Score 


136 


Exons 


640. .684, 762. .1031, 78 


1. . 


,1005, 1044. . 


1190, 1069. .1140 


\U Seq. No. 


9814 










Seq. ID 


OJ000209_26.0229.C8 


Gene No . 


20887 










Strand 




Start 


10244 










End 


11259 


;; 3 ! Name 


OJ000209 26 


.0229. 


C8.o4. 


tm 




Method 


TBLASTX: Maize 


Start 


4712 










End 


4984 


H J GI 


none 










Score 


68 


i/| Exons 


4712. .4828, 


4730. 


.4828, 


4E 


S25. 


.4977, 4826. .4984, 4826/. 4978 


w Seq. No. 


9814 










Seq. ID 


OJ000209_26.0229.C8 


Gene No. 


20887 










Strand 




Start 


10244 










End 


11259 


Name 


OJ000209 26 


.0229. 


C8.o2. 


ts 




Method 


TBLASTX : Soybean 


Start 


4924 










End 


5214 


GI 


none 










Score 


165 


Exons 


4924. .5058, 


4925. 


.5059, 


5143. 


.5214 




Seq. No. 


9814 










Seq. ID 


OJ000209_26.0229.C8 


Gene No. 


20887 










Strand 




Start 


10244 










End 


11259 


Name 


OJ000209 26 


.0229. 


C8.ol. 


tm 




Method 


TBLASTX: Maize 


Start 


4984 










End 


6868 


GI 


none 










Score 


41 


Exons 


4984. .5025, 


4986. 


.5006, 


4987. 


.5025, 5010.. 5057, 5012.. 5059, 




5012. .5059, 


5132. 


.5335, 


5134. 


.5349, 5143. .5349, 5232. .5351, 




5232. .5351, 


5895. 


. 6158, 


5907. 


.6146, 5908. .6153, 6697. .6867, 




6708. .6866, 


6718. 


. 6867, 


6719. 


. 6868 





10274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9814 

20887 

10244 

OJ000209_2 6.0229.C8 .ol.ts 

5256 

none 

5256..S327, 5257. .5349, 5903. 
5912.. 5995, 5992.. 6153, 6012. 
7180. .7371, 7192. .7362, 7194. 
7667. .7861 



Seq. ID 
Strand 
End 

Method " 
'End 
Score 



OJ000209 26. 0229. C8 



11259 

TBLASTX : Soybean 
7862 
83 

5974, 5907.. 5990, 5908.. 5994, 
6158, 6708.. 6857, 6721.. 6855, 
7370, 7656.. 7862, 7656.. 7841, 



Seq. No. 9814 

Gene No. 20887 

Start 10244 

Name OJ000209__2 6 . 0229 . C8 . ol . tw 

Start 6780 

GI none 
Exons 



Seq. ID OJ000209_26.0229.C8 



Strand 
End 

Method 

End 

Score 



11259 

TBLASTX: Wheat 

7727 

123 



6780. .6866, 6783. .6842, 6784. .6867, 6784. .6867, 7192. .7371, 
7192. .7371, 7194. .7376, 7656. .7727, 7656.-7727 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9814 

20887 

10244 

OJ000209_26. 

7192 

none 

7192. .7338, 
7661. .7840, 



0229.C8.o3.tm 



7192. .7338, 
7888. .7950, 



7319. 
7889. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7372, 
.7948 



OJ000209_26.0229.C8 
11259 

TBLASTX: Maize 
7950 
205 

7319.. 7372, 7656.. 7847, 



Seq. No. 9814 Seq. ID 

Gene No. 20887 Strand 

Start 10244 End 

Name OJ000209_2 6 . 0229 . C8 . o2 . gp Method 

Start 10244 End 

GI none Score 

Exons 10244. .11259 



OJ000209_26.0229.C8 

11259 
AAT/GAP 
11259 
1955 



Seq. No. 9814 Seq. ID 

Gene No. 20887 Strand 

Start 10244 End 

Name OJ000209_26 . 0229 . C8 . o4 . np Method 

Start 10590 End 

GI 710626 Score 

Exons 10590. .11057 

GI Descrip. (D30719) ERD15 protein [Arabidopsis 
gi I 3241941 1 gb | AAC23728.il (AC004 625) 
(ERD15) [Arabidopsis thaliana] 



OJ000209_26.0229.C8 

11259 
AAT/NAP 
11057 
174 



thaliana] 
dehydration-induced protein 



Seq. No. 9814 Seq. ID 

Gene No. 20887 Strand 

Start 10244 End 

Name OJ000209_26 . 022 9 . C8 . o2 . tw Method 

Start 10872 End 

GI none Score 

Exons 10872. .11051, 10903.. 11052 



OJ000209_26.0229.C8 
11259 

TBLASTX: Wheat 

11052 

140 



10275 





Seq. No. 


9815 


Seq. ID 


OJ000209_26.0229.C9 




Gene No. 


20888 


Strand 






Start 


481 


End 


3899 




Name 


OJ000209_26.0229.C9.ol.gs 


Method 


GEN SCAN 




Start 


481 


End 


3899 




GI 


none 


Score 


. 41 




Exons 


481. .605, 2622. .2648, 3539.. 


3899 






Seq. No. 


9815 


Seq. ID 


OJ000209_26.0229.C9 




Gene No. 


20889 


Strand 






Start 


4403 


End 


7641 




Name 


OJ000209 26.0229.C9.ol.np 


Method 


AAT/NAP 




Start 


4403 


End 


7641 




GI 


5852093 


Score 


94 




Exons 


4403. .4433, 4536. .4627, 6150 


..6256, 7612. .7641 




GI Descrip. . 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


9815 


Seq. ID 


OJ000209_2 6. 022 9.C9 




Gene No. 


20889 


Strand 






Start 


4403 


End 


7641 




Name 


OJ000209 26.0229.C9.o2.np 


Method 


AAT/NAP 




Start 


7099 


End 


7213 




GI 


4678270 


Score 


96 




Exons 


7099. .7213 








GI Descrip. 


(AL049660) protein kinase-like protein 


[Arabidopsis thaliana 




Seq. No. 


9815 


Seq. ID 


OJ000209_26. 0229.C9 




Gene No. 


20890 


Strand 






Start 


10359 


End 


10"50-7 x 


I i! 

r: 


Name 


OJ000209 26.0229.C9.ol.tm 


Method 


TBLAS X TX: Maize 


*s 9} 


Start 


7158 


End 


7429 


1* t 1 
: '~t 


GI 


none 


Score 


250 




Exons 


7158.. 7337, 7159.. 7341, 7160 


. .7429 




Q 


Seq. No. 


9815 


Seq. ID 


OJ000209__26.0229.C9 


'-A 


Gene No. 


20890 


Strand 






Start 


10359 


End 


10507 




Name 


OJ000209 26.0229.C9.ol.gp 


Method 


AAT/GAP 


a 


Start 


10359 


End 


10507 




GI 


2799237 


Score 


263 


Q 


Exons 


10359. .10507 








Seq. No. 


9816 


Seq. ID 


OJ000209_26. 0229. C10 




Gene No . 


20891 


Strand 


+ 




Start 


141 


End 


705 




Name 


OJ000209 26.0229.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


71 


End 


705 




GI 


none 


Score 


80 




Exons ; 


71. .166, 99. .170, 102. .167,' 


245. .292, 246. .296, 250. .327, 






258. .311, 378. .452, 379.-453 


, 537. .596, 


538.. 606, 658.. 705 




Seq. No. 


9816 


Seq. ID 


OJ000209_26. 0229. C10 




Gene No. 


20891 


Strand 


+ 




Start 


141 


End 


705 




Name 


OJ000209 26.0229.C10.ol.gs 


Method 


GENSCAN 




Start 


141 


End 


454 




GI 


none 


Score 


.94 



10276 





Exons 


141. .149, 247. .293, 381 


. . 454 








Seq. No. 


9817 




Seq. ID 


OJ000209 26.0229.C11 




Gene No. 


20892 




Strand 


+ 




Start 


279 




End 


3501 




Name 


OJ000209 26.0229.Cll.o2. 


.ts 


Method 


TBLASTX : Soybean 




Start 


276 




End 


431 




GI - 


none 




Score 


206 




Exons 


276. .431, 281. .427 










Seq. No. 


9817 




Seq. ID 


OJ000209_26.0229.C11 




Gene No. 


20892 




Strand 


+ 




Start 


279 




End 


3501 




Name 


OJ000209 26. 0229.C11 ,ol 


.gs 


Method 


GENSCAN 




Start 


279 




End 


3116 




GI 


none 




Score 


.78 




Exons 


279. .470, 554. .621, 830 


. .884, 


981. .1105, 1187. .1250, 1738. .1947, 






2489. .2731, 3027. .3116 










Seq. No. 


9817 




Seq. ID 


OJ000209_26.0229.C11 




Gene No. 


20892 




Strand 


+ 




Start 


279 




End 


3501 


::i 


Name 


OJ000209 26.0229.Cll.ol 


np 


Method 


AAT/NAP 




Start 


312 




End 


3501 


r I l 


GI 


4733988 




Score 


1417 


! ; i 


Exons 


312. .470, 554. .621, 792 


.884, 


981. .1105, 1187. .1250, 1738 . .1947, 


S ;j 




2489. .2731, 2832. .2942, 


3027. . 


3116, 3471. .3501 




GI Descrip. 


(AC007209) putative chromodomain-helicase-DNA-binding protein 


• J 
3 : 




[Arabidopsis thaliana] 








~ ! E 
fef 


Seq. No. 


9817 




Seq. ID 


OJ000209_26.0229.C11 


Gene No . 


20892 




Strand 


+ 


s c; 


Start 


279 




End 


3501 


: ! 


Name 


OJ000209 26.0229.Cll.ol 


tm 


Method 


TBLASTX: Maize 




Start 


330 ' 




End 


2957 


K St 


GI 


none 




Score 


119 


:ss! 


Exons 


330. .473, 557. .622, 992 


.1108, 


993. .1106, 1744. .1815, 


s c j 




1852. .1950, 2486. .2731, 


2554 . . 


2730, 2832. .2957, • 2844 . .2933 


SBf 


Seq. No. 


9817 




Seq. ID 


OJ000209_26.0229.C11 




Gene No. 


20892 




Strand 


+ 




Start 


279 




End 


3501 




Name 


OJ000209 26.0229.Cll.ol 


tc 


Method 


TBLASTX: Cress 




Start 


2486 




End 


2957 




GI 


none 




Score 


275 




Exons 


2486. .2731, 2554. .2730, 


2832. . 


2957 






Seq. No. 


9817 




Seq. ID 


OJ000209_26.0229.C11 




Gene No. 


20892 




Strand 


+ 




Start 


279 




End 


3501 




Name 


OJ000209 26.0229.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2540 




End 


3116 




GI 


none 




Score 


323 




Exons 


2540. .2731, 2540. .2725, 


2542. . 


2736, 2542.. 2730, 2544.. 2732, 






2829.. 2945, 2830.. 2943, 


2832. . 


2948, 3023.. 3097, 3027.. 3116, 






3027. .3113 









10277 



Seq. No. 9818 Seq. ID 

Gene No. 20893 Strand 

Start 124 End 

Name OJ000209_26 . 0229 . C12 . ol . gs Method 

Start 124 End 

GI none Score 

Exons 124.. 353 



OJ000209_26.0229.C12 
+ 

353 

GENSCAN 

353 

.55 



Seq. No. 9819 Seq. ID 

Gene No. 20894 Strand 

Start 216 End 

Name OJ000209_26 . 0229 . C13 . ol . gs Method 

Start . 216 End 

GI none Score 

Exons 216.. 619 



OJ000209_26. 0229.C13 
671 

GENSCAN 

619 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9819 Seq. ID 

20894 Strand 

216 End 

OJ000209_26 . 022 9'. C13 . ol . tm Method 

259 End 

none Score 



OJ000209_26.0229.C13 
671 

TBLASTX: Maize 

671 

37 



259. .336, 260. .337, 292. .426, 302. .427, 302. .427, 356. .583, 
423. .611, 424. .621, 428. .598, 433. .609, 571. .669, 572. .670, 
591. . 671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



9820 

20895 

154 

OJ000209_26.022 9.C14 .ol.tm 
1 

none 



Seq. ID OJ000209_26.0229.C14 



Strand 
End 

Method 

End 

Score 



1519 

TBLASTX: Maize 

1416 

81 



1..33, 143. .199, 151. .225, 710. .817, 711. .818, 712. .819, 
712. .816, 1135. .1212, 1135. .1215, 1136. .1216, 1140. .1217, 
1295. .1387, 1296. .1388, 1297. .1416 

9820 Seq. ID OJ000209_2 6 . 0229 . C14 

20895 Strand 

154 End 1519 

OJ000209_26.0229.C14 .ol.gs Method GENSCAN 

154 End 1385 

none Score .84 

154. .196, 710. .816, 1140. .1212, 1298. .1385 



9820 

20895 

154 

OJ000209_26.0229.C14 .ol.np 
710 

3337357 



Seq. ID OJ000209_26.0229.C14 



Strand 
End 

Method 

End 

Score 



1519 
AAT/NAP 
1519 
203 



710. .816, 1140. .1212, 1298. .1384, 1484. .1519 
(AC004481) hypothetical protein [Arabidopsis thaliana] 



9821 Seq. ID 

20896 Strand 

1 End 

OJ000209 26. 0229. C15. ol.np Method 



OJ000209_26.0229.C15 

1259 
AAT/NAP 



10278 



Start 
GI ■ 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 



End 
Score 



1259 
100 



6006382 
1..36, 1083. .1259 - 

(AP000559) Similar to magnesium-protoporphyrin IX 
methyltransferase (AL035523) [Oryza sativa) 



9822 Seq. ID 

20897 Strand 
1814 End 
0 J00020 9_2 6 . 022 9 . CI 6 . ol . np Method 
1814 End 
6226510 Score 
1814. .3253 

Z EAT IN 0-GLUCOSYLTRANSFERASE (ZEATIN 

0-BETA-D-GLUCOSYLTRANSFERASE) gi I 4140691 (AF101972) zeatin 
O-glucosyltransf erase [Phaseolus lunatus] 



OJ000209_26.0229.C16 
+ 

3253 
AAT/NAP 
3253 
712 





Seq. No. 


9822 




Seq. ID 


OJ000209_26.0229 


C16 




Gene No. 


20898 




Strand 


+ 






Start 


4327 




End 


7651 






Name 


OJ000209 26.0229.C16.o2 


np 


Method 


AAT/NAP 






Start 


4327 




End 


7651 






GI 


4455285 




Score 


1208 




i. 8 i 


Exons 


4327. .4669, 4767. .5021, 


5183 


..5264, 5679. .5794, 5878. .5932, 


rfj 




6016. .6127, 6700. .6869, 


7376 


. .7651 






t, ; i 
j ; i ; 

; y 


GI Descrip. 


( AL035527 ) hypothetical 


protein [Arabidopsis thaliana] 




.ss; 

i, -5 


Seq. No. 


9822 




Seq. ID 


OJ000209_26.0229 


C16 


1 : [ 


Gene No. 


20899 




Strand 


+ 




Gi 


Start 


10474 




End 


12524 






Name 


OJ000209 26.0229.C16.o2 


gs 


Method 


GEN SCAN 




: 5? 


Start 


10474 




End 


12524 






GI 


none 




Score 


.75 




:* = t 


Exons 


10474. .11128, 11259. .11320, 


12131. .12230, 12321.. 12524 






Seq. No. 


9822 




Seq. ID 


OJ000209_26.0229 


C16 




Gene No. 


20900 




Strand 






.3 S*. 


Start 


2793 




End 


3244 






Name 


OJ000209 26.0229.C16.o6 


. tm 


Method 


TBLASTX: Maize 






Start 


1859 




End 


2188 






GI 


none 




Score 


142 






Exons 


1859. .1996, 1877. . 1996, 


2102 


. .2188 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

> 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9822 

20900 

2793 

OJ000209_2 6. 022 9.C16.ol.tm 

2189 

none 



Seq. ID OJ000209_26.0229.C16 



Strand 
End 

Method 

End 

Score 



3244 

TBLASTX: Maize 

2677 

349 



2189. .2578, 2191. .2604, 2545. .2670, 2594. .2677 



9822 Seq. ID 

20900 Strand 

2793 End 

OJ000209_2 6. 022 9.C16.ol.tc Method 

2569 End 

none Score 



OJ000209_2 6.0229.C16 
3244 

TBLASTX: Cress 

3052 

156 



10279 




Exons 


2569. .2739, 


2570 


. .2749, 


2858 . 


.3052, 2878. .2991 


Seq . No . 


9822 








Seq. ID 


OJ000209_26.0229.C16 


Gene No. 


20900 








Strand 




Start 


2793 








End 


3244 


Name 


OJ000209 26 


.0229 


.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2603 








End 


3028 


GI 


none 








Score 


168 


Exons 


2603. .2749, 


2605 


. .2724, 


2858 . 


.3028, 2875. .2991 


Seq. No. 


9822 








Seq. ID 


OJ000209_26.0229.C16 


Gene No. 


20900 








Strand 




Start 


2793 








End 


3244 


Name 


OJ000209 26 


. 0229 


.C16.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2683 








End 


3085 


GI 


none 








Score 


67 


Exons 


2683. .2733, 


2684 


. .2749, 


2846. 


.3007, 2855.. 3085, 2875.. 3057 


Seq. No. 


9822 








Seq. ID 


OJ000209_26.0229.C16 


Gene No. 


20900 








Strand 




Start 


2793 








End 


3244 


Name 


OJ000209 26 


.0229 


.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


2793 








End 


3091 


GI 


3766936 








Score 


587 


Exons 


2793. .3091 












GI Descrip. 


4140691 8.0e-22 


(AF101972) zeatin O-glucosyltransf erase 




[Phaseolus 


lunatus] 










9822 








Seq. ID 


OJ000209_26.0229.C16 


Gene No. 


20900 








Strand 




Start 


2793 








End 


3244 


Name 


OJ000209 26 


.0229 


.C16.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2858 








End 


3244 


GI 


none 








Score 


368 


Exons 


2858. .3085, 


2864 


. .2896, 


2869. 


.3069, 2951. .3103, 3179. .3244 


Seq. No. 


9822 








Seq. ID 


OJ000209_26.0229.C16 


Gene No . 


20901 








Strand 




Start 


4915 








End 


5267 


Name 


OJ000209 26 


.0229 


.C16.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


4915 








End 


5267 


GI 


none 








Score 


187 


Exons- 


4915. .5022, 


4915 


. .5022, 


4917. 


.5024, 4 


946. .5023, 5181. .5267, 




5181. .5264 












Seq. No. 


9822 








Seq. ID 


OJ000209_26.0229.C16 




20902 








Strand 




Start 


5681 








End 


6126 


Name 


OJ000209 26 


.0229.C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


5681 








End 


6101 


GI 


none 








Score 


180 


Exons 


5681. .5788, 


5682 


. .5798, 


5692. 


.5796, 5858. .5932, 5869. .5934, 




5872. .5937, 


5876 


. .5956, 


6013. 


.6099, 6015.. 6101 


Seq. No. 


9822 








Seq. ID 


OJ000209_26.0229.C16 


Gene No. 


20902 








Strand 




Start 


5681 








End 


6126 



10280 



Name 

Start 

GI 

Exons 



OJ000209_26.0229.C16.o2.tc Method TBLASTX : Cress 
5684 End 6126 

none Score 113 

5684.. 5794, 5685.. 5789, 5866.. 5937, 5873.. 5932, 6013.. 6126, 
6019. .6090 



Seq. ID OJ000209_26. 0229.C16 
Strand 

End 7636 

Method TBLASTX : Mai ze 

End 7636 

Score 269 

6699. .6884, 6699. .6872, 6712. .6879, 7373.-7636, 7373. .7636 



Seq. No. 9822 

Gene No. 20903 

Start 6699 

Name OJ000209_26 . 0229 . CI 6 . o2 . tm 

Start 6699 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9822 

20904 

12211 

OJ000209_26. 0229.C16.o4 .tm 

12211 

none 



Seq. ID OJ000209_26.0229.C16 
Strand 

End 12464 

Method TBLASTX: Maize 

End 12464 

Score 63 



12211. . 12303, 12221. . 12334, 12223. .12333, 12320. .124 63, 
12324 . . 12464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9823 
20905 
1 

OJ000209_26.022 9.C18.ol.np 
1 

6679138 
1..97, 149. .341 

nuclear receptor-binding SET-domain protein 1 gi 13329465 
(AF064553) NSD1 protein [Mus musculus] 



Seq. ID OJ000209_26.0229.C18 

Strand + 

End . 2174 

Method AAT/NAP 

End 341 

Score 95 



9823 

20905 

1 

OJ000209_26.0229.C18.ol.gs 
40 

none 

40. .425, 1288. .2174 

9823 

20905 

1 

OJ000209_26. 022 9.C18.ol.ts 

157 

none 



Seq. ID OJ000209_26.0229.C18 

Strand + 

End 2174 

Method GENSCAN 

End 2174 

Score .59 



Seq. ID OJ000209_26.0229.C18 

Strand + 

End 2174 

Method TBLASTX : Soybean 

End 431 

Score 232 



157. .315, 167. .247, 183. .431, 355. .426 



Seq. No. 9824 

Gene No. 20906 

Start 1 

Name OJ000209_22 . 0228 . CI . ol . gp 

Start 1 

GI none 

Exons 1..189 



Seq. ID OJ000209_22.0228.C1 

Strand + 

End 189 

Method AAT/GAP 

End 189 

Score 237 



10281 



Seq. No. 


9824 


Seq. ID 


OJ000209_22 . 0228 . CI 


Gene No. 


20907 


Strand 


+ 


Start 


1290 


End 


1572 


Name 


OJ000209 22.0228.Cl.o2.gp 


Method 


AAT/GAP 


Start 


1290 


End 


1572 


GI 


LIB34 31-02 9-P1-N1-C12 


Score 


562 


Exons 


1290. . 1572 






GI Descrip. 


1 4 996642/dbj | BAA7857 3.il 1 


0e-108 (AB028130) Dof zinc finger 




protein [Oryza sativa] ' 






Seq. No. 


9824 


Seq. ID 


OJ000209_22.0228.C1 


Gene No. 


20908 


Strand 


+ 


Start 


5535 . 


End 


5848 


Name 


OJ000209 22.0228.Cl.o3.gp 


Method 


AAT/GAP 


Start 


5535 


End 


5848 


GI 


none 


Score 


438 


Exons 


5535. . 5848 






Seq. No. 


9824 


Seq. ID 


OJ000209_22.0228.C1 


Gene No. 


20909 


Strand 




Start 


1525 


End 


3614 


Name 


OJ000209 22.0228.Cl.ol.np 


Method 


AAT/NAP 


. sat Start 


832 


End 


3581 


gi 


6729489 


Score 


760 


"III Exons 


832.. 882, 1583.. 2254, 2285 


.3581 




Cfi GI Descrip. 


(AL132966) receptor lectin 


kinase-like 


protein [Arabidopsis 




thaliana] 






Sea No. 


9824 


Seq. ID 


OJ000209_22.0228.C1 


!s -f Gene No. 


20909 


Strand 




Start 


1525 


End 


3614 


I'Lf Name 


OJ000209 22.0228.Cl.ol.gs 


Method 


GENSCAN 


Start 


1525 


End 


3614 


p GI 


none 


Score 


.68 


i s= i Exons 


1525. .2070, 2085. .3614 






H 1 Seq. No. 


9824 


Seq. ID 


OJ000209_22.0228.C1 


Cf Gene No. 


20909 


Strand 




[ j Start 


1525 


End 


3614 


i=»| Name 


OJ000209 22.0228.Cl.o2.np 


Method 


AAT/NAP 


:;=? Start 


2784 


End 


3539 


GI 


3122328 


Score 


283 


Exons 


2784. .3539 






GI Descrip. 


BASIC AGGLUTININ (WBA I) gi | 6730577 | pdb | 1WBF | A Chain A, Winged 



Bean Lectin, Saccharide Free Form gi | 6730578 | pdb | 1WBF | B Chain 
Winged Bean Lectin, Saccharide Free Form gi 11531637 (U60765) 
basic agglutinin [ Psophocarpus tetragonolobus] 



B, 



Seq. No. 9824 Seq. ID 

Gene No. 20910 Strand 

Start 6091 End 

Name OJ000209_22 . 0228 . CI . ol . tc Method 

Start 1708 End 

GI none Score 
Exons 



OJ000209_22.0228.C1 
8555 

TBLASTX: Cress 

2936 

119 



1708. .2061, 1730. .2062, 2070. .2252, 2074. .2232, 2298. .2360, 
2302. .2358, 2370. .2633, 2431. .2619, 2814. .2936 



10282 






Seq. No. 


9824 








Seq. ID 


OJ000209_22.0228.C1 






20910 








Strand 






Start 


6091 








End 


8555 




Name 


OJ000209 22 


. 0228 . 


CI . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


1708 








End 


2366 




GI 


none 








Score 


66 




Exons 


1708 . . 1896, 


1748 . 


. 1894 , 


1831 . 


.1896, 1918. .2061, 1937. .2059, 






2076. . 2252, 


2080 . 


. 2250, 


2298 . 


.2366, 2311. .2358 




Seq. No; 


9824 








Seq. ID 


OJ000209__22.0228.C1 




Gene No. 


20910 








Strand 






Start 


6091 








End * 


8555 




Name 


OJ000209_22 


. 0228 . 


CI . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


1828 








End 


2622 




GI 


none 








Score 


124 




Exons 


1828 . . 2061 / 


2082 . 


. 2252 , 


o o n n 

zo 1 U . 


.2612, 2503. .2622 




Seq. No. 


9824 








Seq. ID 


OJ000209_22.0228.C1 




Gene No. 


20910 








Strand 






Start 


6091 








End 


8555 




Name 


OJ000209 22 


. 0228 . 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2097 








End 


2552 




GI 


none 








Score 


151 


:» 

"\ 


Exons 


2097 . . 2255, 


2298 , 


, . 2366, 


2364 . 


.2552 




i v \ I 


Sea No. 


9824 








Seq. ID 


OJ000209_22.0228.C1 


:s : : 
: ; s 


Gene No. 


20910 








Strand 




B 


Start 


6091 








End 


8555 


•jsr 


Name 


OJ000209_22 


. 0228 . 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


! : I 


Start 


2370 








End 


2606 


W 


GI 


none 








Score 


41 


I s i i 

; cr 


Exons 


2370. .2486, 


2440 . 


. .2493, 


2494 . 


.2601, 2505.. 2606, 2505.. 2606 


! = -| 


Seq. No. 


9824 








Seq. ID 


OJ000209_22.0228.C1 


; : =r 


Gene No. 


20910 








Strand 




: i. : 
'I 


Start 


• 6091 








End 


8555 


|:s: 


Name 


OJ000209_22 


. 0228 . 


. CI . o4 . 


tm 


Method 


TBLASTX: Maize 


: £ =J 


Start 


3354 








End 


3503 


,:e' ; 


GI 


none 








Score 


165 


: : sf 
;S i 


Exons 


3354 . . 3503, 


3355 . 


. . 3501 








: c; 


Seq. No. 


9824 








Seq. ID 


OJ000209_22.0228.C1 




Gene No. 


20910 








Strand 






Start 


6091 








End • 


8555 




Name 


OJ000209 22 


. 0228 , 


. CI . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


6072 








End 


8407 




GI 


none 








Score 


242 




Exons 


6072 . . 6293, 


6086 . 


. .6334 , 


6088 . 


.6348, 6089. .6292, 6461. .6598, 






6468 . . 6602, 


6862 - 


. . 6948, 


6864 . 


.6950,, 6869.. 6961, 7007.. 7087, 






7020. .7064, 


7025 . 


. . 7090, 


7178 . 


.7315, 7182. .7316, 7184. .7330,. 






7191. .7316, 




. . bz4o , 


o n o o 


.8249, 8037.. 8252, 8038.. 8253, 






8283. .8405, 


8345, 


. .8407 










Seq. No. 


9824 








Seq. ID 


OJ000209_22.0228.C1 




Gene No. 


20910 








Strand 






Start 


6091 








End 


8555 




Name 


OJ000209 22 


.0228 


.Cl.o3. 


gs 


Method 


GENSCAN 



10283 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6091 
none 



End 
Score 



8247 
.91 



6091. .6345, 6473. .6595, 6862. .6948, 7025. .7076, 7183. .7307, 
8039. .8247 



9824 
20910 
6091 

OJ000209_22.0228.Cl.o3.np 
6100 
6706417 
6100. .6345, 8132. .8183 

(AL133248) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000209_22.0228.C1 
Strand 

End 8555 

Method AAT/NAP 

End 8183 

Score 147 



9824 

20910 

6091 

OJ000209_22 . 0228 . CI . o4 .np 

6103 

2335108 



Seq. ID OJ000209_22.0228.C1 
Strand 

End 8555 

Method AAT/NAP 

End 8555 

Score 672 



6103. .6334, 6462. .6595, 6862. .6948, 7025. .7076, 7183. .7317, 
8049. .8247, 8356. .8555 



GI Descrip. (AC002339) putative zinc protease [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9824 

20910 

6091 

OJ000209_22.0228 .Cl.o2. tc 

8159 

none 



Seq. ID OJ000209_22.0228.C1 
Strand 

End 8555 

Method TBLASTX: Cress 

End 8498 

Score 41 



8159. .8254, 8195. .8248, 8345. .8497, 8346. .8498 



9825 
20911 
1 

OJ000209_22.0228 .C2.ol.np 
1 

5702196 
1. .1104 

(AF107293) rust resistance protein [Zea mays] 



Seq. ID OJ000209_22.0228.C2 

Strand + 

End 1104 

Method AAT/NAP 

End 1104 

Score 1126 



Seq. ID OJ000209_22.0228.C2 

Strand + 

End 1104 

Method GENSCAN 

End 1016 

Score .88 



9825 
20911 
1 

OJ000209_22.0228 .C2.ol.gs 
20 

none 

20. .1016 

9825 
20911 
1 

OJ000209_22.0228.C2 .o2.tm 
29 

none 

29. .97, 98. .289, 105. .290, 107. .295, 124. .294 



Seq. ID OJ000209_22.0228.C2 

Strand + 

End 1104 

Method TBLASTX : Maize 

End 295 

Score 57 



10284 






9825 


Seq. ID 


OJ000209 22.0228 


.C2 


Gene No. 


20911 


Strand 


+ 




Start 


1 


End 


1104 




Name 


OJ000209 22.0228.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


668 


End 


1099 




GI 


none 


Score 


433 




Exons 


668. .1099, 669. .1061, 725.. 


1063, 850. 


1098 




Seq. No. 


9826 


Seq. ID 


OJ000209_22.0228 


.C3 


Pari o KIo 


20912 


Strand 


+ 




Start 


4315 


End 


8467 




Name 


OJ000209 22.0228.C3.o2.gs 


Method 


GENSCAN 




Start 


4315 


End 


8467 




GI 


none 


Score 


.76 




Exons 


4315. .4379, 5848. .6191, 6311. .6566, 6855. .6945, 7125. .7278, 




7451. .7639, 8310. .8467 










9826 


Seq. ID 


OJ000209_22.0228 


.C3 


Gene No. 


20913 


Strand 


+ 




Start 


9983 


End 


15012 




Name 


OJ000209 22.0228.C3.o3.gs 


Method 


GENSCAN 




Start 


9983 


End 


10767 




* k GI 


none 


Score 


.72 




*: Exons 


9983. .10538, 10607. .107 67 








Fi Seq. No. 


9826 


Seq. ID 


OJ000209_22.0228 


.C3 


jj Gene No. 


20913 


Strand 


+ ■. 




= ; Qf a v-f 
; JLCII L 


9983 


End 


15012 




= ? 

~i Name 


OJ000209 22.0228.C3.o2.gp 


Method 


AAT/GAP 




Z Start 


10592 


End 


12409 




*! GI 


LIB34 31-04 5-P1-N1-A10 


Score 


821 




Li Exons 


10592. .10935, 12300. .12409 








GI Descrip. 


f 5441876/cibj IAP000367.1 IAP000367 0.0e+00 Oryza sativa genomic 


DNA, chromosome 2, clone : P0437H03 (contig b) 1 




? Seq. No. 


9826 


Seq. ID 


OJ000209_22.0228 


.C3 




20913 


Strand 


+ 




=1 Start 


9983 


End 


15012 




*j Name 


OJ000209 22.0228.C3.o4.gs 


Method 


GENSCAN 




Start 


10994 


End 


15012 




GI 


none 


Score 


.55 




Exons 


10994. .10996, 11180. .11338, 


11405. .11482, 12676. .12780, 






13352. .13414, 13560. .13820, 


14647. .14 


836, 14984. .15012 




Seq. No. 


9826 


Seq. ID 


OJ000209_22.0228 


.C3 


Gene No. 


20914 


Strand 






Start 


1 


End 


3761 




Name 


OJ000209 22.0228.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3755 




GI 


2443881 


Score 


1047 




Exons 


1..93, 195. .400, 467. .610, 


688. .762, 


1168. .1238, 1506. . 


1835, 




2802. .2931, 2989. .3137, 3731. .3755 






GI Descrip. 


(AC002294) contains beta-transducin motif [Arabidopsis 


thalia 


Seq. No. 


9826 


Seq. ID 


OJ000209_22.0228 


.C3 


Gene No. 


20914 


Strand 






Start 


1 


End 


3761 





10285 



Name 


OJ000209 22.0228. 


C3.ol. 


gs 


Method 


GEN SCAN 


Start 


41 






End 


3761 


GI 


none 






Score 


. 6 


Exons 


41. .112, 229. .400 


, 688. 


.762, 


1168 . . 1238 


1, 1506. . 1748, 2802 . . : 




3611 . . 3761 










Seq. No. 


9826 






Seq. ID 


OJ000209 22. 0228. C3 




20915 






Strand 




Start 


6567 






End 


18539 


Name 


OJ000209 22.0228. 


C3.ol. 


tm 


Method 


TBLASTX : Maxze 


Start 


1 






End 


825 


GI 


none 






Score 


99 


Exons 


1..105, 3. .113, 11. .109, 231. 


.401, 233. 


. 406, 446. . 610, 462 . 




469. .612, 470. .613, 685 


. .825, 


686 . .790 






9826 






Seq. ID 


OJ000209_22.0228.C3 


Gene No. 


20915 






Strand 




Start 


6567 






End 


18539 


Name 


OJ000209 22.0228. 


C3.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


467 






End 


739 


GI 


none 






Score 


101 


Exons 


467. .610, .474. .605, 685 


. .738, 


692 . . 739 




Seq. No. 


9826 






Seq. ID 


OJ000209_22.0228.C3 


Vjcllti LNU. 


20915 






Strand 




Start 


6567 






End 


18539 


Name 


OJ000209 22.0228. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1159 ~ 






End 


2925 


GI 


none 






Score 


74 


Exons 


1159. .1236, 1168. 


.1239, 


1169 . 


.1240, 1501. .1815, 1505. .1795, 




1579. .1833, 2803. 


.2925, 


2812. 


.2907 




Seq. No. 


9826 






Seq. ID 


OJ000209_22.0228.C3 




20915 






Strand 




Start 


6567 






End 


18539 


Name 


OJ000209 22.0228. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1168 






End 


2925 


GI 


none 






Score 


83 


Exons 


1168. .1239, 1169. 


, .1240, 


1501. 


.1632, 1505. .1633, 1528. .1758, 




1615. .1836, 2812. 


, .2925 








Seq. No. 


9826 






Seq. ID 


OJ000209__22.0228.C3 


IJCllC LN(wl. 


20915 






Strand 




Start 


6567 






End 


18539 


Name 


OJ000209 22.0228. 


,C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1501 






End 


2916 


GI 


none 






Score 


67 


Exons 


1501. .1833, 1501. 


, . 1761, 


1504. 


.1818, 1568. .1819, 1597. .1833, 




- ; 1663. .1824, 2797. 


, .2916, 


2797. 


.2916 




Seq. No. 


9826 






Seq. ID 


OJ000209_22.0228.C3 


Gene No. 


20915 






Strand 




Start 


6567 






End 


18539 


Name 


OJ000209 22.0228. 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2981 






End 


3873 


GI 


none 






Score 


201 


Exons 


2981. .3130, 2988. 


. .3131, 


3002. 


.3130, 3007. .3144, 3730. .3768, 



10286 



3796. .3873 



Seq. No. 


9826 


Seq. ID 


OJ000209_22.0228, 


.C3 


Gene No. 


20915 


Strand 






Start 


6567 


End 


18539 




Name 


OJ000209 22.0228.C3.o2.np 


Method 


AAT/NAP 




Start 


6567 


End 


18484 




GI 


5732634 


Score 


243 




Exons 


6567.. 6739, 9117.. 9210, 10400 


. .10496, 


14748. .14899, 17956. . 


GI Descrip. 


(AF121009) hypothetical protein Jv0534 


[Mycobacterium 






tuberculosis H37Rv] 








Seq. No. 


9826 


Seq. ID 


OJ000209_22 . 0228 


.C3 


Gene No. 


20915 


Strand 






Start 


6567 


End 


18539 




Name 


OJ000209 22.0228.C3.ol.gp 


Method 


AAT/GAP 




Start 


9380 


End 


9544 




GI 


7406 1.R1084 


Score 


225 




Exons 


9380. .9544 








GI Descrip. 


, 1122315/emb|CAA63901 | 7.0e-10 (X94191 


) heat shock protein 




[Pennisetum glaucum] 1 








Seq. No. 


9826 


Seq. ID 


OJ000209_22.0228 


.C3 


Gene No. 


20915 


Strand 






Start 


6567 


End 


18539 




Name 


OJ000209 22.0228.C3.o5.gs 


Method 


GENSCAN 




Start 


15330 


End 


18539 




GI 


none 


Score 


.93 




Exons 


15330. .15515, 15593. . 15626, 16126 .. 16377 , 164 61 .. 17301 , 






17589. .17608, 17912. .18539 








Seq. No. 


9827 


Seq. ID 


OJ000209_22.0228 


.C4 


Gene No. 


20916 


Strand 






Start 


81 


End 


3191 




Name 


OJ000209 22. 0228.C4 .ol.np 


Method 


AAT/NAP 




Start 


81 


End 


3191 




GI 


4680203 


Score 


479 




Exons 


81. .1040, 3165. .3191 








GI Descrip. 


(AF114171) ' TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


9827 


Seq. ID 


OJ000209_22.0228 


.C4 


Gene No. 


20916 


Strand 






Start 


81 


End 


3191 




Name 


OJ000209 22.0228.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


221 


End 


1317 




GI 


none 


Score 


71 




Exons 


221. .289, 296. .400, 303. .395, 


413. .517 


, 431. .487, 506.. 


661, 




522. .668, 674. .928, 917. .1183, 943. .1317 




Seq. No. 


9827 


Seq. ID 


OJ000209_22.0228 


.C4 


Gene No. 


20916 ' 


Strand 






Start 


81 


End 


3191 




Name 


OJ000209 22.0228.C4.o2.tm 


Method 


TBLASTX :Maize 




Start 


525 


End 


820 




GI 


none 


Score 


69 




Exons 


525. .638, 527. .646, 650. .820 









18484 



10287 




Seq. No. 


9827 








Seq. ID 


OJ000209_22.0228 


.C4 


Gene No. 


20916 








Strand 






Start 


81 








End 


3191 




Name 


OJ000209 22 


.0228 


.C4.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


716 








End 


1138 




GI 


none 








Score 


94 




Exons 


716. .928, 917. .1138, 943. .1128 






Seq. No. 


9827 








Seq. ID 


OJ000209_22.0228 


.C4 


Gene No. 


20916 








Strand 






Start 


81 








End 


3191 




Name 


OJ000209 22 


.0228, 


,C4.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


1069 








End 


1312 




GI 


none 








Score 


207 




Exons 


1069. .1311, 


1073, 


. .1312 










Seq. No. 


9827 








Seq. ID 


OJ000209_22.0228 


.C4 


Gene No. 


20916 








Strand 






Start 


81 








End 


3191 




Name 


OJ000209 22 


.0228, 


.C4.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1322 








End 


1768 




GI 


none 








Score 


56 




Exons 


1322. .1429, 


1323, 


. . 1427, 


■ 1458.. 


,1712, 14 


78 .. 1768 




Seq. No. 


9827 








Seq. ID 


OJ000209 22.0228 


.C4 


Gene ""No . 


20916 








Strand 






Start 


81 








End 


3191 




Name 


OJ000209 22 


.0228, 


.C4 .ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


1473 








End 


1756 




GI 


none 








Score 


108 




Exons 


1473. . 1733, 


1478, 


. .1756 










Seq. No. 


9828 








Seq. ID 


OJ000209_22.0228 


.C5 


Gene No. 


20917 








Strand 


+ 




Start 


1976 








End 


2293 




Name 


OJ000209 22 


.0228, 


,C5.ol. 


■ gp 


Method 


AAT/GAP 




Start 


1976 








End 


2293 




GI 


2442658 








Score 


545 




Exons 


1976. .2293 














Seq. No. 


9828 








Seq. ID 


OJ000209_22.0228 


.C5 


Gene No. 


20918 








Strand 


+ 




Start 


2603 








End 


3176 




Name 


OJ000209 22 


.0228. 


.C5.o2. 


,gp 


Method 


AAT/GAP 




Start 


2603 








End 


3176 




GI 


3762949 








Score 


1034 




Exons 


2603. .3176 














Seq. No. 


9828 








Seq. ID 


OJ000209_22.0228 


.C5 


Gene No. 


20919 








Strand 


+ 




otart 


6942 








End 


i i y o 




Name 


OJ000209 22 


.0228, 


.C5.o3. 


,gs 


Method 


GENSCAN 




Start 


6942 








End 


7796 




GI 


none 








Score 


.75 




Exons 


6942. .7796 














Seq. No. 


9828 








Seq. ID 


OJ000209_22.0228 


.C5 



10288 




fZpnp Ma 


20920 






Strand 


+ 




Start 


13245 






End 


15406 




Name 


OJ000209 22 


.0228. 


, C5 . o3 . np 


Method 


AAT/NAP 




Start 


13245 






End 


15406 




GI 


4559351 






Score 


125 




Exons 


1324 5. .134 62, 14 685 .. 14 94 9, 


15063. . 15406 




GI Descrip. 


(AC006585) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9828 






Seq. ID 


OJ000209_22.0228, 


,C5 




20921 






Strand 






Start 


3552 






End 


5501 




Name 


OJ000209 22 


.0228, 


.C5.o2.gs 


Method 


GENSCAN 




Start 


3552 






End 


5501 




GI 


none 






Score 


.55 




Exons 


3552. .3656, 


3727, 


..3858, 3864 


..4077, 4558. .4693, "4855. .4939, 




5121. .5501 












Seq. No. 


9828 






Seq. ID 


OJ000209_22.0228. 


. C5 


Gene No. 


20922 






Strand 






Start 


6782 






End 


12951 




Name 


OJ000209 22 


.0228, 


, C5.ol.np 


Method 


AAT/NAP 




Start 


6782 






End 


11079 




GI 


6907089 






Score 


4488 




Exons 


6782. . 6801, 


8053, 


..9722, 9818 


. .11079 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




C o rr KIo 
O c . IN . 


9828 






Seq. ID 


OJ000209_22.0228, 


.C5 


Gene No. 


20922 






Strand 






Start 


6782 






End 


12951 




Name 


OJ000209 22 


.0228, 


.C5.ol.tm 


Method 


TBLASTX : Maize 




Start 


7620 






End 


8057 




GI 


none 






Score 


307 




Exons 


7620. .8054, 


7625. 


..7747, 7799 


. .8023, 7845. .8057 




Cprr M n 
tj V_4 . i 


9828 






Seq. ID 


OJ000209_22.0228, 


>C5 


Gene No. 


20922 






Strand 






Start 


6782 






End 


12951 




Name 


OJ000209 22 


.0228. 


.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7914 






End 


12951 




GI 


none 






Score 


155 




Exons 


7914 . .8057, 


7917. 


..8054, 12777. .12845, 


12778. .12951, 12800.. 




9828 






Seq. ID 


OJ000209_22.0228, 


.C5 


Gene No. 


20922 






Strand 






Start 


6782 






End 


12951 




Name 


OJ000209 22 


.0228, 


.C5.o4 .gs 


Method 


GENSCAN 




Start 


7931 






End 


11079 




GI 


none 






Score 


.88 




Exons 


7931. .9046, 


9107. 


..9722, 9818 


. .11079 






Seq.' No. 


9828 






Seq. ID 


OJ000209_22.0228, 


.C5 


Gene No. 


20922 






Strand 






Start 


6782 






End 


12951 




Name 


OJ000209 22 


.0228, 


.C5.o2.np 


Method 


AAT/NAP 




Start 


10278 






End 


12741 




GI 


5922623 






Score 


207 




Exons 


10278. .10309, 11* 


392. .11967, 


12135. .12288, 12667. .12741 





10289 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6016856 | db j | BAA85199.il (AP000570) 


hypothetical protein 




L v_/ j_ y t.. a o q i — l v cj. j 






Seq. No. 


9828 


Seq. ID 


OJ000209 22. 0228. C5 


Gene No. 


20923 


Strand 




Start 


14693 


End 


14875 


Name 


OJ000209 22.0228.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


14693 


End 


14875 


GI 


none 


Score 


92 


Exons 


14693. .14746, 14707. .14757, 


14755. . 148 


74, 14756. .14875 


Seq. No. 


9829 


Seq. ID 


OJ000209_22.0228.C6 


Gene No. 


20924 


Strand 


+ 


Start 


2106 


End 


3531 


Name 


OJ000209 22.0228.C6.ol.np 


Method 


AAT/NAP 


Start 


2106 


End 


3531 


GI 


5852084 


Score 


84 


Exons 


2106.. 2156, 3421.. 3531 






GI Descrip. 


(AL117264) zwh0007 1 TOrvza 


sativa] 




Seq. No. 


9829 


Seq. ID 


OJ000209_22.0228.C6 


Gene No. 


20925 


Strand 


+ 


r 

== f Start 


5439 


End 


8745 


■.zl Name 


OJ000209 22.0228.C6.o2.gs 


Method 


GENSCAN 


;f! Start 


5439 


End 


8745 


l !{ GI 


none 


Score 


.49 


=«i Exons 


S439 SS73 621S 6283 76S6 


..7722, 8057. .8185, 8363. .8745 


Seq. No. 


9829 


Seq. ID 


OJ000209_22.0228.C6 


:«? Gene No. 


20926 


Strand 




; [| Start 


565 


End 


1804 


Name 


OJ000209 22.0228.C6.ol.gs 


Method 


GENSCAN 


Sj Start 


565 


End 


1804 




none 


Score 


.74 


' E Exons 


565. .735, 1087. .1130, 1224.. 


1319, 1361 


. .1436, 1754. .1804 


■i Seq. No. 


9829 


Seq. ID 


OJ000209_22.0228.C6 


5 i Gene No. 


20927 


Strand 




11 Start 


1805 


End 


1865 


^ Name 


OJ000209 22.0228.C6.ol.gp 


Method 


AAT/GAP 


Start 


1805 


End 


1865 


GI 


2312838 


Score 


58 


Exons 


1805. .1865 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. Oe-21 Oryza rufipogon 






intron 1, 


partial sequence 


Seq. No. 


9829 


Seq. ID 


OJ000209_22.0228.C6 


Gene No. 


20928 


Strand 




Start 


8551 


End 


8769 


Name 


OJ000209 22.0228.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


8551 


End 


8769 


GI 


none 


Score 


134 


Exons 


8551.. 8679, 8558.. 8680, 8559 


..8681, 8667. .8768, 8668. .8769 


Seq. No. 


9830 


Seq. ID 


OJ000209_22.0228.C7 


Gene No. 


20929 


Strand 


+ 



10290 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_22.0228.C7.ol.gp 
1 

40306 1.R1084 



End 

Method 

End 

Score 



4519 
AAT/GAP 
1511 
551 



1..78, 576. .701, 1312,.. 1386, 1478. .1511 

'2443878 3.0e-16 (AC002294) Unknown protein [Arabidopsis 
thaliana] 1 

Seq. ID OJ000209_22.0228.C7 



9830 

20929 Strand 

1 End 

OJ000209_22 .0228.C7 .ol.np Method 

1 End 

2443881 Score 

1..34, 616. .701, 1914. .2000, 4449. .4519 

(AC002294) contains beta-transducin motif [Arabidopsis thaliana] 



+ 

4519 
AAT/NAP 
4519 
58 



9830 

20929 

1 

OJ000209_22 . 0228 . C7 . ol . gs 

517 

none 

517. .701, 1312. .1386, 1478, 
3563.. 3757 



Seq. ID OJ000209_22.0228.C7 

Strand + 

End 4519 

Method GENSCAN 

End 3757 

Score .7 
,1590, 1880. .1996, 3358. .3479, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000209_22.0228.C7 

Strand + 

End 4519 

Method AAT/GAP 

End 2786 

Score 712 



Seq. ID OJ000209_22.0228.C7 
Strand 

End 3765 

Method TBLASTX: Maize 

End 1998 

Score 67 



9830 
20929 
1 

OJ000209_22.0228.C7 ,o2.gp 
2216 
2280902 

2216. .2288, 2475. .2786 

9830 
20930 
3677 

OJ000209_22.0228 .C7.ol.tm 
1 

none 

1..60, 526. .699, 572. .700, 575. .700, 576. .704, 579. .704, 
1279. .1389, 1310. .1387, 1311. .1388, 1478. .1591, 1478. .1591, 
1480. .1599, 1871. .1996, 1878. .1997, 1878. .1997, 1879. .1998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9830 Seq. ID 

20930 Strand 

3677 End 

OJ000209_22 . 0228 . C7 . ol . tw Method 

1 End 

none Score 



OJ000209_22.0228.C7 
3765 

TBLASTX: Wheat 

2286 

84 



1..78, 3. .65, 7. .72, 526. .699, 527. .700, 575. .700, 576. .704, 
576. ,704; 1306. .1389, 1309. .1386, 1311. .1388, 1472. .1591, 
1478. .1612, 1480. .1599, 1506. .1601, 1871. .1996, 1878. .1997, 
1878. .1997, 1879. .2007, 2214. .2285, 2217. .2285, 2242. .2286 



Seq. No. 
Gene No. 



9830 
20930 



Seq. ID 
Strand 



OJ000209 22. 0228. C7 



10291 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 
f Start 
I GI 
{ Exons 

s 

: GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3677 

OJ000209_22.0228.C7.o3.gp 

3677 

286756 

3677. .3765 

2443878 3.0e-16 (AC002294) 
thaliana] 



End 

Method 

End 

Score 



3765 
AAT/GAP 
3765 
133 



Unknown protein [Arabidopsis 



9831 

20931 

1 

OJ000209_22 
1 

286756 
1..49, 360. 



Seq. ID 
Strand 
End 
Method 
End 
Score 
1135, 1665.. 1709 
2443878 3.0e-16 (AC002294) Unknown protein [Arabidopsis 
thaliana] 



0228.C8.ol.gp 



,422, 1102. 



OJ000209_22.0228. 
+ 

4214 
AAT/GAP 
1709 
318 



C8 



9831 

20931 

1 

OJ000209_22, 
1 

4454464 
1..49, 360.. 
2723. .2768, 



.C8 



0228.C8.ol.np 



422, 
2897 



1102. . 
, .2964, 



1135, 
3335 



Seq. ID OJ000209_22.0228 
Strand + 
End 4214 
Method AAT/NAP 
End 4039 
Score 707 
1665. .1787, 2383. .2445, 2542. 
..3383, 3620. .3685, 3956. .4039 



.2635, 



(AC006234) putative secretory carrier-associated membrane 
protein [Arabidopsis thaliana] 



9831 

20931 

1 

OJ000209_22.0228 .C8.ol.gs 

363 

none 



Seq. ID OJ000209_22.0228.C8 



Strand 
End 

Method 

End 

Score 



+ 

4214 
GENSCAN 
4132 
.81 



363. .422, 1102. .1135, 1665. .1787, 2542. .2608, 2723. .2768, 
2897. .2964, 3335. .3383, 3620. .3685, 4046. .4132 



9831 

20931 

1 

OJ000209_22. 0228.C8.o2.gp 
1739 

75825_1.R1084 

1739. .1787, 2383. .2445, 2542. 
3335.. 3383, 3620.. 3685, 3956. 
* 4 454 4 64 /gb | AAD20911 | 4 .Oe-7 5 
[Arabidopsis thaliana] 1 

9831 

20932 

4606 

OJ000209 22.0228.C8.o2.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2635, 2723 
.4214 
(AC006234) 



OJ000209_22.0228.C8 
+ 

4214 
AAT/GAP 
4214 
1206 

2768, 2897. .2964, 



unknown protein 



Seq. ID OJ000209_22.0228.C8 



none 



Strand 
End 

Method 

End 

Score 



7489 

TBLASTX: Cress 

1789 

62 



,55, 1663. .1770, 1664. .1789, 1680. .1787 



10292 



Seq. No. 9831 * Seq. ID 

Gene No. 20932 Strand 

Start 4606 End 

Name OJ000209_22 . 0228 . C8 . o2 . tw Method 

Start 349 End 

GI none Score 

Exons .349. .426, 1662. .1787, 1663. .1770, 1664 
2382. .2435 



OJ000209_22.0228.C8 
7489 

TBLASTX: Wheat 

2435 

144 

. .1789, 1664. .1774, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9831 
20932 
4606 

OJ000209_22.0228.C8.o2.tm 
358 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 22. 0228. C8 



7489 

TBLASTX: Maize 
4048 
108 

358. .411, 1662. .1787, 1663. .1770, 1664. .1789, 1664. .1774, 
2381. .2461, '2382. .2450, 2384. .2476, 2531. .2650, 2540. .2635, 
2541. .2636, 2720. .2764, 2720. .2764, 2721. .2771, 2882. .2965, 
2897. .2962, 2902. .2964, 3333. .3386, 3333. .3398, 3619. .3681, 
3620. .'3685, 3620. .3685, 3950. .4048, 3950. .4042, 3955. .4047. 



9831 

20932 

4606 

OJ000209_22. 
1656 
none 
1656. 
2382. 
2721. 
3946. 



1784, 
2450, 
2771, 
4035, 



0228.C8.o2.ts 



1657, 
2531. 
2882. 
3950. 



.1770, 1664. 

.2617, 2541, 

.2962, 2908. 
.4042 



Seq. ID OJ000209_22.0228.C8 
Strand 

End 7489 

Method TBLASTX : Soybean 

End 4042 

Score 95 

.1789, 1664. .1774, 2381. .2446, 
.2636, 2709. .2768, 2717. .2770, 
.2961, 3333.. 3386, 3620.. 3685, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9831 

20932 

4606 

OJ000209_22.0228 .C8 .o3. tc 

2376 

none 

2376. .2450, 2381. .2446, 2531. 
2582.. 2635, 2717.. 2761, 2721. 
3946. .4053, 3950. .4036 

9831 

20932 

4606 

OJ000209_22.0228 .C8 . o4 . tw 

2610 

none 

2610. .2636, 2720. .2764, 2720. 
2897.. 2962, 3333.. 3386, 3333. 
3619. .3681, 3620. .3685, 3620. 
3955. .4047 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2584, 2541 
.2762, 3619 



OJ000209 22. 0228. C8 



7489 

TBLASTX: Cress 
4053 
98 

2585, 2580. 
3681, 3620. 



.2636, 
.3685, 



Seq. ID OJ000209_22.0228.C8 
Strand 

End 7489 

Method TBLASTX : Wheat 

End 4047 

Score 50 

.2764, 2721. .2771, 2882. .2962, 
.3386, 3335. .3415, 3619. .3681, 
.3685, 3953. .4045, 3953. .4042, 



Seq. No. 9831 Seq. ID 

Gene No. 20932 Strand 

Start 4606 End 

Name OJ000209 22 . 0228 . C8 . o2 . gs Method 



OJ000209_22.0228.C8 

7489 
GENSCAN 



10293 




Start 


4606 




End 


6715 




GI 


none 




Score 


.92 




Exons 


4606. .5109, 


5210.. 6556, 6646. 


. 6715 






Seq. No. 


9831 




Seq. ID 


OJ000209_ 


22. 0228. C8 


Gene No. 


20932 




Strand 






Start 


4606 




End 


7489 




Name 


OJ000209 22 


.0228.C8.o2.np 


Method 


AAT/NAP 




Start 


4661 




End 


7379 




GI 


6634762 




Score 


1263 




Exons 


4661. .4791, 


4820.. 5109, 5210. 


.5743, 5771.. 6082, 


6135. .6556, 




6646. . 6715, 


7330. .7379 








GI Descrip. 


(AC009917) 


Contains a bZIP transcription factor 


PF| 00170' domain 



ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 







[Arabidopsis 


thaliana] 










Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228.C8 




Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4696 








End 


5503 




GI 


none 








Score 


68 


ct. 

M 


Exons 


4696. .4767, 


4915 


. .5112, 


4922. 


.5056, 5210. .5380, 5214. .5381, 


;.i 




5453. .5503 












ff| 


Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228.C8 


i s? 


Gene No. 


20932 








Strand 






Start 


4 60:6 








End 


7489 


! ,i 


Name 


OJ000209 22. 


0228 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4900 








End 


5974 


nl 


GI 


none 








Score 


64 




Exons 


4900. .5112, 


5012 


. . 5056, 


5210. 


.5368, 5211. .5366, 5408. .5692, 


if 




5477 . . 5668, 


5831 


. .5974 








Q 

:. ( 
'-■\ 


Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228.C8 


\- ji : 


Gene No. 


20932 








Strand 




. «i 


Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228 


.C8.ol. 


tc ■ 


Method 


TBLASTX: Cress 


W 


Start 


4936 








End 


5386 




GI 


none 








Score 


138 




Exons 


4936. .5106, 


5210 


. .5386, 


5214. 


.5381 






Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228.C8 




Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5023 








End 


5359 




GI 


none 








Score 


135 




Exons 


5023. .5112, 


5210 


. .5359 










Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228.C8 




Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228 


.C8.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5618 








End 


5981 




GI 


none 








Score 


92 




Exons 


5618. .5743, 


5619 


. .5744, 


5828. 


.5980, 5835.. 5981 



10294 




Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228 


.C8 


Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228 . 


C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6176 








End 


6711 




GI 


none 








Score 


51 




Exons 


6176. . 6271, 


6204 . 


. 6272, 


6261 . 


.6404, 6266. .6466, 6509. .6559, 




6646. . 6711 














Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228 


.C8 


Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228 . 


C8 .o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6176 








End 


6717 




GI 


none 








Score 


69 




Exons 


6176. . 6277, 


6278 . 


. 6460, 


6279. 


.6404, 6488. .6559, 6646. .6717 


Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228 


.C8 


Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228. 


C8.o4 . 


tc 


Method 


TBLASTX: Cress 




Start 


6261 








End 


6702 




GI 


none 








Score 


72 




Exons 


6261. . 6404, 


6269. 


. 6460, 


6646. 


. 6702 






Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228 


.C8 


Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 




Name 


OJ000209 22. 


0228. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6347 








End 


6714 




GI 


none 








Score 


130 




Exons 


6347. . 6448, 


6356. 


. 6469, 


6491. 


.6559, 6498. .6560, 6634. .6714, 




6635. .6712, 


6640. 


.6714 










Seq. No. 


9831 








Seq. ID 


OJ000209_22.0228 


.C8 


Gene No. 


20932 








Strand 






Start 


4606 








End 


7489 ' 




Name 


OJ000209 22. 


0228. 


C8.o3. 


gp 


Method 


AAT/GAP 




Start 


6437 








End 


7489 




GI 


uC-osflM202039el2bl 




Score 


625 




Exons 


6437. . 6556, 


6646. 


.6715, 


7330. 


.7489 






GI Descrip. 


•3169178/gb|AAC17 


821.1 | 


2 . Oe- 


09 (AC004401) hypothetical 


pro 




[Arabidopsis 


thaliana] T 










Seq. No. 


9832 








Seq. ID 


OJ000209_22.0228 


.C9 


Gene No. 


20933 








Strand 


+ 




Start 


1457 








End 


1612 




Name 


OJ000209 22. 


0228. 


C9.ol. 


gs 


Method 


GENSCAN 




otart 


1457 








End 


1612 




GI 


none 








Score 


.43 




Exons 


1457. .1612 














Seq. No. 


9832 








Seq. ID 


OJ000209_22.0228 


.C9 


Gene No. 


20934 








Strand 






Start 


4750 








End 


9040 




Name 


OJ000209 22. 


0228. 


C9.o2. 


ts 


Method 


TBLASTX: Soybean 





10295 






Start 


4748 








End 


4926 






GI 


none 








Score 


116 






Exons 


4748. .4876, 


4756 


. .4926 












Seq. No. 


9832 








Seq. ID 


OJ000209_22. 0228 


.C9 




Gene No. 


20934 








Strand 








Start 


4750 








End 


9040 






Name 


OJ000209 22 


.0228 


.C9.o2. 


gs 


Method 


GENSCAN 






Start 


4750 








End 


9040 






GI 


none 








Score 


.77 






Exons 


4750. . 4924, 


6838 


. .7162, 


8402 . 


.8440, 8i 


J 33 . . 9040 






Seq. No. 


9832 








Seq. ID 


OJ000209_22.0228 


.C9 




Gene No . 


20934 








Strand 








Start 


4750 








End 


9040 






Name 


OJ000209_22 


. 0228 


.C9 .ol . 


tm 


Method 


TBLASTX: Maize 






Start 


4796 








End 


7065 






GI 


none 








Score 


121 






Exons 


4796. .4927, 


4798 


. .4926, 


4992. 


.5105, 6802. .6975, 6837. .7064 






6837 . . 7064, 


7033 


. .7065 












Seq. No. 


9832 








Seq. ID 


OJ000209_22.0228 


.C9 




Gene No. 


20934 








Strand 






: : 
•ssr 


Start 


4750 








End 


9040 






Name 


OJ000209 22 


.0228 


.C9.o3. 


ts 


Method 


TBLASTX: Soybean 




rrl 


Start 


6960 








End 


7116 




''S 1 1 

rii 


GI 


none 








Score 


91 




Li 


Exons 


6960. .7106, 


6960 


. .7115, 


7033. 


.7116 






i :! 


Seq. No. 


9832 








Seq. ID 


OJ000209_22.0228 


.C9 


. -i 


Gene No. 


20934 








Strand 






rii 


Start 


4750 








End 


9040 






Name 


OJ000209 22 


. 0228 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




r 31 


Start 


7117 








End 


9013 






GI 


none 








Score 


77 




% E 


Exons 


7117 . .7167, 


7119 


. . 7163, 


8819. 


.9007, 8835.-8954, 8969. .9013 




Seq. No. 


9832 








Seq. ID 


OJ000209_22.0228 


.C9 


si 


Gene No. 


20934 








Strand 






•jb! 
.: =: 


Start 


4750 








End 


9040 




; t 


Name 


OJ000209_22 


. 0228 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


8831 








End 


9007 






GI 


none 








Score 


235 






Exons 


8831 . . 9007 
















Seq. No. 


9833 








Seq. ID 


OJ000209_22.0228 


.CI 




Gene No. 


20935 








Strand 


+ 






Start 


1031 








End 


1314 






Name 


OJ0Q0209 22 


. 0228 


.Cll .ol 


.gp 


Method 


AAT/GAP 






Start 


1031 








End 


1314 






GI 


none 








Score 


490 






Exons 


1031. .1314 
















Seq. No. 


9834 








Seq. ID 


OJ000209__22.0228 


.Cl: 




Gene No. 


20936 








. Strand 


+ 






Start 


2265 








End 


5495 






Name 


OJ000209 22 


.0228 


.C12.o2 


.gs 


Method 


GENSCAN 





10296 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons, 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



2265 End 5495 

none Score . 42 

2265. .2284, 2833. .3109, 3226. .3401, 5348. .5495 



9834 Seq. ID 

20937 Strand 
6937 End 
OJ000209_22.0228.C12.o2.gp Method 
6814 End 
68586_1.R1084 Score 
6814 . .7237 

, 30804 00/emb|CAA18720. 1 1 2 

[Arabidopsis thaliana] >gi_4 4 55264_emb_CAB36800 . 1 
putative protein [Arabidopsis thaliana] 1 



OJ000209_22.0228.C12 
+ 

7237 
AAT/GAP 
7237 
756 



Oe-25 (AL022603) putative protein 

(AL035527) 



9834 
20937 
6937 

OJ000209_22.0228.C12.o2.np 
6937 
3080400 
6937.. 7237 

(AL022603) putative protein [Arabidopsis thaliana] 

gi I 4455264 | emb | CAB36800.il (AL035527) putative protein 

[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_ 
+ 

7237 
AAT/NAP 
7237 
310 



22.0228.C12 



9834 

20937 

6937 

OJ000209_22.0228 .C12.o3.gs 

6937 

none 

6937 . .7221 

9834 

20938 

7 

OJ000209_22.0228.C12.ol.gs 

7 

none 

7. .341, 1097. .1151 



Seq. ID OJ000209_22.0228.C12 

Strand + 

End 7237 

Method GENSCAN 

End 7221 

Score .43 



Seq. ID OJ000209_22.0228.C12 
Strand 

End 1151 

Method GENSCAN 

End 1151 

Score .93 



OJ000209 22.0228.C12 



9834 Seq. ID _ 

20938 Strand 
7 End 1151 

OJ000209_22 . 0228 . C12 . ol . np Method AAT/NAP 
110 End 802 

6016874 Score 161 

110. .353, 669. .802 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



to a 



9834 Seq. ID 

20938 Strand 

7 End 

OJ000209 22.0228.C12.ol.gp Method 



OJ000209_22.0228.C12 

1151 
AAT/GAP 



10297 



Start 


252 


End 


977 


GI 


3653 1.R1084 


Score 


1292 


Exons 


252. .977 






GI Descrip. 


'6016874/dbj 1 BAA85217.il 3.0e 


-17 (AP000570) ESTs 


C1914 3 (E10020) , D2507 6 (R3116) 


correspond to a region of the 




predicted gene.; Similar to putative AC 9 transposase. (P03010) 




[Oryza sativa] ' 






Seq. No. 


9834 


Seq. ID 


OJ000209_22. 0228.C12 


Gene No. 


20939 


Strand 




Start 


6780 


End 


7236 


Name 


OJ000209 22.0228.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


6780 


End 


7236 


GI 


none 


Score 


48 


Exons 


6780. .6863, 6787. .6864, 6922. 


.7236, 6924.. 7235 


Seq. No. 


9834 


Seq. ID 


OJ000209_22 . 0228 .C12 


Gene No. 


20939 


Strand 




Start 


6780 


End 


7236 


Name 


OJ000209 22.0228.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6919 


End 


7236 


GI 


none 


Score 


229 


Exons 


6919.. 7137, 6936. .7019, 7104. 


.7235, 7132. .7236 



Seq. No. 
r fl Gene No. 
j'U Start 

Name 
! != ; Start 
4| GI 

Exons 



r Li 
i 

i s = \ 

•■: i 

"'•I 

i : 
:s a; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



9834 

20939 

6780 

OJ000209_22.0228 .C12 .ol.tc 
6921 
none 



Seq. ID OJ000209__22.0228.C12 
Strand 

End 7236 

Method TBLASTX : Cress 

End 7236 

Score 147 



6921. .7019, 6928. .7047, 7045. .7137, 7131. .7235, 7132. .7236 

9835 Seq. ID OJ000209_22 . 0228 . C13 

20940 Strand 

1 End 100 

OJ000209_22 . 0228 . C13 . ol . gp Method AAT/GAP 
1 End 100 

73769_1.R1084 Score 176 

1. .100 

'3080400/emb|CAA18720.1| 3.0e-09 (AL022603) putative protein 
[Arabidopsis thaliana] >gi_44 55264_emb_CAB36800 . 1_ (AL035527) 
putative protein [Arabidopsis thaliana] f 

9836 Seq. ID OJ000209_22 . 0228 . C14 

20941 Strand + 

1 End 603 

OJ000209_22 . 0228 . C14 . ol . np Method AAT/NAP 
1 End 603 

5702196 Score 288 

1. .603 

(AF107293) rust resistance protein [Zea mays] 



9836 

20941 

1 

OJ000209_22.0228.C14.ol.tm 
1 



Seq. ID OJ000209_22.0228.C14 

Strand + 

End 603 

Method TBLASTX: Maize . 

End 448 



10298 



GI 


none 


Score 


138 




Exons 


1..144, 2. .145, 35. .145, 175 


.225, 176. 


.226, 233 


..448, 259. .411 


Seq. No. 


9837 


Seq. ID 


OJ000119_ 


14 .0208. CI 


Gene No. 


20942 


Strand 


+ 




Start 


4935 


End 


10676 




LN ell UC 


OJ000119 14 0208 CI o2 as 


Method 


GENSCAN 




Start 


4935 


End 


10676 




GI 


none 


Score 


.8 




Exons 


4935. .5073, 5100. .5187, 5313 


.5430, 5932. .6067, 


6192. .6237, 




6313. .6420, 6613. .6712, 6806 


. 6951, 7046. .7137, 


7251. .7345, 




7669. .7765, 7855. .7998, 8219 


.8436, 9145. . 9271, 


10211. .10345, 




10573. .10676 








Seq. No. 


9837 


Seq. ID 


OJ000119_ 


14 . 0208 .CI 


Gene No. 


20942 


Strand 


+ 




Start 


4935 


End 


10676 




Name 


OJ000119 14 .0208.Cl.o4 .gp 


Method 


AAT/GAP 




Start 


5120 


End 


6376 




GI 


none 


Score 


589 




Exons 


5120. .5142, 5311. .5430, 5932 


.6067, 6198. .6237, 


6313. .6376 


Seq. No. 


9837 


Seq. ID 


OJ000119_ 


14. 0208. CI 


Gene No. 


20942 


Strand 


+ 




Start . 


4935 


End 


10676 




Name 


OJ000119 14.0208.Cl.o3.np 


Method 


AAT/NAP 






5938 


End 


8642 




GI 


3212871 


Score 


1488 




Exons 


5938.. 6097, 6204.. 6237, 6313 


.6420, 6613. .6712, 


6806. .6951, 




7046. .7137, 7251. .7345, 7669 


.7765, 7855. .7998, 


8219. .8436, 




8535. .8642 








GI Descrip. 


(AC004005) putative methionine aminopeptidase [Arabidopsis 




thaliana] 








Seq. No. 


9837 


Seq. ID 


OJ000119_ 


14. 0208. CI 


Gene No . 


20942 


Strand 


+ 




Start 


4935 


End 


10676 




Name 


OJ000119 14.0208.Cl.o4.np 


Method 


AAT/NAP 




Start 


10161 


End 


10365 




GI 


3122724 


Score 


210 




Exons 


10161. .10365 








GI Descrip. 


60S RIBOSOMAL PROTEIN L38 gi 


2289009|gb|AAB64338 


.11 (AC002335) 




60S ribosomal protein L38 [Arabidopsis 


thaliana] 




Seq. No. 


9837 


Seq. ID 


OJ000119_ 


14 .0208. CI 


Conp Wn 


20943 


Strand 






Start 


595 


End 


4676 




Name 


OJ000119 14.0208.Cl.ol.gs 


Method 


GENSCAN 




Start 


595 


End 


4676 




GI 


none 


Score 


.7 




Exons 


595. .2035, 2163. .2350, 2518.. 


2674, 296C 


. .3011, 3195. .3400, 




3895. .3997, 4111. .4248, 4387. 


.4676 






Seq. No. 


9837 


Seq. ID 


OJ000119_ 


14 .0208. CI 


Gene No. 


20943 


Strand 






Start 


595 


End 


4676 




Name 


OJ000119 14.0208.Cl.ol.np 


Method 


AAT/NAP 





10299 




Start 


737 


End 


1633 


GI 


6649097 


Score 


971 


Exons 


737. .1633 






GI Descrip. 


(AF146275) resistance gene analog PIC2~ 


} [Oryza sativa] 


Seq. No. 


9837 


Seq. ID 


OJ000119 14. 0208. CI 


Gene No. 


20943 


Strand 




Start 


595 


End 


4676 


Name 


OJ000119 14.0208.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1911 ~ 


End 


2375 


GI 


701907 


Score 


466 


Exons 


1911. .2053, 2172. .2375 






Seq. No. 


9837 


Seq. ID 


OJ000119_14 .0208. CI 


Gene No. 


20943 


Strand 




Start 


595 


End 


4676 


Name 


OJ000119 14.0208.Cl.o2.gp 


Method 


AAT/GAP 


Start 


3031 


End 


4183 


GI 


1999 1.R1084 


Score 


999 


Exons 


3031. .3400, 3895. .3997, 4111. 


.4183 




GI Descrip. 


, 133019/sp|P11874 |RL7 DICDI 1 


.0e-33 60S RIBOSOMAL PROTEIN L7 




>gi 71122 pir R5D07 ribosomal protein 


L7 - slime mold 




(Dictyostelium discoideum) >gi 7357 emb CAA33035_ (X14 909) 




ribosomal protein L7 (AA 1 - 


246) [Dictyostelium discoideum] 


Seq. No. 


9837 


Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20943 


Strand 




Start 


595 


End 


4676 


Name 


OJ000119 14 .0208.Cl.o2.np 


Method 


AAT/NAP 


Start 


3188 


End 


4673 


GI 


6503287 


Score 


518 


Exons 


3188. .3400, 3895. .3997, 4111. 


.4248, 4387. .4673 


GI Descrip. 


(AC011713) Strong similarity 


to gi 1445613 ribosomal protein : 




from Solanum tuberosum. [Arabidopsis thaliana] 


Seq. No. 


9837 


Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20943 


Strand 




Start 


595 


End 


4676 


Name 


OJ000119 14.0208.Cl.o3.gp 


Method 


AAT/GAP 


Start 


4387 


End 


4608 


GI 


none 


Score 


421 


Exons 


4387. .4608 






Seq. No. 


9837 


Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20944 


Strand 




Start 


16388 


End 


16918 


Name 


OJ000119 14.0208.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


806 


End 


1180 


GI 


none 


Score 


246 


Exons 


806. .1180 






Seq. No. 


9837 


Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20944 


Strand 




Start 


16388 


End 


16918 


Name 


OJ000119 14.0208.Cl.o5.ts 


Method 


TBLASTX: Soybean 


Start 


875 


End 


1099 


GI 


4397495 


Score 


199 



10300 




Exons 875.. 1099 

GI Descrip. 4234955 2.0e-22 (AF098971) NBS-LRR-like protein cD8 [Phaseolus 
vulgaris] 



Seq. No. 


9837 








Seq. ID 


OJ000119_14 .0208. CI 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119_14 


. 0208 


. CI . oo . 


tc 


Method 


TBLASTX: Cress 


Start 


923 








End 


1675 


GI 


none 








Score 


68 


Exons 


923.'. 1009, 


1052. 


.1180, 


1205. . 


1261, 1379. .1462, 1505 .. 1675 , 




1596 . . 1667 












Seq. No. 


, 9837 








Seq. ID 


OJ000119_14 .0208. CI 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


/-\ Trt A A 1 1 A 1/1 

ojuuuiiy 14 


. UzUo 


. Ol . OZ . 


ts 


Method 


TBLASTX : Soybean 


Start 


1100 








End 


1643 


GI 


none 








Score 


63 


Exons 


1100 . . 1180, 


1 "I A O 

1193 


T *3 *D C 

. . 1336, 


1 O A Q 

134 y . 


.1597, 1577. .1642, 1587. .1643 


Seq. No. 


9837 








Seq. ID 


OJ000119_14 .0208. CI 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119_14 


. 0208 


.CI .06. 


tm 


Method 


TBLASTX: Maize 


Start 


1289 








End 


1654 


GI 


none 








Score 


133 


Exons 


1289. .1468, 


1505 


. . 1654 








Seq. No. 


9837 








Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


2094 4 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119 14 


. 0208 


. CI . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3036 








End 


4403 


GI 


none 








Score 


49 


Exons 


3036 . .3110, 


304 6 


. . 3123, 


O 1 A *T 

3106 . 


.3138, 3114. .3134, 3134. .3178, 




3168 . . 3401 , 


317 9 


O A A £T 


J lo D . 


.3401, 3879. .3998, 3889. .4002, 




3893. .4009, 


3896 


. .3997, 


4090. 


.4242, 4096. .4242, 4110. .4256, 




4110. .4256, 


4380 


. .4403 








Seq. No. 


9837 








Seq. ID 


OJ000119_14 .0208. CI 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119 14 


A O A O 

. 0208 


. CI . OO . 


tc 


Method 


TBLASTX: Cress 


Start 


3177 








End 


4640 


GI 


none 








Score 


153 


Exons 


Jl / / . . 34 U4 , 




. . J 4 U 0 , 


jo o y . 


.4002, 4090. .4257, 4110. .4238, 




4446. .4640 












Seq. No. 


9837 








Seq. ID 


OJ000119_14 .0208. CI 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119 14 


.0208 


.Cl.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3183 








End 


4640 


GI 


none 








Score 


132 


Exons 


3183. .3398, 


3185 


. .3403, 


3889. 


.4002, 3947. .3994, 4090. .4257, 




4110. .4238, 


4446 


. . 4640 









10301 



Seq. No. 9837 

Gene No. 20944 

Start 16388 

Name OJ000119__14 . 0208 . CI . ol . tw 

Start 3350 

GI none 
Exons 



Seq. ID OJ000119_14.0208.C1 



Strand 
End 

Method 

End 

Score 



16918 

TBLASTX: Wheat 

4295 

83 



3350.. 3406, 3879.. 4004, 3889.. 4002, 3893.. 4009, 3899.. 4009, 
4090. .4248, 4101. .4295, 4110. .4238 



Seq. No. 


9837 








Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119_14 


. 0208 . 


.Cl.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4404 








End 


4707 


GI 


none 








Score 


197 


Exons 


4404 . . 4529, 


4405 . 


. . 4707, 


4405 . 


.4548, 4584. .4706 


Con Mo 


9837 








Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119 14 


. 0208 . 


,Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4485 








End 


4676 


GI 


none 








Score 


158 


Exons 


4485 . .'4676, 


4486 . 


, . 4 671 








Seq. No. 


9837 








Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119 14 


.0208, 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6310 








End 


7347 


GI 


none 








Score 


155 


Exons 


6310. .6420, 


6311, 


. .6421, 


6313. 


.6429, 6614.. 6715, 6620.. 6715, 




6795. .6866, 


6805, 


. .6951, 


6806. 


.6952, 6900.. 6962, 6901.. 6963, 




7046. .7153, 


7047, 


. .7154, 


7053. 


.7160, 7249. .7347, 7250.. 7345 


Seq. No. 


9837 








Seq. ID 


OJ000119_14.0208.C1 


Gene No. 


20944 








Strand 




Start 


16388 








End 


16918 


Name 


OJ000119 14 


.0208 


.Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6310 








End 


7351 


GI 


none 








Score 


151 


Exons 


6310. .6432, 


6311 


. .6421, 


6614 . 


.6715, 6614. .6715, 6790. .6897, 




6806. . 6874, 


6874 


. .6951, 


6875. 


.6952, 7046. .7153, 7047. .7154, 




7249. .7347, 


7250 


. .7345, 


7253. 


.7351 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9837 

20944 

16388 

OJ000119__14, 

6313 

none 

6313. .6432, 
6805. .6951, 
7048. .7155, 
7668. .7763, 
7854 . .8000, 



0208.Cl.ol.tm 



6314 
6806 



6421, 
6952, 
7249. .7347, 
7668 . .7763, 
7858. .8010, 



6614 . 
7046. 
7250. 
7669. 
8211. 



Seq. ID OJ000119_14.0208.C1 
Strand 

End 16918 
Method TBLASTX: Maize 
End 8651 
Score 187 

.6715, 6619. .6729, 6620. .6715, 
.7138, 7047. .7154, 7047. .7163, 
.7345, 7253. .7351, 7533. .7601, 
.7764, 7812. .7994, 7853. .7999, 
.8432, 8213. .8428, 8218. .8436, 



10302 



8218. .8436, 8532. .8651, 8534. .8647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9837 
20944 
16388 

OJ000119_14 .0208.Cl.o4 . tc 
7734 
none 



Seq. ID OJ000119_14.0208.C1 
Strand 

16918 

TBLASTX: Cress 
8273 
50 



End 
Method 
End 
Score 

7734. .7763, 7735.-7764, 7853. .7999, 7854. .8000, 8211. .8273, 
8218. .8271 



9837 

20944 

16388 

OJ000119_14 . 0208 .Cl.o4 .ts 

7892 

none 

7892.-7993, 7896.. 8000, 7896. 
8211. .8312, 8218. .8313, 8307. 

9837 

20944 

16388 

OJ000119_14 . 0208 .CI . o2 .tc 
8274 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 14. 0208. CI 



16918 

TBLASTX: Soybean 
8376 
101 

7988, 7897. .7992, 7898. .7999, 
8375, 8311.. 8376 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119_14.0208.C1 
16918 

TBLASTX: Cress 

8646 

204 



8274. .8450, 8278. .8442, 8298. .8450, 8520. .8645, 8533. .8646, 
8534. .8644 



9837 

20944 

16388 

OJ000119_14 . 0208.Cl.o2.tw 
10163 
none 



Seq. ID OJ000119_14.0208.C1 
Strand 

End 16918 

Method TBLASTX : Wheat 

End 11307 

Score 67 



10163. .10201, 10164. .10214, 10208 .. 10306, 10209 .. 10304 , 
10210. .10341, 10211. .10306, 10306 .. 10350, 11188 .. 11307 , 
11234. .11287, 11235. .11285 



9837 Seq. ID 

20944 Strand 

16388 End 

OJ000119_14 . 0208. CI .06. tc Method 

10163 End 

none Score 



OJ000119_14.0208.C1 
16918 

TBLASTX: Cress 

11287 

67 



10163. .10210, 10164. .10214, 10208 .. 10306, 102 11 .. 10288 , 
10308. .10364, 10309. .10350, 11234.. 11287 



9837 
20944 
16388 

OJ000119__14 . 0208. CI . o5 . tm 
10163 
none 
10163 
10211 

11234. .11308, 11235. .11285 



OJO-00119 14. 0208. CI 



' Seq. ID 
Strand 
End 

Method 

~~ End 

Score 

10210, 10164. .10214, 10206 .. 10304 , 10208 .. 10315 , 
10306, 10299. .10349, 10306 .. 10350 , 10306 .. 10350 , 



16918 

TBLASTX: Maize 

11308 

67 



10303 



# • 



Seq . No . 


9837 


Seq. ID 


OJ000119_14.0208 


XI 


Gene No. 


20944 


Strand 






Start 


16388 


End 


16918 




Name 


OJ000119 14.0208.Cl.o6.ts 


Method 


TBLASTX: Soybean 




Start 


10163 


End 


11285 




GI 


none 


Score 


67 




Exons 


10163 .. 10210, 10164. .10214 


, 10206. .10295, 10208. .10306, 






10211. .10309, 10306. .10350 


, 10308. .10349, 11235.. 11285 




Seq. No. 


9837 


Seq. ID 


OJ000119_14.0208 


.CI 


Gene No. 


20944 


Strand 


- 




Start 


16388 


End 


16918 




Name 


OJ000119 14.0208.Cl.o4.gs 


Method 


GENSCAN 




Start 


16388 


End 


16918 




GI 


none 


Score 


1 




Exons 


16388 . . 16918 








Seq. No. 


9838 


Seq. ID 


OJ000119_14.0208 


.C2 


Gene No. 


20945 


Strand 






Start 


3932 


End 


5168 




Name 


OJ000119 14 . 0208 .C2 . o2 . gs 


Method 


GENSCAN 




Start 


3932 


End 


5168 




GI 


none 


Score 


.92 




Exons 


3932. .4047, 5136. .5168 








Seq. No. 


9839 


Seq. ID 


OJ000119_14.0208 


.C3 


Gene No. 


20946 


Strand 


+ 




Start 


1 


End 


3419 




Name 


OJ000119 14 .0208.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3419 




GI 


3063465 


Score 


475 




Exons 


1. .22, 179. .377, 737. .828, 


2507. .3195, 


3259. .3419 




GI Descrip. 


(AC003981) F22013.27 [Arabidopsis thaliana] 




Seq. No. 


9839 


Seq. ID 


OJ000119_14.0208 


.C3 


Gene No. 


20946 


Strand 


+ 




Start 


1 


End 


3419 




Name 


OJ000119 14 .0208.C3.ol.gs 


Method 


GENSCAN 




Start 


105 


End 


3395 




GI 


none 


Score 


.97 




Exons 


105. .377, 737. .828, 2507.. 


3395 






Seq. No. 


9839 


Seq. ID 


OJ000119_14.0208 


.C3 


Gene No. 


20947 


Strand 


+ 




Start 


5499 


End 


6663 




Name 


OJ000119 14.0208.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


104 


End 


2572 




GI 


none 


Score 


" 52 




Exons 


104. .157, 105. .209, 165. .377, 176. .379 


, 251. .379, 734.. 


poo 




736. .834, 2504. .2572, 2511 


. .2570 






Seq. No. 


9839 


Seq. ID 


OJ000119_14.0208 


.C3 


Gene No. 


20947 


Strand 


+ 




Start 


5499 


End 


6663 




Name 


OJ000119 14.0208.C3.o2.gs 


Method 


GENSCAN 




Start 


5499 


End 


6604 





10304 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

5499. .6383, 6440. .6604 

9839 

20947 

5499 

OJ000119_14 . 0208.C3.o2.np 

5499 

5902448 

5499. .6392 

(AB030283) orf3 [Oryza sativa] 

9839 
20947 
5499 

OJ000119_14 . 0208 . C3 .ol . tw 
5619 
none 
5619. .5909 

9839 

20947 

5499 

OJ000119_14 .0208 .C3.o3.np 

6482 

5902447 

6482. .6663 

(AB030283) orf4 [Oryza sativa] 



Score . 93 



Seq. ID OJ000119_14.0208.C3 

Strand + 

End " 6663 

Method AAT/NAP 

End 6392 

Score 1511 



Seq. ID OJ000119_14 .0208.C3 

Strand + 

End 6663 

Method TBLASTX : Wheat 

End 5909 

Score 214 



Seq. ID OJ000119_14.0208.C3 

Strand + 

End 6663 

Method AAT/NAP 

End 6663 

Score 106 



14 .0208 .C4 



9840 Seq. ID OJ000119_ 

20948 Strand + 

1 End 745 

OJ000119_14 . 0208 . C4 . ol . np Method AAT/NAP 

1 End 745 

6691716 Score 640 
1..234, 308. .745 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 | dbj (BAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


9840 




Seq. ID 


OJOOOIT 


Gene No. 


20948 




Strand 


+ 


Start 


1 




End' 


745 


Name 


OJ000119 14. 0208. C4 


. ol . gs 


Method 


GENSCAN 


Start 


130 




End 


719 


GI 


none 




Score 


.99 


Exons 


130. .234, 308. .719 








Seq. No. 


9841 




Seq. ID 


OJOOOIT 


Gene No. 


20949 




Strand 




Start 


1 




End 


1779 


Name 


OJ000119 14. 0208. C5 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


1779 


GI 


5902445 




Score 


2809 


Exons 


1. .1779 








GI Descrip. 


(AB030283) GAG-POL 


precursor 


[Oryza sativa] 



10305 



Seq. No. 9841 

Gene No. 20949 

Start 1 

Name OJ000119_14 . 0208 . C5 . ol . gs 

Start 83 

GI none 

Exons 83. .788, 944..1704 _ 

Seq. No. 9841 

Gene No. 20949 

Start 1 

Name OJ000119_14 . 0208 . C5 . o2 . tw 

Start 272 

GI none 

Exons 272.-694, 348.. 689 

Seq. No. 9841 

Gene No. 20949 

Start 1 

Name OJ000119_14 . 0208 . C5 . o2 . ts 

Start 315 

GI none 

Exons 315.. 563, 317.. 559, 599.. 703, 

Seq. No. 9841 

Gene No. 20949 

Start 1 

Name OJ000119_14 . 0208 . C5 . o3 . tm 

Start 368 

GI none 

Exons 368. .466, 369. .434, 470. .640, 

Seq. No. 9841 

Gene No. 20949 

Start 1 

Name OJ000119_14 . 0208 . C5 . o3 . tw 

Start 731 

GI none 

Exons 731.. 1054, 1039.. 1158 

Seq. No. 9841 

Gene No. 20949 

Start 1 

Name OJ000119_14 . 0208 . C5 . ol . ts 

Start 1018 

GI none 

Exons 1018.. 1329, 1169.. 1312 

Seq. No. 9841 

Gene No. 20949 

Start 1 

Name OJ000119_14 . 0208 . C5 . ol . tm 

Start 1081 

GI none 

Exons 1081.. 1464, 1082.. 1360 



Seq. ID OJ000119_14.0208.C5 
Strand 

End 1779 

Method GEN SCAN 

End 1704 

Score .71 



Seq. ID OJ000119_14.0208.C5 
Strand 

End 1779 

Method TBLASTX : Wheat 

End 694 

Score 232 



Seq. ID OJ000119_14.0208.C5 
Strand 

End 1779 

Method TBLASTX : Soybean 

End • 703 

Score 121 

606.. .695 

Seq. ID OJ000119_14.0208.C5 
Strand 

End 1779 

Method TBLASTX : Mai ze 

End 641 

Score- 53 

471. .641 

Seq. ID OJ000119JL4.0208.C5 
Strand 

End 1779 

Method TBLASTX : Wheat 

End 1158 

Score 114 



Seq. ID OJ000119_14 .0208.C5 
Strand 

End 1779 

Method TBLASTX : Soybean 

End 1329 

Score 129 



Seq. ID OJ000119_14.0208.C5 
Strand 

End 1779 

Method TBLASTX: Maize 

End 1464 

Score 158 



Seq. No. 



9841 



Seq. ID OJ000119_14.0208.C5 



10306 




Gene No. 


20949 


Strand 






Start 


1 


End 


1 Tin 




Name 


OJ000119 14 . 0208 .C5 .ol . tw 


Method 


TBLASTX : Wheat 




Start 


1204 


End 






GI 


none 


Score 


221 




Exons 


1204 .. 1623, 1205. .1621 








Seq. No. 


9841 


Seq. ID 


OJ000119_14.0208 


.C5 


Gene No. 


20949 


Strand 






Start 


1 


End 


1779 




Name 


OJ000119_14 .0208 .C5 ,o2 .tm 


Method 


TBLASTX: Maize 




Start 


1492 


End 


1776 




GI 


none 


Score 


138 




Exons 


1492. .1719, 1502. .1717, 1713 


..1775, 1714. .1776 




Seq. No. 


9841 


Seq. ID 


OJ000119JL4.0208 


.C5 


Gene No. 


20949 


Strand 






Start 


1 


End 


1779 




Name 


OJ000119 14 .0208.C5.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


1624 


End 


1775 




GI 


none 


Score 


90 




Exons 


1624. .1719, 1624. .1719, 1634 


..1720, 1713. .1775 




Seq. No. 


9842 


Seq. ID 


OJ000119_14.0208 


.C6 


Gene No. 


20950 


Strand 


+ 




Start 


997 


End 


1776 




Name 


OJ000119 14 . 0208 .C6.ol . gp 


Method 


AAT/GAP 




Start 


997 


End 


1776 




GI 


none 


Score 


1400 




Exons 


997 . . 1776 








Seq. No. 


9842 


Seq. ID 


OJ000119_14 .0208 


.C6 


Gene No. 


20951 


Strand 


+ 




Start 


8723 


End 


8986 




Name 


OJ000119 14 . 0208 .C6.o3.gs 


Method 


GENSCAN 




Start 


8723 


End 


8986 




GI 


none 


Score 


. 62 




Exons 


8723. .8768, 8810. .8931, 8936 


. .8986 






Seq. No. 


9842 


Seq. ID 


OJ000119_14.0208 


. Co 


Gene No. 


20952 


Strand 


+ 




Start 


10113 


End 


16897 




Name 


OJ000119 14 . 0208 .C6.o4 . gs 


Method 


GENSCAN 




Start 


10113 


End 


16897 




GI 


none 


Score 


.55 




Exons 


10113. .1054 3, 10871. . 10987, 


11100. .11208, 11278. .114 66, 






11552. .11774, 11847. .11965, 


1204 6. .12222, 12273. .12334, 






12439. .12700, 12793. .12900, 


12965. .13048, 131 64 .. 1318 6, 






13244 .. 1362 6, 13690 . . 13922, 


14311. .14534, 16792. .16897 




Seq. No. 


9842 


Seq. ID 


OJ000119_14.0208 


. LO 


Gene No. 


20952 


Strand 


+ 




Start 


10113 


End 


16897 




Name 


OJ000119 14.0208.C6.o4.np 


Method 


AAT/NAP 




Start 


10174 


End 


13640 




GI 


5441880 


Score 


1015 




Exons 


10174. .10199, 10885. .11024, 


11133. . 114 66, 1204 6. . 12334, 





10307 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12439. . 12700, 12773 13017, 13431.. 13640 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



9842 Seq. ID 

20952 Strand 
10113 End 
OJ000119_14 .0208 .C6.o4 . gp Method 
11139 End 
LIB34 33-020-P1-K1-A6 Score 
11139. .11182, 12994. .13371 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence' 



OJ000119_14.0208.C6 
+ 

16897 
AAT/GAP 
13371 
698 



9842 

20953 

18285 

OJ000119_14 .0208 .C6.o5.gs 

18285 

none 

18285. .18481, 18567. .18753, 
22039. .22105, 22128.. 22745 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 
+ 

22745 
GENSCAN 
22745 
.55 



14. 0208. C6 



19291. .19403, 21041. .21238, 



9842 
20954 
1 

OJ000119_14 .0208.C6.ol.np 
1 

4680183 
1..579, 2906. .2990 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000119JL4.0208.C6 
Strand 

End 29350 

Method AAT/NAP 

End 2990 

Score 870 



9842 

20954 

1 

OJ000119_14 .0208.C6.o6.np 
1 

5917666 

1..390, 2983.. 3125, 3288. 



Seq. ID OJ000119_14.0208.C6 
Strand 

End 29350 

Method AAT/NAP 

End 24975 

Score 273 
3512, 8938.. 9055, 1021 6 10350 , 



13430. . 13640, 1828 6 .. 18 607 , 21075 .. 21224 , 22273 22615 , 
24601. .24630, 24760. .24975 

(AF159297) extensin-like protein [Zea mays] 



9842 Seq. ID 

20954 Strand 

1 End 

OJ000119_14 .0208.C6.ol.gs Method 

19 End 

none Score 



OJ000119_14 .0208.C6 

29350 
GENSCAN 
3397 
.85 



19. .463, 1550. .1624, 2371. .2419, 2544. .2593, 2679. .2762, 
2984. .3397 



Seq. No. 9842 Seq. ID 

Gene No. 20954 Strand 

Start 1 End 

Name OJ000119 14 . 0208 . C6 . o3 . tw Method 



OJ000119_14.0208.C6 
29350 

TBLASTX: Wheat 



10308 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



206 
none 

206. .526 

9842 

20954 

1 

OJ000119_14 .0208.C6.o2.tm 

1219 

none 



End 
Score 



526 
184 



Seq. ID OJ000119_14.0208.C6 
Strand 

End 29350 

Method TBLASTX: Maize 

End 2425 

Score 140 



1219. .1371, 1252. .1365, 1544. .1624, 1546. .1626, 1551. .1625, 
1554. .1637, 1555. .1626, 2368. .2421, 2369. .2425, 2369.-2425 



9842 

20954 

1 

OJ000119_14 .0208 .C6.o2.np 

1255 

2289010 



Seq. ID OJ000119_14.0208.C6 
Strand 

End 29350 

Method AAT/NAP 

End 3118 

Score 528 



1255. .1371, 1550. .1624, 2371. .2419, 2544. .2593, 2679. .2762, 
2984 . .3118 

(AC002335) putative FKBP type peptidyl-prolyl cis-trans 
isomerase [Arabidopsis thaliana] 



9842 

20954 

1 

OJ000119_14 . 0208 .C6.o2 .tc 

1261 

none 



Seq. ID OJ000119_14 .0208.C6 

Strand - r 

End 29350 

Method TBLASTX : Cress 

End 3040 

Score 81 



1261. .1284, 1288. .1371, 1544. .1624, 1551. .1625, 2368. .2421, 
2369. .2422, 2535. .2567, 2546. .2593, 2669.-2755, 2674. .2763, 
2676. .2771, 2981. .3040 



9842 

20954 

1 

OJ000119_14 . 0208 .C6.o2.tw 

1261 

none 



Seq. ID OJ000119_14.0208.C6 
Strand 

End 29350 

Method TBLASTX : Wheat 

End 1642 

Score 116 



1261. .1374, 1261. .1374, 1544. .1624, 1554. .1625, 1557. .1637, 
1559. . 1642 



Seq. ID OJ000119_14 .0208.C6 
Strand 

End 29350 

Method AAT/GAP 

End 2599 

Score 848 



9842 
20954 
1 

OJ000119_14 . 0208 .C6.o2.gp 
2011 

4001_3.R1084 
2011. .2419, 2544. .2599 

1 2289010 1.0e-10 (AC002335) FKBP type peptidyl-prolyl cis-trans 
isomerase isolog [Arabidopsis thaliana] ' 



9842 

20954 

1 

OJ000119 14.0208.C6.o3.gp 



Seq. ID OJ000119_14.0208.C6 
Strand 

End 29350 

Method AAT/GAP 



10309 




Start 2685 End 3433 

GI 25062_1.R1084 Score 997 

Exons 2685.-2762, 2984.. 3433 

GI Descrip. '2289010 1.0e-17 (AC002335) FKBP type peptidyl-prolyl cis-trans 
isomerase isolog [Arabidopsis thaliana] ' 



■r-fi 



Seq. No.^ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9842 Seq; ID 

20954 Strand 

1 End 

OJ000119_14 . 0208 . C6 . o3 . np Method 

5270 End 

1184077 Score 



OJ000119_14.0208.C6 

29350 
AAT/NAP 
9772 
919 



5270. .5723, 5757. .7364, 7452. .7689, 9622. .9772 
(U42445) Cf-2.2 [Lycopersicon pimpinellif olium] 



9842 

20954 

1 

OJ000119_14 

5299 

none 

5299. .5394, 
5383. .5631, 
5446. .5646, 



0208.C6.ol.tc 



5455. 
5458. 
5776. 



.5646, 
.5646, 
.5916, 



5800. .5916, 
5950. . 6147, 



5968. 
6307. 
6364. 
6733. 
6754. 



6306, 
6372, 
6504, 
6942, 
6933, 



6976. .7245, 
6988. .7248, 
7504 . .7581, 



5320. 
5383. 
5446. 
5456. 
5591. 
5776. 
5800. 
5953. 
6079. 
6316. 
6382. 
6745. 
6754 . 
6976. 
6988. 
7570. 



5580 
5577 
5646 
5635 
5647 
5916 
5913 
6306 
6315 
6375 
6519 
6951 
6933 
7089 
7134 
7710 



Seq. ID OJ000119 
Strand 

End 29350 
Method TBLASTX: 
End 7740 
Score 52 

5321. .5431, 5332. .5646 

5383..5637, 5446.-5646 

5446.-5658, 5452.-5646 

5456. .5539, 5456. .5632 

5767. .5913, 5767. .5901 

5797. .5913, 5797. .5913 

5800. .5913, 5815. .5916 

5956. .6291, 5965. .6300 

6088. .6306, 6181. .6366 

6319. .6372, 6324. .6359 

6382. .6495, 6382. .6510 

6751. .6951, 6754. .6942 

6760. .7008, 6793. . 6942 

6982. .7089, 6982. .7134 

7048. .7134, 7075. .7248 
7588. .7740 



14. 0208. C6 



Cress 



5383. 
5446. 
5455. 
5456. 
5776. 
5797. 
5950. 
5965. 
6253. 
6349. 
6385. 
6754 . 
6961. 
6982. 
7489. 



.5646, 
.5646, 
.5649, 
.5638, 
.5916, 
.5913, 
. 6084, 
. 6180, 
. 6372, 
.6492, 
. 6495, 
. 6951, 
.7254, 
.7245, 
.7581, 



9842 

20954 

1 

OJ000119 14.0208.C6.ol.tm 



Seq. ID OJ000119_14.0208.C6 
Strand 

End 29350 
Method TBLASTX: Maize 
5299 End 7243 

none Score 97 

5299. .5568, 5446. .5646, 5455. .5658, 5572. .5646, 5764. .5913, 
5776.. 6300, 5818.. 5913, 5947.. 6198, 5953.. 6270, 6220.. 6312, 
6316. .6360, 6358. .6474, 6430. .6504, 6511. .6651, 6745. .6840, 
6754. .6933, 6961. .7089, 6976. .7134, 6982. .7134, 7025. .7243 



Seq. No. 9842 

Gene No. 20954 

Start 1 

Name OJ000119_14 . 0208 . C6 . ol . ts 

Start 5320 

GI none 

Exons 5320.. 5646, 5380.. 5646, 5380. 

5446. .5649, 5449. .5631, 5452. 



OJ000119_14.0208.C6 
29350 

TBLASTX: Soybean 

7698 

95 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5622, 5384. .5617, 5446. .5646, 
.5649, 5455. .5646, 5455. .5631, 



10310 



5764. .6303, 5764. .5913, 5767. .5904, 5767. .5916, 5806. .5913, 

5818. .5913, 5887.. 5913, 5950. .6165, 5950.. 6042, 5950.. 6132, 

5953.. 6300, 5956.. 6219, 5965.. 6300, 6109.. 6300, 6316.. 6363, 

6358. .6504, 6382. .6504, 6754. .6945, 6754. .6870, 6754. .7002, 

6760. .6960, 6760. .6960, 6766. .6951, 6796. .6942, 6976. .7134, 

6982. .7134, 6982. .7134, 6988. .7242, 6988. .7074, 7489. .7581, 
7588. .7698 



Ml 

m 



i U 



Seq. No. 


9842 


Seq. ID 


OJ000119_ 


_14.0208.C6 


Gene No. 


20954 


Strand 






Start 


1 


End 


29350 




Name 


OJ000119 14.0208.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5335 


End 


7266 




GI 


none 


Score 


122 




Exons 


5335. .5649, 5348.-5644, 5776. .5913, 5 


318. .5913, 


5965 . . 6219, 




6160. .6306, 6754. .6942, 6973. .7128, 7180. .726.6 




Seq. No. 


9842 


Seq. ID 


OJ000119_ 


_14 .0208.C6 


Gene No. 


20954 


Strand 






Start 


1 


End 


29350 




Name 


OJ000119 14.0208.C6.o5.np 


Method 


AAT/NAP 




Start 


14651 


End 


17873 




GI 


5042463 


Score 


172 




Exons 


14651. .14858, 16659 .. 16819, 


16871. .17035, 17697 


. .17873 


GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


9842 


Seq. ID 


OJ000119 


_14.0208.C6 


Gene No. 


20954 


Strand 






Start 


1 


End 


29350 




Name 


OJ000119 14.0208.C6.o5.gp 


Method 


AAT/GAP 




Start 


15495 


End 


15547 




GI 


LIB3431-030-P1-N1-G8 


Score 


79 




Exons 


15495. .15547 








GI Descrip. 


1 5670155/gbl AF161269. 1 IAF161269 4 . Oe- 


86 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


9842 


Seq. ID 


OJ000119 


_14.0208.C6 


Gene No. 


20954 


Strand 






Start 


1 


End 


29350 




Name 


OJ000119 14 .0208.C6.o6.gs 


Method 


GENSCAN 




Start 


23333 


End 


23674 




GI 


none 


~ Score 


1 




Exons 


23333. .23674 








Seq. No. 


9842 


Seq. ID 


OJ000119 


_14.0208.C6 


Gene No. 


20954 


Strand 






Start 


1 


End 


29350 




Name 


OJ000119 14.0208.C6.o7.gs 


Method 


GENSCAN 




Start 


24101 


End 


29350 




GI 


none 


Score 


. 67 




Exons 


24101. .24189, 24486. .24611, 


24637. .24832, 24897 


. .25223, 




25578. .25750, 25774 .. 25879, 


25968. .26036, 26595 


. .26682, 




26847. .27099, 27556 .. 27701, 


28341. .28 


420, 28471 


. .28722, 




29276. .29350 









Seq. No. 
Gene No. 



9842 
20954 



Seq. ID OJ000119_14 . 0208 .C6 
Strand 



10311 



Start 
Name 
Start 
GI • 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000119_14 .0208.C6.o3.tm 

26613 

none 

26613. .26684, 26613 

26847. .26900, 26849 

26956. .26982, 26984 

27193. .27249, 27197 

27553. .27681, 28472. .28534 



End 

Method 

End 

Score 



29350 

TBLASTX: Maize 

28534 

83 



26681, 26615. 

27001, 26867, 

27100, 27003. 

27250, 27539. 



.26683, 26793..26933, 

.26938, 26954 . .27004, 

.27101, 27179. .27250, 

.27673, 27540. .27671, 



9843 Seq. ID 

20955 Strand 

8 9 End 

OJ000119_14 .0208.C7 .ol.gs Method 

8 9 End 

none Score 

89. .187, 1669. .1735, 3036. .3152, 3722. 



OJ000119_14.0208.C7 
+ 

8371 
GENSCAN 
6789 
.53 

.3887, 4171. .4849, 



4970. .5129, 5188. 
6661. .6789 



,5331, 5876. .6028, 6139. .6254, 6340. .6507, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



9843 

20955 

89 

OJ000119_14 .0208.C7.ol.np 

4242 

6730697 

4242. .4549, 4580. .4650, 4684. 
5876. .6028, 6139. .6254, 6340. 



Seq. ID OJ000119_14.0208.C7 

Strand + 

End 8371 

Method AAT/NAP 

End 8153 

Score 1228 

.4849, 4970. .5093, 5188. .5331, 
.6507, 7762. .8153 



(AC011809) calcium-dependent protein kinase 1 [Arabidopsis 
thaliana] 



9843 Seq. ID 

20955 Strand 
8 9 End 
OJ000119_14 . 0208 . C7 . ol . gp Method 
4591 End 
41344_1.R1084 Score 
4591. .4849, 4970. .5093, 5188. .5331, 5876. .5920 
'1314711 7.0e-51 (U54615) calcium-dependent protein kinase 
[Arabidopsis thaliana] >gi_3068712 (AF049236) calcium dependent 
protein kinase [Arabidopsis thaliana] 1 



OJ000119_14.0208.C7 
+ 

8371 
AAT/GAP 
5920 
1046 



9843 Seq. ID 

20955 Strand 
8 9 End 
OJ000119_14 . 0208 . C7 . o3 . gp Method 
7523 End 
LIB3477-003-P1-K1-E9 Score 
7523.. 7612 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000119_14.0208.C7 

+ 

8371 
AAT/GAP 
7612 
94 



9843 Seq. ID OJ000119_ 

20955 Strand + 

8 9 End 8 371 

OJ000119_14 . 0208.C7 .o2.gs Method GENSCAN 



14. 0208. C7 



10312 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7750 
none 

7750. .8115 



End 
Score 



8115 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000119_14.0208.C7 
+ 

8371 
AAT/GAP 
8371 
924 



9843 Seq. ID 

20955 Strand 
8 9 End 
OJ000119_14 . 0208 .C7 . o4 . gp Method 
7876 End 
70186_1.R1084 Score 
7876. .8371 

f 5882721/gb|AAD55274.1 |AC008263_5 9.0e-19 (AC008263) Strong 
similarity to gb_D21805 calcium-dependent protein kinase (CDPK) 
from Arabidopsis thaliana and contains a PF_00069 Eukaryotic 
protein kinase and 4 PF_00036 EF hand domains 1 

9843 Seq. ID OJ000119JL4 . 0208 . C7 

20956 Strand 

7079 End 7520 

OJ000119_14.0208.C7.o2.gp Method AAT/GAP 

7079 End 7520 

LIB3432-059-P1-K1-D8 Score 669 

7079.. 7520 

■5734616/clbj IAP000391. 1 IAP000391 0.0e+00 Oryza sativa. genomic 
DNA, chromosome 6, clone : P0538C01 1 



9843 

20957 

8944 

OJ000119_14 .0208.C7.ol.ts 

4403 

none 

4403. .4546, 4414. .4551, 4721. 
4964. .5095, 4972. .5094, 5186. 
5872. .6027, 6138. .6251, 6143. 
7930. .8100, 7959. .8045 

9843 

20957 

8944 

OJ000119_14 .0208.C7 .ol. tm 
4405 
none 
4405 
4721 
4966 
5880 

7738. .7935, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 14. 0208. C7 



4536, 4406 

4780, 4729 

5094, 5186 

6026, 6137 



4552, 4424. 

4845, 4934. 

5332, 5187. 

6256, 6138. 

7800. .7859, 7918. 



10262 

TBLASTX : Soybean 
8100 
137 

4861, 4721. .4792, 4729. .4845, 
5335, 5187. .5327, 5871. .6023, 
6313, 6334.. 6507, 7765.. 7914, 



Seq. ID OJ000119_14 .0208.C7 
Strand 

End 10262 
Method TBLASTX : Mai ze 
End 8106 
Score 183 

.4552, 4685. .4714, 4721. .4864, 
.5089, 4935. .5090, 4964. .5095, 
.5333, 5874.. 6023, 5878.. 6027, 
.6254, 6339.. 6452, 6340.. 6507, 
.8106, 7935.. 8045 



9843 

20957 

8944 

OJ000119_14 .0208.C7.ol.tc 

4415 

none 

4415. .4546, 4438. .4527, 4598. 
4972. .5094, 5186. .5335, 5187. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 14. 0208. C7 



10262 

TBLASTX: Cress 
8100 
122 

4624, 4721. .4861, 4964. .5095, 
5327, 5871.. 6026, 5872.. 6027, 



10313 







6023. . 6115, 


6137 . 


.6280, 6138 


..6251, 7765. .7917, 7930. .8100, 






7959. . 8045 












Seq. No. 


9843 






Seq. ID 


OJ000119_14 .0208.C7 




Gene No. 


20957 






Strand 






Start 


8944 






End 


10262 




Name 


OJ000119 14 


. 0208 . 


C7 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


4760 






End 


5288 




GI 


none 






Score 


107 




Exons 


4760 . .4864, 


4774 . 


.4845, 4964 


..5095, 4966. .5094, 5186. .5287, 






5187 . . 5288 












Seq. No. 


9843 






Seq. ID 


OJ000119_14.0208.C7 




Gene No. 


20957 






Strand 






Start 


8944 






End 


10262 




Name 


OJ000119_14 


. 0208 . 


C7 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


5289 






End 


6027 




GI 


none 






Score 


77 




Exons 


5289. .5327, 


5871 . 


.6026, 5872 


. .6027 






Seq. No. 


9843 






Seq. ID 


OJ000119_14.0208.C7 




Gene No. 


20957 






Strand 






Start 


8944 






End 


10262 




Name 


OJ000119 14 


. 0208 . 


C7 . ol . tw 


Method 


TBLASTX: Wheat 


"S Z7 


Start 


6391 






End 


8100 




GI 


none 






Score 


58 


m 


Exons 


6391. .6480, 


7780 . 


.8037, 7800 


..7862, 7903. .7947, 7935. .8036, 


•• 'i 




8044 . .8100 










'••[ 
•i 


Seq. No. 


9843 






Seq. ID 


OJ000119_14.0208.C7 




Gene No. 


20957 






Strand 






Start 


8944 






End 


10262 


: z: 


Name 


OJ000119 14 


.0208. 


C7 .o2. tm 


Method 


TBLASTX: Maize 


,:s; 


Start 


8608 






End 


10238 




GI 


none 






Score 


56 


! - ! 


Exons 


8608. .8700, 


8792. 


.8833, 8792 


..8824, 8 


924. .9067, 8925. .9074, 


is dr 




8944. .9114, 


9095. 


.9211, 9135 


..9212, 9152. .9256, 10083 .. 10136, 


i.'l 




10085. .10135, 10166. .10231, 


10167. .10238 


□ 


Seq. No. 


9843 






Seq. ID 


OJ000119_14.0208.C7 


;. = : 


Gene No . 


20957 






Strand 






Start 


8944 






End 


10262 




Name 


OJ000119 14 


.0208. 


C7 . o5 . gp 


Method 


AAT/GAP 




Start 


8944 






End 


10262 




GI 


44656 1.R1084 




Score 


769 




Exons 


8944 . . 9209, 


10083 


. .10262 








GI Descrip. 


'3335347 1. 


0e-149 


(AC004512) 


Contains 


similarity to ARI, RING 



finger protein gb_X98309 from Drosophila melanogaster . ESTs 
gb_T44383, gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 9843 Seq. ID 

Gene No. 20957 Strand 

Start 8944 End 

Name OJ000119_14 . 0208 . C7 . o2 . np Method 

Start 9050 End 



OJ000119_14.0208.C7 

10262 

AAT/NAP 

10262 



10314 



GI 


629691 


Score 


167 




Exons 


9050. . 9209, 10083. . 10262 








GI Descrip. 


hypothetical protein - common 


tobacco 


gi| 5064 69 I emb | CAA56188 | 




(X79793) unnamed protein product [Nicotiana tabacum] 




Seq. No. 


9843 


Seq. ID 


OJ000119_14 .0208 , 


,C7 


Gene No. 


20957 


Strand 






Start 


8944 


End 


10262 




Name 


OJ000119 14.0208.C7.o3.gs 


Method 


GEN SCAN 




Start 


9080 


End 


10252 




GI 


none 


Score 


. 61 




Exons 


9080. .9209, 10083. .10252 








Sea. No. 


9844 


Seq. ID 


OJ000119 14.0208, 


.C8 


Gene No. 


20958 


Strand 






Start 


340 


End 


1211 




Name 


OJ000119 14 .0208.C8.ol.gs 


Method 


GEN SCAN 




Start 


340 


End 


1011 




GI 


none 


Score 


.78 




Exons 


340. .354, 622. .711, 921. .1011 








Seq. No. 


9844 


Seq. ID 


OJ000119_14.0208, 


.C8 ' 


Gene No. 


20958 


Strand 






Start 


340 


End 


1211 




Name 


OJ000119 14.0208.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


621 


End 


1162 




GI 


none 


Score 


74 




Exons 


621. .713, 622. .714, 622. .714, 


627. .719, 904. .1011, 924., 


.1022, 




924. .1025, 1099. .1161, 1100.. 


1162 







Seq. No. 9844 Seq. ID 

Gene No. 20958 Strand 

Start 340 End 

Name OJ000119_14 . 0208 . C8 . ol . gp Method 

Start 622 End 

GI 44656_1.R1084 Score 

Exons 622.. 711, 921.. 1011, 1100.. 1207 
GI Descrip. 



OJ000119_14 .0208 .C8 

1211 
AAT/GAP 
1207 
515 



'3335347 1. Oe-149 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster . ESTs 
gb_T44383, gb_W43120, gb_N65868, gbji36013, gb_AA04224 1 , 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



9844 

20958 

340 

OJ000119_14 .0208.C8.ol.tm 

622 

none 



Seq. ID OJ000119_14.0208.C8 
Strand 

End 1211 

Method TBLASTX : Maize 

End 1211 

Score 91 



622. .711, 624. .704, 625. .711, 921. .1025, 922. .1011, 923. .1033, 
1099. .1200, 1100. .1207, 1137. .1211 



9844 

20958 

340 

OJ000119_14 .0208.C8.ol.ts 
622 



Seq. ID OJ000119_14.0208.C8 
Strand 

End 1211 

Method TBLASTX : Soybean 

End 1207 



10315 



GI 

Exons 



none Score 70 

622. .711, 622. .711, 627. .725, 635. .724, 904. .1011, 921. .1025, 
1099. .1200, 1100. .1207, 1100. .1207 



Seq. No. 


9844 


Seq. ID 


OJ000119_14.0208 


.C8 


Gene No. 


20958 


Strand 






Start 


340 


End 


1211 




Name 


OJ000119 14 .0208.C8.ol.np 


Method 


AAT/NAP 




Start 


622 


End 


1208 




GI 


1666171 


Score 


399 




Exons 


622.. 711, 921.. 1011, 1100.. 


1208 






GI Descrip. 


(Y09105) unknown [Nicotiana 


plumbagini folia] 




Seq. No. 


9845 


Seq. ID 


OJ000119_14.0208 


.C9 


Gene No. 


20959 


Strand 


+ 




Start 


66 


End 


190 




Name 


OJ000119 14.0208.C9.ol.gp 


Method 


AAT/GAP 




Start 


66 


End 


190 




GI 


2312418 


Score 


202 




Exons 


66. . 190 








GI Descrip. 


3335347 9.0e-24 (AC004512) 


Contains similarity to ARI, 


RING 




finger protein gb X98309 from Drosophila melanogaster . 


ESTs 



gb_T44383, gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000119 14. 0208. C9 



9845 Seq. ID 

20960 Strand 
1 End 
OJ000119_14 . 0208 .C9.ol.np Method 
1 End 
3335347 Score 
1. .192 

(AC004512) Contains similarity to ARI, RING finger protein 
gb 1X98309 from Drosophila melanogaster. ESTs gb|T44383, 
gb|W43120, gb|N65868, gb|H36013, gb|AA042241, gb|T76869 and 
gb|AA042359 come from this gene. [Arabidopsis thaliana] 



209 

AAT/NAP 

192 

65 



9845 Seq. ID 

20960 Strand 

1 End 

OJ000119_14 .0208 .C9.ol.gs Method 

67 End 

none Score 
67. .209 



OJ000119__14.0208.C9 
209 

GENSCAN 

209 

.87 



Seq. No. 9846 

Gene No. 20961 

Start 1 

Name OJ000119__14 . 0208 . Cll . ol . np 

Start 1 

GI 1705463 

Exons 1..91, 220 
GI Descrip. 



OJ000119 14. 0208. Cll 



Seq. ID _ 
Strand 

End 1749 
Method AAT/NAP 
End 1749 
Score 676 
455, 805. .911, 1087. .1283, 1695. .1749 
BIOTIN SYNTHASE (BIOTIN SYNTHETASE) gi | 2 129547 | pir | | S7 1201 
biotin sythase - Arabidopsis thaliana gi 11045316 (U24147) biotin 
sythase [Arabidopsis thaliana] gi 11403662 (U31806) BI02 protein 
[Arabidopsis thaliana] gi 11769457 (L34413) biotin synthase 



10316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] gi | 2288983 | gb | AAB64312 . 1 | (AC002335) 
biotin synthase (Bio B) [Arabidopsis thaliana] gi I 1589016 1 pr 



9846 

20961 

1 

OJ000119_14. 
238 

LIB3432-015- 
238. .392 
1 1705463/sp| 
SYNTHETASE) 
thaliana >gi 
thaliana] >g 
thaliana] >g 
thaliana] >g 
[Arabidopsis 



0208.Cll.ol.gp 
P1-K1-A8 



Seq. ID 

Strand 

End 

Method 
.-End 
Score 



OJ000119_14.0208.C11 

1749 
AAT/GAP 
392 
243 



P54 967 |BIOB_ARATH 1.0e-51 BIOTIN SYNTHASE (BIOTIN 

>gi_2129547_pir S71201 biotin sythase - Arabidopsis 

_1045316 (U24147) biotin sythase [Arabidopsis 
i_1403662 (U31806) BI02 protein [Arabidopsis 
i_1769457 (L34413) biotin synthase [Arabidopsis 
i_2288983 (AC002335) biotin synthase (Bio B) 
thalian 1 



9846 

20961 

1 

OJ000119_14 .0208.Cll.ol.tc 

248 

none 



OJ000119 14.0208.C11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

248. .472, 249..4S8, 804. .914, 805. .912, 816. .941, 1088. .1234, 
1093.. 1266, 1105.. 1266 



1749 

TBLASTX: Cress 

1266 

139 



9846 

20961 

1 

OJ000119_14.0208.Cll.ol.ts 

248 

none 



Seq. ID OJ000119_14 .0208.C11 
Strand 

End 1749 

Method TBLASTX : Soybean 

End 1268 

Score 159 



248..4S7, 249. .482, 804. .1040, 805. .912, 809. .913, 1088. .1234, 
1093.. 1266, 1140.. 1268 



9846 

20961 

1 

OJ000119_14.0208.Cll.ol.tm 

274 

none 



Seq. ID OJ000119_14.0208.C11 
Strand 

End 1749 

Method TBLASTX : Maize 

End 1266 

Score 183 



274. .453, 275. .472, 276. .458, 800. .913, 804. .1040, 805. .912, 
812. .913, 1088. .1234, 1093. .1266 



Seq. No. 9847 

Gene No. 20962 

Start 6590 

Name OJ000119_14 . 0208 . C12 . o2 . gs 

Start 6590 

GI none 

Exons 6590.. 6794 



Seq. ID OJ000119_14 .0208 .C12 
Strand 

End 67 94 

Method GENSCAN 

End 67 94 

Score .69 



Seq. No. 9848 Seq. ID 

Gene No. 20963 Strand 

Start 516 End 

Name OJ000119 14 . 0208 . C13 . ol . gp Method 



OJ000119_14.0208.C13 
+ 

573 

AAT/GAP 



10317 






Start 


516 


End 


573 




GI 


LIB34 31-030-P1-N1-G8 


Score 


80 




Exons 


516. .573 








GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 






japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


9848 


Seq. ID 


OJ000119 14.0208.C13 




Gene No. 


20964 


Strand 


_ 




Start 


59 


End 


134 




Name 


OJ000119 14.0208.C13.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


134 




GI 


none 


Score 


.53 




Exons 


59. .134 








Seq. No. 


9849 


Seq. ID 


OJ000119_04.0208.C2 




Gene No. 


20965 


Strand 


+ 




Start 


2519 


End 


3723 




Name 


OJ000119 04.0208.C2.ol.gs 


Method 


GENSCAN 




Start 


25i9 


End 


3723 




GI 


none 


Score 


.69 




Exons 


2519. .2604, 3213. .3331, 3467, 


. .3723 






Seq. No. 


9849 


Seq. ID 


OJ000119_04.0208.C2 


'0 =r 


Gene No. 


20965 


Strand 


+ 




Start 


2519. 


End 


3723 




Name 


OJ000119 04 .0208.C2.ol.np 


Method 


AAT/NAP 




Start 


3175 


End 


3717 




GI 


2146740 


Score 


350 




Exons 


3175. .3717 






4; 


GI Descrip. 


inner mitochondrial membrane 


protein - 


Arabidopsis thaliana 






gi 1603056 (U18126) inner mitochondrial 


membrane protein 


r it 




[Arabidopsis thaliana] gi | 664 8153 | gb | AAF2 1153 . 1 | AC0 1092 6_5 






(AC010926) inner mitochondrial membrane protein [Arabidopsi; 






thaliana] 








Seq. No. 


9849 


Seq. ID 


OJ000119_04.0208.C2 




Gene No. 


20966 


Strand 


+ 




Start 


6863 


End 


7459 


Q 


Name 


OJ000119 04.0208.C2.o3.gs 


Method 


GENSCAN 


n 


Start 


6863 


End 


7294 




GI 


none 


Score 


.8 




Exons 


6863. .7294 








Seq. No. 


9849 


Seq. ID 


OJ000119_04 .0208.C2 




Gene No. 


20966 


Strand 


+ 




Start 


6863 


End 


7459 




Name 


OJ000119 04 .0208 .C2.ol.gp 


Method 


AAT/GAP 




Start 


7021 


End 


7459 




GI., 


LIB34 33-030-P1-K1-A8 


Score 


726 




Exons 


7021. .7459 










'6015437/dbj | AB008 112 . 1 1 AB008112 5.0e- 


10 Homo sapiens PEX1 r 






complete cds 1 








Seq. No. 


9849 


Seq. ID 


OJ000119_04.0208.C2 




Gene No. 


20967 


Strand 


+ 




Start 


9876 


End 


10547 




Name 


OJ000119 04.0208.C2.o4.gs 


Method 


GENSCAN 



10318 






Start 


9876 


End 


10547 








GI 


none 


Score 


. 55 








Exons 


9876. .9914, 10386. .10547 












Seq. No. 


9849 


Seq. ID 


OJ000119_ 


_04 .0208. 


C2 




Gene No. 


20968 


Strand 


+ 








Start 


11814 


End v 


12043 








Name 


OJ000119 04;0208.C2.o2.gp 


Method 


AAT/GAP 








Start 


11814 


End 


12043 








GI 


3759961 


Score 


415 








Exons 


11814 . . 12043 












Seq. No. 


9849 


Seq. ID 


OJ000119_ 


_04 . 0208 . 


C2 




Gene No. 


20969 


Strand 


+ 








Start 


13850 


End 


15275 








Name 


OJ000119 04 . 0208 . C2 . o4 .np 


Method 


AAT/NAP 








Start 


13850 


End 


15275 








GI 


5852084 


Score 


79 








Exons 


13850. .13873, 15186. .15275 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


9849 


Seq. ID 


OJ000119_ 


_04.0208. 


C2 




Gene No. 


20970 


Strand 


-f 






c: 

i I 


Start 


19719 


End 


19965 






k ~r 


Name 


OJ000119 04.0208.C2.o8.gs 


Method 


GENSCAN 






; : Fi 
I 


Start 


19719 


End 


19965 






h\ 


GI 


none 


Score 


.8 








Exons 


197 19. . 197 4 9, 19751.. 19965 










rl 

; : : 

IT 


Seq. No. 


9849 


Seq. ID 


OJ000119_ 


04 . 0208 . 


C2 




Gene No. 


20971 


Strand 


+ 






I'll 


Start 


19879 


End 


25675 








Name 


OJ000119 04.0208.C2.o6.np 


Method 


AAT/NAP 








Start 


19879 


End 


25675 








GI 


2827555 


Score 


231 








Exons 


19879. .19961, 21064 .. 21205, 


21476. .21555, 22310. 


. .22669, 




M> 




25639. .25675 












GI Descrip. 


(AL021635) Translation factor EF-1 alpha - like 


protein 




S3? 
ll\ 




[Arabidopsis thaliana] 










t SU i 

a? 


Seq. No. 


9849 


Seq. ID 


OJ000119_ 


_04 . 0208 . 


C2 




Gene No . 


20971 


Strand 


+ 








Start 


19879 


End 


25675 








Name 


OJ000119 04 .0208.C2.o9.gs 


Method 


GENSCAN 








Start 


20240 


End 


21582 








GI 


none 


Score 


.43 








Exons 


20240. .20347, 203.99 207 96, 


20837. .210! 


36, 21204, 


. .21306, 








21425. .21582 












Seq. No. 


9849 


Seq. ID 


OJ000119_ 


_04 . 0208 . 


C2 




Gene No. 


20971 


Strand 


+ 








Start 


19879 


End 


25675 








Name 


OJ000119 04 .0208.C2.ol0.gs 


Method 


GENSCAN 








Start 


22328 


End 


22696 








GI 


none 


Score 


.91 








Exons 


22328. .22696 











10319 



Seq. No. 9849 

Gene No. 20972 

Start 4646 

Name OJ00011 9_04 . 0208 . C2 . o2 . gs 

Start 4646 

GI none 

Exons 4646.. 5080 

Seq. No. 9849 

Gene No. 20973 

Start 12138 

Name OJ000119__04 . 0208 . C2 . o5 .-gs 

Start 12138 

GI none 

Exons 12138. .12632 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



OJ000119_04.0208.C2 

5080 
GEN SCAN 
5080 
.88 



OJ000119_04.0208.C2 

13375 
GEN SCAN 
12632 
.99 



Seq. No. 


9849 




Seq. ID 


OJ000119_04 , 


.0208 


Gene No. 


20973 




Strand 






Start 


12138 




End 


13375 




Name 


OJ000119 04. 0208. C2 , 


. o2 . np 


Method 


AAT/NAP 




Start 


12141 




End 


13375 




GI 


4455270 




Score 


364 




Exons 


12141. . 12467, 13301. 


. .13375 








GI Descrip. 


(AL035527) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


9849 




Seq. ID 


OJ000119_04 


.0208 


Gene No. 


20973 




Strand 






Start 


12138 




End 


13375 




Name 


OJ000119 04. 0208. C2, 


.o3.gp 


Method 


AAT/GAP 




Start 


12220 




End 


12681 




GI 


none 




Score 


881 




Exons 


12220. .12681 











Seq. No. 


9849 Seq. ID 


OJ000119J)4.0208 


Gene No. 


20974 Strand 




Start 


18290 End 


18931 


Name 


OJ000119 04.0208.C2.o5.np Method 


AAT/NAP 


Start 


18281 End 


18781 


GI 


3810594 Score 


367 


Exons 


18281. .18781 




GI Descrip. 


(AC005398) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


9849 Seq. ID 


OJ000119_04.0208 


Gene No. 


20974 Strand 




Start 


18290 End 


18931 


Name 


OJ000119 04.0208.C2.o7.gs Method 


GEN SCAN 


Start 


18290 End 


18931 


GI 


none Score 


.55 


Exons 


18290. .18931 





Seq. No. 9849 

Gene No. 20975 

Start 23591 

Name OJ0001 19_04 . 0208 . C2 . ol . tm 

Start 3223 

GI none 
Exons 



Seq. ID OJ000119__04.0208.C2 



Strand 
End 

Method 

End 

Score 



26706 

TBLASTX: Maize 

3524 

131 



3223. .3306, 3228. .3311, 3301. .3420, 3328. .3369, 3370. .3432, 



10320 



3417. .3473, 3420. .3464, 3467. .3517, 3467. .3517, 3483. .3524 



Seq. No. 9849 

Gene No. 20975 

Start 23591 

Name OJ000119_04 . 0208 . C2 . ol . ts 

Start 3229 

GI none 
Exons 



Seq. ID OJ000119_04.0208.C2 
Strand 

End 26706 

Method TBLASTX : Soybean 

End 3714 

Score ' 91 



3229.. 3306, 3231.. 3311, 3325.. 3378, 3419.. 3469, 3420.. 3470, 
3467.. 3517, 3522.. 3713, 3523.. 3714 



■Seq. ID OJ000119_04.0208.C2 
Strand 

End 26706 

Method TBLASTX : Cress 

End 3714 

Score 52 

3265. .3306, 3301. .3378, 3420. .3467, 3522. .3713, 3523. .3714 



Seq. No. 9849 

Gene No. 20975 

Start 23591 

Name OJ000119_04 . 0208 . C2 . ol . tc 

Start 3265 

GI none 
Exons 



Seq. No. 9849 

Gene No. 20975 

Start 23591 

Name OJ000119_04 . 0208 . C2 . o2 . tm 

Start 3537 

GI none 
Exons 



Seq. ID OJ000119_04 .0208.C2 
Strand 

End 26706 

Method TBLASTX : Mai ze 

End 3723 

Score 82 



3537. .3611, 3537. .3719, 3538. .3723, 3538. .3720 



Seq. No. 9849 

Gene No. 20975 

Start 23591 

Name OJ000119_04 . 0208 . C2 . o4 . tm 

Start 13540 

GI none 
Exons 



Seq. ID OJ000119_04 . 0208 . C2 
Strand 

End 26706 

Method TBLASTX : Mai ze 

End 13910 

Score 70 



13540. . 13614, 13679. .13903, 13764. .13910 



Seq. No. 9849 

Gene No. 20975 

Start 23591 

Name OJ000119_04 . 0208 . C2 . o3 . ts 

Start 18344 

GI none 
Exons 



Seq. ID OJ000119_04.0208.C2 
Strand 

End 26706 

Method TBLASTX : Soybean 

End 18766 

Score 65 



1834 4. .18415, 184 67. .18511, 18 608. .18727, 18 609. .18728, 
18701. . 18766 



Seq. No. 9849 

Gene No.. 20975 

Start 23591 

Name OJ000119_04 . 0208 . C2 . o2 . tc 

Start 22427 

GI none 
Exons 



Seq. ID OJ000119_04.0208.C2 
Strand 

End 26706 

Method TBLASTX : Cress 

End 22669 

Score 67 



22427. .22483, 224 98 .. 22650, 22499. .22669 



Seq. No. 9849 

Gene No. 20975 

Start 23591 

Name OJ000119_04 . 0208 . C2 . o2 . ts 

Start 22427 



Seq. ID OJ000119_04.0208.C2 
Strand 

End 26706 

Method TBLASTX : Soybean 

End 22669 



10321 



GI none Score 65 

Exons 22427. .22477, 22499.-22669 



Seq. No. 


9849 




Seq. ID 


OJ000119_04 .0208.C2 


Gene No. 


20975 




Strand 




Start 


23591 




End 


26706 


Name 


OJ000119 04.0208.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


22501 




End 


22676 


GI 


none 




Score 


213 


Exons 


22501. 


.22671, 22502. .22669, 


22538. .22675, 22551.. 22676 


Seq. No. 


9849 




Seq. ID 


OJ000119_04 .0208.C2 


Gene No. 


20975 




Strand 




Start 


23591 




End 


26706 


Name 


OJ000119 04.0208.C2.o4.gp 


Method 


AAT/GAP 


Start 


23361 




End 


25481 


GI 


57451 


1.R1084 


Score 


743 


Exons 


23361. 


.23708, 25366. .25481 






GI Descrip. 


'58521 


82/emb|CAB55420.1| 9. 


Oe-13 (AL117265) zhb0012.1 [Oryza 



sativa] ' 





Seq. No. 


9849 


Seq. ID 


OJ000119_04 . 


, 0208 . 


C2 




Gene No. 


20975 


Strand 








w 


Start 


23591 


End 


26706 






; ; fi 

:.; t 


Name 


OJ000119 04.0208.C2.oll.gs 


Method 


GENSCAN 






p LI 


Start 


23591 


End 


26706 








GI 


none 


Score 


.48 






□ 


Exons 


23591. .23708, 25367 .. 25507 , 


26441. .26706 






s: 

1 E 


Seq. No. 


9850 


Seq. ID 


OJ000119JD4 . 


.0208. 


C3 


: S 

\ u 


Gene No. 


20976 


Strand 


+ 








Start 


861 


End 


3211 








Name 


OJ000119 04.0208.C3.ol.gs 


Method 


GENSCAN 






Q 

:. : 


Start 


861 


End 


3211 






t 


GI 


none 


Score 


.73 








Exons 


861. .1095, 2138.. 2292, 2993. 


.3211 










Seq. No. 


9850 


Seq. ID 


OJ000119_04 . 


.0208. 


C3 




Gene No. 


20976 


Strand 


+ 






'•t sr 


Start 


861 


End 


3211 








Name 


OJ000119 04.0208.C3.ol.gp 


Method 


AAT/GAP 








Start 


2011 


End 


2091 








GI 


38012 1.R1084 


Score 


103 








Exons 


2011. .2091 












GI Descrip. 


'4097 947/gbl U72255 IOSU72255 


2.0e-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds 1 






Seq. No. 


9851 


Seq. ID 


OJ000119_04 , 


.0208. 


C4 




Gene No. 


20977 


Strand 


+ 








Start 


1 


End 


1758 








Name 


OJ000119 04.0208.C4.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


1758 








GI 


342 1.R1084 


Score 


3251 








Exons 


1. .1758 











GI Descrip. '4574406/ gb I AAD2 4 042.11 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



10322 



Seq. No. 


9851 


Seq. ID 


OJ000119_04 


.0208 


.C4 


uciic v*\j • 


20977 


Strand 


+ 






Start 


1 


End 


1758 






Name 


OJ000119 04.0208.C4.ol.np 


Method • 


AAT/NAP 






Start 


1 


End 


1034 






GI 


4680203 


Score 


984 






Exons 


1..1034 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 3 


bicolor] 






Qorr Nf o 
Oc4> in \*j . 


9851 


Seq. ID 


OJ000119_04 


.0208 


.C4 


Gene No. 


20977 


Strand 


+ 






Start 


1 


End 


1758 






Name 


OJ000119 04.0208.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


399 






GI 


none 


Score 


309 






Exons 


2. .292, 3. .398, 6. .398, 148.. 


399 








Seq. No. 


9851 


Seq. ID 


OJ000119_04 


.0208 


.C4 




20977 


Strand 


+ 






Start 


1 


End 


1758 






Name 


OJ000119 04.0208.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


980 






GI 


none 


Score 


484 






Exons 


2. .292, 3. .581, 249. .566, 576 


..620, 579. .620, 623. 


.718, 






627.. 686, 665.. 805, 666.. 806, 


819. .899 


, 888. .980, 


914 . . 


979 


JC4« IN vj . 


_7 O X 


Seq. ID 


OJ000119_04 


.0208 


.C4 


Gene No. 


20977 


Strand 


+ 






Start 


1 


End 


1758 






Name 


OJ000119 04.0208.C4.ol.gs 


Method 


GENSCAN 






Start 


18 


End 


1055 






GI 


none 


Score 


.75 






Exons 


18. .143, 465. .1055 










Seq. No. 


9852 


Seq. ID 


OJ000119_04 


.0208 


,C5 




20978 


Strand 


+ 






Start 


176 


End 


3898 






Name 


OJ000119 04 .0208.C5.ol.gs 


Method 


GENSCAN 






Start 


176 


End 


3848 






GI 


none 


Score 


.53 






Exons 


176. .647, 1694. .1993, 2021. .2219, 2334 


..2627, 2669 


. .2968, 




3014.. 3133, 3229.. 3370, 3547. 


.3640, 3679. .3848 






Seq. No. 


9852 


Seq. ID 


OJ000119_04 


.0208 


.C5 


^pnp Mo 


20978 


Strand 


+ 






Start 


176 


End 


3898 






Name 


OJ000119 04.0208.C5.ol.np 


Method 


AAT/NAP 






Start 


1698 


End 


3382 






GI 


4680204 


Score 


779 






Exons 


1698.. 3133, 3229..3382 










GI Descrip. 


(AF114171) hypothetical protein [Sorgh 


urn bicolor] 






Seq. No. 


9852 


Seq. ID 


OJ000119_04 


.0208 


,C5 


Gene No. 


20978 


Strand 


+ 






Start 


176 


End 


3898 






Name 


OJ000119 04.0208.C5.o2.np 


Method 


AAT/NAP 






Start 


1698 


End 


3898 







10323 



GI 


4680204 


Score 


913 




Exons 


1698. .3133, 3229. .3898 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


9852 


Seq. ID 


OJ000119_04.0208. 


C5 


Gene No. 


20978 


Strand 


+ 




Start 


176 


. End 


3898 




Name 


OJ000119 04 .0208.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2339 


End 


2743 




GI 


none 


Score 


62 




Exons 


2339. .2584, 2341. .2481, 23 


43. .2579, 264 


8. .2743 




Seq. No. 


9852 


Seq. ID 


OJ000119_04.0208. 


C5 


Gene No. 


20978 


Strand 


+ 




Start ■ 


176 


End 


3898 




Name 


OJ000119 04.0208.C5.ol.gp 


Method 


AAT/GAP 




Start 


3745 


End 


3898 




GI 


uC-osflcypl7 6fl0bl 


Score 


244 




Exons 


3745. .3898 








GI Descrip. 


1 6041757/gb| AC011806. 1 | AC011806 0.0e+00 Genomic Sequence 


For 


Oryza sativa Clone 10P20, 


Lemont Strain, Complete Sequence, 




complete sequence 1 








Seq. No. 


9853. 


Seq. ID 


OJ000119_04.0208. 


C6 


Gene No. 


20979 


Strand 


+ 




Start 


17 


End 


939 




Name 


OJ000119 04 .0208 .C6.ol.gs 


Method 


GENSCAN 




Start 


17 


End 


939 




GI 


none 


Score 


. 98 




Exons 


17. .114, 211. .321, 406. .47 


8, 751. .939 






Seq. No. 


9854 


Seq. ID 


OJ000119_04 .0208. 


C7 


Gene No. 


20980 


Strand 






Start 


71 


End 


357 




Name 


OJ000119 04.0208.C7.ol.gp 


Method 


AAT/GAP 




Start 


71 


End 


357 




GI 


3761679 


Score 


283 




Exons 


71. .148, 240. .357 








GI Descrip. 


504 24 37/gb| AC00778 9. 1 1 AC007 78 9 l.'0e-29 


Oryza sativa BAC 


T4 9B2 




genomic sequence, complete 


sequence 






Seq. No. 


9855 


Seq. ID 


OJ000119_04.0208. 


C8 


Gene No. 


20981 


Strand 


+ 




Start 


2454 


End 


2849 




Name 


OJ000119 04.0208.C8.ol.gs 


Method 


GENSCAN 




Start 


2454 


End 


2849 




GI 


none 


Score 


. 95 




Exons 


2454. .2849 








Seq. No. 


9855 


Seq. ID 


OJ000119_04.0208. 


C8 


Gene No. 


20982 


Strand 


-f 




Start 


28728 


End 


30270 




Name 


OJ000119 04 .0208 .C8.o6.gs 


Method 


GENSCAN 




Start 


28728 


End 


30270 




GI 


none 


Score 


. 95 




Exons 


28728.-29446, 29550.. 30270 









10324 



Seq. No. 9855 Seq. ID 

Gene No. 20983 Strand 

Start 32148 End 

Name OJ000119_04 . 0208 . C8 . o2 . np Method 

Start 32148 End 

GI 3193290 Score 

Exons 32148. .32460 

GI Descrip. (AF069298) contains similarity to a protein kinase domain (Pfam: 
pkinase.hmm, score: 165,48), to legume lectins beta domain 
(Pfam: lectin_legB . hmm, score: 125.64) and legume lectins alpha 
domain (Pfam: lectin_legA. hmm, score: 16.72) [Arabido. . . 



OJ000119__04 .0208.C8 
+ 

32460 
AAT/NAP 
32460 
127 



Seq. No. 9855 Seq. ID 

Gene No. 20984 Strand 

Start 33013 End 

Name OJ00011 9_04 . 0208 . C8 . ol . gp Method 

Start 33013 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 33013.. 33112 

GI Descrip. ' 249858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000119_04.0208.C8 
+ 

33112 
AAT/GAP 
33112 
141 



!==f 

I ii 



Seq. No. 


9855 




Seq. ID 


OJ000119_ 


04 .0208 


.C8 


Gene No. 


20985 




Strand 


+ 






Start 


34352 




End 


41901 






Name 


OJ000119 04. 0208. C8 . 


o4 .np 


Method 


AAT/NAP 






Start 


34352 




End 


41901 






GI 


6815103 




Score 


217 






Exons 


34352..34473, 37331. 


.37387, 


40951. .41262, 41477. 


.41700, 






41846. .41901 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9855 




Seq. ID 


OJ000119_ 


04.0208 


.C8 


Gene No. 


20985 




Strand 


+ 






Start 


34352 




End 


41901 






Name 


OJ000119 04. 0208. C8 . 


o3.np 


Method 


AAT/NAP 






Start 


35607 




End" 


36915 






GI 


5777617 




Score 


97 






Exons 


35607. .35748, 36791. 


.36915 










GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza sativa] 






Seq. No. 


9855 




Seq. ID 


OJ000119_ 


04.0208 


.C8 


Gene No. 


20985 




Strand 


+ 






Start 


34352 




End 


41901 






Name 


OJ000119 04. 0208. C8. 


08 . gs 


Method 


GENSCAN 






Start 


39355 




End 


41678 






GI 


none 




Score 


.8 






Exons 


39355. .39434, 39796. 


.40384, 


4,0946. .41262, 41522. 


.41678 




Seq. No. 


9855 




Seq. ID 


OJ000119_ 


04.0208 


.C8 


Gene No. 


20986 




Strand 








Start 


4377 




End 


5697 






Name 


OJ000119 04. 0208. C8. 


o2 . gs 


Method 


GENSCAN 






Start 


4377 




End 


5697 






GI 


none 




Score 


.49 






Exons 


4377. .4554, 5247. .5365, 5374 


. .5697 









10325 




Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208, 


■ C8 


Gene No. 


20987 




Strand 






Start 


21774 




End 


27550 




Name 


OJ000119 04. 0208. C8 . 


ol . np 


Method 


AAT/NAP 




Start 


21774 




End 


26050 




GI 


5734736 




Score 


2815 




Exons . 


21774. .23374, 23539. 


.25070, 


25146. .25432, 25475.. 26050 




GI Descrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208. 


,C8 


Gene No. 


20987 




Strand 






Start 


21774 




End 


27550 




Name 


OJ000119 04. 0208. C8. 


o5 .gs 


Method 


GENSCAN 




Start 


21800 




End 


27550 




GI 


none 




Score 


.57 




Exons 


21800. .22510, 22631. 


.25843, 


26573. .26651, 26987 .. 27066, 






27509. .27550 










Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208. 


.C8 


Gene No. 


20988 




Strand 






Start 


32095 




End 


38752 




Name 


OJ000119 04. 0208. C8. 


o6.tw 


Method 


TBLASTX: Wheat 




Start 


5160 




End 


29447 




GI 


none 




Score 


65 




Exons 


5160. .5285, 5278. .5358, 5279 


..5359, 78 


94. .8031, 8009. .8089, 




29241. .29447, 29246. 


.29425 








Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208. 


.C8 


Gene No. 


20988 




Strand 






Start 


32095 




End 


38752 




Name 


OJ000119 04. 0208. C8. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


8258 




End 


29084 




GI 


none 




Score 


75 




Exons 


8258. .8350, 8259. .8351, 8384 


..8518, 8387. .8515, 8520. .8603, 




28734 . .28985, 28913. 


.28984, 


28988. .29083, 28989.. 29084 




Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208, 


.C8 


Gene No . 


20988 




Strand 






Start 


32095 




End 


38752 




Name 


OJ000119 04. 0208. C8. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


13928 




End 


14425 




GI 


none 




Score 


70 




Exons 


13928. .14035, 13939. 


.13968, 


13988. .14008, 14 024 .. 14 131 , 






14031. .14105, 14156. 


.14314, 


14158. . 143 


13, 14328. .14390, 






14363. .14425 










Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208. 


.C8 


Gene No. 


20988 




Strand 






Start 


32095 




End 


38752 




Name 


OJ000119 04. 0208. C8 . 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14156 




End 


14425 




GI 


none 




Score 


158 




Exons 


14156. .14305, 14158. 


.14304, 


14328 . . 143 


45, 14345. .14401, 






14351. .14425 










Seq. No. 


9855 




Seq. ID 


OJ000119_04 .0208, 


.C8 



10326 




Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16404 






End 


28332 




GI 


none 






Score 


58 




Exons 


16404. 


.16460, 16414 


.16461, 


25520. .25915, 28237.. 28332 




Sea No . 


9855 






Seq. ID 


OJ000119_04 .0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


21810 






End 


22459 




GI 


none 






Score 


120 




Exons 


21810. 


.22193, 21812 


. 22285, 


22298. .22459 




Seq. No. 


9855 






Seq. ID 


OJ000119_04.0208 


.C8 


Gene No . 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 


ol . tc 


Method 


TBLASTX: Cress 




Start 


21818 






End 


22492 




GI 


none 






Score 


92 




Exons 


21818. 


.22069, 21819 


. . 22070, 


22065. .22193, 22067 .. 22192, 






22187. 


.22480, 22284 


. . 22481, 


22376. .22492 




cpn No 


9855 






Seq. ID 


OJ000119_04 .0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


21822 






End 


22204 




GI 


none 






Score 


113 




Exons 


21822. 


.22172, 21860 


. .22204, 


21965. .22198 




Seq. No. 


9855 






Seq. ID 


OJ000119_04 .0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21848 






End 


22294 




GI ' 


none 






Score 


87 




Exons 


21848. 


.22066, 21852 


. . 22046, 


22064. .22294 




Seq. No. 


9855 






Seq. ID 


OJ000119_04.0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


22346 






End 


22768 




GI 


none 






Score 


100 




Exons 


22346. 


.22768, 22350 


. . 22580, 


22379. .22762 




Seq. No. 


9855 - 


•* 




Seq. ID 


OJ000119J34 .0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


22628 






End 


23168 




GI 


none 






Score 


115 




Exons 


22628. 


.22837, 22823 


. .23167, 


22827. .23009, 23034.. 23168 




Seq. No. 


9855 






Seq. ID 


OJ000119_04 .0208 


.C8 



10327 






Gene No. 


20988 




Strand 








Start 


32095 




End 


38752 






Name 


OJ000119 04. 0208. C8. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


22832 




End 


23347 






GI 


5509260 




Score 


104 






Exons 


22832. .23347, 22854. 


.23009, 


23067 . . 2324 


6 






GI Descrip. 


— 












Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208. 


,C8 




Gene No. 


20988 




Strand 








Start 


32095 




End 


38752 






Name 


OJ000119 04. 0208. C8. 


o3 . tc 


Method 


TBLASTX: Cress 






Start 


22949 




End 


23213 






GI 


none 




Score 


139 






Exons 


22949. .23212, 22968. 


.23213 










Seq . No . 


9855 




Seq. ID 


OJ000119_04.0208, 


,C8 




Gene No. 


20988 




Strand 








Start 


32095 




End 


38752 






Name 


OJ000119 04. 0208. C8. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


22988 




End 


23305 






GI 


none 




Score 


191 




SBJ. 


Exons 


22988. .23305, 22989. 


.23213, 


23000.. 23296 




!:? 


Cprr Kin 


9855 




Seq. ■ ID 


OJ000119_04 .0208. 


,C8 


i 


Gene No. 


20988 




Strand 






V 


Start 


32095 




End 


38752 






Name 


OJ000119 04. 0208. C8. 


o2 . ts 


Method 


TBLASTX: Soybean 




I si 


Start 


23726 




End 


24202 




, I 

■ I: 


GI 


none 




Score 


97 




: 

: sr 


Exons 


23726. .24190, 23726. 


.24202, 


23901. .24194 




■i E 
t? 


Seq . No . 


9855 




Seq. ID 


OJ000119_04.0208, 


,C8 


! SI 


Gene No. 


20988 




Strand 






I 

: Br 


Start 


32095 




End 


38752 




• 

M 


Name 


OJ000119 04. 0208. C8 . 


o2.tc 


Method 


TBLASTX: Cress 




a; 


Start 


23741 




End 


24187 




sv 


GI 


none 




Score 


273 




= F 

!} 


Exons 


23741 . . 24187 










= i 


Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208 


. C8 




nprip No 


20988 




Strand 








Start 


32095 




End 


38752 






Name 


OJ000119 04. 0208. C8. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


23804 




End 


24229 






GI 


none 




Score 


92 






Exons 


23804. .23875, 23881. 


.24144, 


23886. .24152, 23888.-24229, 








23898. .24215 












*j 

Seq. No. 


9855 




Seq. ID 


OJ000119_04.0208 


. Co 




Gene No. 


20988 




Strand 








Start 


32095 




End 


38752 






Name 


OJ000119 04. 0208. C8 . 


o2. tw 


Method 


TBLASTX: Wheat 






Start 


23876 




End 


24421 






GI 


none 




Score 


48 






Exons 


23876. .23965, 23898. 


.23966, 


23975. .24421, 23988. .24260 





10328 




Seq. No. 


9855 






Seq. ID 


OJ000119_04 .0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


24242 






End 


24571 




GI 


none 






Score. 


231 




Exons 


24242. 


.24571 










Seq. No. 


9855 






Seq. ID 


OJ000119_04. 020-8 


. C8 


Gene No . 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


24509 






End 


24965 




GI 


none 






Score 


54 




Exons 


24509. 


.24595, 24594. 


, .24641, 


24596. .24703, 24719 .. 24 964 , 






24744. 


.24965 










Seq. No. 


9855 






Seq. ID 


OJ000119JD4.0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8. 


,o8. tm 


Method 


TBLASTX: Maize 




Start 


24575 






End 


24985 




GI 


none 






Score 


55 




Exons 


24575. 


.24706, 24579. 


. . 24707, 


247 67. .24 985, 24810. .24 950 




Seq. No. - 


9855 






Seq. ID 


OJ000119JD4 .0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


25406 






End 


25795 




GI 


none 






Score 


51 




Exons 


25406. 


.25489, 25407. 


. .25475, 


25469. .25579, 254 70 .. 25580 , 






25586. 


.25795, 25592. 


. .25795 








Seq. ' No. 


9855 






Seq. ID 


OJ000119JD4 .0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8, 


. o7 . gs 


Method 


GEN SCAN 




Start 


32095 






End 


38752 




GI 


none 






Score 


.47 




Exons 


32095. 


.32359, 32471. 


. . 32669, 


33322. .33461, 34363. .34511, 






36172. 


.36304, 36991, 


. . 37637, 


37931. .38093, 38166. .38270, 






38297. 


.38383, 38745, 


. . 38752 








Seq. No. 


9855 






Seq. ID 


OJ000119_04.0208 


.C8 


Gene No. 


20988 






Strand 






Start 


32095 






End 


38752 




Name 


OJ000119 04. 0208. C8 . 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


32146 






End 


32448 




GI 


none 






Score 


135 




Exons 


32146. 


.32283, 32151, 


. . 32279, 


32355. .32447, 32356. .32448 




Seq. No. 


9856 






Seq. ID 


OJ000119_07.0209 


.CI 


Gene No. 


20989 






Strand 


+ 




Start 


5068 






End 


9239 




Name 


OJ000119 07. 0209. CI, 


. o2 . gs 


Method 


GENSCAN 




Start 


5068 






End 


9075 





10329 




GI 


none 


Score 


.8 




Exons 


5068. .5071, 5745. .5989, 7283. .7531, 7633.-7827, 8512. .9075 


Seq. No. 


9856 


Seq; ID 


OJ000119_07.0209. 


■ CI 


Gene No. 


20989 


Strand 


+ 






5068 


End 


9239 




Name 


OJ000119 07.0209.Cl.ol.gp 


Method 


AAT/GAP 




Start' 


7265 


End 


8553 




GI 


uC-osroM202006b09bl 


Score 


920 




Exons 


7265. .7531, 7633. .7827, 8512. .8553 






GI Descrip. 


f 571484 1.0e-39 (U16727) peroxidase precursor [Medicago 






truncatula] ' 








Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209. 


.CI 


Cipnp No 


20989 


Strand 


+ 




Start 


5068 


End 


9239 




Name 


OJ000119 07.0209.Cl.o2.np 


Method 


AAT/NAP 




Start 


7310 


End 


9069 




GI 


571484 


Score 


797 




Exons 


7310. .7531, 7633. .7844, 8523. .9069 






GI Descrip. 


(U16727) peroxidase precursor [Medicago truncatula] 




Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209. 


.CI 


Gene No. 


20989 


Strand 


+ 




c+- a rt 


5068 


End 


9239 




Name 


OJ000119 07.0209.Cl.o2.gp 


Method 


AAT/GAP 




Start 


8733 


End 


9239 




GI 


uC-osrocyp036g09bl 


Score 


977 




Exons 


8733. . 9239 








GI Descrip. 


■54 5337 9/gb|AAD4 3561. 1|AF155124_1 7 . Oe- 


-19 (AF155124) 






bacterial-induced peroxidase precursor 


[Gossypium hirsutum; 


Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209. 


.CI 


Gene No. 


20990 


Strand 






Start 


146 


End 


1033 




Name 


OJ000119 07.0209.Cl.ol.np 


Method 


AAT/NAP 




Start 


146 


End 


1021 




GI 


4433618 


Score 


202 




Exons 


146. .636, 858. .1021 








GI Descrip. 


(AF107585) putative myosin 


heavy chain 


[Dendrobium grex 


Ma< 




Thong-IN] 








Sea No 


9856 


Seq. ID 


OJ000119_07.0209, 


.CI 


Gene No. 


20990 


Strand 






Start 


146 


End 


1033 




Name 


OJ000119 07.0209.Cl.ol.gs 


Method 


GENSCAN 




Start 


148 


End 


1033 




GI 


none 


Score 


.81 




Exons 


148. .636, 863. .1033 








Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209. 


,C1 


Gene No. 


20991 


Strand 






Start 


9836 


End 


11385 




Name 


OJ000119 07.0209.Cl.o3.gs 


Method 


GENSCAN 




Start 


9836 


End 


11382 




GI 


none 


Score 


.9 




Exons 


9836. .10224, 10296 .. 104 61 , 


10748. . 10924, 11245. .11382 





10330 



Seq. No. 9856 Seq. ID OJ000119_07 . 0209 . CI 

Gene No. 20991 Strand 

Start 9836 End 11385 

Name OJ000119_07 . 0209 . CI . o3 . np Method AAT/NAP ■ 

Start 9839 End 11385 

GI 82613 Score 1166 

Exons 9839.. 10224, 10296 .. 104 61 , 10748 .. 10924 , 11179.. 11385 

GI Descrip. peroxidase (EC 1.11.1.7) precursor, pathogen-induced - wheat 

gi|21829|emb|CAA39486| (X56011) peroxidase [Triticum aestivum] 





Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209 


.CI 




Gene No. 


20992 


Strand 








Start 


12128 


End 


15762 






Name 


OJ000119 07.0209.Cl.o4.gs 


Method 


GEN SCAN 






Start 


12128 


End 


15695 






GI 


none 


Score 


.84 






Exons 


12128 .. 12159, 124 94 .. 12592, 


13755. .13832, 14274. .14353, 








14 38 6.. 14776, 148 91. .14 990, 


15053. .15334, 15395 .. 154 35 , 








15485. . 15695 










Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209 


.CI 




Gene No. 


20992 


Strand 






; t 


Start 


12128 


End 


15762 






Name 


OJ000119 07.0209.Cl.o3.gp 


Method 


AAT/GAP 






Start 


14008 


End 


15762 




n! 


GI 


292 1.R1084 


Score 


2540 






Exons 


14 008 ..14776, 14891.. 15059, 


15161. .15334, 15489. .15762 




i . | 


GI Descrip. 


'2429290 1.0e-156 (AF014469) 


peroxidase [Oryza sativa] 1 






Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209 


.CI 


ry 


Gene No. 


20992 


Strand 








Start 


12128 


End 


15762 




r s i 


Name 


OJ000119 07.0209.Cl.o4.np 


Method 


AAT/NAP 






Start 


14385 


End 


15695 




i. t 


GI 


2429290 


Score 


1480 




:2 s: 


Exons 


14385. . 14776, 14 891 .. 15059, 


15161. .15334, 15489. .15695 




. =E 

W 


GI Descrip. 


(AF014469) peroxidase [Oryza 


sativa] 






O 


Seq. No. 


9856 


Seq. ID 


OJ000119JD7.0209 


.CI 




Gene No. 


20993 


Strand 








Start 


16937 


End 


25047 






Name 


OJ000119 07.0209.Cl.o2.tm 


Method 


TBLASTX: Maize 






Start 


232 


End 


977 






GI 


none 


Score 


93 






Exons 


232. .363, 233. .364, 409. .615, 914. .976, 


915. . 977 






Seq. No. 


9856 


Seq. ID 


OJ000119_07.0209 


.CI 




Gene No. 


20993 


Strand 








Start 


16937 


End 


25047 






Name 


OJ000119 07.0209.Cl.o2.tw 


Method 


TBLASTX: Wheat 






Start 


7387 


End 


21335 






GI 


none 


Score 


107 






Exons 


7387. .7530, 7388. .7528, 7627 


..7701, 7632. .7700, 7702. .7776, 



7711. .7743, 7776. .7814, 7777. .7821, 10755 .. 10847 , 10778 .. 108 64 , 
10889. . 10930, 11179. .11304, 11183 .. 11290, 15167 .. 15301 , 
15168. . 15329, 154 89 .. 15614 , 154 92 .. 15599, 154 93 15615 , 



10331 



20947. .21033, 21052 .. 21099, 21209 .. 21334 , 21213.. 21335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9856 

20993 

16937 

OJ000119_07, 
7391 
none 
7391. . 
7759. . 
8983. . 
10077. 
10296. 
10778. 
11242. 
14385. 
14877. 
15158. 
15489. 
15553. 
20436. 
20670. 
21209: 
24827. 
25012. 



0209.Cl.ol.tm 



7468, 
7830, 
9069, 
.10226 
.10397 
.10900 
.11304 
.14570 
.14984 
.15271 
. 15545 
.15660 
.20558 
.20810 
.21268 
.25015 
.25047 



7475. .7528, 7475 
7773.. 7829, 8548 
9074.. 9175, 9839 
10106. . 10231, 
10375. . 10461, 
10898. .10930, 
11243. .11290, 
14385. .14663, 
14878. .14988, 
15159. .15263, 
15489. .15545, 
20168. .20437, 
20451. .20567, 
20699. .20809, 
21210. .21260, 
24828. .25013, 



Seq. ID OJ000119_07 .0209. CI 
Strand 

End 25047 

Method TBLASTX : Mai ze 

End 25047 

Score 57 
..7540, 7630. .7662, 7714. .7776, 
..8742, 8851. .8907, 8929. .9069, 
..10111, 9840.. 10115, 10077. .10262, 
10294. .10389, 102 95 .. 10393, 
10376. .10462, 10734 .. 1084 7 , 
11179. .11238, 11180. . 11230, 
11267. .11350, 14380. . 14466, 
14552. .14656, 14 655 .. 14780, 
15006. .15092, 15010. .15060, 
15311. .15337, 15488. .15529, 
15532. .15648, 1554 6 .. 15599, 
20169. .20435, 20402 .. 20563, 
20624. .20773, 20625 .. 20738 , 
20947. .21027, 21067 .. 21099, 
21249. .21380, 2 1273 .. 21350, 
24888. .25016, 2501 1 .. 2504 6, 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9856 

20993 

16937 

OJ000119_07. 
7394 
none 
7394 . . 
7774 . . 
9990. . 
10379. 
14442. 
14877. 
15158. 
20321. 
20636, 
21210. 



0209.Cl.ol. tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119_07.0209.C1 
25047 

TBLASTX: Cress 

21334 

119 



7528, 
7833, 
10109, 
.10462 
.14462 
.15023 
.15328 
.20491 
.20833 
.21317 



7396.. 7527, 7627 
8512. .8736, 8854 

10148. , 
, 10775, 
, 14535. 

14878. 

15489. 

20328. 

20947. 



7776, 7632. .7742, 7774. .7830, 
9015, 9034.. 9084, 9989.. 10108, 
10225, 10167. .10226, 10294 .. 104 61 , 
.10891, 10889. .10930, 11179. .11304, 
.14711, 14700. . 14777, 14749.. 14 778, 
. 14 925, 15003. . 15059, 15007 . . 15060, 
.15626, 20220. .20324, 20224 .. 2024 1 , 
.20462, 20480. .20563, 20520 .. 20558 , 
.21060, 21031. .21099, 2 1209 .. 21334 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9856 

20993 

16937 

OJ000119_07 
7394 
none 
7394. . 
7774 . . 
9843. . 
10375. 
11179. 
14708. 
15165. 
20145. 



0209.Cl.ol.ts 



7528, 
7824, 
10109, 
.10461 
.11304 
.14770 
.15308 
.20558 



Seq. ID OJ000119_07.0209.C1 
Strand 

End 25047 
Method TBLASTX : Soybean 
End . 25015 
Score 155 
7405. .7527, 7627. .7776, 7632. .7775, 7773. .7823, 
8512.. 8601, 8590.. 8742, 8929.. 9069, 9842.. 10150, 

10106. . 10231, 10107. . 10229, 10294 . . 10383, 
, 10752. .10883, 10778 .. 108 91 , 10901 10930 , 
, 11183. .11290, 14388. .14780, 14557 14 661 , 
14 883. .15059, 14887. .15057, 15164 . .15307, 
15311. .15337, 15489. .15629, 15493. .15669, 
20153. .20563, 20636 .. 20731, 20651 .. 207 16, 



10332 



20711. .20809, 20736. .20807, 20947 21060, 21209 .. 21334 , 
21213. .21407, 24830. .25015 



Seq. No. 9856 
Gene No. 20993 
Start 16937 

Name OJ000119_07 . 0209 . CI . ol . tw 

Start 8514 
GI none 
Exons 8514 . . 

10103. 

14647, 

14997. 

20427, 

24971, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119_07.0209.C1 
25047 

TBLASTX: Wheat 

25046 

214 



8693, 8515. .8742, 9983. .10105, 9999. .10106, 10103 .. 10219, 
.10231, 10294. .10458, 10295 .. 10459, 14 529 .. 14 660 , 
14780, 14877. . 15023, 14 878 .. 15006, 
15057, 20309. .20440, 20313 . . 204 4 1 , . 
20563, 20642. .20806, 20643 .. 20807 , 



.14778, 14655. 

.15056, 15007. 

.20585, 20435. 

.25015, 25011. 



.25046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9856 
20993 
16937 

OJ000119_07.0209.Cl.o5.gs 
16937 



OJ000119 07. 0209. CI 



none 

16937. 

18601. 

20644. 

24836. 



Seq. ID 
Strand 

End 25047 
Method GENSCAN 
End 24991 
Score .47 
17242, 17628. .17677, 18393 .. 1844 8 , 
19139, 20020. .20134, 20174 .. 20556, 
20809, 20917. .21093, 21242 .. 21372 , 24 1 64 .. 24236, 
24991 



,17048, 17152, 
.18681, 18928, 



r 1 1 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9856 Seq. ID 

20993 Strand 

16937 End 

OJ000119_07 . 0209 . CI . o4 . gp Method 

19872 End 

292_3.R1084 Score 

19872. .20556, 2064 4 .. 20809, 



OJ000119_07.0209.C1 

25047 
AAT/GAP 
21503 
2551 



20917. .21093, 21209. .21503 
, 585662/sp|P37835|PER2_ORYSA 1.0e-154 PEROXIDASE PRECURSOR 
>gi_303851_dbj_BAA03911_ (D16442) peroxidase [Oryza sativa] 1 



9856 Seq. ID 

20993 Strand 

16937 End 

OJ000119_07 .0209.Cl.o5.np Method 

20168 End 

585662 Score 



OJ000119_07.0209.C1 

25047 
AAT/NAP 
21418 
1489 



20168. .20556, 2064 4 .. 20809, 20917 .. 2 1093, 21209. .21418 
PEROXIDASE PRECURSOR gi | 303851 | dbj | BAA03911 | (D16442) peroxidase 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 07. 0209. CI 



9856 
20993 
16937 

OJ000119_07. 0209.Cl.o5.gp 
24544 

292_2.R1084 
24544. .25047 

1 100694/pir MS22087 1.0e-153 peroxidase (EC 1.11.1.7) precursor 
- rice >gi_2028 6_emb_CAA4 6916_ (X66125) peroxidase [Oryza 
sativa] >gi 445620_prf 1909367A peroxidase [Oryza sativa] ' 



25047 
AAT/GAP 
25047 
969 



10333 



Seq. No. 


9856 




Seq. ID 


OJ000119_07 .0209. 


CI 


Gene No. 


20993 




Strand 






Start 


16937 




End 


25047 




Name 


OJ000119 07. 0209. CI. 


. 06 . np 


Method 


AAT/NAP 




Start 


24827 




End 


25047 




GI 


2429286 




Score 


335 




Exons 


24827 . .25047 










GI Descrip. 


(AF014467) peroxidase [Oryza 


sativa] 






Seq. No. 


9857 




Seq. ID 


OJ000119_07.0209. 


C2 


Gene No . 


20994 




Strand 


+ 




Start 


6849 




End 


11689 




Name 


OJ000119 07. 0209. C2. 


. o3 . np 


Method 


AAT/NAP 




Start 


5602 ~~ 




End 


11689 




GI 


6466937 




Score 


2325 




Exons 


5602 . . 5738, 7278 . .11 


388, 7925 


. . 11468, 


11579. .11689 




GI Descrip. 


(AC011621 ) putative 


retroelement pol ; 


polyprotein [Arabidopsis 




t haliana ] 










Seq. No. 


9857 




Seq. ID 


OJ000119_07.0209. 


C2 


Gene No. 


20994 




Strand 


+ 




Start 


6849 




End 


11689 




Name 


OJ000119 07 .0209. C2. 


. o3 . gs 


Method 


GENSCAN 




Start 


6849 ~ 




End 


11666 




GI 


none 




Score 


.47 




Exons 


6849. . 10101, 10870 . . 


.11144, 11172. .11325, 11377.. 11666 




Seq. No. 


9857 




Seq. ID 


OJ000119_07.0209. 


C2 


Gene No. 


20995 




Strand 


+ 




Start 


17789 




End 


21548 




Name 


OJ000119 07. 0209. C2. 


. o5 . gs 


Method 


GENSCAN 




Start 


17789 




End 


21548 




GI 


none 




Score 


.68 




Exons 


17789. .17819, 17910. 


. .17997, 


18 957. .19070, 19188. .19356, 






19425. .19755, 19767. 


. .20375, 


21472. .21548 




Seq. No. 


9857 




Seq. ID 


OJ000119_07.0209. 


C2 


Gene No. 


20996 




Strand 






Start 


1 




End 


976 




Name 


OJ000119 07. 0209. C2. 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


976 




GI 


292 2.R1084 




Score 


1260 





Exons 1..55, 170. .335, 422. .598, 695. .976 

GI Descrip. 1 100694 /pir I I S22087 1.0e-153 peroxidase (EC 1.11.1.7) precursor 
- rice >gi_2028 6_emb_CAA4 6916_ (X66125) peroxidase [Oryza 
sativa] >gi_4 4 5620__prf 1909367A peroxidase [Oryza sativa] 1 



Seq. No. 9857 Seq. ID 

Gene No. 20996 Strand 

Start 1 End 

Name OJ000119_07 . 0209 . C2 . ol . np Method 

Start 1 End 

GI 2429286 Score 

Exons 1. .55/ 170. .335, 422.. 598, 695.. 910 
GI Descrip. (AF014467) peroxidase [Oryza sativa] 



OJ000119_07.0209.C2 
976 

AAT/NAP 

910 

916 



10334 






Cpn Mo 


9857 




Seq. ID 


OJ000119 07 


. 0209 


.C2 




Gene No. 


20996 




Strand 










Start 


1 




End 


976 








Name 


OJ000119 07.0209.C2.ol.gs 




Method 


GENSCAN 








Start 


170 




End 


877 








GI 


none 




Score 


.42 








Exons 


170. .237, 422. .565, 674. .8 


!77 












Seq. No. 


9857 




Seq. ID 


OJ000119_07 


.0209 


.C2 




Gene No . 


20997 




Strand 










Start 


3568 




End 


5216 








Name 


OJ000119 07.0209.C2.o2.gp 




Method 


AAT/GAP 








Start 


3345 




End 


5216 








GI 


292 4.R1084 




Score 


2358 








Exons 


3345. .3959, 4044. .4209, 4312 


. .4503, 4951. .5216 








GI Descrip. 


'2429288 1.0e-158 (AF014468) 


peroxidase [Oryza sativa] f 






Seq. No. 


9857 




Seq. ID 


OJ000119_07 


. 0209 


.C2 




Gene No. 


20997 




Strand 










Start 


3568 




End 


5216 








Name 


OJ000119 07.0209.C2.o2.gs 




Method 


GENSCAN 








Start 


3568 




End 


5148 








GI 


none 




Score 


.92 






U 


Exons 


3568. .4209, 4312. .4503, 5017 


. .5148 








a 
en 


Seq. No. 


9857 




Seq. ID 


OJ000119_07 


.0209 


.C2 


! l\ 


Gene No . 


20997 




Strand 










Start 


3568 




End 


5216 








Name 


OJ000119 07.0209.C2.o2.np 




Method 


AAT/NAP 






m 


Start 


3571 




End 


5148 








GI 


2429288 




Score 


1501 






fil 


Exons 


3571. .3959, 4044. .4209, 4312 


..4503, 4951. .5148 








GI Descrip. 


(AF014468) peroxidase [Oryza 


sativa] 










Seq. No. 


9857 




Seq. ID 


OJ000119_07 


.0209 


.C2 


"i 


Gene No. 


20998 




Strand 








M. 


Start 


13166 




End 


14545 








Name 


OJ000119 07.0209.C2.o3.gp 




Method 


AAT/GAP 








Start 


12974 




End 


13661 






c:i 

.3 51 


GI 


292 6.R1084 




Score 


1352 






L -f 


Exons 


12974. .13661 














GI Descrip. 


'2117619/pir | | S61408 4 . Oe- 


•71 


peroxidase (EC 1.11.1 


.7) 4 





precursor - wheat >gi_7 3297 6_emb_CAA594 87_ (X85230) peroxidase 
[Triticum aestivum] 1 



Seq. No. 9857 Seq. ID 

Gene No. 20998 Strand 

Start 13166 End 

Name OJ000119_07 . 0209 . C2 . o4 . gs Method 

Start 13166 End 

GI none Score 

Exons 13166. .14002 



OJ000119_07.0209.C2 

14545 
GENSCAN 
14002 
.85 



Seq. No. 9857 Seq. ID 

Gene No. 20998 Strand 

Start 13166 End 

Name OJ000119_07 . 0209 . C2 . o4 . np Method 



OJ000119_07.0209.C2 

14545 
AAT/NAP 



10335 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,; ; J Exons 

El 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13169 End 14510 

2117619 Score 1223 

13169. .13723, 13802 13993, 14292. .14510 
peroxidase (EC 1.11.1.7) 4 precursor - wheat 

gi | 7 3297 6 | emb | CAA59487 | (X85230) peroxidase [Triticum aestivum] 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000119 07. 0209. C2 



9857 
20998 
13166 

OJ000119J37. 0209.C2.o4 .gp 
14029 

292_5.R1084 
14029. .14545 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



14545 
AAT/GAP 
14545 
962 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.333, 452 



OJ000119 07. 0209. C2 



9857 
20999 
19085 

OJ000119_07.0209.C2.ol.ts 
1 

none 

1..63, 3. .59, 168. .320, 169. 
3568. .3756, 3568. .4011, 3800 
4342. .4503, 4355. .4504, 4954 
13164. .13367, 13521 .. 13721, 13832 .. 13993, 13845 .. 13994 , 
14286. .1*4432, 14295 .. 14432, 14476. .14571 



20059 

TBLASTX: Soybean 
14571 
57 

565, 698. .820, 699. .833, 
4018, 4042. .4209, 4043. .4207, 
5076, 4955. .5065, 1314 8 .. 13723, 



9857 Seq. ID 

20999 Strand 

19085 End 

OJ000119_07 . 0209.C2.ol.tw Method 

3 End 

none Score 



OJ000119_07.0209.C2 
20059 

TBLASTX: Wheat 

13721 

63 



3. .59, 22. .63, 168. .320, 169. .333, 169. .324, 254. .328, 
3712. .3852, 3812. .3979, 3841. .3987, 4031. .4207, 4042. .4206, 
13310. . 13351, 13310. .13441, 13384 .. 134 34 , 134 36 .. 13720 , 
13518. .13721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9857 

20999 

19085 

OJ000119_07.0209.C2.o4.tm 

3 ■ 
none 



Seq. ID OJ000119_07.0209.C2 
Strand 

End 20059 

Method TBLASTX : Maize 

End 14417 

Score 78 



3. .59, 168. .320, 169. .336, 452. .565, 575. .604, 695. .820, 
699. .821, 3565. .3645, 3571. .3645, 3727. .3837, 3898. .3978, 
4042. .4209, 4043. .4210, 4342. .4506, 4355. .4504, 4951. .5082, 
4955.. 5086, 13169 .. 132-97 , 13310 .. 134 47 , 134 96 .. 13723, 
13832. . 13996, 1384 5 .. 13994 , 14280. .14417 



9857 Seq. ID 

20999 Strand 

19085 End 

OJ000119_07 . 0209 . C2 . ol . tc Method 

168 End 

none Score 



OJ000119_07.0209.C2 
20059 

TBLASTX: Cress 

14418 

96 



10336 



Exons 168. .320, 238. .333, 452. .565, 465. .566, 575. .604, 683. .763, 

695. .820, 699. .821, 3715. .3837, 3901. .3978, 3914. .3961, 
4031. .4207, 4042. .4206, 4342. .4506, 4355. .4507, 4951. .5082, 
4955. .5083, 131 66 .. 13321 , 13316 .. 13447, 134 99 .. 13720, 
13530. .13721, 13832. .13996, 13845 .. 14000, 14280 .. 144 17, 
14296. .14418 



Seq. No. 


9857 








Seq. ID 


OJ000119 07.0209 


. C2 


Gene No. 


20999 








Strand 






Start 


19085 








End 


20059 




Name 


ojuuuiiy u / 


. UzU 9 


. CZ . Ob . 


tm 


Method 


TBLASTX : Maize 




Start 


i o n s~ 

7896 








End 


8729 




GI 


none 








Score 


116 




Exons 


too/ - om o 

7896 . . oOlo, 


o n o t 


o o o o 

. . 8333, 


a a o i 

8421 . 


a c c\ a o 

. 8504 , o 


f o i a ~i o r\ 

637 . .872 9 




Seq. No. 


9857 








Seq. ID 


OJ000119_07 .0209 


.C2 


Gene No. 


20999 








Strand 






Start 


19085 








End 


20059 




Name 


OJ000119_07 


. 0209 


. C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8718 








End 


9200 




GI 


none 








Score 


408 




Exons 


8718 . . 9200, 


8732 


. . 9196 










Seq. No. 


9857 








Seq. ID 


OJ000119_07 . 0209 


. C2 


Gene No. 


20999 








Strand 






Start 


19085 








End 


20059 




Name 


OJ000119 07 


. 0209 


.C2.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


8754 








End 


9068 




GI 


none 








Score 


214 




Exons 


8754 . . 9068 














Seq. No. 


9857 








Seq. ID 


OJ000119_07 .0209 


. C2 


Gene No. 


20999 








Strand 






Start 


19085 








End 


20059 




Name 


OJQ00119 07 


f\ o r\ n 

. 0209 


. C2 . o3 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


8777 








End 


9254 




GI 


none 








Score 


619 




Exons 


a ~i -~i r\ o "5 o 

8777 . . 9238 , 


8781 


. . 9254 










Seq. No. 


9857 








Seq. ID 


OJ000119 07.0209 


. C2 


Gene No. 


20999 








Strand 






Start 


19085 








End 


20059 




Name 


OJUUU119 U / 




. . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


9177 








End 


9536 




GI 


none 








Score 


322 




Exons 


9177. .9536, 


9273 


. .9524 










Seq. No. 


9857 








Seq. ID 


OJ000119_07.0209 


.C2 


Gene No. 


20999 








Strand 






Start 


19085 








End 


20059 




Name 


OJ000119 07 


.0209 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9249 








End 


9650 




GI 


none 








Score 


352 




Exons 


9249. .9650, 


9272 


. .9616 










Seq. No. 


9857 








Seq. ID 


OJ000119_07.0209 


.C2 


Gene No. 


20999 








Strand 







10337 




Start 


19085 






End 


20059 


Name 


OJ0001 


19_07. 


0209.C2.o7 .tm 


Method 


TBLASTX: Maize 


Start 


9260 






End 


9479 


GI 


none 






Score 


253 


Exons 


9260. . 


9472, 


9261. .9479 






Seq. No. 


9857 






Seq. ID 


OJ000119 07.0209 


Gene No. 


20999 






Strand 




Start 


19085 






End 


20059 


Name 


OJ0001 


19_07. 


0209.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


9482 






End 


10100 


GI 


none 






Score 


618 


Exons 


9482. . 


9913, 


9483. .9974, 9591. .9971, 99 


90. . 10100 


Seq. No. 


9857 






Seq. ID 


OJ000119 07.0209 


Gene No. 


20999 






Strand 




Start 


19085 






End 


20059 


Name 


OJ0001 


19_07. 


0209.C2.o5.ts 


Method 


TBLASTX : Soybean 


Start 


9560 






End 


9803 


GI 


none 






Score 


214 


Exons 


9560. . 


9709, 


9561. .9803 






Seq. No. 


9857 






Seq. ID 


OJ000119_07.0209 


Gene No. 


20999 






Strand 




Start 


19085 






End 


20059 


Name 


OJ0001 


19_07. 


0209.C2.o4.tw 


Method 


TBLASTX : Wheat 


Start 


9972 






End 


10391 


GI 


none 






Score 


332 


Exons 


9972. . 


10391, 


10125. .10382, 


10328. .10390 


Seq. No. 


9857 






Seq. ID 


OJ000119JD7.0209 


Gene No. 


20999 






Strand 




Start 


19085 






End 


20059 


Name 


OJ0001 


19_07. 


0209.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


10224 






End 


10859 


GI 


none 






Score 


736 


Exons 


10224 . 


.10859, 10328. .10858 






Seq. No. 


9857 






Seq. ID 


OJ000119_07.0209 


Gene No. 


20999 






Strand 




Start 


19085 






End 


20059 


Name 


OJ0001 


19_07. 


0209.C2.o2.ts 


Method 


TBLASTX: Soybean 


Start 


10263 






End 


10631 


GI 


none 






Score 


330 


Exons 


10263. 


.10631, 10263. .10316, 


10340. .10630 


Seq. No. 


9857 






Seq. ID 


OJ000119_07.0209 


Gene No. 


20999 






Strand 




Start 


-.19085 






End 


20059 


Name 


OJ0001 


19_07. 


0209.C2.o5.tw 


Method 


TBLASTX: Wheat 


Start 


10479 






End 


10859 


GI 


none 






Score 


315 


Exons 


10479. 


.10859 


, 10574. .10858 






Seq. No. 


9857 






Seq. ID 


OJ000119_07.0209 


Gene No. 


20999 






Strand 




Start 


19085 






End 


20059 



10338 




Name 


OJ000119 07.0209.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


10994 


End 


11666 






GI 


none 


Score " 


416 






Exons 


10994 . . 11473, 10995. . 11471, 11571. . 11666 






Qprr Mo 


9857 


Seq. ID 


OJ000119_ 


_07.0209 


.C2 


Gene No. 


20999 


Strand 








Start 


19085 


End 


20059 






Name 


OJ000119 07.0209.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start. 


10995 


End 


11267 






GI 


none 


Score 


287 






Exons 


10995. .11267, 11010. .11165, 11018. .11263 






Seq. No. 


9857 


Seq. ID 


OJ000119 


_07.0209 


. C2 


Gene No. 


20999 


Strand 








Start 


19085 


End 


20059 






Name 


OJ000119 07.0209.C2.o5.np 


Method 


AAT/NAP 






Start 


19085 


End 


20059 






GI 


6907106 


Score 


340 






Exons 


19085. .19653, 19827.. 20059 










GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to , 


a region 


of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


9858 


Seq. ID 


OJ000119 


_07.0209 


.C4 


Gene No. 


21000 


Strand 


+ 






Start 


3722 


End 


4106 






Name' 


OJ000119 07.0209.C4.o2.gp 


Method 


AAT/GAP 






Start 


3722 


End 


4106 






GI 


uC-osflcyp033a04bl 


Score 


674 






Exons 


3722. .4106 










GI Descrip. 


, 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


•59 Oryza . 


sativa genoi 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


9858 


Seq. ID 


OJ000119 


_07.0209 


.C4 


Gene No. 


21001 


Strand 


+ 






Start 


4532 


End 


6411 






Name 


OJ000119 07.0209.C4 .o5.np 


Method 


AAT/NAP 






Start 


4532 


End 


6411 






GI 


4539658 


Score 


170 






Exons 


4532. .4567, 5195. .5331, 5548. 


.5730, 6285.. 6411* 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


9858 


Seq. ID 


OJ000119 


__07.0209 


-C4 


Gene No. 


21001 


Strand 


+ 






Start 


4532 


End 


6411 






Name 


OJ000119 07.0209.C4.o4.np 


Method 


AAT/NAP 






Start 


5194 


End 


6411 






GI 


4539658 


Score 


173 






Exons 


5194.. 5331, 5548.. 5730, 6285. 


.6411 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


9858 


Seq. ID 


OJ000119 


_07.0209 


.C4 


Gene No. 


21002 


Strand 








Start 


1 


End 


6244 






Name 


OJ000119 07.0209.C4.o2.np 


Method 


AAT/NAP 







10339 






Start 


1 




End 


4008 






GI 


5852180 




Score 


690 






Exons 


1..24, 1642. .1678, 2382. .2794 


, 2845 . . 


2962 , 3955 . . 4008 






GI Descrip. 


(AL117265) zhbOOOlO. 1 


[Oryza 


sativa] 








Seq. No. 


9858 




Seq. ID 


OJ000119_07.0209. 


.C4 




Gene No. 


21002 




Strand 








Start 


1 




End 


f O A A 

624 4 






Name 


OJ000119 07 . 0209 . C4 . ol 


.gs 


Method 


GENSCAN 






Start 


.,227 




End 


74 2 






GI 


' "none 




Score 


. 59 






Exons 


227. .742 












Seq. No. 


9858 




Seq. ID 


OJ000119_07.0209, 


,C4 




Gene No. 


21002 




Strand 








Start 


1 




End 


/" O A A 

624 4 






Name 


OJ000119 07.0209.C4.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


237 




End 


4 87 






GI 


none 




Score 


4 6 






Exons 


237 . .275, 248 . . 487, 34: 


8 . . 476 










Seq. No. 


9858 




Seq. ID 


OJ000119_07 .0209. 


.C4 




Gene No. 


21002 




Strand 






- -1 


Start 


1 




End 


6244 




tl\ 


Name 


OJ000119 07.0209.C4.ol 


.np 


Method 


AAT/NAP 




2 f i 
i '• : 


Start 


248 




End 


6244 




"1 * 


GI 


4544372 




Score 


566 






Exons 


248. .1520, 2365. .2568, 


3832. . 


3939, 4762.. 4977, 5369.. 5441, 






6153. . 6244 










-S-l 


GI Descrip. 


(AC006920) putative retroelement pol ] 


polyprotein [Arabidopsis 


: - i 




thaliana] 












Seq. No. 


9858 




Seq. ID 


OJ000119JD7.0209, 


,C4 




Gene No. 


21002 




Strand 






:!| 


Start 


1 




End 


6244 




j 


Name 


OJ000119 07.0209.C4.ol 


.tw 


Method 


TBLASTX: Wheat 




t ». 


Start 


263 




End 


670 




; J 

1 3; 


GI 


none 




Score 


8.4 




Exons 


263. .670, 297. .440 










::? 


Seq. No. 


9858 




Seq. ID 


OJ000119_07.0209. 


,C4 




Gene No. 


21002 




Strand 








Start 


1 




End 


6244 






Name 


OJ000119 07.0209.C4 .o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


919 




End 


1227 






GI 


none 




Score 


93 






Exons 


919. .1227, 1007. .1123 












Seq. No. 


9858 




Seq, ID 


OJ000119_07.0209. 


■ C4 




Gene No. 


21002 




Strand 








Of -ivf 


1 




End 


6244 






Name 


OJ000119 07.0209.C4.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


997 




End 


1386 






GI 


none 




Score 


108 






Exons 


997. .1053, 1084. .1191, 


1225. . 


1386 








Seq. No. 


9858 




Seq. ID 


OJ000119JD7.0209. 


,C4 



10340 



Gene No. 21002 Strand 

Start 1 End 

Name OJ000119_07 . 0209 . C4 . ol . tin Method 

Start 1084 End 

GI none Score 

Exons 1084.. 1461 



6244 

TBLASTX: Maize 

1461 

209 



Seq. No. 9858 

Gene No. 21002 

Start 1 

Name OJ000119_07 . 0209 . C4 . o2 . gs 

Start 2330 

GI none 

Exons 2330.. 2840, 2846.. 2962, 3955. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4008, 6009.. 6244 



OJ000119_07.0209.C4 

6244 
GENSCAN 
6244 
.63 



Seq. No. 9859 . Seq. ID 

Gene No. 21003 Strand 

Start 697 End 

Name OJ000119_07 . 0209 . C5 . ol . gs Method 

Start 697 End 

GI none Score 

Exons 697.. 1986 



OJ000119_07.0209.C5 
+ 

1986 
GENSCAN 
1986 
.7 



Seq. No. 9860 ' Seq. ID 

Gene No. 21004 Strand 

Start 245 End 

Name OJ000119_07 . 0209 . C7 . ol . gs Method 

Start 245 End 

GI none Score 

Exons 245.. 325 



OJ000119_07.0209.C7 
325 

GENSCAN 

325 

.59 



Seq. No. 9861 Seq. ID 

Gene No. 21005 Strand 

Start 344 End 

Name OJ000119_07 . 0209 . C8 . ol . gs Method 

Start 344 End 

GI none .\ • Score 

Exons 344.. 630, 657.. 824, 1205.. 1325, 2116.. 



3670. .3820, 4026. .4165, 5829. .6071, 6500 
7191. .7344, 7377. .7491 



OJ000119_07.0209.C8 

7979 
GENSCAN 
7491 
.56 

2156, 3313.. 3610, 

6606, 6706.. 6773, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9861 Seq. ID OJ000119_07 . 0209 . C8 

21005 Strand 

344 End 7979 

OJ000119_07 . 0209 . C8 . ol . gp Method AAT/GAP 

1082 End 1176 

LIB3477-003-P1-K1-E9 Score 98 

1082. .1176 

'24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



9861 Seq. ID 

21005 Strand 

34 4 End 

OJ000119_07 . 0209 . C8 . ol . np Method 

3313 End 



OJ000119_07.0209.C8 

7979 

AAT/NAP 

7979 



10341 



GI 6069646 Score 216 

Exons 3313.. 3896, 7927 . .7979 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 i (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


9861 








Seq. ID 


OJ000119JD7.0209.C8 




Gene No. 


21005 








Strand 






Start 


344 








End 


7979 




Name 


OJ000119_07 


. 0209 . 


C8 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


3414 








End 


3893 




GI 


none 








Score 


82 




Exons 


3414 . . 3509, 


3552 . 


.3791, 


3553 . 


,.3783, 3795. .3893 




Seq. No. 


9861 








Seq. ID 


OJ000119_07.0209.C8 




Gene No. 


21005 








Strand 






Start 


344 








End 


7979 




Name 


OJ000119 07 


.0209. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3591 








End 


3779 




GI 


none 








Score 


190 




Exons 


3591. .3779 














Seq. No. 


9861 








Seq. ID 


OJ000119_07.0209.C8 


St 

t\ 


Gene No. 


21005 








Strand • 




ii 


Start 


344 








End 


7979 


=? 


Name 


OJ000119 07 


.0209. 


C8.o2. 


np 


Method 


AAT/NAP 


= : 
s? 


Start 


5359 








End 


6912 


y 


GI 


107449 








Score 


81 


= : 

_s 


Exons 


5359. .5378, 


6706. 


. 6912 








[j 


GI Descrip. 


protein kinase p68 (EC 


2.7.1. 


-) - human 




Seq. No. 


9862 








Seq. ID 


OJ000119_07.0209.C9 


r i 


Gene No. 


21006 








Strand 


+ 


j 


Start 


2225 








End 


3586 




Name 


OJ000119 07 


.0209. 


C9.ol. 


np 


Method 


AAT/NAP 


:i 


Start 


2225 








End 


35.8 6 




GI 


4164416 








Score 


404 


z \ 

ZT 


Exons 


2225. .2586, 


2715. 


.2857, 


3318. 


.3407, 3517. .3586 


~: 

A 


GI Descrip. 


(AJ132280) 


ferredoxin dependent-glutamate synthase Fd-Gogat 






[Oryza sativa] 












Seq. No. 


9862 








Seq. ID 


OJ000119_07.0209.C9 




Gene No. 


21006 








Strand 


+ 




Start 


2225 








End 


3586 




Name 


OJ000119 07 


.0209. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2282 








End 


3586 




GI 


none 








Score 


54 




Exons 


2282. .2338, 


2393. 


.2422, 


2434 . 


.2583, 2436. .2582, 2701. .2802, 






2714. .2815, 


2715. 


.2816, 


3519. 


.3584, 3524. .3586 




Seq. No. 


9863 








Seq. ID 


OJ000119_07.0209.C11 




Gene No. 


21007 








Strand 


+ 




Start 


3958 








End 


4900 




Name 


OJ000119 07 


.0209. 


Cll.ol 


.np 


Method 


AAT/NAP 




Start 


3958 








End 


4900 



10342 



GI 4544372 Score 545 

Exons 3958.. 4712, 4771.. 4900 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


9863 










Seq. ID 


OJ000119_07. 0209. Cll 


Gene No. 


21007 










Strand 


+ 


Start 


3958 










End 


4900 


Name 


OJ000119 07 


.0209. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3970 










End 


4374 


GI 


none 










Score 


82 


Exons 


3970. . 


,4032, 


3975 . 


.4016, 


4 021. 


.4374, 4032. .4331, 4033. .4374 


Seq. No. 


9863 










Seq. ID 


OJ000119JD7. 0209. Cll 


Gene No. 


21007 










Strand 


+ 


Start 


3958 










End 


4900 


Name 


OJ000119 07 


n o r\ n 

. (jzuy . 


fy "1 "1 — -I 

Cll . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4024 










End 


4289 


GI 


none 










Score 


347 


Exons 


4024 . . 


,4287, 


4032. 


.4289 








Seq. No. 


9863 










Seq. ID 


OJ000119JD7. 0209. Cll 


Gene No. 


21007 










Strand 


+ 


Start 


3958 










End 


4900 


Name 


OJ000119 07 


.0209. 


Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4291 










End 


4703 


GI 


none 










Score 


251 


Exons 


4291. . 


.4524, 


4291. 


.4479, 


4392. 


.4484, 4455. .4703, 4455. .4631, 



4631. .4699 



Seq. No. 9864 Seq. ID OJ000119_07 . 0209 . C13 

Gene No. 21008 Strand 

Start 743 End 2395 

Name OJ000119_07 . 0209 . C13 . ol . np Method AAT/NAP 

Start 743 End 2395 

GI 2129618 Score 64 

Exons 743.. 1059, 2358.-2395 

GI Descrip. hypothetical protein 1 - Arabidopsis thaliana retrotransposon 
Athila gi| 806535 | emb | CAA57397 | (X81801) Athila ORF 1 
[Arabidopsis thaliana] 



Seq. No. 9865 

Gene No. 21009 

Start 1660 

Name OJ00011 9_07 . 0209 . C14 . ol . np 

Start 1660 

GI 6523547 

Exons 1660.. 1815, 
GI Descrip. 



2150. .3060, 3408. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3580 



OJ000119207.0209.C14 

3580 
AAT/NAP 
3580 
410 



(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 9865 Seq. ID OJ000119_07 . 0209 . C14 

Gene No. 21010 Strand 

Start 5959 End 10127 

Name OJ000119_07 . 0209 . C14 . o2 . np Method AAT/NAP 

Start 5959 End 10127 

GI 121446 Score 438 



10343 




Exons 5959. .6014, 7376. .7450, 7917. .8151, 8235. .8326, 8408. .8959, 

9037. .9125, 9990. .10127 
GI Descrip. FERREDOX IN- DEPENDENT GLUTAMATE SYNTHASE PRECURSOR (FD-GOGAT) 

gi I 100877 Ipir | IA38596 glutamate synthase ( f erredoxin) (EC 

1.4.7.1) - maize gi I 168477 (M59190) f erredoxin-dependent 

glutamate synthase [Zea mays] 





Seq. No. 


9865 










Seq. ID 


OJ000119 


07.0209.C14 




Gene No. 


21010 










Strand 










Start 


5959 










End 


10127 








Name 


OJ000119 07 


. 0209. 


C14 .o2 


.gs 


Method 


GENSCAN 








Start 


6521 










End 


6927 








GI 


none 










Score 


.48 








Exons 


6521. 


. 6722, 


6773 . 


. 6927 














Seq. No. 


9865 










Seq. ID 


OJ000119 


07.0209.C14 




Gene No. 


21010 










Strand 










Start 


5959 










End 


10127 








Name 


OJ000119 07 


. 0209. 


C14 .ol 


. tm 


Method 


TBLASTX: Maize 






Start 


7372 










End 


9136 








GI 


none 










Score 


74 








Exons 


7372. 


.7446, 


7392 . 


. 7448, 


7888 . 


.7968, 7917. .7967, 


7918. . 


7968, 






7967. 


.7999, 


7985. 


. 8038, 


8040. 


.8081, 8042. .8083, 


8044 . . 


8082, 


St. 

»l 




8086. 


.8109, 


8108 . 


.8152, 


8109. 


.8153, 8114. .8152, 


8233. . 


8256, 


li 




8234 . 


.8257, 


8236. 


. 8259, 


8262. 


.8309, 8275. .8310, 


8295. . 


8330, 


fi 




8300. 


.8326, 


8406. 


.8498, 


8407 . 


.8499, 8408. .8500, 


8408. . 


8512, 






8511. 


.8540, 


8744 . 


. 8815, 


8744 . 


.8815, 8817. .8834, 


8835. . 


8924, 


\\ 




8835. 


.8924, 


8843. 


.8926, 


8908. 


.8958, 8915. .8959, 


9037. . 


9123, 






9037. 


. 9129, 


9044 . 


. 9136, 


9047 . 


.9136 










Seq. No. 


9865 










Seq. ID 


OJ000119 


07.0209.C14 




Gene No. 


21010 










Strand 










Start 


'5959 










End 


10127 








Name 


OJ000119 07 


. 0209. 


C14 . ol 


. tc 


Method 


TBLASTX: 


Cress 




at 


Start 


7392 










End 


9133 








GI 


none 










Score 


65 






s: 


Exons 


7392. 


.7448, 


7399. 


.7446, 


7888 . 


.7968, 7923.-7964, 


8042. . 


8080, 


- 1 




8044 . 


.8079, 


8107 . 


. 8154, 


8108 . 


.8152, 8235. .8258, 


8236. . 


8259, 






8262. 


.8309, 


8275. 


.8310, 


8290. 


.8337, 8300.. 8332, 


8407. . 


8499, 


:i 




8408. 


.8497, 


8744 . 


.8815, 


8835. 


.8924, 9037. .9129, 


9047. . 


9133 




Seq. No. 


9865 










Seq. ID 


OJ000119 


07.0209.C14 




Gene No. 


21010 










Strand 










Start 


5959 










End 


10127 








Name 


OJ000119 07 


.0209. 


C14 .ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


7392 










End 


9129 








GI 


none 










Score 


66 








Exons 


7392. 


.7448, 


7396. 


.7446, 


7888. 


.7968, 7917. .7958, 


7983. . 


8039, 






8042. 


.8083, 


8057. 


.8131, 


8107. 


.8154, 8108. .8152, 


8235. . 


8258, 






8236. 


.8259, 


8262. 


.8309, 


8275. 


.8310, 8290. .8337, 


8407. . 


8505, 






8408. 


.8497, 


8744 . 


.8815, 


8835. 


.8921, 8835. .8924, 


9037. . 


9129, 






9038. 


.9121 


















Seq. No. 


9865 










Seq. ID 


OJ000119 


07.0209.C14 




Gene No. 


21010 










Strand 










Start 


5959 










End 


10127 








Name 


OJ000119_07 


.0209. 


C14 .o2 


gp 


Method 


AAT/GAP 







10344 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7581 
none 

7581. .7834 

9866 

21011 

1 

OJb00119_07.0209.C15.ol.np 
1 

6560759 



End 
Score 



7834 
500 



Seq. ID OJ000119_07.0209.C15 
Strand 

End 3048 

Method AAT/NAP 

End 3048 

Score 511 



1..139, 796. .912, 1111. .1253, 1722. .1804, 1962, 
2580. .2654, 2781. .3048 

(AC010155) F3M18.22 [Arabidopsis thaliana] 



,2074, 



9866 

21011 

1 

OJ000119_07.0209.C15.ol.gp 
638 

23423 1.R1084 



Seq. ID OJ000119_07.0209.C15 
Strand 

End 3048 

Method AAT/GAP 

End 2091 

Score 1075 



638.-654, 807. .912, 1108. .1253, 1722. .2091 

'1841468/emb|CAA71881| 5.0e-35 (Y10990) Tyrosyl-tRNA synthetase 
[Nicotiana tabacum] 1 



: =£ 

'be? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9866 

21011 

1 

OJ000119_07.0209.C15.ol.gs 

807 

none 



Seq. ID OJ000119_07.0209.C15 
Strand 

End 3048 

Method GENS CAN 

End 2988 

Score . 63 



807. .912, 1108. .1253, 1855. .2067, 2573. .2669, 2789.-2988 



9866 

21011 

1 

OJ000119_07.020 9.C15.ol.tm 

807 

none 



Seq. ID OJ000119_07.0209.C15 
Strand 

End 3048 

Method TBLASTX : Mai ze 

End 3048 

Score 100 



807. .914, 808. .915, 1054. .1227, 1107. .1235, 1117. .1227, 
1131. .1238, 1975. .2073, 2555. .2632, 2786. .2983, 2788. .2988, 
2941. .3048, 2996. .3046 



Seq. ID OJ000119_07.0209.C15 
Strand 

End 3048 
Method TBLASTX : Soybean 
End 3048 
Score . 98 

1135. .1236, 1137. .1238, 1155. .1256, 1975. .2073, 2555.-2635, 
2783. .2893, 2788. .2895, 2894. .3031, 2896. .3048 



Seq. No. 9866 

Gene No. 21011 

Start 1 

Name OJ000119_07 . 0209 . C15 . ol . ts 

Start 1135 

GI none 
Exons 



Seq. No. 9867 

Gene No. 21012 

Start 1 

Name OJ000 1 19_07 . 02 09 . CI 6 . ol . np 

Start 1 

GI 1707012 



Seq. ID OJ000119_07.0209.C16 
Strand 

End 873 

Method AAT/NAP 

End 873 

Score 7 9 



10345 




Exons 1..22, 720.. 873 

GI Descrip. (U78721) putative tyrosyl-tRNA synthetase [Arabidopsis thaliana] 



Seq. No. 


9867 




Seq. ID 


OJ000119_07 . 


0209 


.C16 


Gene No. 


21013 




Strand 








Start 


957 




End 


1655 






Name 


OJ000119_07 . 020 9.C16.ol.gs 




Method 


GENSCAN 






Start 


957 




End 


1655 






GI 


none 




Score 


.93 






Exons 


957. .1061, 1257. .1655 












Seq. No. 


9867 




Seq. ID 


OJ000119_07 . 


0209 


.C16 


Gene No. 


21014 




Strand 








Start 


2261 




End 


2322 






Name 


OJ000119_07 .0209.C16.o2.gs 




Method 


GENSCAN 






Start 


2261 




End 


2322 






GI 


none 




Score 


.89 






Exons 


2261. .2322 












Seq. No. 


9868 




Seq. ID 


OJ000119_07 . 


0209 


.C17 


Gene No. 


21015 




Strand 


+ 






Start 


292 




End 


1110 






Name 


OJ000119 07.0209.C17.ol.gs 




Method 


GENSCAN 






Start 


292 




End - 


1110 






GI 


none 




Score 


.74 






Exons 


292. .435, 532. .1110 












Seq. No. 


9869 




Seq. ID 


OJ000119_07 . 


0209 


.C18 


Gene No. 


21016 




Strand 


+ 






Start 


275 




End 


1241 






Name 


OJ000119_07 . 0209.C18.ol.gs 




Method 


GENSCAN 






Start 


275 




End 


1241 






GI 


none 




Score 


.88 






Exons 


275. .616, 941. .1024, 1101.. 


1241 








Seq. No. 


9870 




Seq. ID 


OJ000209_05 . 


0228 


.CI 


Gene No. 


21017 




Strand 


+ 






Start 


719 




End 


1409 






Name 


OJ000209_05 . 0228 .CI .ol .gs 




Method 


GENSCAN 






Start 


719 




End 


1409 






GI 


none 




Score 


.42 






Exons 


719 . . 817, 1395 . . 1409 












Seq. No. 


9870 




Seq. ID 


OJ000209_05. 


0228 


.CI 


Gene No. 


21018 




Strand 


+ 






Start 


3039 




End 


3343 






Name 


OJ000209 05.0228.Cl.ol.gp 




Method 


AAT/GAP 






O +- -> -v- +- 

bt art 


3039 




End 


3343 






GI 


3761745 




Score 


518 






Exons 


3039. .3343 












GI Descrip. 


4099436/gb|U87250|MVU87250 


3 


Oe-67 Mustela vison GI 


dinucleotide 




repeat, chromosome 2,3,5 and 


7 centromeric 






Seq. No. 


9870 




Seq. ID 


OJ000209JD5. 


0228 


.CI 


Gene No. 


21019 




Strand 


+ 






Start 


10307 




End 


12796 






Name 


OJ000209 05.0228.Cl.o4.gs 




Method 


GENSCAN 







10346 




Start 


10307 


End 


12796 




GI 


none 


Score 


.43 




Exons 


10307. .10383, 10715. .10920, 11194 11347, 11597 11655, 






11718. .11839, 12701. .12796 








Seq. No. 


9870 


Seq. ID 


OJ000209_05 . 0228 . 


.CI 


Gene No. 


21020 


Strand 


— 




Start 


3269 ; 


End 


3793 




Name 


OJ000209 05.0228.Cl.o2.gs 


Method 


GEN SCAN 




Start 


3269 


End 


3793 




GI 


none 


Score 


. 95 




Exons 


3269.-3543, 3625.. 3793 








Seq. No. 


9871 


Seq. ID 


OJ000209_05. 0228 . 


. C2 


Gene No. 


21021 


Strand 


+ 




Start 


3026 


End 


4524 




Name 


OJ000209_05. 0228 .C2.o2 .np 


Method 


AAT/NAP 




Start 


3026 


End 


4524 




GI 


5852093 


Score 


60 




Exons 


3026. .3051, 4406. .4524 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 






Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228, 


.C2 


Gene No. 


21022 


Strand 


+ 




Start 


7275 


End 


7496 




Name 


OJ000209 05.0228.C2.ol.gp 


Method 


AAT/GAP 




Start 


7275. 


End 


7496 




GI 


uC-osflM202031cllal 


Score 


281 




Exons 


7275. .7496 








GI Descrip. 


1 1902900/dbj | AB001919 | AB001919 4.0e-43 


Oryza sativa DNA 


for 




phospholipase D, complete 


cds 1 






Seq. No. 


9871 


Seq. ID 


OJ000209_05. 0228, 


,C2 


Gene No . 


21023 


Strand 






Start 


1 


End 


3230 




Name 


OJ000209 05.0228.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1825 




GI 


6841066 


Score 


243 




Exons 


1..514, 1800. .1825 








GI Descrip. 


(AF123303) calcium-binding 


transporter 


[Homo sapiens] 




Seq. No. 


9871 


Seq. ID 


OJ000209_05 . 0228 . 


,C2 


Gene No. 


21023 


Strand 


— 




Start 


1 


End 


3230 




Name 


OJ000209 05.0228.C2.ol.gs 


Method 


GENSCAN 




Start 


300 


End 


3230 




GI 


none 


Score 


. 96 




Exons 


300.. 500, 2753.. 3230 








Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228. 


.C2 


Gene No. 


21024 


Strand 






Start 


4794 


End 


10623 




Name 


OJ000209 05.0228.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


2844 




GI 


none 


Score 


565 




Exons 


1..501, 1..516, 196. .291, 


290. .505, 2749. .2823, 2749. .28 


544 



10347 





Seq. No. 


9871 








Seq. ID 


OJ000209 


05. 0228. C2 




Gene No. 


21024 








Strand 








Start 


4794 








End 


10623 






Name 


OJ000209 05. 


0228 . 


C2 .o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


28 








End 


516 






GI 


none 








Score 


124 






Exons 


28. .222, 37. 


. 516, 


286. . 


492, 290.. 505 








Seq. No. 


9871 








Seq. ID 


OJ000209 


05. 0228. C2 




Gene No. 


21024 








Strand 








Start 


4794 








End 


10623 






Name 


OJ000209 05. 


0228 . 


C2.o5. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2742 








End 


2987 






GI 


none 








Score 


112 






Exons 


2742. .2987, 


2746. 


.2820 












Seq. No. 


9871 








Seq. ID 


OJ000209 


05. 0228. C2 




Gene No. 


21024 








Strand 








Start 


4794 








End 


10623 






Name 


OJ000209 05. 


0228 . 


C2.o2. 


as 


Method 


GENSCAN 






Start 


4794 








End 


10469 






GI 


none 








Score 


.72 






Exons 


4794 . .4876, 


5194 . 


. 5257, 


7619. 


.7935, 8319.. 10230 


, 10311. .10469 


i. S * 


Seq. No. 


9871 








Seq. ID 


OJ000209 


_05.0228.C2 


: S F: 


riprap No 


21024 








Strand 






: s ! : 


Start 


4794 








End 


10623 




t 


Name 


OJ000209 05. 


0228. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


: s=r 


Start 


7480 








End 


8402 




hi 


GI 


none 








Score 


118 






Exons 


7480. .7890, 


7505. 


.7936, 


7536. 


.7628, 7540. .7947, 


8287. .8397, 


ry 




8296. . 8379, 


8298 . 


. 8402, 


8321. 


.8401 








Seq. No. 


9871 








Seq. ID 


OJ000209 


_05. 0228.C2 


; ; -i 


Gene No. 


21024 








Strand 








Start 


4794 








End 


10623 




\s4t 


Name 


OJ000209 05. 


0228 . 


C2.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


7493 








End 


10623 






GI 


none 








Score 


46 




S 3 • 


Exons 


7493. .7528, 


7505. 


.7810, 


7539. 


.7628, 7559.. 7804, 


7692. .7811, 


I 




7820. .7936, 


7821. 


.7937, 


7834 . 


.7938, 8287.. 8979, 


8320. .8970, 






8348. .8977, 


9022. 


.9327, 


9023. 


.9265, 9292.. 9471, 


9293. . 9475, 






9479. .9850, 


9487. 


.9870, 


9598. 


.9870, 9919.. 10233 


, 9958.. 10032, 






9989. .10177, 


10192. .10245, 10359. .10469, 10360. 


. 10470, 






10537. .10623 














Seq. No. 


9871 








Seq. ID 


OJ000209 


_05. 0228.C2 




Gene No. 


21024 








Strand 








Start 


4794, 








End 


10623 






Name 


OJ000209 05. 


0228. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


7505 








End 


10215 






GI 


none 








Score 


90 






Exons 


7505. .7651, 


7505. 


.7810, 


7612. 


.7797, 7731. .7811, 


7826. .7936, 






7851. .7937, 


8287. 


.8979, 


8300. 


.8482, 8537. .8977, 


9022. .9216, 






9023. . 9217, 


9217. 


.9471, 


9251. 


.9520, 947 


8. .9855, 


9479. .9850, 






9859. . 10215, 


998S 


. . 10111 









10348 






Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228.C2 






21024 


Strand 






Start 


4794 


End 


10623 




Name 


OJ000209 05.0228.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


7505 


End 


8979 




GI 


none 


Score 


163 




Exons 


7505. .7810, 7514. .7810, 7 


820. .7936, 7848.-7937, 8287. .8979 






8297. .8974, 8407. .8979 








Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228 ,C2 




Gene No. 


21024 


Strand 






Start 


4794 


End 


10623 




Name 


OJ000209 05.0228.C2.o3.np 


Method 


AAT/NAP 




Start 


7505 


End 


10469 




GI 


3914365 


Score 


4211 




Exons 


7505.. 7935, 8319.. 10230, 


10362. .10469 






GI Descrip. 


PHOSPHOLIPASE D 2 PRECURSOR (PLD 2) (CHOLINE PHOSPHATASE 2 




(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 






gi| 1902901 |dbj |BAA194 66| 


(AB001919) phospholipase D [Oryza 






sativa] 








Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228.C2 




Gene No. 


21024 


. Strand 






Start 


4794 


End 


10623 




Name 


OJ000209 05.0228.C2.o4.tw 


Method 


TBLASTX: Wheat 




Start 


8407 


End 


8581 


n l 


GI 


none 


Score 


101 




Exons 


8407. .8577, 8408. .8581 






; S3? 
■sU 


Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228.C2 


'is? 


Gene No. 


21024 


Strand 




ru 


Start 


4794 


End 


10623 




Name 


OJ000209 05.0228.C2.o2.gp 


Method 


AAT/GAP 




Start 


8537 


End 


8863 


Q 


GI 


uC-osflM202071gl2bl ■ 


Score 


630 




Exons 


8537. .8863 






|«» 


GI Descrip. 


'3914365/spl P93844 | PLD2 ORYSA 2.0e-54 


PHOSPHOLIPASE D 2 


Q 




PRECURSOR -(PLD 2) (CHOLINE PHOSPHATASE 


2) 






(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 


,5 =i 




>gi_1902901_dbj_BAA194 66_ 


(AB001919) phospholipase D [Oryz 






sativa] 1 








Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228.C2 




Gene No. 


21024 


Strand 






Start 


4794 


End 


10623 




Name 


OJ000209 05.0228.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


8582 


End 


8814 




GI 


none 


Score 


267 




ExonS; 


8582. .8809, 8582. .8806, 8 


587. .8814 






Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228.C2 




Gene No. 


21024 


Strand 






Start 


4794 


End 


10623 




Name 


OJ000209 05.0228.C2.o4.ts 


Method 


TBLASTX: Soybean 




Start 


9022 


End 


9232 




GI 


none 


Score 


221 




Exons 


9022. .9231, 9023. .9232 







10349 



# 



Sea No 


9871 


Seq. ID 


OJ000209JD5. 0228 .C2 


Gene No. 


21024 


Strand 




Start 


4794 


End 


10623 


Name 


OJ000209 05.0228.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9232 


End 


10469 


GI 


none 


Score 


127 


Exons 


9232.. 9327, 9292.. 9471, 9293 


..9520, 9487. .9855, 9488. .9826, 




9859. .1024 5, 998 9. .10108, 10407. .104 69 




Seq. No. 


9871 


Seq. ID 


OJ000209_05. 0228 ,C2 


Gene No. 


21024 


Strand 




Start 


4794 


End 


10623 


Name 


OJ000209 05.0228.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9499 


End 


9918 


GI 


none 


Score 


559 


Exons 


9499. .9915, 9500. .9916, 9607 


. .9918 




Seq. No. 


9871 


Seq. ID 


OJ000209_05.0228.C2 


Gene No. 


21024 


Strand 




Start 


4794 


End 


10623 


Name 


OJ000209 05.0228.C2.o5.tw 


Method 


TBLASTX: Wheat 


Start 


10162 


End 


10476 


GI 


none 


Score 


46 


Exons 


10162. .10194, 10171. .10203, 


10189. .10239, 10201. .10230, 




10362. .10475, 10363. .1047 6 






Seq. No. 


9872 


Seq. ID 


OJ000209_05. 0228 ,C3 


Gene No. 


21025 


Strand 


+ 


Start 


1019 


End 


1461 


Name 


OJ000209 05.0228.C3.ol.gp 


Method 


AAT/GAP 


Start 


1019 


End 


1461 


GI 


uC-osroM202010d01al 


Score 


865 


Exons 


1019. .1461 






GI Descrip. 


1 4867803/emb | CAB43062.il 4.0e-19 (AJ133000) phospholipase D2 




[Craterostigma plantagineum] 


t 




Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No. 


21026 


Strand 


+ 


Start 


12244 


End 


16800 


Name 


OJ000209 05.0228.C3.o2.gp 


Method 


AAT/GAP 


Start 


12167 


End 


12762 


GI 


LIB3477-003-P1-K1-C7 


Score 


904 


Exons 


12167. . 12354, 12453. . 127 62 






GI Descrip. 


' 1420932/gb|U61383 IORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 


Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No. 


21026 


Strand 


+ 


Start 


12244 


End 


16800 


Name 


OJ000209 05. 0228.C3.o3.gs 


Method 


GENSCAN 


Start 


12244 


End 


16800 


GI 


none 


Score 


.96 


Exons 


12244. .12354, 12453 .. 13486, 


13609. .14393, 16355. .16800 


Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No. 


21026 


Strand 


+ 



10350 



i. 



Start 


12244 


End 


16800 


Name 


OJ000209 05.0228.C3.o2.np 


Method 


AAT/NAP 


Start 


12247 


End 


16785 


GI 


3914365 


Score 


2991 


Exons 


1224 7. .12354, 12453. .14 393, 


16355. . 16785 


GI Descrip. 


PHOSPHOLIPASE D 2 PRECURSOR 


(PLD 2) (CHOLINE PHOSPHATASE 2) 


(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 




gi 11902901 | dbj IBAA19466I (AB001919) phospholipase D [Oryza 




sativa] 






Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No. 


21027 


Strand 


+ 


Start 


26302 


End 


27265 


Name 


OJ000209 05.0228 .C3.o5.gs 


Method 


GENSCAN 


Start 


26302 


End 


27265 


GI 


none 


Score 


.54 


Exons 


26302. .26384, 26617. .27265 






Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No. 


21027 


Strand 


+ 


Start 


26302 


End 


27265 


Name 


OJ000209 05.0228.C3.o3.np 


Method 


AAT/NAP 


Start 


26305 


End 


27205 


GI 


5103834 


Score 


547 


Exons 


26305. .26384, 26617 .. 26767, 


26798. .27011, 27054. .27205 


GI Descrip. 


(AC007591) Similar to gb|AB008104 ethylene responsive element 


binding factor 2 from Arabidopsis thaliana and contains an 




PF! 00847 AP2 domain. EST gb|AA728476 


comes from thxs gene. 


Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No. 


21028 


Strand 


+ 


Start 


27218 


End 


27626 


Name 


OJ000209 05.0228.C3.o4.gp 


Method 


AAT/GAP 


Start 


27218 


End 


27626 


GI 


3769248 


Score 


756 


Exons 


27218. .27626 






Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No. 


21029 


Strand 




Start 


1223 


End 


3948 


Name 


OJ000209 -05.0228.C3.ol.gs 


Method 


GENSCAN 


Start 


1223 


End 


3948 


GI 


none 


Score 


1 


Exons 


1223. .1668, 1758. .3732, 3841 


.. .3948 




Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228.C3 


Gene No . 


21029 


Strand 




Start 


1223 


End 


3948 


Name 


OJ000209 05.0228.C3.ol.np 


Method 


AAT/NAP 


Start 


1226 


End 


3948 


GI 


3914365 


Score 


2975 


Exons 


1226. .1668, 1758. .3714, 3835 


i. .3948 




GI Descrip. 


PHOSPHOLIPASE D 2 PRECURSOR 


(PLD 2) (CHOLINE PHOSPHATASE 2) 



D 2) 

gi | 1902901 | dbj |BAA19466| (AB001919) phospholipase D [Oryza 
sativa] 



10351 



Seq. No. 9872 

Gene No. 21030 

Start 18037 

Name OJ000209_05 . 0228 . C3 . ol . tc 

Start 1265 

GI none 

Exons 1265. 



,1330, 
1569. .1670, 
2177. .2383, 
2711. .2746, 
3416. .3667, 
12872. .13228 
13376. .13447 
13598. .13738 
14006. .14389 
16353. .16454 
16533. .16754 



Seq. ID OJ000209_05.0228.C3 
Strand 

End 25520 
Method TBLASTX : Cress 
End 16764 
Score 62 

1266. .1331, 1331. .1549, 1332. .1550, 1559. .1678, 
1744. .2145, 1744. .2154, 1961. .2155, 2155. .2382, 
2414. .2485, 2431. .2676, 2471. .2677, 2677. .2745, 
2749.-2844, 2854. .2928, 2947. .3312, 2951. .3310, 
3445.. 3708, 124 64 .. 12694 , 124 65 .. 12818 , 
, 12873. .13226, 13178 .. 13336, 13227 .. 13481, 
, 13481. .13546, 13482 .. 13595, 13597 .. 13686, 
13744. .13974, 13745 .. 13993, 13994 .. 14 392 , 
14 020. .14 400, 14104. .14394, 16327. .16464, 
16354. .16461, 16474 .. 1 6533, 16479 .. 16538, 



16546. .16764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9872 

21030 

18037 

OJ000209_05.0228 .C3.ol.tw 
1266 
none 



Seq. ID OJ000209_05.0228.C3 
Strand 

End 25520 

Method TBLASTX : Wheat 

End 16764 

Score 71 



1266. .1331, 1268. .1330, 1331. .1678, 1332. .1670, 1525. .1671, 
1744. .1812, 1744. .1836, 1772. .1840, 8770 8856, - 8779 .. 8820, 
8821. .8841, 8849..8923, 8880. .8915, 14315 .. 14 392 , 14333 .. 14 392 , 
16327. .16533, 1 634 3 .. 1654 6, 16353 .. 16553, 16361 .. 16555, 
16533. .16754, 16534. .167 64 



9872 

21030 

18037 

OJ000209_05 
1268 
none 

1268. .1330, 
1581. .1670, 
2177. .2383, 
13994. .14392 
16327. . 16461 
16474. .16533 
16534. .16764 



0228.C3.ol.ts 



Seq. ID OJ000209_05.0228.C3 
Strand 

End 25520 
Method TBLASTX : Soybean 
End 16764 
Score 64 

1281. .1331, 1331. .1549, 1332. .1550, 1562. .1678, 
1744. .2145, 1744. .2151, 1952. .2149, 2167. .2382, 
2410. .2493, 13744. .13974, 1374 5 .. 13996, 

14 006. .14317, 14020. .14400, 14 345 .. 14 404 , 
16343. .16438, 16353 .. 164 42 , 16354 .. 164 61 , 
16474. .16527, 16479 .. 16538 , 16533 .. 16754 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9872 

21030 

18037 

OJ000209JD5, 
1268 
none 
1268. , 
1520. . 
1952. . 
2471. . 
2762. . 
3445. , 
12458, 



0228.C3.ol.tm 



1330, 
1552, 
2155, 
2569, 
2803, 
3720, 
.12712 



1269, 
1554 . 
2155, 
2482, 
2854 , 
3838, 



,1331, 1328. 
,1670, 1562. 



.2382, 2156.. 2383, 2402 
.2742, 2554.. 2580, 2615 
.2928, 2947.. 3312, 2975 



Seq. ID OJ000209_05.0228.C3 
Strand 

End 25520 
Method TBLASTX: Maize 
End 16764 
Score 61 

,1459, 1331. .1549, 1332. .1550, 
,1678, 1744. .2145, 1744. .2154, 
2485, 2410. .2493, 
2665, 2761.. 2838, 
3313, 3425.-3667, 



3969, 12253. . 12357, 12267 .. 12362 , 



12459. .12764, 128 19 .. 13226, 12872 .. 13201 , 



10352 



13178. .134 05, 13227. .13406, 13371. .13595, 134 93. .1354 3, 

13597. .13725, 13598. .13738, 1374 4. .1397 4, 1374 5. .13993, 

13994. .14392, 14 006 .. 14392, 14029 .. 14 4 00 , 14103. .14393, 

16327. .164 61, 16353. .164 60, 16357. .164 61, 16474. .16533, 

16479. .16556, 1 6533 .. 16757 , 16534. .16764 



Seq. No. " 9872 - 
Gene No. ' 21030 

Start 18037 

Name OJ000209_05 . 0228 . C3 . o4 . tw 

Start 1846 

GI none 
Exons 



Seq. ID OJ000209_05.0228.C3 



Strand 
End 

Method 

End 

Score 



25520 

TBLASTX: Wheat 

14314 

95 



1846. .2010, 1847. .2017, 14 131 14304 , 14 132 .. 14305, 
14144 .. 14 314, 14145. .14306 



Seq. No. 9872 

Gene No. 21030 

Start 18037 

Name OJ000209_05 . 0228 . C3 . o3 . tw 

Start 2021 

GI none 
Exons 



Seq. ID OJ000209_05.0228.C3 



Strand 
End 

Method 

End 

Score 



25520 

TBLASTX: Wheat 

14130 

157 



2021. .2155, 2026. .2154, 2155. .2256, 2156. .2251, 138 95 .. 13993, 
13900. .13974, 13994. .14125, 14 006. .14122, 14 032. .14130 



Seq. No. 9872 

Gene No. 21030 

Start 18037 

Name OJ000209_05 . 0228 . C3 . o3 . ts 

Start 2494 

GI none 
Exons 



Seq. ID OJ000209_05.0228.C3 



Strand 
End 

Method 

End 

Score 



25520 

TBLASTX : Soybean 

13677 

98 



2494. .2691, 2498. .2566, 2612. .2692, 134 66 .. 1354 6, 134 67 .. 13595 , 
13597. .13677, 13598. .13675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9872 
21030 
18037 

OJ000209_05.0228.C3.o2.ts 
2692 - 



OJ000209 05. 0228. C3 



none 
2692. , 
3373. , 
12873, 
13409, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2748, 2761. .2844, 2854. .2928, 2947. .3312, 2984. .3310, 
3720, 3889. .3948, 12459 .. 12818 , 12872 .. 13228, 
.13226, 13178. .13336, 13227 .. 134 06, 1337 1 .. 134 66, 
.13447 



25520 

TBLASTX : Soybean 

13466 

288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9872 

21030 

18037 

OJ000209_05.0228.C3.o2.tw 

2983 

none 



Seq. ID OJ000209_05.0228.C3 
Strand 
End 

Method 
End 
Score 



25520 

TBLASTX: Wheat 

13190 

416 



2983. .3312, 2984. .3310, 3373. .3408, 12764 .. 12811, 127 65 .. 128 18 , 
12870. .12917, 12872. .1294 0, 12872. .1318 9, 12873. .13190 



Seq. No. 9872 Seq. ID 

Gene No. 21030 Strand 

Start 18037 End 

Name OJ000209 05 . 0228 . C3 . o4 . gs Method 



OJ000209_05.0228.C3 

25520 
GENSCAN 



10353 




Start 


18037 


End 


25520 




GI 


none 


Score 


.57 




Exons 


18037. .18243, 21809. .21902, 


22861. .22972, 23085 .. 23204 , 






24 680.. 24781, 25108.. 25176, 


25451. .25520 




Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228, 


. C3 


Gene No. 


.21030 


Strand 






Start 


18037 


End 


25520 




Name 


OJ000209_05 . 0228 . C3 . o3 . gp 


Method 


AAT/GAP 




Start 


20645 


End 


20715 




GI 


2312838 


Score 


76 




Exons 


20645 . . 20715 








GI Descrip. 


1420932/gb| U 61 383 IORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 




Seq. No. 


9872 


Seq. ID 


OJ000209_05.0228, 


. C3 


Gene No. 


21031 


Strand 






Start 


26316 


End 


27010 




Name 


OJ000209 05 . 0228 . C3 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


26316 


End 


26998 




GI 


none 


Score 


123 




Exons 


26316. .26408, 26317. .26385, 


26618. .26737, 26620 .. 26733, 






ft y~ ft A ft /~ ft ft ft ft ft /»- ft ft y- ft ft ~-» 

26846.-26998, 26863.. 26997 








Seq. No. - 


9872 


Seq. ID 


OJ000209_05.0228. 


. C3 


Gene No. 


21031 


Strand 






Start 


26316 


End 


27010 




Name 


OJ000209_05. 0228.C3.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


26316 


End 


27010 




GI 


none 


Score 


50 




Exons 


26316. .26357, 26317. .26352, 


26350. .26385, 26618 .. 26737 , 






26620. .26751, 26839. .27003, 


26846. .27010 




Seq. No. 


9873 


Seq. ID 


OJ000209_05.0228. 


. C5 


Gene No. 


21032 


Strand 






Start 


4077 


End 


4728 




Name 


OJ000209 05 . 0228 . C5 . ol . np 


Method 


AAT/NAP 




Start 


4077 


End 


4728 




GI 


435039 


Score 


159 




Exons 


4077 . . 4728 








GI Descrip. 


(L17308) proline-rich cell 


wall protein [Gossypium hirsutum] 


Seq. No. 


9874 


Seq. ID 


OJ000209_05.0228. 


,C7 


Gene No. 


21033 


Strand 


+ 




Start 


8640 


End 


19657 




Name 


OJ000209 05 . 0228 . C7 . o2 . gp 


Method 


AAT/GAP 




Start 


8343 


End 


8824 




GI 


none 


Score 


915 




Exons 


8343 . . 8824 








Seq. No. 


9874 


Seq. ID 


OJ000209_05.0228, 


.C7 


Gene No. 


21033 


Strand 


+ 




Start 


8640 


End 


19657 




Name 


OJ000209 05.0228.C7.o3.gs 


Method 


GENSCAN 




Start 


8640 


End 


19657 




GI 


none 


Score 


.4 




Exons 


8640. .9358, 11773 .. 11993, 11998 .. 12275, 


12540. .12658, 





10354 



12715. .13077, 14 642. .14 687, 15999. .16197, 18726. .19009, 
19019. .19657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9874 Seq. ID 

21034 Strand 

1 End 

OJ000209_05 . 0228 . C7 . ol . np Method 

1 End 

6665544 Score 



OJ000209_05.0228.C7 

17074 
AAT/NAP 
17074 
209 



1..68, 2167. .2446, 16936. .17074 

(AC013289) putative heme oxygenase [Arabidopsis thaliana] 



9874 Seq. ID 

21034 Strand 

1 End 

OJ000209J35.0228 .C7 .ol.gs Method 

2159 End 

none Score 
2159. .2611 



OJ000209_05.0228.C7 

17074 
GENSCAN 
2611 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9874 

21034 

1 

OJ000209J)5. 
2163 

4144JL.R1084 
2163. .2905 
M530591/gb| 
[Arabidopsis 
heme oxygena 
>gi_4877362 
[Arabidopsis 
plastid heme 
>gi_4883666 



0228.C7.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_05.0228.C7 

17074 
AAT/GAP 
2905 
1398 



AAD22107.il 1.0e-90 (AF132475) heme oxygenase 1 
thaliana] >gi_45305 93_gb_AAD22108 . 1_ (AF132476) 
se 1 [Arabidopsis thaliana] 

dbj_BAA77758. 1_ (AB021857) plastid heme oxygenase 
thaliana] >gi_4 8773 97_dbj_BAA77 759 . 1_ (AB021858) 
oxygenase [Arabidopsis thaliana] 
gb_AAB95301.2 (AC003105) heme oxygenase 1 (■ 



Seq. No. 


9874 






Seq. ID 


OJ00020 


Gene No. 


21034 






Strand 




Start 


1 






End 


17074 


Name 


OJ000209 05 


0228.C7.o2. 


gs 


Method 


GENSCAN 


Start 


4662 






End 


6641 


GI 


none 






Score 


. 64 


Exons 


4662. .4672, 


5748. .5888, 


6097. 


.6243, 6620. .6641 


Seq. No. 


9874 






Seq. ID 


OJ00020 


Gene No. 


21034 






Strand 




Start 


1 






End 


17074 


Name 


OJ000209 05 


0228.C7.o3. 


gp 


Method 


AAT/GAP 


Start 


8897 






End 


9366 


GI 


none 






Score 


88S. 


Exons 


8897. . 9366 








Seq. No. 


9874 






Seq. ID 


OJ00020 


Gene No. 


21035 






Strand 




Start 


17689 






End 


19383 


Name 


OJ000209 05, 


0228.C7.o3. 


np 


Method 


AAT/NAP 


Start 


17689 






End 


19383 


GI 


6324330 






Score 


82 



10355 




Exons 17689. .17745, 19107.. 19383 

GI Descrip. 34-kDa subunit of RNA polymerase III (C) ; Rpc34p 

gi | 417698 I sp| P32910 I RPC6_YEAST DNA-DIRECTED RNA POLYMERASE III 
36 KD POLYPEPTIDE (C34) gi | 322963 I pir || A45107 DNA-directed RNA 
polymerase (EC 2.7.7.6) III chain C34 - yeast { Saccharomyces 
cerevisiae) gi I 4 37 9 I emb | CAA45278 | (X63746) DNA dependent RNA 
polymerase c(III) subunit c34 [Saccharomyces cerevisiae] 
gi|496721|e 



Seq. No. 


9874 








Seq. ID 


OJ000209_05.0228 


.C7 


Gene No. 


21035 








Qt- rz* nH 






Start 


17689 








Hi I 1U 


19383 




Name 


OJ000209 05. 0228. C7. 


o5, 


> gp 


Mq 4- Vi t~\r^ 
l v JtJ LI1UU 


AAT /CAP 




Start 


19197 








i^na 


1 _7 0 f D 




GI 


none 








S core 


^1 7 




Exons 


19197. 


.19376 












Seq. No. 


9874 








Seq. ID 


OJ000209_05.0228 


.C7 


Gene No. 


21036 








Strand 






Start 


20644 








JjIIU 


9 d ft 90 

Z. H O £. \J 




Name 


OJ000209 05. 0228. C7 . 


o2, 


. tin 




1 D li/iD 1 A . LYld, lZc 




Start 


2139 








Tor] 

bna 


0 Do 




GI 


none 








Score 


1 QC 

1 y 0 




Exons 


2139. . 


2366, 2168. .2368 










Seq. No. 


. 9874 








Seq. ID 


OJ000209_05.0228 


.C7 


Gene No. 


21036 








Strand 






Start 


20644 








•Lno. 


£ ft O £ u 




Name 


OJ000209 05. 0228. CI. 


,o3 


.tm 


Method 


TRT QQfY'Mai *7 o 
1 DJ_ii-i.O 1 A . lYIcl lZe 




Start 


18726 








Line 


IO^jO 




GI 


none 








Score 


zuu 




Exons 


18726. 


.18884, 18731, 


. . 11 


3883, 


10001 . .10 


4 1 ftp QD 1 ft QSft 






18891. 


, .18941 












Seq. No. 


9874 








Seq. ID 


OJ000209_05.0228 


,C7 


Gene No. 


21036 








04- yanH 






Start 


20644 








Hinu 


OA ft 90 
^ ft 0 u 




Name 


OJ000209 05. 0228. C7, 


.o4 


. tm 


t\A >-\ 4— Vi /~\ /"I 






Start 


18968 








iLina 


1 ?Z Jl 




GI 


none 










i ^ 0 




Exons 


18968. 


,.19204, 18968, 


. . 19231 








Seq. No. 


9874 








Seq. ID 


OJ000209J35.0228 


.C7 


Gene No. 


21036 








Strand 






Start 


20644 








End 


24820 




Name 


OJ000209 05. 0228. C7 . 


.06 


.gp 


Method 


AAT /GAP 




Start 


20278 








End 


20742 




GI 


4715604 






Score 


890 




Exons " 


20278. 


. .20742 












Seq. No. 


9874 








Seq. ID 


OJ000209_05.0228 


.C7 


Gene No. 


21036 








Strand 






Start 


20644 








End 


24820 




Name 


OJ000209 05. 0228. C7 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


20411 








End 


24435 




GI 


none 








Score 


72 




Exons 


20411 


..20488, 20411 


. .20482, 


20486. .20545, 204 90 .. 2054 6, 





10356 




20491. .20568, 204 92 .. 20557, 20544 20591, 20578 .. 20601 , 

20642. .20701, 2064 4 .. 20700, 20689 .. 21120, 20706 .. 20888 , 

20708. .21106, 24140. .24277, 24 142 .. 24279, 2434 9 .. 24 435 , 
24378. .24434 





Seq. No. 


9874 




Seq. ID 


OJ000209_05.0228 


. C7 




Gene No. 


21036 




Strand 








Start 


20644 




End 


24820 






Name 


OJ000209 05 . 0228 . C7 . 


o4 . gs 


Method 


GEN SCAN 






Start 


20644 




End 


24674 






GI 


none 




Score 


.88 






Exons 


20644 . .21101, 21906. 


.21951, 


23429. .23454, 24144 .. 24318 , 








24378. .24674 












Seq. No. 


9874 




Seq. ID 


OJ000209_05.0228 


. C / 




Gene No. 


21036 




Strand 








Start 


20644 




End 


24820 






Name 


OJ000209 05. 0228. C7 . 


o4 . np 


Method 


AAT/NAP 






Start 


20647 




End 


24674 






GI 


2760832 




Score 


743 






Exons 


20647. .21101, 24144. 


.24276, 


24378. .24674 






GI Descrip. 


(AC003105) unknown protein 


[Arabidopsis thaliana] 




3? 


Seq. No. 


9874 




Seq. ID 


OJ000209_05.0228 


. C7 


= 1 


Gene No. 


21036 




Strand 






?! 


Start 


20644 




End 


24820 




i : 


Name 


OJ000209 05. 0228. C7. 


ol . ts 


Method 


TBLASTX: Soybean 




!i 


Start 


20719 




End 


24204 




~t 


GI 


none 




Score 


80 




; : 

XT 


Exons 


20719. .20841, 20720. 


.20842, 


20920. .21114, 20953. .21105, 




3 ! 




20963. .21106, 24142. 


.24204 








LI 


Seq. No. 


9874 




Seq. ID 


OJ000209_05.0228 


. C7 




Gene No. 


21036 




Strand 






sf 


Start 


20644 




End 


24820 




f 


Name 


OJ000209 05. 0228. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




J» 


Start 


20724 




End 


24186 




c; 


GI 


none 




Score 


338 






Exons 


20724 . .21092, 20725. 


.21096, 


20725. .21120, 2094 5 .. 21106, 




'\ 

= F 

3 i 




24142. .24186, 24144. 


.24185, 


24145. .24186 






Seq. No. 


9874 




Seq. ID 


OJ000209J)5.0228 


. C7 




Gene No. 


21036 




Strand 








Start 


20644 




End 


24820 






Name 


OJ000209 05. 0228. CI. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


20938 




End 


24675 






GI 


none 




Score 


143 






Exons 


20938. .21000, 20962. 


.21120, 


20990. .21106, 24140. .24196, 








24142. .24231, 24396. 


.24461, 


24397. .24462, 24570 .. 24 67 4 , 








24591. .24674, 24604'. 


.24675 










Seq. No. 


9874 




Seq. ID 


OJ000209_05.0228 


.C7 




Gene No. 


21036 




Strand 








Start 


20644 




End 


24820 






Name 


OJ000209 05. 0228. C7. 


o2 . ts 


Method 


TBLASTX: Soybean 






Start 


24250 




End 


24675 






GI 


none 




Score 


39 





10357 



Exons 



24250. .24279, 24251 .. 24277 , 2437 6 .. 24435 , 24378 .. 24461, 
24388. .24447, 24 531 24 674 , 24591 .. 24 674 , 24604. .24675 



Seq. No. 9874 Seq. ID OJ000209_05 . 0228 . C7 

Gene No. 21036 Strand- - 

Start 20644 End 24820 

Name OJ000209_05 . 0228 .C7 . o7 . gp Method AAT/GAP 

Start 24366 End 24820 

GI 43448_1.R1084 Score 830 

Exons 24366. .24820 

GI Descrip. * 27 60832/gb | AAB95300 . 1 | 3.0e-12 (AC003105) similar to barley 
ids-4 gene product [Arabidopsis thaliana] 1 



fli 



J- ml 



Seq. No. 


9875 




Seq. ID 


OJ000209_05.0228.C8 


Gene No. 


21037 




Strand 




Start 


402 




End 


938 


Name 


OJ000209 05.0228.C8.ol.gp 




Method 


AAT/GAP 


Start 


402 




End 


938 


GI 


5771216 




Score 


285 


Exons 


402. .426, 728. .938 








GI Descrip. 


1888550/gb|U898 95|OSU8 9895 


4. 


0e-36 Oryza sativa 




pathogenesis-related protein 


class 1 


(PR-1) gene, complete c 


Seq. No. 


9876 




Seq. ID 


OJ000129_40.0302.C1 


Gene No. 


21038 




Strand 


+ 


Start . 


6855 




End 


7559 


Name 


OJ000129 40.0302.Cl.o3.gs 




Method 


GENSCAN 


Start 


6855 




End 


7559 


GI 


none 




Score 


.96 


Exons 


6855. .7559 








Seq. No. 


9876 




Seq. ID 


OJ000129_40.0302.C1 


Gene No. 


21039 




Strand 


+ 


Start 


7567 




End 


14679 


Name 


OJ000129 40.0302.Cl.o4.np 




Method 


AAT/NAP 


Start 


7567 




End 


12038 


GI 


6063554 




Score 


418 


Exons 


7567.. 7588, 101 66 .. 10360, 


10478. .10700, 11193. .11220, 




11864. .12038 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of 


the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


9876 




Seq. ID 


OJ000129_40.0302.C1 


Gene No. 


21039 




Strand 


+ 


Start 


7567 




End 


14679 


Name 


OJ000129 40.0302.Cl.o6.gs 




Method 


GENSCAN 


Start 


11827 




End 


14315 


GI 


none 




Score 


.71 


Exons 


11827. .118 98, 13218. .14315 








Seq. No. 


9876 




Seq. ID 


OJ000129_40.0302.C1 


Gene No. 


21039 




Strand 


+ 


Start 


7567 




End 


14679 


Name 


OJ000129 40.0302.Cl.o5.np 




Method 


AAT/NAP 


Start 


12342 




End 


14679 


GI 


4680179 




Score 


775 



10358 




Exons 


12342. .12430, 13238. .14222, 14 639. .14 67 9 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


9876 


Seq. ID 


OJ000129_40.0302 


. CI 


Gene No. 


21040 


S.trand 






Start 


1 


End 


5694 




Name 


/^taaaioa a a Aono r* i _ i — — 
OJUUUl^y 4 U . U JUZ . CI . Ol . np 


Method - 


AAT/NAP 




Start 


1 


End 


4114 




GI 


4 ooUl / y 


Score 


3286 




Exons 




3998. .4114 




GI Descrip. 


(AFlll /(jy) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


9876 


Seq. ID 


OJ000129_40.0302 


.CI 


Gene No. 


Ol Ayl A 

z ±U4 U 


Strand 


_ 




Start 


1 


End 


5694 




Name 


OJUUUlzy 4 U . UoUz . CI . ol . gs 


Method 


GEN SCAN 




Start 


bio 


End 


3501 




GI 


none 


Score 


1' 




Exons 


C\ <Z OCA1 

olo . . ioUl 








Seq. No. 


9876 


Seq. ID 


OJ000129_40.0302 


.CI 


Gene No. 


O 1 A A a 

Zl04 0 


Strand 






Start 


1 


End 


5694 




Name 


OJ000129_4 0 . 0302 . CI . o2 . gs 


Method 


GENSCAN 




Start 


O "7 O f~ 

378 6 


End 


5694 




GI 


none 


Score 


.7 




Exons 


3786. .4550, 5152. .5170, 5615.. 


5694 






Seq. No. 


9876 


Seq. ID 


OJ000129 40.0302 


. CI 


Gene No. 


21040 


Strand 


_ 




Start 


1 


End 


5694 




Name 


OJ000129 40.0302.Cl.o2.np 


Method 


AAT/NAP 




Start 


3789 


End 


4550 




GI 


4512229 


Score 


1221 




Exons 


3789. .4550 








GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 






Seq. No. 


9876 


Seq. ID 


OJ000129 40.0302 


.CI 


Gene No. 


21041 


Strand 


- 




0 4--, -v-4- 

o tart 


7965 


End 


13913 




Name 


OJ000129 40.0302.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


632 


End 


990 




GI 


none 


Score 


50 




Exons 


632. .676, 640. .990, 652. .984, 


722. .985 






Seq. No. 


9876 


Seq. ID 


OJ000129_40.0302 


.CI 


Gene No . 


21041 


Strand 






Start 


7965 


End 


13913 




Name 


OJ000129 40.0302.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


640 


End 


1063 




(IT 


none 


Score 


256 




Exons 


640. .1062, 643. .1014, 644. .1063 






Seq. No. 


9876 


Seq. ID 


OJ000129_40.0302 


.CI 


Gene No. 


21041 


Strand 






Start 


7965 


End 


13913 




Name 


OJ000129 40.0302.Cl.o3.ts 


Method 


TBLASTX: Soybean 





10359 



Start 
GI 

Exons 



808 
none 

808. .1053 



End 
Score 



1053 
209 



Seq. No. 9876 Seq. ID 

Gene No. 21041 Strand 

Start ' 7 965 - End 

Name OJ000129_40 . 0302 . CI . o5 . tm Method 

Start 997 . End 

GI none Score 

Exons 997.. 1329, 998.. 1276 



OJ000129_40.0302.C1 
13913 

TBLASTX: Maize 

1329 

151 



Seq. No. 9876 Seq. ID 

Gene No. 21041 Strand 

Start 7965 End 

Name OJ000129_40 . 0302 . CI . 06 . tw Method 

Start 1064 End 

GI none Score 

Exons 1064.. 1318, 1066.. 1326, 1096.. 1338 



OJ000129_40.0302.C1 
13913 

TBLASTX: Wheat 

1338 

254 



en 



Seq. No. 9876 

Gene No. 21041 

Start 7965 

Name OJ000129_4 0 . 0302 . CI . ol . ts 

Start 1078 

GI none 

Exons 1078.. 1329, 1088.. 1318, 1135. 

1441. .1473, 1441. .1473 



OJ000129_40.0302.C1 
13913 

TBLASTX : Soybean 

1473 

168 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1332, 1357. .1437, 1384. .1437, 



Seq. No. 9876 Seq. ID 

Gene No. 21041 Strand 

Start 7965 End 

Name OJ000129_40 . 0302 . CI . o4 . tm- Method 

Start 1384 End 

GI none Score 

Exons 1384.. 1827, 1393.. 1824 



OJ000129_40.0302.C1 
13913 

TBLASTX: Maize 

1827 

141 



Seq. No. 9876 Seq. ID 

Gene No. 21041 Strand 

Start 7965 End 

Name OJ000129_40 . 0302 . CI . o4 . tw Method 

Start 1414 End 

GI none Score 

Exons 1414. .1896, 1456. .1827, 1589. .1900 



OJ000129_40.0302.C1 
13913 

TBLASTX: Wheat 

1900 

231 



Seq. No. 9876 Seq. ID 

Gene No. 21041 Strand 

Start 7965 End 

Name OJ000129_40 . 0302 . CI . o4 . ts Method 

Start 154 6 End 

GI none Score 

Exons 1546.. 1860 



OJ000129_40.0302.C1 
13913 

TBLASTX : Soybean 

1860 

191 



Seq. No. 9876 Seq. ID 

Gene No. 21041 Strand 

Start 7965 End 

Name OJ000129 40 . 0302 . CI . 08 . tm Method 



OJ000129_40.0302.C1 
13913 

TBLASTX: Maize 



10360 




Start 


1828 








End 


2025 




GI 


none 








Score 


124 




Exons 


1828 . . 2025, 


1829 . 


. 1978 










Seq. No. 


9876 








Seq. ID 


OJ000129 40.0302, 


.CI 


Gene No. 


21041 








Strand 


- 




Start 


7965 








End 


13913 . 




Name 


OJ000129 40. 


0302 . 


CI . 08 . 


tw 


Method 


TBLASTX: Wheat 


- 


Start 


2029 








End 


2382 




GI 


none 








Score 


58 




Exons 


2029 . . 2382, 


2072 . 


. 2206, 


2233 . 


. 2361 






Seq. No. 


9876 








Seq. ID 


OJ000129_40.0302, 


.CI 


Gene No. 


21041 








Strand 






Start 


7965 








End 


13913 




Name 


OJ000l29_40 . 


0302 . 


CI . o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


2114 








End 


2427 




GI 


none 








Score 


41 




Exons 


2114 . . 2194 , 


Oil/" 

2116 . 


. 2427 , 


O O ZT *3 

ZZb 3 . 


.2307, 2291. .2383 




Seq. No. 


9876 








Seq. ID 


OJ000129_40.0302. 


.CI 


Gene No. 


21041 








Strand 






Start . 


7965 








End 


13913 




Name 


OJ000129_40 . 


0302 . 


CI . o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2737 








End 


13913 




GI 


none 








Score 


48 




Exons 


2737 . . 3081, 


2886. 


.2978, 


2951 . 


.3055, 13617. .13913, 13640. 


, . 13810 


Seq. No. 


9876 








Seq. ID 


OJ000129_40.0302. 


. CI 


Gene No. 


21041 








Strand 






Start 


7965 








End 


13913 




Name 


OJ000129 40. 


0302. 


Cl.06. 


tm 


Method 


TBLASTX: Maize 




Start 


2782 








End 


13913 




GI 


none 








Score 


47 




Exons 


2782. .3081, 


2783. 


. 2863, 


2951 . 


.3055, 13617. .13913, 13640. 


, . 13804, 




13845. .13913 












Seq. No. 


9876 








Seq. ID 


OJ000129_40.0302, 


. CI 


Gene No. 


21041 








Strand 






Start 


7965- 








End 


13913 




Name 


OJ000129 40. 


0302. 


Cl.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


3133 








End 


13569 




GI 


none 








Score 


127 




Exons 


3133. .3315, 


3134. 


.3313, 


13280 


. .13324, 


13383. .13565, 






13385. .13564, 13392 .. 13565 , 13429.. 13569 




Seq. No. 


9876 








Seq. ID 


OJ000129_40.0302. 


■ CI 


Gene No. 


21041 








Strand 






Start 


7965 








End 


13913 




Name 


OJ000129 40. 


0302. 


Cl.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


7958 








End 


8204 




GI 


none 








Score 


48 




Exons 


7958. .7990, 


7958. 


.7984, 


7992. 


.8174, 7992. .8204 




Seq. No. 


9876 








Seq. ID 


OJ000129_40.0302. 


,C1 


Gene No. 


21041 








Strand 






Start 


7965 








End 


13913 





10361 



Name 


OJ000129 40 


.0302. CI. o4. 


gs 


Method 


GENSCAN 




Start 


7965 






End 


9362 




GI 


none 






Score 


. 72 




Exons 


7965. . 9362 












Seq. No. 


9876 






Seq. ID 


OJ000129_40 . 0302 


.CI 


Gene No. 


21041 






Strand 






Start 


7965 






End 


13913 




Name 


OJ000129 40 


.0302. CI. 03. 


np 


Method 


AAT/NAP 




Start 


7968 






End 


13530 




GI 


4680179 






Score 


2308 




Exons 


7968. .9550, 


13504. .13530 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


9876 






Seq.' ID 


OJ000129_40.0302 


.CI 


Gene No. 


21041 






Strand 






Start 


7965 






End 


13913 




Name 


OJ000129 40 


.0302. CI. o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8013 






End 


8346 




GI 


none 






Score 


44 




Exons 


8013 . . 8345, 


8206. .8253, 


8229. 


.8342, 8272. .8346 




Seq. No. 


9876 






Seq. ID 


OJ000129_40.0302 


CI 


Gene No. 


21041 






Strand 






Start 


7965 






End 


13913 




Name 


OJ000129 40 


.0302. Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8208 






End 


8792 




GI 


none 






Score 


67 




Exons 


8208. .8633, 


8331. .8519, 


8332. 


.8634, 8629.. 8784, 8631.. 8792, 



8638. .8784, 8640. .8786 



Seq. No. 


9876 










Seq. ID 


OJ000129_40.0302 


.CI 


Gene No. 


21041 










Strand 






Start 


7965 










End 


13913 




Name 


OJ000129 40 


0302 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8346 










End 


8972 




GI 


none 










Score 


51 




Exons 


8346. 


8972, 


8347 


. .8415, 


8352. 


.8597, 8458. .8970 




Seq. No. 


9876 










Seq. ID 


OJ000129_40.0302 


.CI 


Gene No. 


21041 










Strand 






Start 


7965 










End 


13913 




Name 


OJ000129 40 


0302 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8841 










End 


9133 




GI 


none 










Score 


269 




Exons 


8841. 


9131, 


8845 


. . 9132, 


9032. 


.9133 






Seq. No. 


9876 










Seq. ID 


OJ000129_40.0302 


.CI 


Gene No. 


21041 










Strand 






Start 


7965 










End 


13913 




Name 


OJ000129 40. 


0302 


.Cl.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8931 










End 


9191 




GI 


none 










Score 


73 




Exons 


8931. 


9167, 


8931 


. .9191, 


8932. 


.9189 






Seq. No. 


9876 










Seq. ID 


OJ000129_40.0302 


CI 


Gene No. 


21041 










Strand 







10362 




Start 


7965 


End 


13913 


Name 


OJ000129_4 0.0302. CI. o3.tw 


Method 


TBLASTX: Wheat 


Start 


8979 


End 


9488 


GI 


none 


Score 


374 


Exons 


8979. .9485, 8980. .9477, 9030 


. .9488 




Seq. No. 


9876 


Seq. ID 


OJ000129_40.0302.C1 


Gene No. 


21041 


Strand 




Start 


7965 


End 


13913 


Name 


OJ000129_4 0 . 0302 .CI . o5 . gs 


Method 


GENSCAN 


Start 


10419 


End 


10739 


GI 


none 


Score 


.71 


Exons 


10419. . 10739 






Seq. No. 


9876 


Seq. ID 


OJ000129_4 0 . 0302. CI 


Gene No. 


21041 


Strand 




Start 


7965 


End 


13913 


Name 


OJ000129_40.0302.Cl.ol.gp 


Method 


AAT/GAP 


Start 


12400 


End 


12715 


GI 


61605_3.R1084 


Score 


376 


Exons 


12400. . 12715 






GI Descrip. 


1 14 02920/emb | CAA66965 | 2 . Oe- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] 1 






Seq. No. 


9877 


Seq. ID 


OJ000129 40. 0302. C2 


Gene No. 


21042 


Strand 


+ 


Start 


127 


End 


7532 


Name 


OJ000129_40.0302.C2.ol.gs 


Method 


GENSCAN 


Start 


127 


End 


6937 


GI 


none 


Score 


.79 


Exons 


127. .802, 4242. .4760, 5457.. 


5543, 5790. 


. 6007, 6896. . 6937 


Seq. No. 


9877 


Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21042 


Strand 


+ 


Start 


127 


End 


7532 


Name 


OJ000129_40 . 0302 . C2 . ol .np 


Method 


AAT/NAP 


Start 


2472 


End 


7532 


GI 


6665543 


Score 


"861 


Exons 


2472. .2509, 4619. .4760, 4983 


..5074, 5211. .6271, 7475.-7532 


GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


9877 


Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21043 


Strand 




Start 


10309 


End 


11350 


Name 


OJ000129_40.0302.C2 . o2 . gs 


Method 


GENSCAN 


Start 


10309 


End 


11350 


GI 


none 


Score 


.59 


Exons 


10309. .10421, 10691. .10850, 


11177. .11230, 11309. .11350 


Seq. No. 


9877 


Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21044 


Strand 




Start 


17469 


End 


19887 


Name 


OJ000129 40.0302.C2.o5.gs 


Method 


GENSCAN 


Start 


17469 


End 


19887 


GI 


none 


Score 


.56 


Exons 


17469. .17521, 19821. .19887 







10363 




Seq. No. 


9877 








Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21045 








Strand 




Start 


21264 








End 


30467 


Name 


OJ000129 40. 


0302. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


34 








End 


6276 


GI 


none 








Score 


78 


Exons 


34. .96, 730. 


.792, 


4268. 


.4330, 


4577. .4612, 4697. .4759, 




5306. .5695, 


5423. 


.5671, 


5560. 


.5685, 5696... 6271, 5701.. 5967 




5747 . . 6001, 


6160. 


. 6276 








Seq. No. 


9877 








Seq. ID 


OJ000129_40.0302.C2 


fzpnp No 


21045 








Strand 




Start 


21264 








End 


30467 


Name 


OJ000129 40. 


0302. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5303 








End 


6091 


GI 


none 








Score 


184 


Exons 


5303. .5494, 


5429. 


.5533, 


5542. 


.5685, 5543. .5695, 5696. .6091 




5725. .5964 












Seq. No. 


9877 








Seq. ID 


OJ000129_40.0302.C2 


rjprie No 


21045 








Strand 




Start 


21264 








End 


30467 


Name 


OJ000129 40. 


0302. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


-5306 








End 


6280 


GI 


none 








Score 


368 


Exons 


5306. .5695, 


5317. 


.5439, 


5482. 


.5673, 5723. .6280, 5737. .5955 




5741. .6022, 


6065. 


.6253 








Sea No 


9877 








Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21045 








Strand 




Start 


21264 








End 


30467 


Name 


OJ000129 40. 


0302. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5396 








End 


5776 


GI 


none 








Score 


332 


Exons 


5396. . 5695, 


5396. 


. 5638, 


5482. 


.5673, 5720.. 5776 


Sea No 


9877 








Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21045 








Strand 




Start 


21264 








End 


30467 


Name 


OJ000129 40. 


0302. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5777 








End 


6046 


GI 


none 








Score 


128 


Exons 


5777. .5896, 


5779. 


.5895, 


5905. 


.5955, 5906. .6043, 5924. .6046 


Seq. No. 


9877 








Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21045 








Strand 




Start 


21264 








End 


30467 


Name 


OJ000129 40. 


0302. 


C2.o2. 


np 


Method 


AAT/NAP 


Start 


21264 








End 


30467 


GI 


4584539 








Score 


311 


Exons 


21264. .21322 


, 23393. .24515, 30446.. 30467 


GI Descrip. 


(AL049608) extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


9877 








Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21045 








Strand 




Start 


21264 








End 


30467 


Name 


OJ000129 40. 


0302. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 



10364 






Start 


23370 




End 


29012 






GI 


none 




Score 


117 






Exons 


23370. .23462, 28596 


. .28823, 


28644. .28787, 28863. .29012 






Seq. No. 


9877 




Seq. ID 


OJ000129_40.0302 


.C2 




Gene No. 


21045 




Strand 


- 






Start 


21264 




End 


30467 






Name 


OJ000129_4 0 . 0302 ,C2 


. o7 . gs 


Method 


GENSCAN 






Start 


28239 




End 


29825 






GI 


none 




Score 


1 






Exons 


28239. . 29825 












Seq. No. 


9877 




Seq. ID 


OJ000129_40.0302 


. C2 




Gene No. 


21045 




Strand 








Start 


21264 




End 


30467 






Name 


OJ000129 40 . 0302 . C2 


. o3 . np 


Method 


AAT/NAP 






Start 


28353 




End 


29822 






GI 


4415920 




Score 


949 






Exons 


28353. .29822 












GI Descrip. 


(AC006282) putative 


glucosyl 


transferase [Arabidopsis thaliana] 




Seq. No. 


9877 




Seq. ID 


OJ000129_40.0302 


.C2 




Gene No. 


21045 




Strand 






si 


Start 


21264 




End 


30467 






Name 


OJ000129 40. 0302. C2 


. o2 . ts 


Method 


TBLASTX : Soybean 




j i 


Start 


28590 




End 


29801 




: : i 
it 


GI 


none 




Score 


97 




III 


Exons 


28590. .29003, 28648 


. .28773, 


28888. .28998, 29082 .. 2921 6, 








29277 . .29468, 29571 


. .29801 








"'i 


Seq. No. 


9877 




Seq. ID 


OJ000129_40.0302 


.C2 


it 


Gene No. 


21045 




Strand 








Start 


21264 




End 


30467 




ill 


Name 


OJ00012 9_4 0 . 0302 .C2 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


28596 




End 


28917 






GI 


none 




Score 


94 




i it 


Exons 


28596. .28838, 28642 


. . 28773, 


28818. .28916, 28864. .28917 




:J 


Seq. No. 


9877 




Seq. ID 


OJ000129_40.0302 


.C2 




Gene No. 


21045 




Strand 






J 


Start 


21264 




End 


30467 






Name 


OJ00012 9_4 0 . 0302 .C2 


. o2 . tc 


Method 


TBLASTX: Cress 






Start 


28599 




End 


29018 






GI 


none 




Score 


83 






Exons 


28599. . 28820, 28660 


. .28773, 


28827. .29018, 28894.. 28998 






Seq. No. 


9877 




Seq. ID 


OJ000129_40.0302 


.C2 




Gene No. 


21045 




Strand 








Start 


21264 




End 


30467 






Name 


OJ00012 9_4 0 . 0302 . C2 


.o3. tc 


Method 


TBLASTX: Cress 






Start 


29454 




End 


29798 






GI 


none 




Score 


257 






Exons 


29454. .29798 












Seq. No. 


9877 




Seq. ID 


OJ000129_40.0302 


.C2 




Gene No. 


21045 




Strand 








Start 


21264 




End 


30467 





10365 




Name 


OJ000129 40.0302.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


29514 


End 


29798 


GI 


none 


Score 


72 


Exons 


29514 . .29591, 29571. .29798, 


29743. .29784 




9877 


Seq. ID 


OJ000129_40.0302.C2 


Gene No. 


21045 


Strand 


- 


Start 


21264 


End 


30467 


Name 


OJ000129 40.0302.C2.o4.tw 


Method 


TBLASTX: Wheat 


Start 


29520 


End 


29798 


GI 


none 


Score 


208 


Exons 


29520 . .29798 






O C ^ . 1"U • 


9878 


Seq. ID 


OJ000129_40.0302.C3 


Gene No. 


21046 


Strand 


_ 


Start 


653 


End 


3257 


Name 


OJ000129 40.0302.C3.ol.gs 


Method 


GEN SCAN 


Start 


653 


End 


3257 


GI 


none 


Score 


. 79 


Exons 


653. .742, 1906. .2048, 2500. 


.2599, 2809 


..2886, 3142. .3257 


Seq. No. 


9879 


Seq. ID 


OJ000129__40.0302.C4 


Cpnp NO 


21047 


Strand 


+ 


Start 


7653 


End 


11444 


Name 


OJ000129 40.0302.C4 .ol.np 


Method 


AAT/NAP 


Start 


7653 


End 


11444 


GI 


5091513 


Score 


2262 


Exons 


7 653. .8 630, 927 8. .10391, 10424. .10507, 


11223. . 11444 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


9879 


Seq. ID 


OJ000129_40.0302.C4 


Gene No. 


21048 


Strand 


+ 


Start 


13082 


End 


13329 


Name 


OJ000129 40.0302.C4.o4.gp 


Method 


AAT/GAP 


Start 


13082 


End 


13329 


GI 


3761181 


Score 


438 


Exons 


13082. .13329 






GI Descrip. 


4521193/dbj | AB0134 50 . 1 | ABO 13450 1.0e-9 


9 Oryza sativa DNA, 




similar sequence to Pib gene 




Seq. No. 


9879 


Seq. ID 


OJ000129_40.0302.C4 




21049 


Strand 


_ 


Start 


320 


End 


7520 


Name 


OJ000129 40.0302.C4.ol.gs 


Method 


GENSCAN 


Start 


320 


End 


7520 


GI 


none 


Score 


.5 


Exons 


320. .585, 1605. .1676, 3253. 


.3373, 3991 


. .4145, 5516. .5550, 




7155. .7322, 7418. .7520 






Seq. No. 


9879 


"i 

Seq. ID 


OJ000129_40.0302.C4 


Gene No. 


21049 


Strand 




Start 


320 


End 


7520 


Name 


OJ000129 40.0302.C4.ol.gp 


Method 


AAT/GAP 


Start 


508 


End 


4139 


GI 


2796424 


Score 


458 


Exons 


508. .585, 3975. .4139 







10366 



# 



Seq. No. 9879 

Gene No. 21049 

Start 320 

Name OJ000129_4 0 . 0302 . C4 . ol . tm 

Start 3972 

GI none 

Exons 3972.. 4193, 3991. .4197, 4273. 

4417. .4491, 4557. .4667, 4558. 



Seq. ID OJ000129_40.0302.C4 
Strand 

End 7520 

Method TBLASTX : Mai ze 

End 4667 

Score 138 

.4335, 4274. .4333, .4410. .4499, 
.4665 



Seq. No. 9879 

Gene No. 21049 

Start 320 

Name OJ000129_4 0 . 0302 . C4 . ol . tc 

Start 4089 

GI none 

Exons 4089. .4184, 4089. .4193, 4090. 

4416. .4475, 4420. .4476, 4563. 



Seq. ID OJ000129_40.0302.C4 
Strand 

End 7520 
Method TBLASTX : Cress 
End 4661 
Score 79 

.4194, 4273. .4335, 4277. .4333, 
.4661, 4564. .4653 



Seq. No. 9879 

Gene No. 21049 

Start 320 

Name OJ000129_40 . 0302 . C4 . ol . ts 

Start 4092 

GI none 

Exons 4092.. 4193, 4093.. 4197, 4246. 
4564 . .4656 



Seq. ID OJ000129_40.0302.C4 
Strand 

End 7520 

Method TBLASTX : Soybean 

End 4661 

Score 7 6 

.4335, 4416. .4475, 4563. .4661, 



Seq. No. 9879 

Gene No. 21049 

Start 320 

Name OJ000129_4 0 . 0302 . C4 . o2 . gp 

Start 4291 

GI none 

Exons 4291.. 4336, 4420.. 4476, 4564, 



Seq. ID OJ000129_40.0302.C4 
Strand 

End 7520 

Method AAT/GAP 

End 5471 

Score 441 
.4706, 5413. .5471 



Seq. No. 9880 

Gene No. 21050 

Start 1231 

Name OJ000129_40 . 0302 .C5.ol.gs 

Start 1231 

GI none 

Exons 1231.. 1274, 1568.. 1787, 1891, 



Seq. ID OJ000129_40.0302.C5 

Strand + 

End 2007 

Method GEN SCAN 

End 2007 

Score .54 
.2007 



Seq. No. 9881 

Gene No. 21051 

Start 134 

Name OJ000129_4 0 . 0302 . C6 . ol . gs 

Start 134 

GI none 

Exons 134.. 346, 437.. 551 



Seq. ID OJ000129_40.0302.C6 

Strand + 

End 551 

Method GENSCAN 

End 551 

Score .61 



Seq. No. 9882 

Gene No. 21052 

Start 2762 

Name OJ000129_4 0 . 0302 . C7 . o2 . gs 

Start 2762 

GI none 



Seq. ID OJ000129_40.0302.C7 

Strand + 

End 3581 

Method GENSCAN 

End 3581 

Score .93 



10367 



Exons 



2762. .2959, 2970. .3581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9882 

21053 

1 

OJ000129_40.0302.C7 .ol.np 
1 

2130141 



OJ000129 40. 0302. C7 



Seq. ID 
Strand 

End 3036 
Method AAT/NAP 
End 3036 
Score 1579 
1..1338, 1412. .1680, 1720. .1899, 2976. .3036 

mudrA protein - maize transposon MuDR gi 154 0581 (M7 6978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



Seq. No. 9882 Seq. ID 

Gene No. 21053 Strand 

Start 1 End 

Name OJ000129_40 . 0302 . C7 . ol . gs Method 

Start 24 End 

GI none Score 

Exons 24. .535, 1224. .1338, 1412. .2057, 2378. 



OJ000129_40.0302.C7 

3036 
GENSCAN 
2586 
.56 
.2586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9882 Seq. ID 

21053 Strand 

1 End 

OJ000129_4 0 . 0302 . C7 . ol . tm Method 

115 , End 

none Score 



OJ000129_40.0302.C7 
3036 

TBLASTX: Maize 

890 

64 



115. .174, 120. .170, 174. .629, 187. .633, 633. .869, 639. .890, 
640. .882 



Seq. No. 9882 

Gene No. 21053 

Start 1 

Name OJ000129_40 . 0302 . C7 . o2 . tm 

-Start 1102 

GI none 

Exons 1102.. 1221, 1103.. 1195, 1104. 

1410. .1523, 1415. .1543, 1433, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000129 40. 0302. C7 



3036 

TBLASTX: Maize 
1543 
61 

1208, 1105. .1221, 1234.. 1341, 
1543 



Seq. No. 9883 Seq. ID 

Gene No. 21054 Strand 

Start 165 End 

Name OJ000129_4 0 . 0302 . C8 . ol . gs Method 

Start 165 End 

GI none Score 

Exons 165 . .276 



OJ000129_40.0302.C8 
276 

GENSCAN 

276 

.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



9884 Seq. ID 

21055 Strand 

1 End 

OJ000129_4 0 . 0302 . C9 . ol . np Method 

1 End 

5091513 Score 
1. . 695 

(AB023482) Hypothetical protein [Oryza sativa] 



OJ000129__40.0302.C9 
+ 

695 

AAT/NAP 
695 
921 



9884 
21055 



Seq. ID OJ000129_40.0302.C9 
Strand + 



10368 



Start 
Name 
Start 
GI 

Exons 



OJ000129_4 0.0302.C9.ol.gs 
45 

none 
45. . 677 



End 

Method 

End 

Score 



695 

GENSCAN 

677 

.97 



Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9885 
21056 
3272 

OJ00012 9_40.0302.Cll.o2 . gs 
3272 
none 
3272 
8933 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3397, 4085. .4600,. 4663. .4997, 5116. .6941, 6982. .7245, 
9119, 9348. .9417, 10562 .. 10639, 10856 .. 11048, 11277. .11509 



OJ000129_4 0.0302.C11 
+ 

11509 
GENSCAN 
11509 
.42 



9885 

21056 

3272 

OJ000129 40.0302.Cll.ol.np 



Seq. ID OJ000129_40.0302.C11 

Strand + 

End 11509 

Method AAT/NAP 

End 8021 

Score 5674 



4241 
6630696 
4241. .8021 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


9885 


Seq. ID 


OJ000129_40.0302.C11 


Gene No. 


21057 


Strand 




Start 


10832 


End 


14636 


Name 


OJ000129 40.0302.Cll.o4.np 


Method ; 


AAT/NAP 


Start 


10832 


End 


14636 


GI 


6721547 


Score 


94 


Exons 


10832. .10858, 11437 .. 11531, 


14549. . 14636 


GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


9885 


Seq. ID 


OJ000129_40.0302.C11 


Gene No. 


21057 


Strand 




Start 


10832 


End 


14636 


Name 


OJ000129 40.0302.Cll.o3.np 


Method 


AAT/NAP 


Start 


12684 


End 


13230 


GI 


6041846 


Score 


507 


Exons 


12684 . .13230 






GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis 


► thaliana] 


Seq. No. 


9885 


Seq. ID 


OJ000129_40.0302.C11 


Gene No. 


21057 


Strand 




Start 


10832 


End 


14636 


Name 


OJ000129 40.0302.Cll.ol.gp 


Method 


AAT/GAP 


Start 


12691 


End 


12960 


GI 


3061204 


Score 


495 


Exons 


12691. .12960 






.GI Descrip. 


604184 6/gb|AAF02155. 1|AC009853_15 6.0e- 


16 (AC009853) unknown 




protein [Arabidopsis thaliana] 




Seq. No. 


9885 


Seq. ID 


OJ000129_40.0302.C11 


Gene No. 


21057 


Strand 




Start 


10832 


End 


14636 



10369 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000129_4 0. 0302.Cll.o2 . gp Method AAT/GAP 
13007 End 13493 

569130 Score 673 

13007. .13272, 13386. .134 93 

6041846/gb|AAF02155.1|AC009853_15 1.0e-09 (AC009853) unknown 
protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



9885 








beq. id 




21058 








Strand 




22356 








End 


23130 


OJOOOlzy 4U. 


U JUz , 


nl 1 _ A 

. Oil . 04 , 


4- T 1 

. tw 


Method 


1 DLinO I A . wiled. L 


4136 








T7 v> /-J 

hna 


H JJ 1 


none 








Score 


IOC 

1 Z D 


4136. .4270, 


4 310 , 


. . 4531 , 


A *D 1 A 

4 310 . 


A C "3 1 

. 4 b 31 




9885 








Seq. ID 


nTnnm ah n^no 
ujuuuizy 4u.uouz 


21058 








Strand 




22356 








End 


23130 


OJ000l29_40. 


0302 


. Cll - 06 


. tm 


Method 


TBLASTX: Maize 


4286 








End 


4558 


none 








Score 


243 


4286. .4558, 


4307 


. . 4558 








9885 








Seq. ID 


OJ000129_40.0302 


21058 








Strand 




22356 








End 


23130 


OJ000129 40. 


, 0302 


. Cll . ol 


. tm 


Method 


TBLASTX: Maize 


5087 








End 


5491 


none 








Score 


372 


5087 . .5431, 


5110 


. . 5394 , 


5115 . 


.5408, 5429. .5491 


9885 








Seq. ID 


OJ000129_40.0302 


21058 








Strand 




22356 








End 


23130 


OJ000129 40, 


. 0302 


. Cll . o4 


. tm 


Method 


TBLASTX: Maize 


5579 








End 


6043 


none 








Score 


284 


5579. . 6043, 


58 60 


. . 5970 








9885 








Seq. ID 


OJ000129_40.0302 


21058 








Strand 




22356 








End 


23130 


OJ000129 40, 


. 0302 


oil ^ c 

. Cll . oo 




Method 


TBLASTX: Wheat 


5687 








End 


5878 


none 








Score 


238 


5687. .5878, 


5694 


. .5876, 


5698. 


.5877 




9885 








Seq. ID 


OJ000129_40.0302 


21058 








Strand 




22356 








End 


23130 


OJ000129 40 


.0302 


.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 


5831 








End 


6229 


none 








Score 


197 


5831. .6052, 


5902 


. . 6051, 


6056. 


. 6229 




9885 








Seq. ID 


OJ000129_40.0302 


21058 








Strand 





10370 




Start 


O O O IT /" 

22356 








End 


23130 


Name 


OJ000l29_40 . 


0302 


. Cll . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5879 








End 


6634 


GI 


none 








Score 


905 


Exons 


5879 . . 6634 , 


c o o c 

5886 


/T A A A 

. . 6044 , 


COOT 

5887 . 


.6384, 6084. .6629, 6101. .6634 


Seq. No. 










Seq. ID 


OJ000129_40. 0302. Cll 


Gene No. 


21058 








Strand 


- 


Start 


22356 








End 


23130 


Name 


/->itaaaioa a r\ 

OJ000129 40. 


A O A O 

0302 , 


/-ill _o 

.Cll . o2 , 


. ts 


Method 


TBLASTX : Soybean 


Start 


bobb 












GI 


C 1 c o c tz o 
5 / DZbb3 








Score 


214 


Exons 


c a c c CQ cc 

boob. . bob5, 


c a o o 

bb2o . 


. . bo lb, 


coco 
bo 52 . 


. 6959 




GI Descrip. 














Seq. No. 


9885 








Seq. ID 


OJ000129 40. 0302. Cll 


Gene No. 


21058 








Strand 


- 


Start 


ZZ3ob 








End 


23130 


Name 


OJ000129 40. 


A O A O 

0302 . 


. Cll . Ol - 


. tc 


Method 


TBLASTX: Cress 


Start 


bb4 / 








End 


6908 


GI 


none 








Score 


240 


Exons 


CCA"! CO <ZCL 

bb4 / . . bob5, 


C CL A A 

bb4 9 . 


. . bol9, 


CO c o 
booz . 


.6908 




Seq. No. 


9885 








Seq. ID 


OJ000129_40. 0302. Cll 


Gene No. 


21058 








.Strand 




Start 


22356 








End 


23130 


Name 


OJ000129_40 . 


0302 , 


. Cll . o3 , 


. tm 


Method 


TBLASTX: Maize . 


Start 


6688 








End 


7136 


GI 


none 








Score 


158 


Exons 


6688 . .6819, 


6689 , 


. .6865, 


6852 . 


.7136, 6855.. 6905 


Seq. No. 


9885 








Seq. ID 


OJ000129_40. 0302. Cll 


Gene No. 


21058 








Strand 




Start 


O O O C /" 

22356 








End 


23130 


Name 


OJ000129 40. 


A O A O 

0302 , 


. Cll . o3 , 


. tw 


Method 


TBLASTX: Wheat 


Start 


s~ s~ C\ r\ 

6689 








End 


7253 


GI 


none 








Score 


160 


Exons 


r/TOO rote 

bbo9 . . bobo, 


blub , 


/TOCO 

. .6852, 


CO 


.7034, 7029.. 7253 


Seq. No. 


9885 








Seq. ID 


OJ000129_40. 0302. Cll 


Gene No. 


21058 








Strand 




Start 


o o *d c a 
ZZoob 








End 


23130 


Name 


^taaaioa /i a 

OJ000129 40. 


0302 , 


. Cll . oo , 


. t s 


Method 


TBLASTX : Soybean 


Start 


t a n n 

7088 








End 


7439 


GI 


none 








Score 


135 


Exons 


T A O O TOT/" 

/0oo . .721b, 


H A O A 

7089 , 


. . 7247, 


"7 o C A 

/ 250 . 


.7435, 7251. .7436, 7257. .7439 


Seq. No. 


A O O C 

9885 








Seq. ID 


OJ000129_40. 0302. Cll 


Gene No. 


21058 








Strand 




Start 


22356 








End 


23130 


Name 


OJ000129 40 


0302 
y jut. ! 


Cll o5 


. tm 


Method 


TBLASTX: Maize 


Start 


7239 








End 


7588 


GI 


none 








Score 


242 


Exons 


7239. .7526, 


7245. 


. .7517, 


7253. 


.7525, 7346. .7531, 7534. .7587, 




7535. .7588 












Seq. No. 


9885 








Seq. ID 


OJ000129_40. 0302. Cll 



10371 




Gene No. 21058 

Start 22356 

Name OJ000129_4 0 . 0302 . Cll . o2 

Start 7443 

GI none 

Exons 7443.. 7517, 7443.-7523, 
7535.. 7609, 7604. .7678, 

Seq. No. 9885 
Gene No. 21058 
Start 22356 

Name OJ000129_4 0 . 0302 . Cll . 06 

Start 8364 
GI none 

Exons 8364.. 8435, 8365.. 8436, 

8508. .8597, 8509. .8601, 
8611. .8727, 8624. .8698 




Strand 

End 23130 
.tw Method TBLASTX : Wheat 

End 7885 

Score 108- 
7444. .7518, 7526. .7612, 7534. .7608, 
7605. .7883, 7605. .7856, 7781. .7885 

Seq. ID OJ000129_40. 0302. Cll 
Strand 

End 23130 
.tw Method TBLASTX : Wheat 

End 8727 

Score 68 
8365. .8442, 8437. .8508, 8445. .8507, 
8510. .8578, 8512. .8598, 8536. .8685, 



Seq. No. 9885 

Gene No. 21058 

Start 22356 

Name OJ000129_4 0 . 0302 . Cll . o2 . tc 

Start 12882 

GI none 

Exons 12882. .13082, 12883 .. 13008 , 

Seq. No. 9885 

Gene No. 21058 

Start 22356 

Name OJ000129_40 . 0302 . Cll . o2 . tm 

Start 13035 

GI none 

Exons 13035. .13127, 13035 .. 13235 , 

Seq. No. 9885 

Gene No. 21058 

Start 22356 

Name OJ00012 9_4 0 . 0302 . Cll . o4 . gs 

Start 22356 

GI none 

Exons 22356. .22494, 22847.. 23130 



Seq. ID OJ000129_40. 0302. Cll 
Strand 

End 23130 

Method TBLASTX: Cress 

End 13199 

Score 70 
13089. .13199, 13093. .13191 

Seq. ID OJ000129_40. 0302. Cll 
Strand 

End 23130 

Method TBLASTX: Maize 

End 13236 

Score 93 
13045. .13236 

Seq. ID OJ000129_40. 0302. Cll 
Strand 

End 23130 

Method GEN SCAN 

End 23130 

Score .74 



Seq. No. 9886 Seq. ID 

Gene No. 21059 Strand 

Start 26 End 

Name OJ000209_15 . 0302 . C3 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 202 



OJ000209_15.0302.C3 
+ 

202 

GENSCAN 

202 

.72 



Seq. No. 9887 Seq. ID 

Gene No. 21060 Strand 

Start 73 End 

Name OJ000209_15 . 0302 . C6. ol . gs Method 

Start 73 End 

GI none Score 

Exons 73. .164, 170. .373, 412. .669 



OJ000209_15.0302.C6 
669 

GENSCAN 

669 

.54 



10372 



Seq. No. 


9888 


Seq. ID 


OJ000209_ 


15. 


.0302 


.C7 


Gene No. 


21061 


Strand 


+ 








Start 


182 


End 


1377 








Name 


OJ000209 15.0302.C7.ol.gs 


Method 


GENSCAN 








Start 


182 


End 


1377 








GI 


none 


Score 


. 98 








Exons 


182. .443, 521. .722, 1142. .1377 










Seq. No. 


9888 


Seq. ID 


OJ000209_ 


15. 


.0302 


.C7 


Gene No. 


21062 


Strand 










Start 


2942 


End 


34 68 








Name 


OJ000209 15.0302.C7.o2.gs 


Method 


GENSCAN 








Start 


2942 


End 


34 68 








GI 


none 


Score 


. 63 








Exons 


2942. .3331, 3406. .3468 












Seq. No. 


9889 


Seq. ID 


OJ000209_ 


15. 


.0302 


.C8 


Gene No. 


21063 


Strand 


+ 








Start 


88 


End 


4862 








Name 


OJ000209 15.0302.C8.ol.gs 


Method 


GENSCAN 








Start 


88 


End 


4862 








GI 


none 


Score 


. 58 








Exons 


88. .191, 3674. .3813, 3875. .4062, 4431. 


.4862 








Seq. No. 


9889 


Seq. ID 


OJ000209_ 


15, 


.0302 


.C8 


Gene No. 


21064 


Strand 










Start 


6377 


End 


7392 








Name 


OJ000209 15.0302.C8.o2.gs 


Method 


GENSCAN 








Start 


6377 


End 


7392 








GI 


none 


Score 


. 4 9 








Exons 


6377. .6629, 6930. .6966, 7002.. 


7392 










Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15, 


.0302 


.C9 


Gene No. 


21065 


Strand 


+ 








Start 


300 


End 


966 








Name 


OJ000209 15.0302.C9.ol.gs 


Method 


GENSCAN 








Start 


300 


End 


966 








GI 


none 


Score 


. 72 








Exons 


300. .411, 875. .966 












Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15, 


.0302 


.C9 


Gene No. 


21066 


Strand 


+ 








Start 


7886 


End 


8047 








Name 


OJ000209 15.0302.C9.o2.np 


Method 


AAT/NAP 








Start 


7886 


End 


8047 








GI 


5852172 


Score 


81 








Exons 


7886. .8047 












GI Descrip. 


(AL117265) zhb0002.1 [Oryza sativa] 










Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15. 


.0302 


.C9 


Gene No. 


21067 


Strand 


+ 








Start 


8605 


End 


11641 








Name 


OJ000209 15.0302.C9.o4.gs 


Method 


GENSCAN 








Start 


8605 


End 


11641 








GI 


none 


Score 


.45 








Exons 


8605.. 8831, 9463.. 9593, 11165. 


.11379, 


11618. .11641 







10373 






Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15.0302 


.C9 




Gene No. 


21068 


Strand 


+ 








Start 


19195 


End 


23253 








Name 


OJ000209_15 .0302.C9.o6.gs 


Method 


GENSCAN 








Start 


19195 


End 


23002 








GI 


none 


Score 


.49 








Exons 


19195 .. 19536, 19603 .. 19866, 


20636. .211* 


37, 21268. 


. zl4 by , 








21494 . . 21607, 21712 . . 22172, 


22469. .23002 








Seq. No. 


9890 


Seq. ID 


OJ000209_ 


lo . 0 5\jZ 


. cy 




Gene No. 


21068 


Strand 


+ 








Start 


19195 


End 


23253 








Name 


OJ000209 l5.0302.C9.o4 .np 


Method 


AAT/NAP 








Start 


19242 


End 


23253 








GI 


5091513 


Score 


1481 








Exons 


19242. .19902, 20636 .. 21339, 


21431. .218* 


30, 22778. 










23177. .23253 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15.0302 


.C9 




Gene No. 


21069 


Strand 










Start 


1607 


End 


6865 








Name 


OJ000209 15.0302.C9.o2.gs 


Method 


GENSCAN 






t 


Start 


.1607 


End 


4375 






" s i 


GI 


none 


Score 


.53 






c : : 
Lf 


Exons 


1607. .1825, 2137. .2584, 2829 


..3092, 3424.. 3671, 


4163. .4375 


: =; 
t 
= r 


Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15.0302 


.C9 




Gene No. 


21069 


Strand " 








*i 


Start 


1607 


End 


6865 








Name 


OJ000209 15.0302.C9.ol.np 


Method 


AAT/NAP 








Start 


2084 


End 


6568 






= ! 


GI 


5803275 


Score 


446 






sr 


Exons 


2084. .2127, 5557. .5646, 6241 


. .6568 








t 

A 


GI Descrip. 


(AP000399) EST AU056133 ( S20320 ) corresponds to a 


region 


of 


dz 




predicted gene; similar to Caenorhabditis elegans cosmid D! 


B : 




hypothetical protein (Z74030) [Oryza sativa] 






Ci 


Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15.0302 


.C9 


= | 

sr 


Gene No. 


21069 


Strand 










Start 


1607 


End 


6865 








Name 


OJ000209 15.0302.C9.o3.gs 


Method 


GENSCAN 








Start 


5404 


End 


6865 








GI 


none 


Score 


.48 








Exons 


5404.. 5409, 5557.. 5646, 6389 


. .6481, 6791. .6865 








Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15.0302 


.C9 




Gene No. 


21070 


Strand 










o tar l. 


12807 


End 


15760 








Name 


OJ000209 15.0302.C9.o5.gs 


Method 


GENSCAN 








Start 


12807 


End 


15760 








GI 


none 


Score 


.48 








Exons 


12807. .13108, 13365. . 13818, 


13866. . 14291, 14322. 


.14548, 








14593. .14731, 14 808 .. 15275, 


15620. .15760 








Seq. No. 


9890 


Seq. ID 


OJ000209_ 


15.0302 


.C9 



10374 





Gene No. 


21070 


Strand 








Start 


12807 


End 


15760 






Name 


OJ000209 15.0302.C9.o3.np 


Method 


AAT/NAP 






Start 


12810 


End 


15760 






GI 


5902444 


Score 


3595 






Exons 


12810. .15760 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


9890 


Seq. ID 


OJ000209 


_15.0302.C9 




Gene No. 


21071 


Strand 


- 






Start 


26129 


End 


32977 






Name 


OJ000209 15.0302.C9.o7.gs 


Method 


GENSCAN 






Start 


26129 


End 


26437 






GI 


none 


Score 


.91 






Exons 


26129. .26437 










Seq. No. 


9890 


Seq. ID 


OJ000209 


15 . 0302 . C9 




Gene No. 


21071 


Strand 








Start 


26129 


End 


32977 






Name 


OJ000209 15.0302.C9.o5.np 


Method 


AAT/NAP 






Start 


26152 


End 


32977 






GI 


6523547 


Score 


231 






Exons 


26152. .26484, 30135 30627, 


30801. . 308? 


30, 31010 


. . 31076, 


ill 




32707. .32977 








. = i 


GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 


: : fi 




carteri f. nagariensis] 








i ' i 


Seq. No. • 


9890 


Seq. ID 


OJ000209 


15 . 0302 .C9 




fipnp No 


21071 


Strand 






UI 


Start 


26129 


End 


32977 • 






Name 


OJ000209 15.0302.C9.o8.gs 


Method 


GENSCAN 




r 1 1 


Start 


27434 


End 


31219 






GI 


none 


Score 


.48 






Exons 


27434 . .27613, 27 650 27695, 


29831. .30051, 30119 


. . 31079, 






31119. .31219 








Hf 
■ J. 


Seq. No. 


9890 


Seq. ID 


OJ000209 


_15 . 0302 .C9 




Gene No. 


21072 


Strand 








Start 


34174 


End 


34372 




: si 


Name 


OJ000209 15.0302.C9.ol.tm 


Method 


TBLASTX: 


Maize 


- -f 


Start 


6226 


End 


6538 






GI 


none 


Score 


166 






Exons 


6226.. 6360, 6242.. 6361, 6359 


. .6499, 6360. .6416, 


6394 . .6495, 






6502. .6537, 6503. .6538 










Seq. No. 


9890 


Seq. ID 


OJ000209 


_15.0302.C9 




No . 


21072 


Strand 








Start 


34174 


End 


34372 






Name 


OJ000209 15.0302.C9.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


6226 


End 


6550 






GI 


none 


Score 


153 






Exons 


6226.. 6360, 6242.. 6361, 6359 


. .6493, 6360. .6500, 


6505. . 6540, 






6506. .6550 










Seq. No. 


9890 


Seq. ID 


OJ000209 


_15.0302.C9 




Gene No. 


21072 


Strand 








Start 


34174 


End 


34372 





10375 



Name 


OJ000209 15.0302.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6268 




End 


6500 




GI 


none 




Score 


124 




Exons 


6268. .6360, 6269. .6361, 


6359 


..6382, 6383..6499, 6456. .6500 


Seq. No. 


9890 




Seq. ID 


OJ000209_15.0302 


.C9 


Gene No. 


21072 




Strand 






Start 


34174 




End 


34372 




Name 


OJ000209 15.0302.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6930 




End 


14454 




GI 


none 




Score 


61 




Exons 


6930. .7034, 14 052. .14 4 53, 14392. .14 454 






Seq. No. 


9890 




Seq. ID 


OJ000209_15.0302 


.C9 


Gene No. 


21072 




Strand 






Start 


34174 




End 


34372 




Name 


OJ000209 15.0302.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


12678 




End 


13473 




GI 


none 




Score 


lil 




Exons 


1267 8. .12914, 12 682. .12 


843, 


13018. .13254, 13020. .13256, 






13345. .13473 










Seq. No. 


9890 




Seq. ID 


OJ000209_15.0302 


.C9 


Gene No. 


21072 




Strand 






Start 


. 34174 




End 


34372 




Name 


OJ000209 15.0302.C9.o6. 


np 


Method 


AAT/NAP 




Start 


34174 




End 


34372 




GI 


6539570 




Score 


86 




Exons 


34174. . 34372 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


9891 




Seq. ID 


OJ000209_15.0302 


.C10 


Gene No. 


21073 




Strand 


+ 




Start 


2111 




End 


2623 




Name 


OJ000209 15. 0302. CIO. o2 


,gs 


Method 


GENSCAN 




Start 


2111 




End 


2623 




GI 


none 




Score 


.79 




Exons 


,2111.. 2164, 2420.. 2623 










Seq. No. 


9891 




Seq. ID 


OJ000209_15.0302 


.C10 


Gene No. 


21074 




Strand 






Start 


1 




End 


1054 




Name 


OJ000209 15. 0302. CIO. ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


479 




GI 


4836930 




Score 


203 




Exons 


1. .479 










GI Descrip. 


(AC006085) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


9891 




Seq. ID 


Ovr000209_15.0302 


.C10 


Gene No. 


21074 




Strand 






Start 


1 




End 


1054 




Name 


OJ000209 15. 0302. C10. ol 


.gs 


Method 


GENSCAN 




Start 


16 




End 


1054 




GI 


none 




Score 


.52 




Exons 


16. .295, 826. .1054 










Seq. No. 


9891 




Seq. ID 


OJ000209_15.0302 


.C10 



10376 




Gene No. 


21075 




Strand 


- 




Start 


1279 




End 


3736 




Name 


OJ000209_15 


.0302. C10. ol.ts 


Method 


TBLASTX : Soybean 




Start 


3 




End 


320 




GI 


none 




Score 


91 




Exons 


3 . . 1 61, 7 . . 


162 , 183 . . 320, 187 


. . 318 






Seq. No. 


9891 




Seq. ID 


OJ000209 15.0302 


.C10 


Gene No. 


21075 




Strand 


- 




Start 


127 9 . 




End 


3736 




Name 


OJ000209 15 


.0302. C10. ol.tw 


Method 


TBLASTX: Wheat 




Start 


6 




End 


288 




GI 


none 




Score 


59 




Exons 


6 . . 14 6, 67 . 


. 147 , 186 . . 287, 18 


7 . .288 






Seq. No. 


9891 




Seq. ID 


OJ000209_15.0302 


. C10 


Gene No. 


21075 




Strand 






Start 


1279 




End 


3736 




Name 


OJ000209 15 


.0302. C10. o3.np 


Method 


AAT/NAP 




Start 


1279 




End 


3736 




GI 


5042463 




Score 


190 




Exons 


1279. . 1409, 


1461. .1604, 2081. 


.2303, 3712.. 3736 




GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 




Seq. No. 


9892 




Seq. ID 


OJ000209_15.0302 


.Cll 


Gene No. 


21076 




Strand 


+ 




Start 


6412 




End 


8609 




Name 


OJ000209 15 


.0302.Cll.ol.np 


Method 


AAT/NAP 




Start 


6412 




End 


8609 




GI 


6522540 




Score 


1054 




Exons 


6412. . 6703, 


6776.. 8124, 8200. 


.8609 






GI Descrip. 


/TIT 1 "~i O /"\ f l~ \ 

(AL132955 ) 


receptor-kinase like protein [Arabidopsis thaliana] 


Seq. No. 


9892 




Seq. ID 


OJ000209_15.0302 


.Cll 


Gene No. 


21077 




Strand 






Start 


26 




End 


5233 




Name 


OJ000209 15 


.0302.Cll.ol.gs 


Method 


GENSCAN 




Start 


26 




End * 


5233 




GI 


none 




Score 


.47 




Exons 


26. .165, 286. .526, 1922. .2083 


, 2981.. 3320, 3503.. 3585, 






3612. .3665, 


3782.. 3973, 4537. 


.4678, 5163.. 5233 




Seq. No. 


9892 




Seq. ID 


OJ000209JL5.0302 


.Cll 


Gene No. 


21077 




Strand 






Start 


26 




End 


5233 




Name 


OJ000209 15 


.0302.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


3154 




End 


3662 




GI 


none 




Score 


180 




Exons 


3154. .3288, 


3155.. 3301, 3201. ; 


.3299, 3329.-3373, 3449. .3511, 




3588. .3662 










Seq. No. 


9892 




Seq. ID 


OJ000209_15.0302 


.Cll 


Gene No. 


21078 




Strand 






Start 


6475 




End 


8364 




Name 


OJ000209 15 


.0302.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6475 




End 


8340 




GI 


none 




Score 


136 





10377 




Exons 




6475. 


.6651, 


64 75. 


. ooyl , 


b4 / / . 


. 6593, 


6688. . 6804, 


8224. . 


8340 


Seq. 


No. 


9892 










Seq. 


ID OJ000209 


15. 0302. Cll 


Gene 


No . 


21078 










Strand 






Start 




6475 










End 


8364 






Name 




OJ000209 15 


a "3 a o 
0 JUz . 


Cll . ol 


. tm 


Method TBLASTX: 


Maize 




Start 




6562 










End 


8343 






GI 




none 










Score 


273 






Exons 




6562. 


7242, 


6607. 


.7215, 


6622. 


.7146, 


6669. .6956, 


6720. . 


7130, 






6754. 


7245, 


do yz . 


. / ZDl f 


£ Q £ 1 

b y b 1 . 


.7248, 


7005. .7241, 


7053. . 


7247, 






7255. 


.7401, 


IOC/! 

/Zb4 . 


. / j yz , 


/ z / y . 


.7395, 


7288. .7365, 


7288. . 


7401, 






7288. 


.7401, 


TO/I Q 


. / 4 o4 , 


/ JD J . 


.7385, 


7546. .7941, 


7570. . 


7932, 






7579. 


.7923, 


/ bob . 


. / y 6Z , 


"7 £ ~1 

1 bo / . 


.7710, 


7674 . .7847, 


7723. . 


7941, 






7927. 


.8343, 


/ y j y . 


. o o4 U , 


1 Q /I O 

/ y 4 z . 


.8322, 


7942. .8340 






Seq. 


No . 


9892 










Seq. 


ID OJ000209 


15. 0302. Cll 


Gene 


No . 


21078 










Strand 






Start 




6475 










End 


8364 






Name 




OJ000209 15 


U iUz . 


Cll . Ol 


. tc 


Method TBLASTX: 


Cress 




Start 




6607 










End 


8364 






GI 




none 










Score 


67 






Exons 




6607. 


.6711, 


bblo . 


. bo y i , 


bbl y . 


.6813, 


6621. .7019, 


6622. . 


7248, 






6627. 


.6872, 


r c o o 
DOZO . 


. booo, 


£ £ C E 

DODO . 


.6951, 


6720. .6815, 


6720. . 


6893, 






6792. 


.6965, 


r o £ c 
DO DO . 


. 7Z45, 


£ O £ C 
DO D J . 


.7038, 


6865. .7251, 


6865. . 


7113, 






6967. 


.7248, 


7015 . 


. 7z51, 


1 A "3 O 

/0o3 . 


.7215, 


7033. .7245, 


7108. . 


7251, 






7117. 


.7179, 


7252. 


.7401, 


7252. 


.7392, 


7261. .7326, 


7264. . 


7395, 






7279. 


.7395, 


7279. 


.7437, 


7282. 


.7392, 


7288. .7392, 


7561. . 


7935, 






7570. 


.7629, 


7570 . 


. 7770 , 


/b /U . 


.7770, 


7579. .7770, 


7594. . 


7914, 






7609. 


.7764, 


t f o a 


. / y4 1 , 


/ 0 JU . 


.7773, 


7656. .7823, 


7705. . 


7860, 






7822. 


.7941, 


H O O O 

/ozz . 


. / y 14 , 


"7 O O O 

/ oZZ . 


.7989, 


7939. .8340, 


7942. . 


8286, 






7942. 


.8340, 


/ y 4 z . 


O T O A 

. o lz4 , 


n a a o 
/ y 4 o . 


.8340, 


7975. . 8277, 


8047 . . 


8364, 






8065. 


.8-256, 




O "3 >1 £ 

. a J4 b, 


oZ XZ . 


.8343, 


8257. .8340 






Seq. 


No . 


9892 










Seq. 


ID OJ000209 


15. 0302. Cll 


Gene 


No . 


21078 










Strand 






Start 




6475 










End 


8364 






Name 




OJ000209 15 


a o a o 


Cll . Ol 


. ts 


Method TBLASTX : 


Soybean 


Start 




6613 










End 


8340 






GI 




none 










Score 


111 






Exons 




6613. 


.6813, 


o b i y . 


/*01 ^ 


£ £ O O 

bbZZ . 


.6702, 


6622. .6813, 


6622. . 


6813, 






6622. 


.7023, 




CO C\ A 

. ooU4 , 


£ £ >l Q 

bb4 y . 


.7242, 


6649. .7095, 


6704. . 


6805, 






6705. 


.6803, 


6720. 


.7091, 


6751. 


.7164, 


6865. .7401, 


6865. . 


7248, 






6865. 


.7236, 


6925. 


.7236, 


6942. 


.7034, 


7141. .7251, 


7159. . 


7401, 






7249. 


.7395, 


/ Z04 . 


. / 4Ub, 


/ Z jj . 


.7401, 


7264. .7383, 


7279. . 


7401, 






7285. 


.7395, 


/ 4 yz . 


1 Ci o o 

. / yoZ , 


H A C\ A 

1 4 y 4 . 


.7832, 


7495. .7935, 


7567. . 


7770, 






7567. 


.7767, 


1 C H fl 

/o / y . 


. / / bl , 


/o / y . 


.7833, 


7642. .7941, 


7671. . 


7889, 






7701. 


.7844, 


/oZZ . 




/ y jo . 


.8054, 


7939. .8142, 


7942. . 


8295, 






7942. 


.8022, 


/ y 4 z . 


. o i y y , 


O A 1 T 

oU / / . 


.8340, 


8101. .8340, 


8188. . 


8271 


Seq . 


■ 

No . 


9892 






** 




Seq. 


ID OJ000209 


15. 0302. Cll 


Gene 


NO . 


21078 










Strand 






Start 




6475 










End 


8364 






Name 




OJ000209 15 


0302. 


Cll.ol 


.tw 


Method TBLASTX: 


Wheat 




Start 




6925 










End 


8145 






GI 




none 










Score 


73 






Exons 




6925. 


.7071, 


6973. 


.7191, 


7209. 


.7400, 


7210. .7401, 


7404 . . 


7616, 






7405. 


.7614, 


7510. 


.7740, 


7648. 


.7773, 


7957. .8109, 


8029. . 


8145, 



10378 



8056. .8142 



Seq. No. 9893 

Gene No. 21079 

Start 573 

Name OJ000209_15 . 0302 . C12 . ol . gs 

Start 573 

GI none 

Exons 573.. 1086, 1149.. 1265, 1380. 



Seq. ID OJ000209_15.0302.C12 

Strand + 

End 1409 

Method GEN SCAN 

End 1409 

Score . 6 
,1409 



Seq. No. 9894 

Gene No. 21080 

Start 5 

Name OJ000209_15 . 0302 . C13 . ol . gs 

Start 5 

GI none 

Exons 5.. 266, 1066.. 1097 



Seq. ID OJ000209_15.0302.C13 

Strand + 

End 1471 

Method GEN SCAN 

End 1097 

Score .85 



Seq. No. 9894 

Gene No. 21080 

Start 5 

Name. OJ000209_15 . 0302 . C13 . ol . np 

Start 267 

GI 1071886 

Exons 267. .421, 1388. .1471 - 

GI Descrip. cysteine proteinase - chickpea gi | 558563 | emb | CAA57538 | (X82011) 
cysteine proteinase [Cicer arietinum] 



Seq. ID OJ000209_15.0302.C13 

Strand + 

End 1471 

Method AAT/NAP 

End 1471 

Score 57 



Seq. No. 


9894 








Seq. ID 


OJ000209_ 


15, 


.0302 


.C13 


Gene No. 


21081 








Strand 










Start 


2410 








End 


3452 








Name 


OJ000209 15. 


0302 


.C13.o2 


.gs 


Method 


GENSCAN 








Start 


2410 








End 


3452 








GI 


none 








Score 


. 63 








Exons 


2410. .2516, 


3083 


. .3452 














Seq. No. 


9895 








Seq. ID 


OJ000209_ 


15, 


.0302 


.C14 


Gene No. ' 


21082 








Strand 










Start 


2289 








End 


3907 








Name 


OJ000209 15. 


0302 


.C14.o2. 


.gs 


Method 


GENSCAN 








Start 


2289 








End 


3907 








GI 


none 








Score 


. 69 








Exons 


2289. .2369, 


2421 


. .2613, 


3328. 


.3589, 3763. .3907 








Seq. No. 


9896 








Seq. ID 


OJ000209_ 


15, 


,0302 


.C15 


Gene No. 


21083 








Strand 


+ 








Start 


99 








End 


243 








Name 


OJ000209 15. 


0302 


.CIS.ol, 


.gs 


Method 


GENSCAN 








Start 


99 








End 


243 








GI 


none 








Score 


. 95 








Exons 


99. .243 


















Seq. No. 


9897 








Seq. ID 


OJ000209_ 


15. 


.0302 


.C16 


Gene No. 


21084 








Strand 


+ 








Start 


11087 








End 


13535 








Name 


OJ000209 15. 


0302 


.C16.o3. 


.np 


Method 


AAT/NAP 








Start 


11087 








End 


13529 









10379 




GI 


4835245 


Score 


353 


Exons 


11087. .11146, 13164. .13529 






GI Descrip. 


(AL04 98 62) putative mitochondrial protein [Arabidopsis thaliana 


Seq. No. 


9897 


Seq. ID 


OJ000209_15.0302.C16 


Gene No. 


21084 


Strand 


+ 


Start 


11087 


End 


13535 


Name 


OJ000209 15.0302.C16.o3.gs 


Method 


GENSCAN 


Start 


12256 


End 


13535 


GI 


none 


Score 


.79 


Exons 


12256 12519, 12539 1304 8 , 


13152. . 13535 . 


Seq. No. 


9897 


Seq. ID 


OJ000209_15.0302.C16 


Gene No. 


21085 


Strand 




Start 


2482 


End 


9859 


Name 


OJ000209 15.0302.C16.o2.gs 


Method 


GENSCAN 


Start 


2482 


End 


9859 


GI 


none 


Score 


.48 


Exons 


2482. .2624, 2757. .3099, 3296 


..3641, 7001. .7087, 7584. .7612, 




7905. .8099, 8341. .8501, 9826 


. .9859 




Seq. No. 


9897 


Seq. ID 


OJ00Uz09 15.0i02.C16 


Gene No. 


21085 


Strand 




Start 


2482 


End 


9859 


Name 


OJ000209 15.0302.C16.ol.np 


Method 


AAT/NAP 


Start 


2874 


End 




GI 


4680197 


Score 


219 


Exons 


2874. .3129 * 






GI Descrip. 


(AF114171) putative beta-ketoacyl-CoA 


synthase [Sorghum bicolor 


Seq. No. 


9897 


Seq. ID 


/^vtAAAOAA i c AOAO 

OJ000209 15.0302.C16 


Gene No. 


21085 


Strand 




Start 


2482 


End 


9859 


Name 


OJ000209 15.0302.C16.o2. tw 


Method 


TBLASTX: Wheat 


Start 


2939 


End 


3130 


GI 


none 


Score 


166 


Exons 


2939. .3130, 2944. .3129 






Seq. No. 


9897 


Seq. ID 


OJ000209_15.0302.C16 


Gene No. 


21085 


Strand 




Start 


2482 


End 


9859 


Name 


OJ000209 15.0302.C16.o2. tc 


Method 


TBLASTX: Cress 


Start 


2980 


End 


3129 


GI 


none 


Score 


124 


Exons 


2980. .3129, 2981. .3127 






Seq. No. 


9897 


Seq. ID 


OJ000209_15.0302.C16 


Gene No. 


21085 


Strand 




Start - ; 


2482 


End 


9859 


Name 


OJ000209 15.0302.C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


2980 


End 


3129 


GI 


none 


Score 


155 


Exons 


2980. .3129, 2981. .3121 






Seq. No. 


9897 


Seq. ID 


OJ000209_15.0302.C16 


Gene No. 


21085 


Strand 




Start 


2482 


End 


9859 



10380 



Name 

Start 

GI 

Exons 



OJ000209_15.0302.C16.o2.ts Method 

2980 End 

none Score 
2980. .3129, 2981. .3115 



TBLASTX : Soybean 

3129 

109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9897 
21085 
2482 

OJ000209_15. 0302.C16.o2.np 
5438 
6689637 
5438. .5508, 7055. .7108 
(AJ245968) Toc34-l protein [Zea mays] 



Seq. ID OJ000209_15.0302.C16 
■Strand 

End 9859 

Method AAT/NAP 

End 7108 

Score 62 



Seq. ID OJ000209_15.0302.C16 
Strand 

9859 
AAT/GAP 
7037 
659 



9897 
21085 
2482 

OJ000209_15.0302.C16.ol.gp 
6652 

uC-osflcypl39f08bl 
6652. .7037 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



Sea No. 


9897 






Seq. ID 


OJ000209_15.0302 


. C16 


Gene No. 


21086 






Strand 






Start 


13158 






End 


13529 




Name 


OJ000209 15.0302.C16 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


13158 






End 


13508 




GI 


none 






Score 


343 




Exons 


13158. 


.13508, 13179. 


.13319, 


13187. .13432 




Seq. No. 


9897 






Seq. ID 


OJ000209_15.0302 


.C16 


Gene No. 


21086 






Strand 






Start 


13158 






End 


13529 




Name 


OJ000209 15.0302.C16 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13161 






End 


13445 




GI ■ 


none 






Score 


313 




Exons 


13161. 


.13445, 13161. 


.13322, 


13184. .13432 




Seq. No. 


9897 






Seq. ID 


OJ000209_15.0302 


.C16 


Gene No. 


21086 






Strand 






Start 


13158 






End 


13529 




Name 


OJ000209 15.0302.C16 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13161 






End 


13520 




GI 


none 






Score 


329 




Exons 


13161. 


.13520, 13184. 


.13432 








Seq. No. 


9897 






Seq. ID 


OJ000209_15.0302 


.C16 


Gene No. 


21086 






Strand 






Start 


13158 






End 


13529 




Name 


OJ000209 15.0302.C16 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13212 






End 


13529 




GI 


none 






Score 


291 




Exons 


13212. 


.13418, 13212. 


.13325, 


13407. .13529 




Seq. No. 


9898 






Seq. ID 


OJ000209_15.0302 


.C17 



10381 




Gene No. 


21087 






Strand 


- 






Start 


140 






End 


905 






Name 


OJ000209 15.0302.C17 


.ol 


.gs 


Method 


GENSCAN 






Start 


140 






End 


905 






GI 


none 






Score 


.53 






Exons 


140. .905 














Seq. No. 


9899 






Seq. ID 


OJ000209 15. 


0302 


.C18 


Gene No. 


21088 






Strand 


+ 






Start 


303 






End 


357 






Name 


OJ000209 15.0302.C18 


.ol 


.gs 


Method 


GENSCAN 






Start 


303 






End 


357 






GI 


none 






Score 


. 65 






Exons 


303. .357 














Seq. No. 


9900 






Seq. ID 


OJ000209 15. 


0302 


C19 


Gene No. 


21089 






Strand 








Start 


1 






End 


148 






Name 


OJ000209 15.0302.C19 


.ol 


■ gp 


Method 


AAT/GAP 






Start 


1 






End 


148 






GI 


2310351 






Score 


217 






Exons 


1. . 148 














Seq. No. 


9901 






Seq. ID 


OJ000209 15. 


0302 


C20 


Gene No. 


21090 






Strand 








Start 


476 






End 


559 






Name 


OJ000209 15.0302.C20 


.ol 


• gp 


Method 


AAT/GAP 






Start 


476 






End 


559 






GI 


2310351 






Score 


138 






Exons 


476. .559 














Seq. No. 


9901 






Seq. ID 


OJ000209 15. 


0302 


C20 


Gene No. 


21091 




* 


Strand 








Start 


482 






End 


1917 






Name 


OJ000209 15.0302.C20 


.ol 


.gs 


Method 


GENSCAN 






Start 


482 






End 


1917 






GI 


none 






Score 


. 53 






Exons 


482... 663, 1492. .1917 














Seq. No. 


9902 






Seq. ID 


OJ000209_15. 


0302 


C21 


Gene No.* 


21092 






Strand 


+ 






Start 


1 






End 


1183 






Name 


OJ000209 15.0302.C21 


.ol 


np 


Method 


AAT/NAP 






Start 


1 






End 


1183 






GI 


5305335 






Score 


79 






Exons 


1..206, 620.. 912, 1053. 


1183 










GI Descrip. 


(AF071081) proline-rich 


mucin 


homolog 


[Mycobacterium 






tuberculosis] 














Seq. No. 


9902 






Seq. ID 


OJ000209_15. 


0302 


C21 


Gene No. 


21092 






Strand 


-f 






Start 


1 






End 


1183 






Name 


OJ000209 15.0302.C21 


.ol 


gs 


Method 


GENSCAN 






Start 


469 






End 


1103 






GI 


none 






Score 


.85 







Exons 469.. 1103 



10382 



# • 



Seq. No. 


9903 








Seq. ID 


OJ000119 


08.0302, 


.CI 


Gene No. 


21093 








Strand 


- 






Start 


2419 








End 


2712 






Name 


OJ000119_08 . 


0302 . CI . 


o2 . 


gs 


Method 


GENSCAN 






Start 


2419 








End 


2712 






GI 


none 








Score 


. 97 






Exons 


2419 . . 2712 
















Seq. No. 


9904 








Seq. ID 


OJ000119_ 


08.0302, 


.C2 


Gene No. 


21094 








Strand 


+ 






Start 


391 








End 


1505 






Name 


OJ000119 08. 


0302. C2. 


ol. 


gs 


Method 


GENSCAN 






Start 


391 








End 


1505 






GI 


none 








Score 


. 43 






Exons 


391. .475, 1430. .1505 












Seq. No. 


9904 








Seq. ID 


OJ000119_ 


08.0302. 


.C2 


Gene No. 


21095 








Strand 








Start 


2912 








End 


3342 






Name 


OJ000119 08. 


0302. C2. 


o2. 


gs 


Method 


GENSCAN 






Start 


2912 








End 


3342 






GI 


none 








Score 


. 84 






ttSi; Exons 


2912. .3342 
















hl\ Seq. No. 


9905 








Seq. ID 


OJ000119_ 


08.0302, 


.C3 


rfi Gene No. 


21096 ' 








Strand 


+ 






Pi | Start 


5 








End 


235 






Name 


OJ000119 08. 


0302. C3. 


ol. 


gs 


Method 


GENSCAN 






Start 


•5 








End 


235 






•tkf GI 


none 








Score 


. 94 






k'.i Exons 


5. .235 
















ru 

Seq. No. 


9905 








Seq. ID 


OJ000119_ 


08.0302, 


.C3 


,, as Gene No. 


21097 








Strand 


+ 






is3 - ; Start 


2143 








End 


7518 






Name 


OJ000119 08. 


0302. C3. 


o2. 


gs 


Method 


GENSCAN 






M« Start 


2143 








End 


7518 






GI 


none 








-Score 


.47 . 






,«i Exons 


2143. .2159, 


2695. .2865, 


3367 


. .3517, 6604. .7518 






(sf Seq . No . 


9905 








Seq. ID 


OJ000119_ 


08 . 0302 , 


. C3 


Gene No . 


21098 








Strand 


+ 






Start 


10376 








End 


16031 






Name 


OJ000119 08. 


0302. C3. 


ol. 


np 


Method 


AAT/NAP 






Start 


10376 








End 


15749 






GI 


927575 








Score 


827 






Exons 


10376. .10537 


, 11528. 


.11578, 


11732. .11790, 12160. 


.12216, 






12307. .12341 


, 12572. 


.12675, 


12774. .12846, 12944. 


.13002, 





13105. .13170, 13264. .13347, 1344 4. .13508, 13601. .13683, 
13971. .14 061, 14 525. .14 557, 15164. .15321, 15663. .1574 9 
GI Descrip. (U12926) alpha galactosidase [Glycine max] 



Seq. No. 9905 Seq. ID OJ000119_08 . 0302 . C3 

Gene No. 21098 Strand + 

Start 10376 End 16031 

Name OJ0001 19_08 . 0302 . C3 . ol . gp Method AAT/GAP 

Start 11375 End 12329' 



10383 




GI 


2312735 




Score 


538 




Exons 


11375. .11578, 11732. 


.11790, 


12160. .12216, 12307. .12329 




GI Descrip. 


927575 2.0e-16 (U12926) alpha galactosidase [Glycine max] 


Seq. No. 


9905 




Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21098 




Strand 


+ 




Start 


10376 




End 


16031 




Name 


OJ000119 08. 0302. C3 . 


o4 . gs 


Method 


GENSCAN 




Start 


11385 




End 


15770 




GI 


none 




Score 


.75 




Exons 


11385. .11578, 11732. 


.11790, 


12307. .12341, 12572. .12675, 






13264. .13347, 13444. 


.13508, 


13601. . 13791, 13971. .14061, 






14525. .14583, 15181. 


.15321, 


15663. . 15770 




Seq. No. 


9905 




Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21098 




Strand 


+ 




Start 


10376 




End 


16031 




Name 


OJ000119 08. 0302. C3. 


o2.gp 


Method 


AAT/GAP 




Start 


13425 




End 


16031 




GI 


16828 1.R1084 




Score 


1481 




Exons 


13425. .13508, 13601. 


.13683, 


13971. .14 061, 14 525. .14583, 






15181. .15321, 15663. 


.16031 








GI Descrip. 


'927575 2.0e-16 .(U12926) alpha galactosidase [Glycine max] 


Seq. No. 


9905 




Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21099 




Strand 






Start 


8160 




End 


11187 




Name 


OJOO'0119 08. 0302. C3 . 


o3.gs 


Method 


GENSCAN 




Start 


8160 




End 


11187 




GI 


none 




Score 


.71 




Exons 


8160. .8311, 8803. .9013, 10712 .. 108 15 , 


11010. . 11187 




Seq. No. 


9905 




Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21100 




Strand 






Start 


14339 




End 


23736 




Name 


OJ000119 08. 0302. C3. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


11733 




End 


15746 




GI 


none 




Score 


90 • 




Exons 


11733. .11798, 12153. 


.12215, 


12578. .12676, 12580. .12675, 






12795. .12842, 12796. 


.12846, 


12943. .13005, 12944. .13003, 






13096. .13170, 13103. 


.13171, 


13264 . . 13347, 132 65. .13342, 






13441. .13506, 13442. 


.13507, 


13597. .1368 6, 13599. .13685, 






13968. .14060, 15174. 


.15317, 


15175. .15321, 15657. .1574 6 




Seq. No. 


9905 




Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21100 




Strand 






Start 


14339 




End 


23736 




Name 


OJ000119 08. 0302. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12578 




End 


13003 




GI 


none 




Score 


141 




Exons 


12578. .12676, 12580. 


.12675, 


12587. .12700, 12784 .. 1284 6, 






12943. .13002, 12944. 


.13003 








Seq. No. 


9905 




Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21100 




Strand 






Start 


14339 




End 


23736 




Name 


OJ000119 08. 0302. C3. 


ol.tc 


Method 


TBLASTX: Cress 





10384 



Start 12653 End 14060 

GI none Score 38 

Exons 12653. .12676, 12787 1284 6, 12943 .. 13011, 12944 .. 13003, 

13096. .13170, 13103. .13171, 132 62. .13345, 13264. .13347, 

13265. .13345, 13441 .. 13506, 13442 .. 13507, 13597 .. 1368 6, 

13599. .13685, 13968. .14 060 



Seq. No. 9905 
Gene No. 21100 
Start 14339 

Name OJ000119_08 . 0302 . C3 . ol . tm 

Start 12795 
GI none 
Exons 127 95, 

12944, 

13252, 

13443, 

13968, 

14524 . 

15660. 



, 12845, 
,13003, 
,13347, 



12796 
12952 
13265 



,13508, 13597 

,14060, 13970 

,14586, 14524 

,15758, 15660 



.12846, 
.13008, 
.13345, 
.13686, 
.14062, 
.14613, 
.15740, 



Seq. ID OJ000119_08.0302.C3 
Strand 

End 23736 

Method TBLASTX : Maize 

End 15772 

Score 77 
12798. .12848, 1294 3 .. 13005 , 
13103. .13171, 13105. .13170, 
13441. .13506, 134 42. .13507, 
13599. .13685, 13962. .14060, 
14522. .14587, 14523. .14 585, 
15171. .15320, 15172. .15321, 
15662. .15772 



Seq. No. 


9905 






Seq. ID 


OJ000119_08.0302 


. Lj 


Gene No. 


21100 






Strand 






Start 


14339 






End 


23736 ' :? 




Name 


OJ000119 08. 0302. C3. 


o2 .np 


Method 


AAT/NAP 




Start 


14339. 






End 


23736 




GI 


6572083 




Score 


501 




Exons 


14339. . 


14371, 19787. 


.20034, 


20254. .20415, 20500 .. 20617 , 






21096. . 


21188, 21430. 


.21615, 


22696. .22856, 23670.. 23736 




GI Descrip. 


(AL133452) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


9905 






Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21100 






Strand 






Start 


14339 






End 


23736 




Name 


OJ000119 08. 0302. C3. 


o5 . gs 


Method 


GENSCAN 




Start 


16129 






End 


22956 




GI 


none 






Score 


.86 




Exons 


16129. . 


16141, 17300. 


.■17488, 


17652. .18346, 18713 .. 18895, 






19001. . 


20034, 20254. 


.20427, 


20515. .20617, 20788 .. 20970, 






21096. . 


21188, 21430. 


.21615, 


22795. .22956 




Seq. No. 


9905 






Seq. ID 


OJ000119_08.0302 


.C3 


Gene No. 


21100 






Strand 






Start 


14339 






End 


23736 




Name 


OJ000119 08. 0302. C3. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


20510 






End 


21186 




GI 


none 






Score 


91 




Exons 


20510. . 


20620, 20511. 


.20618, 


20756. .20944, 20785. .20982, 






21093. . 


21185, 21094. 


.21186 









Seq. No. 9905 

Gene No. 21100 

Start 14339 

Name OJ000119_08 . 0302 . C3 . o2 . tc 

Start 20785 

GI none 
Exons 



Seq. ID OJ000119_08.0302.C3 



Strand 
End 

Method 

End 

Score 



23736 

TBLASTX: Cress 

21594 

123 



20785. .20982, 207 8 6 . . 2097 1 , 21093 .. 21191, 21478. .21594 



10385 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9906 Seq. ID OJ000119_08 . 0302 . C4 

21101 Strand + 

2909 End 2969 

OJ000119_08 . 0302 . C4 . ol . gp Method AAT/GAP 

2909 End 2969 

35458JL.R1084 Score 90 

2909.. 2969 

1 38 68853/dbj I BAA34 247 | 1.0e-21 (AB013853) GPI-anchored protein 
[Vigna radiata] 1 



9906 

21102 

1631 

OJ000119_08 . 0302 . C4 . ol . tm 
1537 



none 
1537. 
1653. 
1868. 



.1602, 1593. 
.1703, 1688. 
.1990, 2431. 



.1649, 1595. 
.1774, 1797. 
.2604, 2505. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1660, 1598 
.1820, 1845 



OJ000119 08. 0302. C4 



2969 

TBLASTX: Maize 
2635 
41 

1648, 1652. 
1997, 1864. 



.1774, 
.1983, 



.2606, 2507. .2635 



Seq. No. 9906 < 

Gene No. 21102 

Start 1631 

Name OJ000119_08 . 0302 . C4 . ol . np 

Start 1631 

GI 2651296 

Exons 1631.. 1989, 
GI Descrip. 



OJ000119 08. 0302. C4 



Seq. ID _ 
Strand 

End 2969 
Method AAT/NAP 
End* 2969 
Score 159 
2519. .2606, 2926. .2969 
(AC002336) putative bZIP transcription factor [Arabidopsis 
thaliana] 



Seq. No. 9907 Seq. ID 

Gene No. 21103 Strand 

Start 323 End 

Name OJ000119_08 . 0302 .C5.ol.tm Method 

Start 322 End 

GI none Score 

Exons 322. .456, 323. .457, 323.-457, 324. .458, 
1889. .1957 



OJ000119_08.0302.C5 
2283 

TBLASTX: Maize 

1957 

104 

325. .468, 1868. .1951, 



Seq. No. 9907 Seq. ID 

Gene No. 21103 Strand 

Start 323 End 

Name OJ000119_08 . 0302 .C5 .ol . gs Method 

Start 323 End 

GI none Score 

Exons '323.. 455, 1895.. 2148 

Seq. No. 9907 Seq. ID 

Gene No. 21103 Strand 

Start 323 End 

Name OJ000119_08 . 0302 .C5.ol.ts Method 

Start 323 End 

GI none Score 

Exons 323.. 457, 390.. 458, 1894.. 1965 



OJ000119_08.0302.C5 

2283 
GENSCAN 
2148 
.85 



OJ000119_08.0302.C5 
2283 

TBLASTX: Soybean 

1965 

69 



Seq. No. 



9907 



Seq. ID OJ000119_08.0302.C5 



10386 



Gene No. 


21103 


Strand 




Start 


323 


End 


2283 


Name 


OJ000119_08 . 0302 .C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


323 


End 


1965 


GI 


none 


Score 


56 


Exons 


323. .457, 332. .454, 333. .458, 


1894. .1965 


Seq. No. 


9907 


Seq. ID 


OJ000119_08.0302.C5 


Gene No. 


21103 


Strand 


- 


Start 


323 


End 


2283 


Name 


OJ000119 08.0302.C5.ol.np 


Method 


AAT/NAP 


Start 


323 


End 


2283 


GI 


2651296 


Score 


356 


Exons 


323. .455, 1895. .2283 






GI Descrip. 


(AC002336) putative bZIP transcription 


factor [Arabidopsis 




thaliana] 






Seq. No. 


9907 


Seq. ID 


OJ000119_08.0302.C5 


Gene No. 


21103 


Strand 




Start 


323 


End 


2283 


Name 


OJ000119 08.0302.C5.ol.tc ■ 


Method 


TBLASTX: Cress 


Start 


323 


End 


2280 


GI 


none 


Score 


81 


Exons 


323. .457, 335. .445, 390. .458, 


1894. .1974, 1895. .1993, 




2137. .2196, 2236. .2280 






Seq. No. 


9907 


Seq. ID 


OJ000119_08.0302.C5 


Gene No. 


21103 


Strand 




Start 


323 


End 


2283 


Name 


OJ000119 08. 030-2. C5.ol.gp 


Method 


AAT/GAP 


Start 


1733 


End 


1798 


GI 


LIB3477-003-P1-K1-E9 


Score 


76 


Exons 


1733. .1798 






GI Descrip. 


*2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


9908 


Seq. ID 


OJ000119_08.0302.C6 


Gene No. 


21104 


Strand 


+ 


Start 


49 


End 


5063 


Name 


OJ000119 08.0302.C6.ol.np 


Method 


AAT/NAP 


Start 


49 


End 


5063 


GI 


346430 


Score 


64 


Exons 


49. .246, 536. .769, 5031. .5063 






GI Descrip. 


adenylylcyclase type V-alpha - 


- dog gi | 


290082 (M97886) adenylyl 




cyclase [Canis familiaris] 






Seq. No. 


9908 


Seq. ID 


OJ000119_08.0302.C6 


Gene No. 


21104 


Strand 


+ 


Start 


49 


End 


5063 


Name 


OJ000119 08.0302.C6.ol.gs 


Method 


GENSCAN 


Start 


66 • 


End 


1211 


GI 


none 


Score 


.59 


Exons 


66. .509, 523. .791, 1204. .1211 






Seq. No. 


9908 


Seq. ID 


OJ000119_08.0302.C6 


Gene No. 


21104 


Strand 


+ 



10387 



Start 


49 






End 


5063 








Name 


OJ000119 08. 


0302.C6.ol.gp 


Method 


AAT/GAP 








Start 


1774 






End 


2108 








GI 


none 






Score 


662 








Exons 


1774. . 


2108 














Seq. No. 


9908 






Seq. ID 


OJ000119 


_08 


.0302 


.C6 


Gene No. 


21105 






Strand 


+ 








Start 


9736 






End 


10995 








Name 


OJ000119 08. 


0302.C6.o3.gs 


Method 


GENSCAN 








Start 


9736 






End 


10995 








GI 


none 






Score 


. 5 








Exons 


9736. . 


9799, 


10361 . . 10504, 


10886 . . 10995 










Seq. No. 


9908 






Seq. ID 


OJ000119 


_08 


. 0302 


,C6 


Gene No. 


21105 






Strand 


+ 








Start 


9736 






End 


10995 








Name 


OJ000119 08. 


0302.C6.o7.gp 


Method 


AAT/GAP 








Start 


10530 






End 


10835 








GI 


72524 


1.R108 


4 


Score 


441 








Exons 


10530. 


".10835 














GI Descrip. 


'5091496/dbj 


IAB023482.2 IAB023482 3.0e-( 


34 Oryza 


sativa genoi 



I! Seq. No. 
f\ Gene No. 
Ij Start 
S! Name 
Start 
GI 



l\ Exons 



5 . Seq. No. 
»j Gene No. 
A Start 
h Name 
Start 

:\ gi 

!: Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



DNA, chromosome 6, clone P0680A03, complete sequence' 



9908 

21106 

2060 

OJ000119_08 .0302.C6.o2.gs 

2060 

none 

2060. .2856, 3182. .3249, 3357. 
4218. .4298, 4410. .4486, 6067. 



9908 

21106 

2060 

OJ000119_08 .0302.C6.o2.np 
2209 
194637 
2209 
3888 
5991 
{U9321 
[Arabi 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3470, 3711. .3760, 
.6623, 6776. .6919, 



OJ000119_08.0302.C6 

8037 
GENSCAN 
8037 
.66 



3888. 
7880. 



,4103, 
,8037 



'1 

,2472, 2527. 

,4158, 4208. 

,6525, 6768. 



.2853, 
.4301, 
.6877, 



3182. 
4422. 
7808. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3249, 
.4486, 
.8004 



OJ000119__08.0302.C6 

8037 
AAT/NAP 
8004 
1128 

3357. .3470, 3711. .3760, 
4959. .5133, 5719. .5815, 



5) putative VP1/ABI3 family regulatory protein 
dopsis thaliana] 



OJ000119 08. 0302. C6 



9908 Seq. ID 

21106 Strand 

2060 End 8037 

OJ000119_08 . 0302.C6.o2.gp Method AAT/GAP 

4162 ' End 4489 

12082_1.R1084 Score 377 
4162. .4298, 4410. .4489 

•2827635/61^1 CAA16588.il 1.0e-62 (AL021636) predicted protein 
[Arabidopsis thaliana] ' 



9908 
21106 



Seq. ID 
Strand 



OJ000119 08. 0302. C6 



10388 



Start 


2060 




End 


8037 




Name 


OJ000119_08.0302.C6.o3.gp 




Method 


AAT/GAP 




Start 


4223 




End 


4489 




GI 


12082_1 . R1084 




Score 


272 




Exons 


4223. .4298,. 4410.. 4489 










GI Descrip. 


1 2827 635 /emb | CAA16588 . 1 | 1 


. Oe 


-62 (AL021636) predicted prot< 




[Arabidopsis thaliana] 1 










Seq. No. 


9908 




Seq. ID 


OJ000119_08.0302' 


.C6 


Gene No. 


21106 




Strand 






Start 


2060 




End 


8037 




Name 


OJ000119_08.0302.C6.o4.gp 




Method 


AAT/GAP 




Start 


4959 




End 


5135 




GI 


12082 1.R1084 




Score 


306 




Exons 


4959. . 5135 










GI Descrip. 


' 2 82 7 635 /emb | CAA16588 . 1 | 1 


. Oe 


-62 (AL021636) predicted prot 




[Arabidopsis thaliana] ' 










Seq. No. 


9908 




Seq. ID 


OJ000119_08.0302 


.C6 


Gene No. 


21106 




Strand 






Start 


2060 




End 


8037 




Name 


OJ000119_08.0302.C6.o5.gp 




Method 


AAT/GAP 




Start 


6789 




End 


7050 




GI 


uC-osflm202110a04bl 




Score 


289 




Exons 


6789. .6877, 6969. .7050 










GI Descrip. 


'1946371 2.0e-12 (U93215) 


regulatory protein Viviparous 


-1 




[Arabidopsis thaliana] 1 










Seq. No. 


9908 




Seq. ID 


OJ000119_08.0302 


.C6 


Gene No. 


21106 




Strand 






Start 


2060 




End 


8037 




Name 


OJ000119_08. 0302.C6.o6.gp 




Method 


AAT/GAP 




Start 


6830 




End 


7050 




GI 


uC-osf Im202110a04bl 




Score 


204 




Exons 


6830. .6877, 6969. .7050 










GI Descrip. 


f 1946371 2.0e-12 (U93215) 


regulatory protein Viviparous 


-1 




[Arabidopsis thaliana] 1 










Seq. No. 


9908 




Seq. ID 


OJ000119_08.0302 


.C6 


Gene No. 


21107 




Strand 






Start 


12382 




End 


15600 




Name 


OJ000119 08.0302.C6.ol.tc 




Method 


TBLASTX: Cress 




Start 


2528 




End 


2744 




GI 


none 




Score 


89 




Exons 


2528. .2647, 2538. .2645, 2651. 


.2743, 2652. .2744 




Seq. No. 


9908 




Seq. ID 


OJ000119_08.0302 


.C6 


Gene No. 


21107 




Strand 






Start 


12382 




End 


15600 




Name 


OJ000119 08.0302.C6.o2.ts 




Method 


TBLASTX: Soybean 




Start 


2528 




End 


2735 




GI 


none 




Score 


155 




Exons 


2528..2734, 2529. .2735 










Seq. No. 


9908 




Seq. ID 


OJ000119JD8.0302 


.C6 


Gene No. 


21107 




Strand 






Start 


12382 




End 


15600 





10389 



Name 

Start 

GI 

Exons 



OJ000119_08 . 0302 . C6 . o4 . tm Method TBLASTX : Maize 

2555 End 4040 

none Score 197 

2555. .2788, 2583. .2723, 2611. .2727, 3346. .3462, 3356. .3460, 
3918. .4040 



Seq. No. 9908 

Gene No. 21107 

Start 12382 

Name OJ000119_08 . 0302 . C6 . ol . tm 

Start 4050 

GI none 
Exons 



Seq. ID OJ000119_08.0302.C6 
Strand 

End 15600 

Method TBLASTX : Maize 

End 4 4 57 

Score 280 



4050. .4307, 4057. .4299, 4058. .4315, 4396. .4455, 4398. .4457, 
4404. .4457 



Seq. No. 9908 

Gene No. 21107 

Start 12382 

Name OJ000119_08 . 0302 . C6 . ol . ts 

Start 4413 

GI none 
Exons 



Seq. ID OJ000119_08.0302.C6 
Strand 

End 15600 

Method TBLASTX : Soybean 

End 6125 

Score 76 



4413. .4490, 4426. .4488, 4960. .5154, 4961. .5134, 5710. .5823, 
5711. .5815, 5990. .6106, 5991. .6125 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9.908 

21107 

12382 

OJ000119_08.0302.C6.o2. tm 

4960 

none 



Seq. ID OJ000119_08.0302.C6 
Strand 

End 15600 

Method TBLASTX : Maize 

End 6032 

Score 297 



4960. .5154, 4961. .5158, 5709. .5822, 5710. .5823, 5711. .5815, 
5711. .5824, 5990. .6031, 5991. .6032 



Seq. No. 9908 

Gene No. 21107 

Start 12382 

Name OJ000119_08 . 0302 . C6 . o3 . tm 

Start 6168 ' 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ000119_08.0302.C6 
Strand 

End 15600 

Method TBLASTX : Maize 

End 6563 

Score 35 



6168. .6185, 6173. .6394, 6184. .6345, 6365. .6421, 6367. .6420, 
6387. .6425, 6424. .6561, 6425. .6562, 6426. .6563 



9908 

21107 

12382 

OJ000119_08. 0302.C6.o3.np 

12333 

5091513 



Seq. ID OJ000119_08.0302.C6 
Strand 

End 15600 

Method AAT/NAP 

End 15600 

Score 1513 



... 12333. .12399, 124 66 .. 12594 , 13068 .. 13359, 13482 .. 14212, 
14868. .15600 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 9908 

Gene No. 21107 

Start 12382 

Name OJ000119_08 . 0302 . C6 . o4 . gs 

Start 12382 



Seq. ID OJ000119_08.0302.C6 
Strand 

End 15600 

Method GEN SCAN 

End 12537 



10390 




GI 


none 


Score 


. 9 








Exons 


12382 . . 12537 












Seq. No. 


9908 


Seq. ID 


OJ000119 


_08 


.0302 


,C6 


Gene No. 


21107 


Strand 










Start 


12382 


End 


15600 








Name 


OJ000119_08 . 0302 .C6. o5 . gs 


Method 


GENSCAN 








Start 


12914 


End 


15543 








GI 


none 


Score 


.64 








Exons 


12914. .13341, 13396. .14243, 


15050. .15543 








Seq. No. 


9909 


Seq. ID 


OJ000119 


_08 


.0302 


.C7 


Gene No. 


21108 


Strand 


+ 








Start 


35 


End 


881 








Name 


OJ000119_08 . 0302 . C7 . ol .gs 


Method 


GENSCAN 








Start 


35 


End 


881 








GI 


none 


Score 


.69 








Exons 


35. .69, 332. .378, 624. .881 












Seq. No. 


9909 


Seq. ID 


OJ000119 


_08 


. 0302 


.C7 


Gene No. 


21109 


Strand 










Start 


907 


End 


1213 








Name 


OJ000119 08.0302.C7.ol.gp 


Method 


AAT/GAP 








Start 


907 


End 


1213 








GI 


72524 1.R1084 


Score 


436 








Exons 


907. .1213 












GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | AB023482 3 . Oe- 


34 Oryza 


sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


9910 










Seq. ID 


OJ000119_ 


08. 0302. C9 


Gene No . 


21110 










Strand 


+ 




Start 


5803 










End 


7362 




Name 


OJ000119 08 


0302 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


5803 










End 


7362 




GI 


none 










Score 


.94 




Exons 


5803. 


7362 














Seq. No. 


9910 










Seq. ID 


OJ000119_ 


08. 0302. C9 


Gene No. 


21111 










Strand 


+ 




Start 


7846 










End 


10200 




Name 


OJ000119 08 


0302 


.C9.o3. 


gs 


Method 


GENSCAN 




Start 


7846 










End 


10200 




GI 


none 










Score 


.79 




Exons 


7846. 


10200 














Seq. No. 


9910 










Seq. ID 


OJ000119_ 


08. 0302. C9 


Gene No. 


21112 










Strand 






Start 


3775 










End 


13441 




•Name 


OJ000119 08 


0302 


,C9.ol. 


gs 


Method 


GENSCAN 




Start 


3775 










End 


5022 




GI 


none 










Score 


.8 




Exons 


3775. 


3879, 


3957 


. .4108, 


4558. 


.4689, 4856. .4995, 


4997. .5022 


Seq. No. 


9910 










Seq. ID 


OJ000119_ 


08. 0302. C9 


Gene No. 


21112 










Strand 






Start 


3775 










End 


13441 




Name 


OJ000119_08 


0302 


.C9.ol. 


np 


Method 


AAT/NAP 





10391 



Start 
GI 

Exons 



GI Descrip. 



3784 End 13438 

2943792 Score 2160 

3784. .3879, 4002. .4108, 4558.-4689, 4856. .4922, 4997. .5079, 
5268.. 5349, 10545 10621, 10722 10805, 10887 .. 10956, 
11069. .11157, 11245. .11931, 13144. .13438 
(AB006809) PV72 [Cucurbita sp.] 



Seq. No. 9910 

Gene No. 21112 

Start 3775 

Name OJ000119JD8 . 0302 . C9 . o4 . gs 

Start 10539 

GI none 

Exons 10539. .10621, 10887 
11337. .11931, 13144 



Seq. ID 
Strand 

End ■ 13441 
Method GENSCAN 
End 13441 
Score .48 
10956, 11069. .11157, 11245 
13441 



OJ000119 08. 0302. C9 



,11306, 



Seq. No. 9910 Seq. ID 

Gene No. 21113 Strand 

Start ' 13374 End 

Name OJ000119_08 . 0302 . C9 . ol . tc Method 

Start 3784 End 

GI none Score 

Exons 3784.. 3879, 3820.. 3882, 3996.. 4115, 4002 

4604. .4690, 4857. .4922, 4858. .4914, 5000 



OJ000119 08. 0302. C9 



13547 

TBLASTX: Cress 
13385 
61 

4112, 4559. 
5080, 5001. 



,4597, 
,5081, 



5263.. 5349, 5273.. 5350, 1054 3 .. 10614 , 1054 5 .. 10622 , 
10712. .10825, 10717. .10806, 10877 .. 10957 , 10879 .. 10959, 
11066. .11158., 11066. .11158, 11244 11801, 11244 .. 11729, 
11252. .11827, 11255. .11812, 11810 .. 11932, 11826 .. 11957, 
13145. .13384, 13146.. 13385 



Seq. No. 9910 

Gene No. 21113 

Start 13374 

Name OJ000119JD8 . 0302 . C9 . ol . ts 

Start 3802 

GI none 

Exons 3802.. 3882, 4002.. 4082, 4550. 



Seq. ID OJ000119_08.0302.C9 
Strand 

End 13547 

Method TBLASTX : Soybean 

End 13312 

Score 75 

4594, 4588. .4686, 4598. .4690, 
4904, 4995.. 5087, 4997.. 5083, 



4600. .4692, 4852. .4899, 4857 
5270.. 5350, 5272.. 5349, 10543 10626, 10545 .. 10622 , 
10726. .10806, 10727. .10822, 10879 .. 10959, 10886 .. 10954 , 
11066. .11158, 11235. .11807, 11244 .. 11726, 11252 .. 11827 , 
11813. .11932, 13145. .13312, 13146. .13301 



Seq. No. 9910 

Gene No. 21113 

Start 13374 

Name OJ000119_08 . 0302 . C9 . 08 . tm 

Start 3829 

GI none 

Exons 3829.. 3876, 3829.. 3882, 3995. 

4535.. 4690, 4552.-4683, 4553. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 08. 0302. C9 



13547 

TBLASTX: Maize 
4698 
68 

4108, 4002.. 4115, 4003.. 4083, 
4690, 4573.. 4698 



Seq. No. 9910 Seq. ID 

Gene No. 21113 Strand 

Start 13374 End 

Name OJ000119_08 . 0302 . C9 . o4 . tw Method 

Start 4053 End 



OJ000119_08.0302.C9 
13547 

TBLASTX: Wheat 
5350 



10392 



GI 


none 






Score 


57 


Exons 


4053. . 


4145, 


4054. .4107, 4149 


..4196, 4553. .4690, 4557. .4592, 




4559. . 


4690, 


4573. .4692, 4852 


..4920, 4855. .4920, 4857. .4922, 




4997. . 


5080, 


4998. .5087, 5263 


..5349, 5264. .5350, 5270. .5350 


Seq. No. 


9910 






Seq. ID 


OJ000119_08.0302.C9 


Gene No. 


21113 






Strand 




Start 


13374 






End 


13547 


Name 


OJ000119 08. 


0302.C9.ol. tm 


Method 


TBLASTX: Maize 


Start 


4893 






End 


13424 


GI 


-none 






Score 


37 


Exons 


4893. . 


4919, 


4976. .5080, 4979 


..5080, 49i 


36. .5087, 4986. .5093, 




4996. . 


5109, 


5263.. 5349, 5264 


. .5350, 5270. .5350, . 10543. .10623, 




10544. 


.10624 


, 10545. .10622, 


10714 . . 10806, 10722. .10805, 




10723. 


.10806 


■ , 10727 . . 10822, 


10877 .. 10957, 10879 .. 10959, 




10885. 


.10959 


11066. . 11188, 


11069. . 11158, 11235. .11819, 




11241. 


.11813 


, 11245. .11817, 


11252. .11818, 11825. .11932, 




11826. 


.11879 


13145. .13180, 


13146. . 13181, 13175. .13423, 




13176. 


.13424 








Seq. No. 


9910 






Seq. ID 


OJ000119_08.0302.C9 


Gene No. 


21113 






Strand 




Start 


13374 






End 


13547 


Name 


OJ000119 08. 


0302.C9.o7.tm 


Method 


TBLASTX: Maize 


Start 


5944 






End 


6456 


GI 


none 






Score 


77 ■ 


Exons 


5944. . 


6120, 


6150.. 6350, 6154 


. . 6456 




Seq. No. 


9910 






Seq. ID 


OJ000119_08.0302.C9 


Gene No. 


21113 






Strand 




Start 


13374 






End 


13547 * 


Name 


OJ000119- 08. 


0302.C9.o5.tw 


Method 


TBLASTX: Wheat 


Start 


6994 






End 


7248 


GI 


none 






Score 


211 


Exons 


6994. . 


7248, 


7089. .7196 






Seq. No. 


9910 






Seq. ID 


OJ000119_08.0302.C9 


Gene No. 


21113 






Strand 




Start 


13374 






End 


13547 


Name 


OJ000119 08. 


0302.C9.o9. tm 


Method 


TBLASTX: Maize 


Start 


7072 






End 


7338 


GI 


none 






Score 


211 


Exons 


7072. . 


7254, 


7075. .7251, 7089 


..7262, 7294. .7338 


Seq. No. 


9910 






Seq. ID 


OJ000119J38.0302.C9 


Gene No. 


21113 






Strand 




Start 


13374 






End 


13547 


Name 


OJ000119 08. 


0302.C9.o5.tc 


Method 


TBLASTX: Cress 


Start 


7 294 






. End 


7590 


GI 


none 






Score 


60 


Exons 


7294 . . 


7335, 


7387.. 7503, 7507 


. .7590 




Seq. No. 


9910 






Seq. ID 


OJ000119_08.0302.C9 


Gene No. 


21113 






Strand 




Start 


13374 






End 


13547 


Name 


OJ000119 08. 


0302.C9.ol0.tm 


Method 


TBLASTX: Maize 


Start 


7399 






End 


7686 



10393 




GI 


none 








Score 


176 




Exons 


7399. .7569, 


7401 . 


. 7580, 


7582. 


. 7686 






Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 


Gene No. 


21113 








Strand 






Start 


13374 








End 


13547 




Name 


OJ000119_08 


. 0302 . 


C9. o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


7687 








End 


8144 




GI 


none 








Score 


98 




Exons 


7687 . .7788, 


7752 . 


. 8144, 


7765. 


. 8142 






Seq. No. 


9910 








Seq. ID 


OJ000119 08.0302 


.C9 


Gene No. 


21113 








Strand 


- 




Start 


13374 








End 


1354 7 




Name 


OJ000119_08 


. 0302 . 


C9. o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


7693 








End 


8154 




GI 


none 








Score 


280 




Exons 


7693. .8154 














Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 


Gene No. 


21113 








Strand 






Start 


13374 








End 


13547 




Name 


OJ000119 08 


. 0302 . 


C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7732 








End 


8172 




GI 


none 








Score 


347 




Exons 


7732. .8172, 


7749. 


.7907, 


7950. 


.8000, 8028.. 8168 




Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 


Gene No. 


21113 








Strand 






Start 


13374 








End 


13547 




Name 


OJ000119_08 


. 0302 . 


C9.o2. 


tw 


Method' 


TBLASTX: Wheat 




Start 


7818 








End 


8163 




GI 


none 








Score 


335 




Exons 


7818. .7910, 


7819. 


.8163, 


7959. 


.8162 






Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


. C9 


Gene No. 


21113 








Strand 






Start 


13374 








End 


13547 




Name 


OJ000119_08 


. 0302 . 


C9 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


8659 








End 


9147 




GI 


5509260 








Score 


383 




Exons 


8659. . 9147, 


8976. 


. 9131 










GI Descrip. 


— 














Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 


Gene No. 


21113 








Strand 






Start 


13374 








End 


13547 




Name 


OJ000119_08 


. 0302 . 


C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8697 








End 


8943 




GI 


none 








Score 


82 




Exons 


8697 . . 8801, 


8697 . 


. 8849, 


8698 . 


.8943, 8874. .8936 




Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 


Gene No. 


21113 








Strand 






Start 


13374 








End 


13547 




Name 


OJ000119 08 


.0302. 


C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


8761 








End 


9036 





10394 






GI 


none 








Score 


240 






Exons 


8761 . . 9036, 


8784 


. . 9014 












Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 




Gene No. 


21113 








Strand 








Start 


13374 








End 


13547 






Name 


OJ000119_08 


. 0302 


,C9. ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


8818 * ■ 








End 


9480 






GI 


none 








Score 


300 






Exons 


8818 . . 9162, 


8835 . 


. . 9161, 


9148 . 


.9363, 9361.. 9480 






Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 




Gene No. 


21113 








Strand 








Start 


13374 








End 


13547 






Name 


OJ000119_08 


. 0302 , 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


8949 








End 


9396 






GI 


none 








Score 


510 






Exons 


894 9. . 9188 , 


8950 , 


. . 9396, 


8959 . 


.9210, 9306.. 9392 






Seq. No. 


9910 








Seq. ID 


OJ000119 08.0302 


.C9 




Gene No. 


21113 








Strand 


_ 






Start 


13374 








End 


13547 






. Name 


OJ000119_08 


. 0302 , 


.C9.o5. 


ts 


Method 


TBLASTX: Soybean 






Start 


9169 








End 


9384 






GI 


none 








Score 


183 . 




: i 


Exons 


9169. . 9384 














: : : t 
: 


Seq. No. 


9910 








Seq. ID 


OJ000119 08.0302 


.C9 


U 


Gene No. 


21113 








Strand 


_ 




i 


Start 


13374 








End 


13547 






Name 


OJ000119_08 


. 0302 . 


,C9.o4 . 


tc 


Method 


TBLASTX: Cress 




I'll 


Start 


9208 








End 


9501 






GI 


none 








Score 


202 




□ 


Exons 


9208 . . 9501 
















Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 




Gene No. 


21113 








Strand 








Start 


13374 








End ■ 


13547 




5 


Name 


OJ000119__08 


. 0302 . 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




n 


Start 


9448 








End 


9831 






GI 


none 








Score 


478 






Exons 


9448 . . 9831, 


9450 . 


. .9815, 


9517 . 


. 9831 








Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 




Gene No. 


21113 








Strand 








Start 


13374 








End 


13547 






Name 


OJ000ll9_08 


. 0302 . 


, C9 . o3 . 


tw 


Method 


TBLASTX: Wheat 






Start 


9504 








End 


9762 






GI 


none 








Score 


262 






Exons 


9504 . . 9653, 


9505 . 


. .9762, 


9708 . 


.9761 








Seq. No. 


9910 








Seq. ID 


OJ000119_08.0302 


.C9 




Gene No. 


2lll3 








Strand 








Start 


13374 








End 


13547 






Name 


OJ000H9 08 


.0302. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


9526 








End 


10122 






GI 


none 








Score 


514 





10395 




Exons 


9526.. 10122, 9531.. 9644, 9720 


. . 9869, ' 


9951 . . 10049 




Seq. No. 


9910 


Seq. ID 


OJ000119_08.0302 


.C9 


Gene No. 


21113 


Strand 






Start 


13374 


End 


13547 




Name 


OJ000119 08.0302.C9.o5.tm 


Method 


TBLASTX: Maize 




Start 


9832 


End 


10125 




GI 


none 


Score 


. 325 




Exons 


9832. .10125, 9847. .10122, 9924. .10124 






Seq. No. 


9910 


Seq. ID 


OJ000119_08 . 0302 


.C9 


Gene No. 


21113 


Strand 






Start 


13374 


End 


13547 




Name 


OJ000119 08.0302.C9.ol.gp 


Method 


AAT/GAP 




Start 


13374 


End 


13547 




GI 


uC-osflM202053f03bl 


Score 


305 




Exons 


13374. .13547 








GI Descrip. 


'3850999/gb|AAC72192| 4.0e-27 


(AF069908) pyruvate dehydrogenase 




El beta subunit isoform 1 [Zea mays] ' 






Seq. No. 


9911 


Seq. ID 


OJ000119_08.0302, 


.C10 


Gene No. 


21114 


Strand 


+ 




Start 


1 


End 


2728 




Name 


OJ000119 08 .0302. C10. o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2728 




GI 


5852172 


Score 


89 




Exons 


1..44, 1403. .1517, 2S66..2728 








GI Descrip. 


(AL117265) zhb0002.1 [Oryza sativa] 






Seq. No. 


9911 


Seq. ID 


OJ000119_08 . 0302 - 


.C10 


Gene No. 


21114 


Strand 


+ 




Start 


1 


End 


2728 




Name 


OJ000119 08.0302.C10.ol.gs 


Method 


C NI Q C Zi M 




Start 


125 


End 


599 




GI 


none 


Score 


.89 




Exons 


125. .255, 410. .599 








Seq. No. 


9911 


Seq. ID 


OJ000119_08.0302, 


.C10 


Gene No. 


21115 


Strand 


+ 




Start 


7082 


End 


7486 




Name 


OJ000119 08.0302.C10.o2.gp 


Method 


AAT/GAP 




Start 


7082 


End 


7486 




GI 


5039111 


Score 


797 




Exons 


7082. .7486 








Seq. No. 


9911 


Seq. ID 


OJ000119_08.0302. 


.C10 


Gene No. 


21116 


Strand 


+ 




Start 


27162 


End 


27657 




Name 


OJ000119 08.0302.C10.o3.gp 


Method 


AAT/GAP 




Start 


27162 


End 


27657 




PT 


none 


Score 


962 




Exons 


27162. .27657 








Seq. No. 


9911 


Seq. ID 


OJ000119_08.0302. 


■ C10 


Gene No. 


21117 


Strand 






Start 


200 ■ 


End 


3131 




Name 


OJ000119 08.0302.C10.ol.gp 


Method 


AAT/GAP 





10396 



Start 200 End 2294 

GI 59432_1.R1084 Score 1040 

Exons 200.. 547, 2101.. 2294 

GI Descrip. ' 1351365/sp | P48505 | UCRY_SOLTU 1.0e-12 UBIQUINOL-CYTOCHROME C 

REDUCTASE COMPLEX 6.7 KD PROTEIN (CR6) >gi_2130002_pir S68969 

ubiquinol — cytochrome-c reductase (EC 1.10.2.2) - potato 
>gi_633683_emb_CAA577 68_ (X82325) cytochrome c reductase subunit 
[Solanum tuberosum] 1 



Seq. No. 


9911 


Seq. ID 


OJ000119_08. 0302. C10 


Gene No. 


21117 


Strand 




Start 


200 


End 


3131 


Name 


OJ000119 08.0302.C10.o2.gs 


Method 


GENSCAN 


Start 


2036 


End 


3131 


GI 


none 


Score 


.63 


Exons 


2036. .2053, 2101. .2264, 2640. 


.2737, 3052. .3131 


Seq. No. 


9911 


Seq. ID 


OJ000119_08. 0302. C10 


Gene No. 


21117 


Strand 




Start 


200 


End 


3131 


Name 


OJ000119 08.0302.C10.ol.np 


Method 


AAT/NAP 


Start 


2050 


End 


2235 


GI 


1351365 


Score 


106 


Exons 


2050. .2235 






GI Descrip. 


UBIQUINOL-CYTOCHROME C REDUCTASE COMPLEX 6.7 KD PROTEIN (CR6) 




gi I 2130002 | pir | IS68969 ubiquinol--cytochrome-c reductase (EC 




1.10.2.2) - potato gi | 633683 | emb | CAA5 7 7 6 8 | (X82325) cytochrome 




reductase subunit [Solanum tuberosum] 




Seq. No. 


9911 


Seq. ID 


OJ000119_08. 0302. C10 


Gene No. 


21118 


Strand 




Start 


5580 


End 


10856 


Name 


OJ000119 08.0302.C10.o3.np 


Method 


AAT/NAP 


Start 


5580 


End 


10856 


GI 


4895218 


Score 


101 


Exons 


5580. .5599, 7815. .7976, 8467. 


.8549, 10819. .10856 


GI Descrip. 


(AC007660) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


9911 


Seq. ID 


OJ000119_08. 0302. C10 


Gene No. 


21118 


Strand 




Start 


5580 


End 


10856 


Name 


OJ000119 08.0302.C10.o3.gs 


Method 


GENSCAN 


Start 


7392 


End 


9315 


GI 


none 


Score 


.97 


Exons 


7392. .7965, 8453. .8560, 8996. 


.9315 





Seq. No. 9911 
Gene No. 21119 
Start 11322 

Name OJ000119_08 . 0302 . C10 . o4 . np 

Start 11309 
GI 4895216 

Exons 11309. .11600, 11680 .. 1 194 1 , 

14126. .14 328, 14 603 .. 14 848 , 
16346. .16559, 16701 .. 16867, 
17774. .17922, 18273 .. 18516, 
20287. .20444, 20472 .. 20784 , 



Seq. ID 

Strand 
End 

Method 
End 
Score 

12671 

15469 

17079 

19078 

21505 



OJ000119 08. 0302. C10 



22844 
AAT/NAP 
22844 
2924 
12822, 13631. 
15585, 16066. 
17290, 17360. 
19333, 19500. 



13826, 
16263, 
17678, 
19700, 
21717, 22036.. 22844 



10397 



GI Descrip. (AC007660) putative SNF2/SWI2 family transcription factor 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9911 
21119 
11322 
OJ000119 
11322 
none 
11322 
13631 
16072 
17774 
20434 



08. 0302. CIO. o4 . gs 



11374, 
13827, 
16263, 
17934, 
20776, 



11411. 
14124. 
16346. 
18273. 



. 11600, 
,14328, 
,16559, 
, 18516, 



20869. .20930, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11680 

14603 

16701 

19078 

21511 



OJ000119 08. 0302. C10 



22844 
GEN SCAN 
22844 
.86 

11941, 126711 112822, 
14746, 15469. . 15585, 
16867, 17199. . 17678, 
19333, 19500. . 19700, 
21717, 22036.. 22844 



Seq. No. 9911 

Gene No. 21120 

Start 25421 

Name OJ000119_08 . 0302 . C10 . o3 . tm 

Start 289 

GI none 

Exons 289.. 357, 329.. 364, 365.. 415, 
480. .557, 489. .548, 491. .556, 



Seq. ID OJ000119_08. 0302. C10 
Strand 
End 

Method 
End 
Score 

366. .416, 430. .471, 430. .513, 



27716 

TBLASTX: Maize 

2242 

41 

430. .471, 430. 



2056. .2241, 2102. .2242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9911 
21120 
25421 
OJ000119 
11338 
none 
11338 
11372 
11677 
12671 
13632 



08.0302.C10.ol.tm 



11412, 
11599, 
11943, 
12820, 
13832 



11347. 
11406. 
11678. 
12673. 



11397, 
11612, 
11944, 
12825, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11353. .11397, 



OJ000119 08. 0302. C10 



11418. 
11681, 
13631. 



27716 

TBLASTX :Maize 
13832 
80 

11353. .11400, 
,11606, 11419. .11607, 
,11944, 12670. .12825, 
,13828, 13631. . 13825, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9911 
21120 
25421 

OJ000119JD8 .0302. C10. ol.ts 
11338 



OJ000119 08. 0302. C10 



none 
11338. 
11353. 
11419. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,11412, 11348. .11395, 11353 .. 11397 , 11353 .. 11400, 
,11397, 11372. .11599, 11406 .. 11612 , 114 18 .. 11606, 
11607 



27716 

TBLASTX : Soybean 

11612 

80 



Seq. No. 9911 
Gene No. 21120 
Start 25421 

Name OJ000119_08 . 0302 . C10 . ol . tc 

Start 11475 
GI none 

Exons 11475. . 11543, 1154 9 . . 1 1614 , 

11741. .11785, 11785. .11847, 
11909. .11941 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11553 

11786 



OJ000119 08. 0302. C10 



27716 

TBLASTX: Cress 
11941 
62 

11630, 11674. . 11784, 
11848, 11908. .11940, 



Seq. No. 



9911 



Seq. ID OJ000119_08. 0302. C10 



10398 



Gene No. 21120 Strand 

Start 25421 End 

Name OJ000119_08 . 0302 .CIO . o2 . tm Method 

Start 14102 End 

GI none Score 

Exons 14102. . 14335, 14113.. 14334 



27716 

TBLASTX: Maize 

14335 

240 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9911 

21120 

25421 

OJ000119_08 .0302. C10. o5.gs 

25421 

none 



Seq. ID OJ000119_08. 0302. C10 
Strand 

End 27716 

Method GEN SCAN 

End 27716 

Score .79 



25421. .25594, 26329 .. 26369, 27458. .27716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9912 
21121 
1 

OJ000119_08 . 0302 . Cll . ol . np 
1 

4559381 
1..155, 545. .689 

(AC006526) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000119_08. 0302. Cll 
Strand 

End 2014 

Method AAT/NAP 

End 689 

Score 123 



9912 

21121 

1 

OJ000119JD8 .0302. Cll. ol.gs 

103 

none 



Seq. ID OJ000119_08. 0302. Cll 
Strand 

End 2014 

Method GENSCAN 

End 2014 

Score . 67 



103. .467, 506. .633, 657. .768, 1972. .2014 



9912 

21121 

1 

OJ000119_08. 0302. Cll. ol.gp 
254 

53415 1.R1084 



Seq. ID OJ000119_08. 0302. Cll 
Strand 

End 2014 

Method AAT/GAP 

End 1893 

Score 1560 



254. .467, 569. .768, 1500. .1893 

' 130897/sp | P20664 | PRI l_MOUSE 9.0e-18 DNA PRIMASE SMALL SUBUNIT 

(DNA PRIMASE 49 KD SUBUNIT) (P49) >gi_4234 18_pir D46642 DNA 

primase (EC 2.7.7.-) 4 6K chain - mouse 

>gi_303661_dbj_BAA02744 . 1_ (D13544) primase small subunit [Mus 
musculus] 1 



Seq. No. 


9913 






Gene No. 


21122 






Start 


1076 






Name 


OJ000119 08. 


.03,02 


.C12.ol 


Start 


1076 






GI 


none 






Exons 


1076. . 1112, 


1176 


. . 1293, 


Seq. No. 


9913 






Gene No. 


21123 






Start 


4023 






Name 


OJ000119 08. 


.0302 


.C12.ol 



Seq. ID OJ000119_08.0302.C12 

Strand + 

End 3077 

Method GENSCAN 

End 3077 

Score .84 



Seq. ID OJ000119_08.0302.C12 

Strand + 

End 5610 

Method AAT/NAP 



10399 



Start 4023 End 5610 

GI 1362152 Score 1308 

Exons 4023.. 4667, 4747.. 4829, 4913.. 5033, 5115.. 5288, 5378.. 5610 

GI Descrip. ribosomal protein S6 kinase homolog (clone Aspkll) - oat 

gi|871986|emb|CAA56313| (X79992) putative pp70 ribosomal protein 

S6 kinase [Avena sativa] 



Seq. No. 9913 Seq. ID 

Gene No. 21123 Strand 

Start 4023 End 

Name OJ000119_08 . 0302 . C12 . o2 . gs Method 

Start 4023 End 

GI none Score 
Exons 



OJ000119_08 .0302.C12 
+ 

5610 
GENSCAN 
5288 
.83 



4023. .4667, 4747. .4829, 4913. .5033, 5115. .5288 



Seq. No. 9913 Seq. ID 

Gene No. 21123 Strand 

Start 4023 End 

Name OJ000119_08 . 0302 . C12 . o2 . gp Method 

Start 4023 End 

GI 23711_1.R1084 Score 

Exons 4023.. 4667, 4747.. 4807 

GI Descrip. ' 3122234 /sp I 024 4 73 | IF2B_WHEAT 5.0e-15 EUKARYOTIC TRANSLATION 

INITIATION FACTOR 2 BETA SUBUNIT (EIF-2-BETA) (P38) >gi_2306768 
(U87163) eIF-2 beta subunit [Triticum aestivum] 1 



OJ000119_08.0302.C12 
+ 

5610 
AAT/GAP 
4807 
1368 



Seq. No. 9913 Seq. ID 

Gene No. 21124 Strand 

Start 2398 End 

Name OJ000119_08 . 0302 . C12 . ol . gp Method 

Start 2398 End 

GI 701030 Score 

Exons 2398.. 2547 



OJ000119_08.0302.C12 

2547 
AAT/GAP 
2547 
232 



Seq. No. 9913 
Gene No. 21125 
Start 3740 

Name OJ000119_08 . 0302 . C12 . o2 . tm 

Start 3740 
GI none 

Exons 3740.. 3850, 3752.. 3859, 3754. 

4022. .4126, 4023. .4136, 4023. 
4136. .4336 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 08.0302.C12 



5427 

TBLASTX: Maize 
4336 
113 

3855, 3762.. 3860, 3766. 
4136, 4110. .4331, 4131. 



3861, 
,4322, 



Seq. No. 9913 
Gene No. 21125 
Start 3740 

Name OJ000119_08 . 0302 . C12 . ol . tc 

Start 4110 
GI none 

Exons 4110.. 4268, 4196.. 4318, 4197 

4737. .4829, 4744. .4830, 4744 
4910. .5035, 4910. .5038, 4911 
5123.. 5296, 5368.. 5427, 5369 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4442, 4446 
.4830, 4746 
.5042, 5117 
.5425 



OJ000119 08.0302.C12 



5427 

TBLASTX: Cress 
5427 
64 

4703, 4478, 
4835, 4905. 
5287, 5118. 



,4666, 
,5036, 
,5288, 



Seq. No. 
Gene No. 



9913 
21125 



Seq. ID OJ000119_08.0302.C12 
Strand 



10400 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3740 End 

OJ000119_08.0302.C12.ol.ts . Method 
4119 End 
none Score 



5427 

TBLASTX: Soybean 

5425 

48 



4119. .4163, 4221. .4376, 4380. .4703, 4478. .4666, 4737. .4829, 

4744. .4830, 4744. .4827, 4746. .4835, 4905. .5033, 4910. .5035, 

4910. .5038, 4911. .5042, 5104. .5286, 5117. .5287, 5118. .5288, 

5378. .5425, 5390. .5425 



9913 
21125 
3740 

OJ000119_08.0302.C12.ol .tm 
4338 
none 
4338. 
4744, 

5115. .5288, 5377. .5427, 5390. 



Seq. ID 
Strand 
End 

Method 
End. 
Score 



OJ000119 08.0302.C12 



,4703, 4375. .4518, 4478. 
,4830, 4746. .4850, 4910. 



5427 

TBLASTX: Maize 
5427 
450 

4666, 4737. .4811, 4744. 
5029, 4911.. 5042, 5114. 
5425 



.4830, 
.5287, 



9914 
21126 
461 

OJ000119_08.0302.C13.ol.gp 
461 

uC-osflM202047e04bl 
461. .613 

! 927575 2.0e-16 (U12926) alpha galactosidase [Glycine max] 1 



Seq. ID OJ000119_08.0302.C13 

Strand + 

End 613 

Method AAT/GAP 

End 613 

Score 270 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 08.0302.C14 



611 

AAT/NAP 

611 

1051 



9915 
21127 
1 

OJ000119_08 .0302.C14.ol.np 
1 

1196998 
1. . 611 

(J01829) unknown protein [Transposon TnlO] 
gi| 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens ] gi | 57 38092 | gb | AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 


9916 


Seq. ID 


OJ000209_01.0301.C2 


Gene No. 


21128 


Strand 


+ 


Start 


1 


End 


636 


Name 


.OJ000209 01.0301.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


546 


GI ... 


uC-osflcyp022fl0bl 


Score 


850 


Exons 


1..273, 385. .546 






GI Descrip. 


'3063456 1.0e-12 (AC003981) 


F22013. 18 


[Arabidopsis thaliana] 1 


Seq. No. 


9916 


Seq. ID 


OJ000209_01.0301.C2 


Gene No. 


21128 


Strand 


+ 


Start 


1 


End 


636 


Name 


OJ000209 01.0301.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


284 



10401 




GI 


none 


Score 


392 






Exons 


1 . .273, 3 . . 284 










Seq. No. 


9916 


Seq. ID 


OJ000209_0l . 


0301 


. C2 


Gene No. 


21128 


Strand 


+ 






Start 


1 


End 


636 






Name 


OJ000209 01.0301.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


636 






GI 


3063456 


Score 


153 






Exons 


1..210, 364. .636 










GI Descrip. 


(AC003981) F22013.18 [Arabidopsis thaliana] 






Seq. No. 


9916 


Seq. ID 


OJ000209_0l. 


0301 


.C2 


Gene No. 


21128 


Strand 


+ 






Start 


.1 


End 


636 






Name 


OJ000209 01.0301.C2.ol.gs 


Method 


GENSCAN 






Start 


310 


End 


505 






GI 


none 


Score 


.4 






Exons 


310. .342, 385. .505 










Seq. No. 


9916 


Seq. ID 


OJ000209_0l. 


0301 


.C2 


Gene No. 


21128 


Strand 


+ 






Start 


1 


End 


636 






Name 


OJ000209 01.0301.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


381 


End 


616 






GI 


none 


Score 


133 






Exons 


381. .554, 387. .554, 554 616 










Seq. No. 


9917 


Seq. ID 


OJ000209_0l. 


0301 


.C3 


Gene No. 


21129 


Strand 


+ 






Start 


445 


End 


1342 






Name 


OJ000209 01.0301.C3.ol.gs 


Method 


GENSCAN 






Start 


445 


End 


1342 






GI 


none 


Score 


.52 






Exons 


44S..486, 545. .625, 884. .1010, 1110.. 


L135, 1226..1342 




Seq. No. 


9918 


Seq. ID 


OJ000209JD1. 


0301 


. C4 


Gene No. 


21130 


Strand 


+ 






Start 


482 


End 


3888 






Name 


OJ000209 01.0301. C4.ol.gp 


Method 


AAT/GAP 






Start 


482 


End 


1046 






GI 


uC-osflcypl52h01bl 


Score 


1092 






Exons 


482. . 1046 










GI Descrip. 


•3063455 1.0e-13 (AC003981) 


F22013.17 


[Arabidopsis 


thaliana 


Seq. No. 


9918 


Seq. ID 


OJ000209_0l. 


0301 


C4 


Gene No. 


21130 


Strand 


+ 






Start 


482 


End 


3888 






Name 


OJ000209 01.0301.C4 .ol.gs 


Method 


GENSCAN 






Start 


510 


End 


3888 






GI 


none 


Score 


.74 






Exons 


510. .1055, 1761. .1815, 2151. 


.2352, 2802.. 2892, 2928 


. .3056, 




3286. .3888 










Seq. No. 


9918 


Seq. ID 


OJ000209_0l. 


0301 


C4 


Gene No. 


21131 


Strand 








Start 


6422 


End 


7334 







10402 




Name 


OJ000209 01 


. 0301 


.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


6422 










End 


6784 


GI 


none 










Score 


684 


Exons 


6422. 


. 6784 












Seq. No. 


9918 










Seq. ID 


OJ000209_01.0301.C4 


Gene No. 


21131 










Strand 


+ 


Start 


6422 










End 


7334 


Name 


OJ000209 01 


. 0301 


. C4 ,o2 . 


gs 


Method 


GENSCAN 


Start 


6576 










End 


7052 


GI 


none 










Score 


. 7.2 


Exons 


6576. 


.6950, 


6999 


. . 7052 








Seq. No. 


9918 










Seq. ID 


OJ000209_01 .0301 .C4 


Gene No. 


21131 










Strand 


+ 


Start 


6422 










End 


7334 


Name 


OJ000209 01 


.0301 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 


6597 










End 


7334 


GI 


3885343 








Score 


176 


Exons 


6597. 


6949, 


7226 


. .7334 








GI Descrip. 


(AC005623) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


9918 










Seq. ID 


OJ000209_01.0301.C4 


Gene No. 


21132 










Strand 


4- 


Start . 


7770 










End 


8378 


Name 


OJ000209 01 


.0301 


,C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2986 










End 


3935 


GI 


none 










Score 


70 


Exons 


2986. 


3063, 


2991 


. .3056, 


3278. 


.3469, 3282. .3431, 3320. .3442, 




3322. 


3450, 


3437 


. .3586, 


3439. 


.3588, 3439..3S88, 3441. .3590, 




3584 . 


3706, 


3585 


. .3710, 


3595. 


.3732, 3601. .3732, 3725. .3781, 




3727. 


3795, 


3732 


. .3809, 


3882. 


.3935 




Seq. No. 


9918 










Seq. ID 


OJ000209_01.0301.C4 


Gene No. 


21132 










Strand 


+ 


Start 


7770 










End 


8378 


Name 


OJ000209 01 


.0301 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6704 










End 


6896 


GI 


none 










Score 


118 


Exons 


6704. 


6808, 


6707 


. . 6895, 


6708. 


.6896 




Seq. No. 


9918 










Seq. ID 


OJ000209_01.0301.C4 


Gene No. 


21132 










Strand 


+ 


Start 


7770 










End 


8378 


Name 


OJ000209 01 


.0301 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6707 










End 


6949 


GI 


none 










Score 


183 


Exons 


6707. 


6775, 


6708 


. .6848, 


6901. 


.6939, 6905. .6949 


Seq. No. 


9918 










Seq. ID 


OJ000209_01.0301.C4 


Gene No. 


21132 










Strand 


+ 


Start 


7770 










End 


8378 


Name 


OJ000209 01 


.0301 


.C4.o3. 


gs 


Method 


GENSCAN 


Start 


7770 










End 


8378 


GI 


none 










Score 


.88 


Exons 


7770. . 


7830, 


8272 


. .8378 









10403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9919 

21133 

1 

OJ000209_01.0301.C5.ol.np 
1 

3935148 



Seq. ID OJ000209_01.0301.C5 
Strand 

End 1109 ' 

Method AAT/NAP 

End 1109 

Score 323 



1..62, 331. .503, 783. .891, 981. .1109 
(AC005106) T25N20.12 [Arabidopsis' thaliana] 



9919 

21133 

1 

OJ000209_01.0301.C5.ol. tm 

339 

none 



Seq. ID OJ000209JD1.0301.C5 
Strand 

End 1109 

Method TBLASTX: Maize 

End 516 

Score 171 



339. .506, 341. .508, 343. .516, 349. .504, 423. .506 



Seq. No. 9919 

Gene No. 21133 

Start 1 

Name OJ000209_01 . 0301 .C5.ol.ts 

Start 339 

GI none 

Exons 339.. 506, 340.. 498 



Seq. ID OJ000209_01.0301.C5 
Strand 

End 1109 

Method TBLASTX : Soybean 

End 506 

Score . 132 



Seq. No. 9919 

Gene No. 21133 

Start 1 

Name OJ000209JD1 . 0301 . C5 . ol . tw 

Start 339 

GI none 

Exons 339.. 476, 343.. 477 



Seq. ID OJ000209__01.0301.C5 
Strand 

End 1109 

Method TBLASTX : Wheat 

End 477 

Score 140 



Seq. No. 9919 

Gene No. 21133 

Start 1 

Name OJ000209_01 . 0301 . C5 . ol . gs 

Start 733 

GI none 

Exons 733.. 759, 783.. 891 

Seq. No. 9919 

Gene No. 21133 

Start 1 

Name OJ000209J31 . 0301 . C5 . o2 . tm 

Start 780 

GI none 
Exons 



Seq. ID OJ000209_01.0301.C5 
Strand 

End 1109 

Method GENSCAN 

End 8 91 

Score . 68 



Seq. ID OJ000209_01.0301.C5 
Strand 

End 1109 

Method TBLASTX: Maize 

End 1109 

Score 57 



780. .890, 787. .888, 980. .1108, 987. .1109 



Seq. No. 9920 

Gene No. 21134 

Start 251 

Name OJ000209_01 . 0301 . C6 . ol . gs 

Start 251 

GI none 

Exons 251.. 603 



Seq. ID OJ000209_01.0301.C6 
Strand 

End 603 

Method GENSCAN 

End 603 

Score .77 



10404 



Seq. No. 


9921 


Seq. ID 


ujuuuzuy ui . 






Gene No. 


21135 


Strand 








Start 


1 


End 


580 






Name 


OJ000209 01 . U 301 . C / . oi . np 


Method 


n AT /mad 






Start 


1 


End 


con 






GI 


65138 61 


Score 


one 






Exons 


1 . . 580 










GI Descrip. 


(ArUUUUUlJ rll-Li [baimoneiid 


, - 
typhi J 








Seq. No. 


9921 


Seq. ID 


OJ000209_01. 


0301 


.C7 


Gene No. 


21135 


Strand 








Start 


1 




con 
joU 






Name 


OJ000209 01 . 03U1 . C / . ol . gs 


Method 








Start 


32 




4 o O 






GI 


none 


Score 


n o 






Exons 












Seq. No. 


9922 


Seq. ID 


OJ000209_01. 


0301 


.C9 


Gene No. 


21136 


Strand 


+ 






Start 


515 


hjna 


o y o 






Name 


OJ000209 01 . OoUl . C9 . ol . gs 


Method 


P E 1 \T C P 7\ M 






Start 


515 


T-l _ _J 

hna 








GI 


none 


Score 


"7 C 






Exons 


515 . .598 










Seq. No. 


9923 


Seq. ID 


ojuoozuy ui. 


a o n i 


. C1U 


Gene No. 


21137 


Strand 








Start 


194 


End 


1465 






Name 


OJ000209 01.0301.C10.ol.gp 


Method 


AAT/GAP 






Start 


194 


End 


953 






GI 


11375 1.R1084 


Score 


1486 






Exons 


194. .953 










GI Descrip. 


! 4895198/gb|AAD32785.1|AC007661 22 2.0e-10 (AC007661) unknown 




protein [Arabidopsis thaliana] ? 








Seq. No. 


9923 


Seq. ID 


OJ000209_01 


0301 


.C10 


Gene No. 


21137 


Strand 








Start 


194 


End 


1465 






Name 


OJ000209 01.0301.C10.ol.np 


Method 


AAT/NAP 






Start 


467 


End 


1465 






GI 


6714365 


Score 


854 






Exons 


467. .1465 










GI Descrip. 


(AC012562) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


9923 


Seq. ID 


OJ000209_01 


0301 


.C10 


Gene No. 


21137 


Strand 








Start 


194 


End 


1465 






Name 


OJ000209 01.0301.C10.o2.gp 


Method 


AAT/GAP 






Start 


957 


End 


1281 






GI 


none 


Score 


561 






Exons 


957. . 1281 










Seq. No. 


9923 


Seq. ID 


OJ000209_01 


0301 


.C10 


Gene No. 


21138 


Strand 








Start 


2523 


End 


4413 






Name 


OJ000209 01. 0301. CIO. ol. tm 


Method 


TBLASTX: Maize 




Start 


305 


End 


1145 







10405 




GI 


none 








Score 


50 


Exons 


305. .361, 314. .3i 


51, 377. 


, .433, 


388 . .432 


, 434 . . 487, 473 . . 1144 




507. .1145 












Seq. No. 


9923 








Seq. ID 


OJ000209_01. 0301. C10 


Gene No. 


21138 








Strand 




Start 


2523 








End 


A A T O 

4 4 13 


Name 


OJ000209 01. 


0301 


.C10.o3. 


. tc 


Method 


TBLASTX : Cress 


Start 


512 








End 


/""IT 

677 


GI 


none 








Score 


150 


Exons 


512. .676, 516. .677 








Seq. No. 


9923 








Seq. ID 


OJ000209_01. 0301. C10 


Gene No. 


21138 








Strand 




Start 


2523 








End 


4413 


Name 


OJ000209 01. 


0301 


.ClO.ol. 


. ts 


Method 


. TBLASTX : Soybean 


Start 


659 








End 


1144 


GI 


none 








Score 


90 


Exons 


659. .901, 663. .71 


35, 947. 


T T A A 

, .114 4 


, 948. .1133 


Seq. No. 


9923 








Seq. ID 


OJ000209JD1. 0301. C10 


Gene No. 


21138 








Strand 




Start 


2523 








End 


4413 


Name 


OJ000209 01. 


0301 


.ClO.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


701 








End 


1145 ' 


GI 


none 








Score 


76 


Exons 


701. .901, 70 


i8. .71 


38, 947. 


. .1144 


, 951. .1145 


Seq. No. 


9923 








Seq. ID 


OJ000209_01. 0301. C10 


Gene No . 


21138 








Strand 




Start 


2523 








End 


4413 


Name 


OJ000209 01. 


0301 


.C10.o2 , 


. ts 


Method 


TBLASTX: Soybean 


Start 


2511 








End 


3424 


GI 


none 








Score 


93 


Exons 


2511. .2585, 


2664 


. .2789, 


2664 . 


.2795, 2668.. 2793, 3332.. 3424, 




3348. .3416 












Seq. No. 


9923 








Seq. ID 


OJ000209_01. 0301. C10 


Gene No. 


21138 








Strand 




Start 


2523 








End 


4413 


Name 


OJ000209 01. 


0301 


.C10.o2, 


. tc 


Method 


TBLASTX: Cress 


Start 


2517 








End 


3506 


GI 


none 








Score 


79 


Exons 


2517. .2588, 


2520 


. .2585, 


2664 . 


.2789, 2664. .2795, 2671. .2793, 




3327. .3506, 


3332 


. .3424 








Seq. No. 


9923 








Seq. ID 


OJ000209_01. 0301. C10 


Gene No. 


21138 








Strand 




Start 


2523 








End 


4413 


Name 


OJ000209 01. 


0301 


.C10.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


2520 








End 


3424 


GI 


none 








Score 


52 


Exons 


2520. .2585, 


2532 


. .2588, 


2664 . 


.2795, 2668.. 2790, 3327.. 3416, 




3332. .3424 












Seq. No. 


9923 








Seq. ID 


OJ000209_01. 0301. C10 


Gene No. 


21138 








Strand 





10406 




Start 


2523 








End 


4413 




Name 


OJ000209 01 


.0301 


.C10.o2 


,np 


Method 


AAT/NAP 




Start 


2523 








End 


4413 




GI 


629858 








Score 


329 




Exons 


2523. .2587, 


2669 


. .2786, 


3332 


..3424, 4360. .4413 




GI Descrip. 


protein kinase C 


inhibitor - 


maize 






Seq. No. 


9924 








Seq. ID 


OJ000Z09 


_01.0301.C11 


Gene No. 


21139 








Strand 






Start 


205 








End 


501 




Name 


OJ000209 01 


.0301 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


205 








End 


501 




GI 


none 








Score 






Exons 


205. .501 














Seq. No. 


9925 








Seq. ID 




_01.0301.C12 


Gene No. 


21140 








Strand 






Start 


490 








End 


2361 




Name 


OJ000209 01 


.0301 


.C12.ol 


.gs 


Method 


GENSCAN 




Start 


4 90 








End 


2345 




GI 


none 








Score 


.87 




Exons 


490. .648, 1094.. 


1108, 1247.. 


1318, 1491 


. .2345 




Seq. No. 


9925 








Seq. ID 


OJ000209 


01 . 0301 . C12 


Gene No. 


21140 








Strand 






Start 


4 90 








End 


2361 




Name 


OJ000209 01 


.0301 


.C12.ol 


.np 


Method 


AAT/NAP 




Start 


501 








End 


2126 




GI 


3273764 








Score 


388 




Exons 


501. .573, 1242.. 


1318, 1491.. 


1699, 1742 


. .2126 




GI Descrip. 


(AF061870) : 


Dc3 promoter- 


-binding factor- 


-3 [Helianthus annuus] 


Seq. No. 


9925 








Seq. ID 


OJ000209 


_01.0301.C12 


Gene No. 


21140 








Strand 






Start 


490 








End 


2361 




Name 


OJ000209 01 


.0301 


.C12.ol 


.tm 


Method 


TBLASTX : i 


Maize 


Start 


1241 








End 


2361 




GI 


none 








Score 


94 




Exons 


1241. . 1321, 


1246 


. .1326, 


1491 


..1661, 1491. .1664, 


1492. .1665, 




1660. . 1827, 


1664 


. .1828, 


1664 


. .1831, 1668. .1844, 


1668. .1844, 




1845. .1943, 


1851 


. .1967, 


1891 


..1968, 2010. .2135, 


2011. .2091, 




2028. .2126, 


2152 


. .2271, 


2166 


..2264, 2332. .2361 




Seq. No. 


9925 








Seq. ID 


OJ000209 


_01.0301.C12 


Gene No. 


21140 








Strand 






Start 


490 








End 


2361 




Name 


OJ000209 01 


.0301 


.C12.ol 


. tw 


Method 


TBLASTX : 1 


Wheat^ 


Start 


1581 








End 


1947 - 




GI 


none 








Score 


70 ; 




Exons 


1581. . 1733, 


1582 


. .1707, 


1590 


..1739, 1592.. 1735, 


1788. . 1868, 




1789. . 1815, 


1872 


. .1946, 


1897 


. .1947 






Seq. No. 


9926 








Seq. ID 


OJ000209 


_01.0301.C13 


Gene No. 


21141 








Strand 


+ 




Start 


812 








End 


15070 




Name 


OJ000209 01 


.0301 


.C13.o2 


.np 


Method 


AAT/NAP 




Start 


812 








End 


11388 





10407 



GI 


6649242 




Score 


166 


Exons 


812. . 1119, 


2473. .2589, 7724.. 


8311, 11121. . 11388 


GI Descrip. 


(AF201422) 


splicing coactivator subunit SRm300 [Homo sapiens] 


Seq. No. 


9926 


- 


Seq. ID 


OJ000209 01.0301.C13 


Gene No. 


21141 




Strand 


+ 


Start 


812 




End 


15070 


Name 


OJ000209 01 


.0301.C13.ol.gs 


Method 


GENSCAN 


Start 


868 




End 


1179 


GI 


none 




Score 


.68 


Exons 


868. .1179 








Seq. No. 


9926 




Seq. ID 


OJ000209_01.0301.C13 


Gene No. 


21141 




Strand 


+ 


Start 


812 




End 


15070 


Name 


OJ000209 01 


.0301.C13.ol.np 


Method 


AAT/NAP 


Start 


5119 




End 


7804 


GI 


6587812 




Score 


435 


Exons 


5119. .5210, 


5775.. 5841, 5955. 


.6040, 6704. .6792, 6906. .7030, 




7325. .7401, 


7710. .7804 






GI Descrip. 


(AC010924) 


Similar to gb|U44028 transcription factor CKC from 




Arabidopsis 


thaliana and contains two 


PF| 00847 AP2 domains. 



Seq. No. 9926 Seq. ID OJ000209_01 . 0301 . C13 

Gene No. 21141 Strand + 

Start 812 End 15070 

Name OJ000209JD1 . 0301 . C13 . o3 . gs Method GENSCAN 

Start 5591 End 8362 

GI none Score .72 

Exons 5591. .5841, 5955. .6040, 6704. .6792, 6906. .7030, 7325. .7401, 
7710. .8362 



Seq. No. 9926 
Gene No. 21141 
Start 812 

Name OJ000209_01 . 0301 . C13 . o4 . gs 

Start 10908 
GI none 
Exons 10908. 

12746. 

14939. 



,11302, 11490. 
,12865, 13208. 
,15070 



11622, 
13326, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11793. .11946, 
13744 . .13825, 



OJ000209_01.0301.C13 
+ 

15070 
GENSCAN 
15070 
.78 

12500. . 12570, 
14364 . . 14435, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9926 

21141 

812 

OJ000209_01.0301.C13.ol.gp 
11105 

452_4.R1084 

11105. . 11302, 11790. . 1194 6, 
13208. .13326, 13744. .13825, 



Seq. ID OJ000209_01.0301.C13 
Strand + 
End 15070 
Method AAT/GAP 
End 14389 
Score 2027 
1?500. .12570, 12746. .12865, 
14037. .14389 

1 1703380/sp|P51823|ARF_ORYSA 1.0e-101 ADP-RIBOSYLATION FACTOR 
>gi_1132483_dbj_BAA04607_ (D17760) ADP-ribosylation factor 
[Oryza sativa] 1 



Seq. No. 
Gene No. 
Start 



9926 

21141 

812 



Seq. ID OJ000209_01.0301.C13 
Strand + 
End 15070 



10408 




Name OJ000209_01 . 0301 . C13 . o3 . np Method AAT/NAP 

Start 11799 End 13828 

GI 1703380 Score 810 

Exons 11799. .11946, 12500 12570, 1274 6 .. 12865, 13208 13326, 

13744. .13828 

GI Descrip. ADP-RIBOSYLATION FACTOR gi | 1132483 | dbj | BAA04 607 | (D17760) 
ADP-ribosylation factor [Oryza sativa] 



Seq. No. 


9926 








Seq. ID 


OJ000209_01.0301.C13 


Gene No. 


21141 








Strand 


+ 


Start 


812 








End 


15070 


Name 


OJ000209 01. 


0301 


. C13 . o2 


.gp 


Method 


AAT/GAP 


Start 


14681 . 








End 


14986 


GI 


none 








Score 


612 


Exons 


14681. .14986 










Seq. No. 


9926 








Seq. ID 


OJ000209_01.0301.C13 


Gene No. 


21142 








Strand 




Start 


2453 








End 


5166 


Name 


OJ000209 01. 


0301 


,C13.o2 


.gs 


Method 


GENSCAN 


Start 


2453 








End 


5166 


GI 


none 








Score 


.61 


Exons 


2453. .2678, 


2752 


. 3066, 


3612 . 


.3812, 3986. .4067, 5115. .5166 


Seq. No. 


9926 








Seq. ID 


OJ000209_01.0301.C13 


Gene No. 


21143 








Strand 




Start 


5953 








End 


7804 


Name 


OJ000209_01. 


0301 


C13 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


5953 








End 


7394 


GI 


none 








Score 


72 


Exons 


5953. . 6027, 


6697 


. 67 98 , 


6906 . 


.7031, 6920.. 7024, 7323.. 7394 


Seq. No. 


9926 








Seq. ID 


OJ000209_01.0301.C13 


Gene No. 


21143 








Strand 




Start 


5953 








End 


7804 


Name 


OJ000209 01. 


0301 


C13.o2 


tc 


Method 


TBLASTX: Cress 


Start 


6697 








End 


7801 


GI 


none 








Score 


129 


Exons 


6697. .6795, 


6697 


.6795, 


6906 . 


.7031, 6950.. 7027, 7322.. 7378, 




7323. .7373, 


7362 


.7400, 


7709 . 


.7801, 7712.. 7789 


Seq. No. 


9926 








Seq. ID 


OJ000209_01.0301.C13 


Gene No. 


21143 








Strand 




Start 


5953 








End 


7804 


Name 


OJ000209 01. 


0301 


C13.o2 


tm 


Method 


TBLASTX: Maize 


Start 


6697 








End 


7804 


GI 


none 








Score 


131 


Exons 


6697. .6798, 


6697 


. 6795, 


6891. 


.7016, 6906.. 7031, 6952.. 7017, 




6953. .7027, 


7322 


.-7399, 


7323. 


.7400, 7324. .7416, 7709. .7804, 




7709. .7801 










Seq. No. 


9926 








Seq. ID 


OJ000209_01.0301.C13 


Gene No. 


21144 








Strand 




Start 


11768 








End 


13826 


Name 


OJ000209 01. 


0301. 


C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


11768 








End 


13303 


GI 


none 








Score 


65 



10409 




Exons 


11768. 


.11914, 11790. 


. 11948, 


11798. .11947, 12498. .12569, 






12499. 


.12573, 12743. 


. 12865, 


12743. .12934, 13199 .. 13300, 






13205. 


. 13303 










Seq. No. 


9926 






Seq. ID 


OJ000209_01.0301 


.C13 


Gene No . 


21144 






Strand 






Start 


11768 






End 


13826 




Name 


OJ0002 


09_01 . 0301 .C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11783 






End 


12808 




GI 


none 






Score 


255 




Exons 


11783. 


.11947, 11793. 


. 11948, 


12498. .12569, 124 99 .. 12570 , 






12743. 


.12808, 12745. 


. 12786, 


12752. .12808 




Seq. No. 


9926 






Seq. ID 


OJ000209_01.0301 


.C13 


Gene No. 


21144 






Strand 






Start 


11768 






End 


13826 




Name 


OJ0002 


09_01.0301.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11783 






End 


13825 




GI 


none 






Score 


255 




Exons 


11783. 


.11947, 11793. 


. 11948, 


12498. .12: 


569, 12499. .12573, 






12743. 


.12865, 12743. 


. 12901, 


13199. .13327, 13205 .. 13333, 






13206. 


.13328, 13744. 


. 13824, 


13745. .13825 




Seq. No. 


9926 






Seq. ID 


OJ000209_01.0301 


.C13 


Gene No. 


21144 






Strand 






Start 


11768 






End 


13826 




Name 


OJ0002 


09__01.0301.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11795 






End 


12780 




GI 


none 






Score 


249 




Exons 


11795. 


.11947, 11796. 


. 11948, 


12498. . 12569, 124 98 .. 12575, 






12499. 


.12573, 12743. 


. 12778, 


12743. .12778, 12745 .. 12780 , 






12745. 


. 12780 










Seq. No. 


9926 






Seq. ID 


OJ000209_01.0301 


.C13 


Gene No . 


21144 






Strand 






Start 


11768 






End 


13826 




Name 


OJ0002 


09_01.0301.C13 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


12782 






End 


13825 * 




GI 


none 






Score 


140 




Exons 


12782 . 


.12865, 12782. 


. 12865, 


12783. .12866, 131 99 .. 13327 , 






13240. 


.13329, 13246. 


. 13329, 


1374 4. .13824, 1374 5. .13825 




Seq. No. 


9926 






Seq. ID 


OJ000209_01.0301 


.C13 


Gene No . 


21144 






Strand 






Start 


11768 






End 


13826 




Name 


OJ0002 


09_01.0301.C13 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12809 






End 


13826 




GI 


none 






Score 


91 




Exons 


12809. 


..12865, 13199. 


. 13327, 


13240. .13329, 1324 3 .. 13329, 






13742. 


.13825, 13743. 


. 13826, 


13745. .13825 




Seq. No. 


9927 






Seq. ID 


OJ000209_01.0301 


.C14 


Gene No. 


21145 






Strand 






Start 


49 






End 


2241 




Name 


OJ000209 01.0301.C14 


. ol .np 


Method 


AAT/NAP 




Start 


49 






End 


2241 




GI 


4929759 




Score 


266 





10410 




Exons 


49. .116, 202. .325, 595. .664, 


774. .831, 


916. .1009, 1522. .1722, 




1958. .2241 






GI Descrip. 


(AF151903) CGI-145 protein [Homo sapiens] 


Seq. No. 


9927 


Seq. ID 


OJ000209_01.0301.C14 


Gene No. 


21145 


Strand 




Start 


49 


End * 


2241 


Name 


OJ000209 01.0301.C14 .ol.gs 


Method 


GENSCAN 


Start 


338 


End 


2156 


GI 


none 


Score 


.67 


Exons 


338. .400, 595. .649, 774. .831, 


916.. 1009, 1522.. 1722, 1958.. 2156 


Seq. No. 


9928 


Seq. ID 


OJ000209_01.0301.C15 


Gene No. 


21146 


Strand 


+ 


Start 


2592 


End 


2829 


Name 


OJ000209 01.0301.C15.ol.gp 


Method 


AAT/GAP 


Start 


2592 


End 


2829 


GI 


426253 


Score 


432 


Exons 


2592. .2829 






Seq. No. 


9928 


Seq. ID 


OJ000209_01.0301.C15 


Gene No. 


21147 


Strand 


_ 


Start 


1746 


End 


2765 


Name 


OJ000209 01.0301.C15.ol.np 


Method 


AAT/NAP 


Start 


1714 


End 


2269 


GI 


4249391 


Score 


175 


Exons 


1714. .1947, 2211. .2269 






GI Descrip. 


(AC005966) Similar to gi 13249076 T13D8 


.16 beta glucosidase from 




Arabidopsis thaliana BAC gb|AC004473. 


[Arabidopsis thaliana] 


Seq. No. 


9928 


Seq. ID 


OJ000209_01.0301.C15 


Gene No. 


21147 


Strand 


- 


Start 


1746 


End 


2765 


Name 


OJ000209 01. 0301. C15. ol.gs 


Method 


GENSCAN 


Start 


1746 


End 


2765 


GI 


none 


Score 


. 99 


Exons 


1746. .1947, 2211. .2298, 2759. 


.2765 




Seq. No. 


9929 


Seq. ID 


OJ000209_01.0301.C16 


Gene No. 


21148 


Strand 


+ 


Start 


91 


End 


3797 


Name 


OJ000209 01.0301.C16.o4.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


382 


GI 


none 


Score 


120 


Exons 


3. .83, 4. .120, 97. .381, 171.. 


362, 200. 


.382 


Seq. No. 


9929 


Seq. ID 


OJ000209_01.0301.C16 


Gene No. 


21148 


Strand 


+ 


Start -j 


91 


End 


3797 


Name 


OJ000209 01. 0301. C16. ol.gs 


Method 


GENSCAN 


Start 


91 


End 


3225 


GI 


none 


Score 


.46 


Exons 


91. .3225 






Seq. No. 


9929 


Seq. ID 


OJ000209_01.0301.C16 


Gene No. 


21148 


Strand 


+ 


Start 


91 


End 


3797 



10411 



Name OJ000209_01 . 0301 .C16. ol .np Method AAT/NAP 

Start -91 End 3797 

GI 6630696 Score 6367 

Exons 91.. 3797 

GI Descrip. (AP000969) ESTs 022114(010364), AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 9929 Seq. ID 

Gene No. 21148 Strand 

Start 91 End 

Name OJ000209_01 . 0301 . C16 . ol . gp Method 

Start 133 End 

GI 101595_1.R1084 Score 

Exons 133.. 833, 949.. 1023 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



OJ000209_01.0301.C16 
+ 

3797 
AAT/GAP 
1023 
1463 



Seq. No. 


9929 






Seq. ID 


OJ000209_01 .0301 


. C16 


Gene No. 


21148 






Strand 


+ 




Start 


91 






End 


3797 




Name 


OJ000209 01 


.0301.C16.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


133 






End 


441 




GI 


none 






Score 


318 




Exons 


133. .441, 180. .362, 233 


. .376, 


262. .438 






Seq. No. 


9929 






Seq. ID 


OJ000209_01 .0301 


. C16 


Gene No. 


21148 






Strand 


+ 




Start 


91 






End 


3797 




Name 


OJ000209 01 


.0301.C16.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


964 






End 


1308 




GI 


none 






Score 


384 




Exons 


964. .1236, 


965. .1237, 966. .1238, 966.. 


XZoo, IZo 1 . . IjUo 




Seq. No. 


9929 






Seq. ID 


OJ000209_01.0301 


.C16 


Gene No. 


21148 






Strand 


+ 




Start 


91 






End 


3797 




Name 


OJ000209 01 


.0301.C16.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


1282 






End 


1662 




GI 


none 






Score 


88 




Exons 


1282. . 1431, 


1414 . . 1662 










Seq. No. 


9929 






Seq. ID 


OJ000209_01.0301. 


.C16 


Gene No. 


21148 






Strand 


+ 




Start 


91 






End 


3797 




Name 


OJ000209 01 


.0301.C16.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1420 






End 


1884 




GI 


none 






Score 


313 




Exons 


1420. .1884, 


1659. .1877 










Seq. No. 


9929 






Seq. ID 


OJ000209_01.0301. 


.C16 


Gene No. 


21148 






Strand 


+ 




Start 


91 






End 


3797 




Name 


OJ000209 01 


.0301.C16.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


1527 






End 


1727 




GI 


none 






Score 


274 




Exons 


1527. . 1727, 


1528. . 1725, 


1530. 


.1727 







"10412 



Seq. No. 9929 Seq. ID 

Gene No. 21148 Strand 

Start 91 End 
Name * OJ000209JD1 . 0301 . C16 . o2 . ts Method 

Start 1672 End 

GI none Score 

Exons - 1672. .1893, 1674. .1889, 1897. .2070 

Seq. No. 9929 Seq. ID 

Gene No. 21148 Strand 

Start 91 End 

Name OJ000209_01 . 0301 . C16 . o2 . tc Method 

Start 1687 End 

GI none Score 

Exons 1687.. 1887, 1906.. 2094, 2098.. 2163 



OJ000209_01.0301.C16 
+ 

3797 

TBLASTX : Soybean 

2070 

207 



OJ000209_01.0301.C16 
+ 

3797 

TBLASTX: Cress 

2163 

119 



Seq. No. 9929 

Gene No. 21148 

Start 91 

Name OJ000209_01 . 0301 . CI 6 . ol . tw 

Start 1728 

GI none 

Exons 1728.. 2135, 1728.. 2225, 1735. 



Seq. ID OJ000209_01.0301.C16 

Strand + 

End 3797 

Method TBLASTX : Wheat 

End 2475 

Score 269 

.2475, 2286. .2471, 2293.-2475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9929 

21148 

91 

OJ000209_01.0301.C16.ol.ts 

2395 
5509260 

2395.. 2859, 2490.. 2651, 2682. 



9929 
21148 
91 ■ 

OJ000209_01.0301.C16.ol.tc 

2482 

none 

2482. .2604, 2488. .2748, 2490. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2711 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2660 



OJ000209_01.0301.C16 
+ 

3797 

TBLASTX: Soybean 

2859 

363 



OJ000209_01.0301.C16 
+ 

3797 

TBLASTX: Cress 

2748 

281 



Seq. No. 9929 

Gene No. 21148 

Start 91 

Name OJ000209_01 . 0301 . C16 . o2 . tm 

Start 2530 

GI none 

Exons 2530.. 2994, 2543.. 2602, 2665. 



Seq. ID OJ000209_01.0301.C16 

Strand + 

End 3797 

Method TBLASTX: Maize 

End 2994 

Score 331 

2745, 2781.. 2891 



Seq. No. 9929 Seq. ID 

Gene No. 21148 Strand 

Start 91 End 

Name OJ000209_01 . 0301 . CI 6 . o3 . tw Method 

Start 2530 End 

GI none Score 

Exons 2530.. 2874, 2869.. 3075, 3228.. 3281 



OJ000209_01.0301.C16 
+ 

3797 

TBLASTX: Wheat 

3281 

293 



10413 




Seq. No. 


9929 








Seq. ID 


OJ000209_01.0301.C16 


Gene No. 


21148 








Strand 


+ 


Start 


91 








End 


3797 


Name 


OJ000209_01 


. 0301 


.C16.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2928 








End 


3278 


GI 


none 








Score 


141 


Exons . 


2928 . . 3092, 


2929 


. . 3087, 


3087 . 


.3215, 3088.. 3201, 3189.. 3275, 




3192 . . 3278 












Seq. No. 


9929 








Seq. ID 


OJ000209_01.0301.C16 


Gene No. 


21148 








Strand 


+ 


Start 


91 








End 


3797 


Name 


OJ000209 01 


. 0301 


.C16.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3055 








End 


3416 


GI 


none 








Score 


115 


Exons 


3055 . .3216, 


3078 


. . 3215, 


3192 . 


.3416, 3230.. 3373 


Seq. No. 


9929 








Seq. ID 


OJ000209_01.0301.C16 


Gene No. 


21148 








Strand 


+ 


Start 


91 








End 


3797 


Name 


OJ000209_01 


. 0301 


,C16.o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3282 








End 


3756 


GI 


none 








Score 


101 


Exons 


3282 . . 3356, 


3283 


. . 3339, 


3287 . 


.3355, 3365. .3412, 3375. .3407, 




3406. . 3756, 


3407 


. . 3754, 


3418 . 


. 3756 




Seq. No. 


9929 








Seq. ID 


OJ000209_01.0301.C16 


Gene No. 


21148 








Strand 


+ 


Start 


91 








End 


3797 


Name 


OJ000209_01 


. 0301 


.C16.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3288 








End 


3628 


GI 


none 








Score 


89 


Exons 


3288 . . 3395, 


3380 


. .3628, 


3424 . 


.3549 




Seq. No. 


9930 








Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21149 








Strand 


+ 


Start 


658 








End 


946 


Name 


OJ000209 01 


0301 


.C17 .ol . 


gp 


Method 


AAT/GAP 


Start 


658 








End 


946 


GI 


426253 








Score 


526 


Exons 


658 . . 946 












Seq. No. 


9930 








Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21150 








Strand 




Start 


1069 








End 


7727 


Name 


OJ000209 01 


0301 


C17.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


34 








End 


388 


GI 


none 








Score 


36 


Exons 


34. .78, 34. 


66, 79. .186, 


81. . 


173, 104. 


.202, 112. .174, 185. .247, 




186. .212, 259. .387, 262. 


.315, 


359. .388 




Seq. No. 


9930 








Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21150 








Strand 




Start 


1069 








End 


7727 


Name 


OJ000209 01. 


0301 


C17.ol. 


gs 


Method 


GEN SCAN 


Start 


1069 








End 


6716 



10414 



GI 


none 










Score 


.53 


Exons 


1069. 


. 1097, 


1449, 


, . 1551, 


2221 . 


.2256, 2733. .2934, 3133. .3188, 




3895. 


.4117, 


4262 . 


. .4349, 


4447 . 


.4518, 4596. .4671, 5933. .6022, 




6394. 


.6642, 


6660, 


, . 6716 








Seq. No. 


9930 










Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21150 










Strand 




Start 


1069 










End 


7727 


Name 


OJ000209 01 


.0301. 


,C17.ol 


.np 


Method 


AAT/NAP 


Start 


1440 










End 


7727 


GI 


6056418 








Score 


840 


Exons 


1440. 


.1556, 


2721. 


.2934, 


3536. 


.3638, 38! 


33. .4153, 4262. .4349, 




4447 . 


.4518, 


4596. 


.4671, 


5933. 


.5970, 7433. .7514, 7597. .7727 


GI Descrip. 


(AC009525) 


Similar to 


beta-glucosidases [Arabidopsis thalL 


Seq. No. 


9930 










Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21150 










Strand 




Start 


1069 










End 


7727 


Name 


OJ000209 01 


.0301. 


C17.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2739 










End 


7653 


GI 


none 










Score 


102 


Exons 


2739. , 


.2930, 


3532 . 


. 3591, 


3895 . 


.3996, 4009. .4152, 4010. .4153, 




4253. , 


.4351, 


4255. 


.4362, 


4439. 


.4501, 4445. .4510, 45.82. .4677, 




4595. , 


.4669, 


5933. 


.5989, 


7455. 


.7559, 7597. .7653 


Seq. No. 


9930 










Seq. ID 


OJ000209_01.0301.C17 


Gene No . 


21150 










Strand 




Start 


1069 










End 


7727 


Name 


OJ000209 01 


.0301. 


C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2781 










End 


3654 


GI 


none 










Score 


160 


Exons 


2781. , 


.2933, 


2782. 


.2934, 


2782. 


.2934, 2810. .2965, 3535. .3606, 




3540. , 


.3599, 


3609. 


.3650, 


3619. 


.3654 




Seq. No. 


9930 










Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21150 










Strand 




Start 


1069 










End 


7727 


Name 


OJ000209 01 


.0301. 


C17.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2787 










End 


4680 


GI 


none 










Score 


75 


Exons 


2787. . 


.2930, 


4015. 


.4161, 


4016. 


.4162, 4255. .4374, 4457. .4519, 




4458. . 


.4520, 


4597. 


.4680, 


4598. 


.4669 




Seq. No. 


9930 










Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21150 










Strand 




Start 


1069 










End 


7727 


Name 


OJ000209 01 


.0301. 


C17.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3895 










End 


4366 


GI 


none 










Score 


111 


Exons 


3895. . 


3993, 


3997. 


.4161, 


3998. 


.4171, 4253. .4366, 4255. .4365 


Seq. No. 


9930 










Seq. ID 


OJ000209_01.0301.C17 


Gene No. 


21150 










Strand 




Start 


1069 










End 


7727 


Name 


OJ000209 01 


.0301. 


C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3895 










End 


7654 


GI 


none 










Score 


36 



10415 



# • 



Exons 


3895. .3993, 


3929 


. .3991, 


4000. 


.4152, 4001. .4156, 4250. .4351, 




4255. .4407, 


4443 


. . 4520, 


4445 . 


.4519, 4597. .4677, 4598. .4669, 




5933. . 6004, 


7449 


. . 7559, 


7450 . 


.7512, 7594. .7653, 7604. .7654 


Seq. No. 


9931 








Seq. ID 


OJ000209_01.0301.C18 


Gene No. 


21151 








Strand 




Start 


864 








End 


4210 


Name 


OJ000209_01 


.0301 


.C18.ol 


.np 


Method 


AAT/NAP 


Start 


829 








End 


4210 


GI 


4972113 








Score 


591 


Exons 


829. . 1065, 


1228. 


.1314, 


1504. . 


1599, 2605.. 2832, 3065.. 3180, 




3810. .4210 












GI Descrip. 


(AL078579) 


putative beta-glucosidase 


[Arabidopsis thaliana] 


Seq. No. 


9931 








Seq. ID 


OJ000209_01.0301.C18 


Gene No . 


21151 








Strand 




Start 


864 








End 


4210 


Name 


OJ000209_01 


. 0301 


.C18 .ol 


. as 


Method 


GENSCAN 


Start 


864 








End 


4082 


GI 


none 








Score 


.82 


Exons 


864 . . 1065, 


1228. 


.1315, 


2223. . 


2242, 2302.. 2330, 2631.. 2832, 




3065. . 3180, 


3810 


. .4082 








Seq. No. 


9931 








Seq. ID 


OJ000209_01.0301.C18 


Gene No. 


21151 








Strand 




Start 


864 








End 


4210 


Name 


OJ000209 01 


. 0301 


.C18 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


887 








End 


1319 


GI 


none 








Score 


107 


Exons 


887. .1066, 


891. . 


1067, 8 


94. .10 


67, 895. 


.1068, 1227. .1319 


Seq. No. 


9931 








Seq. ID 


OJ000209_01.0301.C18 


Gene No . 


21151 








Strand 




Start 


864 








End 


4210 


Name 


OJ000209_01 


.0301 


.C18.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


963 








End 


4076 


GI 


none 








Score 


79 


Exons 


963. .1064, 


2661. 


.2840, 


2661. . 


2828, 3061... 3174, 3065.. 3175, 




3810 . . 3908, 


3918 


. .4076, 


3919. 


.4065 




Seq. No. 


9931 








Seq. ID 


OJ000209_01.0301.C18 


Gene No. 


21151 








Strand 




Start 


864 








End 


4210 


Name 


OJ000209_01 


.0301 


.C18.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2679 








End 


3200 


GI 


none 








Score 


156 


Exons 


2679. .2831, 


2680 


. .2832, 


2682. 


.2834, 3064. .3183, 3064. .3177, 




3087 . . 3200 












Seq. No. 


9931 








Seq. ID 


OJ000209_01.030l'.C18 


Gene No. 


21151 








Strand 




Start 


864 








End 


4210 


Name 


OJ000209 01 


.0301 


.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3810 








End 


4077 


GI 


none 








Score 


81 


Exons 


3810. .3908, 


3912 


...4076, 


3988. 


.4077 





10416 




Seq. No. 


9931 


Seq. ID 


OJ000209_01.0301.C18 


Gene No. 


21151 


Strand 




Start 


864 


End 


4210 


Name 


OJ000209 01.0301.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


3810 


End 


4071 


GI 


none 


Score 


35 


Exons 


3810.. 3908, 3844.. 3912, 3915.. 4067, 3918.. 4067, 3985.. 4071" 


Seq. No. 


9932 


Seq. ID 


OJ000209_01.0301.C19 


Gene No. 


21152 


Strand 


+ 


Start 


2929 


End 


3254 


Name 


OJ000209 01.0301.C19.ol.gp 


Method 


AAT/GAP 


Start 


2929 


End 


3254 


GI 


4715792 


Score 


623 


Exons 


2929. .3254 






GI Descrip. 


3063455 1.0e-13 (AC003981) 


F22013. 17 


[Arabidopsis thaliana] 


Seq. No. 


9932 


Seq. ID 


OJ000209_01.0301.C19 


Gene No. 


21153 


Strand 


+ 


Start 


3156 


End 


3499 


Name 


OJ000209 01.0301.C19.o2.np 


Method 


AAT/NAP 


Start 


3156 


End 


3499 


GI 


3063455 


Score 


123 


Exons 


3156. .3254, 3471. .3499 






GI Descrip. 


(AC003981) F22013. 17 . [Arabidopsis thaliana] 


Seq. No. 


9932 


Seq. ID 


OJ000209_01 . 0301 .CI 9 


Gene No. 


21154 


Strand 




Start 


1 


End 


1216 


Name 


OJ000209 01.0301.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1216 


GI 


4972114 


Score 


209 


Exons 


1..142, 566. .613, 922. .987, 


1091. .1216 


GI Descrip. 


(AL078579) putative beta-glucosidase 


[Arabidopsis thaliana] 


Seq. No. 


9933 


Seq. ID 


OJ000209_01.0301.C20 


Gene No. 


21155 


Strand 


+ 


Start 


271 


End 


978 


Name 


OJ000209 01.0301.C20.ol.np 


Method 


AAT/NAP 


Start 


271 


End 


978 


GI 


3063455 


Score 


59 


Exons 


271. .365, 507. .568, 955. .97 


8 




GI Descrip. 


(AC003981) F22013.17 [Arabidopsis thaliana] 


Seq. No. 


9933 


Seq. ID 


OJ000209_01. 0301.C20 


Gene No. 


21155 


Strand 


+ 


Start 


271 


End 


978 


Name 


OJ000209 01.0301.C20.ol.gp 


Method 


AAT/GAP 


Start 


304 


End . 


568 


GI 


4715792 


Score 


110 


Exons 


304. .327, 507. .568 






GI Descrip. 


3063455 1.0e-13 (AC003981) 


F22013. 17 


[Arabidopsis thaliana] 


Seq. No. 


9934 


Seq. ID 


OJ000209_01.0301.C21 


Gene No. 


21156 


Strand 


+ 


Start 


3001 


End 


6211 


Name 


OJ000209 01.0301.C21.ol.gs 


Method 


GENSCAN 



10417 






Start 


3001 








End 


5394 






GI 


none 








Score 


.73 






Exons 


3001. .3112, 


3481 


. 3622, 


3713. 


.3803, 


4194 . .4274, 


4376. .4465, 






5083. , 5148, 


5245 


. 5394 












Seq. No. 


9934 








Seq. 


ID OJ000209 


_01.0301.C21 




Gene No. 


21156 








Strand + 






Start 


3001 








End 


6211 






Name 


OJ000'209_01 


.0301 


C21.ol. 


np 


Method AAT/NAP 






Start 


3001 








End 


5912 






GI 


4336205 








Score 


1109 






Exons 


3001. .3112, 


3481 


.3622, 


3713. 


.3803, 


3916. .3993, 


4194 . . 4274 , 






4376. .4465, 


5083 


.5148, 


5625. 


.5711, 


5823. .5912 






GI Descrip. 


(AF077372) 


cytochrome b5 reductase 


[Zea mays] 






Seq. No. 


9934 








Seq. 


ID OJ000209 


_01 . 0301 .C21 




Gene No. 


21156 








Strand + 






Start 


3001 








End 


6211 






Name 


OJ000209 01 


.0301 


C21.ol. 


gp 


Method AAT/GAP 






Start 


3937 








End 


6211 






GI 


19579 1.R1084 






Score 


1325 






Exons 


3937. .3993, 


4194 


.4274, 


4376. 


.4465, 


5083. .5148, 


5625. .5711, 


.SKt 




5823. . 6211 
















GI Descrip. 


'3063455 1. 


Oe-13 


(AC003981) F22013. 


17 [Arabidopsis thaliana] 


i;fi 


Seq. No. 


9934 








Seq. 


ID OJ000209 


_01.0301.C21 


: t 

: i 1 


Gene No. 


21157 








Strand 






Start 


5674 








End 


6048 






Name 


OJ000209_01 


. 0301 


C21.ol. 


tm 


Method TBLASTX: 


Maize 




Start 


2996 








End 


6048 






GI 


none 








Score 


36 




rLj 


Exons 


2996. .3013, 


2997 


.3113, 


2998. 


.3114, 


3474 . .3620, 


3475. .3621, 






3479. .3622, 


3480 


.3623, 


3705. 


.3806, 


3707. .3808, 


3904. .3993, 






3910. .4002, 


4192 


.4275, 


4193. 


.4276, 


4193. .4276, 


4194. .4277, 


L J 




4369. .4467, 


4373 


.4471, 


4373. 


.4465, 


4375. .4476, 


5074. .5148, 






5077. .5148, 


5574 


.5714, 


5623. 


.5709, 


5624 . .5710, 


5808. .5876, 






5820. .5957, 


5821 


.5916, 


5822. 


.5917, 


5989. . 6048 




; "I 

a 


Seq. No. 


9934 








Seq. 


ID OJ000209 


_01.0301.C21 




Gene No. 


21157 








Strand 






Start 


5674 








End 


6048 






Name 


OJ000209 01 


.0301 


C21.ol. 


tw 


Method TBLASTX: 


Wheat 




Start 


2997 








End 


5684 






GI 


none 








Score 


67 






Exons 


2997. .3113, 


2998 


.3114, 


3474. 


.3620, 


3479. .3622, 


3480. .3623, 






3481. .3630, 


3705 


.3806, 


3707. 


.3808, 


3904 . .3993, 


3910. .4002, 






3915. .4001, 


4193 


.4276, 


4194 . 


.4277, 


4373. .4471, 


4373. .4465, 






4375. .4476, 


5077 


.5148, 


5605. 


.5682, 


5610. .5684, 


5624 . .5683 




Seq. No. 


9934 








Seq. 


ID OJ000209 


_01.0301.C21 




Gene No. 


21157 








Strand 






Start 


5674 








End 


6048 






Name 


OJ000209 01 


.0301 


C21.ol. 


ts 


Method TBLASTX: 


Soybean 




Start 


3474 








End 


5932 






GI 


none 








Score 


227 






Exons 


3474 . .3623, 


3475 


.3624, 


3479. 


.3622, 


3705. .3806, 


3707. .3808, 






3904 . .3993, 


3909 


.4001, 


3910. 


.4002, 


3915. .4001, 


4193. .4276, 



10418 



4194. .4277, 4373. .4471, 4375. 

5624.. 5707, 5820.. 5915, 5822. 

Seq. No. 9934 
Gene No. 21157 
Start 5674 

Name OJ000209_01 . 0301 . C21 . ol . tc 

Start 3482 
GI none 

Exons 3482.. 3622, 3483.-3623, 3485. 

3904.. 3993, 3910.. 4002, 4193'. 

4373. .4471, 4375. .4476, 5077. 

5807. .5914, 5820. .5918, 5822. 



.4476, 5077. .5148, 5610. .5714, 
,5932, 5822.. 5911 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 01.0301.C21 



6048 

TBLASTX: Cress 
5919 
81 

.3622, 3705. .3806, 3707. 
.4276, 4193. .4276, 4194. 
.5148, 5574. .5714, 5624. 
.5911, 5848. .5919 



,3808, 
,4277, 
,5710, 





Seq. No. 


9934 


Seq. ID 


OJ000209_01.0301.C21 




Gene No. 


21157 


Strand 






Start 


5674 


End 


6048 




Name 


OJ000209 01.0301.C21.o2.gs 


Method 


GENSCAN 




Start 


5674 


End 


5921 




GI 


none 


Score 


.53 




Exons 


5674. .5694, 5797. .5921 






=! 


Seq. No. 


9935 


Seq. ID 


OJ000209_01.0301.C22 




Gene No. 


21158 


Strand 


+ 


( i 


Start 


1 


End 


1622 


y 


Name 


OJ000209 01.0301.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1622 


-i 


GI 


2281780 


Score 


163 


= ! 

17 


Exons 


1..57, 770. .955, 1318. .1427, 


1491. .1622 


a! 


GI Descrip. 


(AB003041) O-acetylserine (thiol) lyase [Arabidopsis thaliana] 


LI 




gi| 6091759 | gb | AAF034 69 . 1| AC009327 8 (AC009327) O-acetylserine 






(thiol) lyase [Arabidopsis thaliana] 




!! 


Seq. No. 


9935 


Seq. ID 


OJ000209_01.0301.C22 


i 


Gene No. 


21158 


Strand 


+ 




Start 


1 


End 


1622 


*\ 


Name 


OJ000209 01.0301.C22.ol.gs 


Method 


GENSCAN 


3 


Start 


680 


End 


1548 




GI 


none 


Score 


.87 


3 


Exons 


680. .955, 1318. .1427, 1491.. 


1548 






Seq. No. 


9935 


Seq. ID 


OJ000209_01.0301.C22 




Gene No. 


21158 


Strand 


+ 




Start 


1 


End 


1622 




Name 


OJ000209 01.0301.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


1290 


End 


1548 




GI 


none 


Score 


157 




Exons 


1290. .1427, 1309. .1428, 1315 


..1428, 148 


8. .1541, 1489. .1548 




Seq. No. 


9935 


Seq. ID 


OJ000209_01.0301.C22 




Gene No. 


21158 


Strand 


+ 




Start 


1 


End 


1622 




Name 


OJ000209 01.0301.C22.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1290 


End 


1556 




GI 


none 


Score 


164 




Exons 


1290. .1436, 1309. .1437, 1488 


..1556, 148 


9. .1548 



10419 




Seq. No. 9935 

Gene No. 21158 

Start 1 

Name OJ000209_01 . 0301 . C22 . ol 

Start 1309 

GI none 

Exons 1309. .1437, 1317. .1427, 

Seq. No. 9935 

Gene No. 21158 

Start 1 

Name OJ000209JD1 . 0301 . C22 . ol 

Start 1315 

GI none 

Exons 1315.. 1428, 1317.. 1427, 




Seq. ID OJ000209_01.0301.C22 

Strand + 

End 1622 

,tc Method TBLASTX : Cress 

End 1560 

Score 169 
1488. .1553, 1489. .1560 

Seq. ID OJ000209_01.0301.C22 

Strand + 

End 1622 

,tw Method TBLASTX : Wheat 

End 1548 

Score 161 
1488. .1541, 1489. .1548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9936 

21159 

1 

OJ000209_01.0301.C23.ol.np 
1 

2281780 



Seq. ID OJ000209_01.0301.C23 

Strand + 

End 1828 

Method AAT/NAP 

End 1828 

Score 423 



1..165, 818. .869, 982. .1044, 1144. .1190, 1552. .1632, 1745. .1828 
(AB003041) O-acetylserine (thiol) lyase [Arabidopsis thaliana] 
gi|6091759|gb|AAF03469.1|AC009327_8 (AC009327) O-acetylserine 
^(thiol) lyase [Arabidopsis thaliana] 



Seq. No. 9936 Seq. ID 

Gene No. 21159 Strand 

Start 1 End 

Name OJ000209_01 . 0301 . C23 . ol . gs Method 

Start 47 End 

GI none Score 

Exons 47.. .165, 818 



OJ000209_01.0301.C23 
+ 

1828 
GENSCAN 
1632 
.86 



(69, 982. .1031, 1131. .1190, 1552. .1632 



Seq. No. 9936 

Gene No. 21160 

Start 1904 

Name OJ000209JD1 . 0301 . C23 . ol . gp 

Start 1904 

GI none 

Exons 1904.. 2252 



Seq. ID OJ000209_01.0301.C23 

Strand + 

End 2252 

Method AAT/GAP 

End 2252 

Score 694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9937 

21161 

1 

OJ000209_01 .0301.C24 .ol.np 
1 

3063458 



Seq. ID OJ000209_01.0301.C24 



Strand 
End 

Method 

End 

Score 



+ 

2816 
AAT/NAP 
2816 
197 



1..37, 105. .289, 1485. .1632, 2769. .2816 
(AC003981) F22O13.20 [Arabidopsis thaliana] 



Seq. No. 9937 

Gene No. 21161 

Start 1 

Name OJ000209_01 . 0301 . C24 . ol . gs 

Start 138 



Seq. ID OJ000209_01.0301.C24 

Strand + 

End 2816 

Method GENSCAN 

End 2371 



10420 




GI 


none 




Score 


. 82 


Exons 


138. .289, 1485. .1647, 1731. .1855, 1912. 


. .194 9, 2256 . . 2371 


Seq. No. 


9938 




Seq. ID 


OJ000209_01.0301.C25 


Gene No. 


21162 




Strand 


+ 


Start 


200 




End 


2946 


Name 


OJ000209 01.0301.C25.ol 


.gs 


Method 


GENSCAN 


Start 


200 




End 


'2946 


GI 


none 




Score 


.55 


Exons 


o n n ocrt oil jioi ioo 

zUU..zo9, 311. .431, / Zo 


n o t 

. . 937, 


1384. .1823, 2227. .2946 


Seq. No. 


9938 




Seq. ID 


OJ000209_01.0301.C25 


Gene No. 


21162 




Strand 


+ 


Start 


200 




End 


2946 


Name- 


OJ000209 01.0301.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


334 




End 


646 


GI 


3107358 




Score 


574 


Exons 


334 . . o4 b 








Seq. No. 


9938 




Seq. ID 


OJ000209_01.0301.C25 


Gene No. 


21162 




Strand 


+ 


Start 


200 




End 


2946 


Name 


OJ000209 01.0301.C25.o2, 


. gp 


Method 


AAT/GAP 


Start 


785 




End 


1681 


GI 


none 




Score 


825 


Exons 


785. .937, 1384. .1681 








Seq. No. 


9938 " 7 




Seq. ID 


OJ000209_01.0301.C25 


Gene No. 


21163 




Strand 




Start 


2707 




End 


3184 


Name 


OJ000209 01.0301.C25.o3, 


• gp 


Method 


AAT/GAP 


Start 


2707 




End 


3184 


GI 


none 




Score 


914 


Exons 


2707. .3184 








Seq. No. 


9938 




Seq. ID 


OJ000209_01.0301.C25 


Gene No. 


21164 




Strand 




Start 


4375 




End 


'6443 


Name 


OJ000209 01.0301.C25.o2, 


.np 


Method 


AAT/NAP 


Start 


4375 




End 


6443 


GI 


3461822 




Score 


1056 


Exons 


4375. .5199, 5679. . 6443 








GI Descrip. 


(AC004138) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


9938 




Seq. ID 


OJ000209_01.0301.C25 


Gene No. 


21165 




Strand 




Start 


6393 




End 


6799 


Name 


OJ000209 01.0301.C25.o4. 


.tm 


Method 


TBLASTX: Maize 


Start 


, 587 




End 


2954 


GI 


none 




Score 


68 


P von ^ 


587. .628, 587. .682, 677. 


. .700, 


830. .871, 


1381. .1491, 1381. .11 




1400. .1513, 1518. .1619, 


1519. 


.1620, 1533.. 1736, 1632. .1673, 




1678. .1758, 1690. .1731, 


1747. 


.1824, 174 


8. .1822, 2221. .2373, 




2221. .2406, 2496. .2522, 


2597. 


.2689, 2710. .2940, 2751. .2954, 




2751. .2942 








Seq. No. 


9938 




Seq. ID 


OJ000209_01.0301.C25 



10421 



Gene No . 


21165 








Strand 




Start 


6393 








End 


6799 


Name 


OJ000209 01 


. 0301 


.C25.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2232 








End 


2820 


GI 


none 








Score 


172 


Exons 


2232. .2360, 


2233 


. . 2376, 


2244 . 


.2387, 2257.. 2520, 2267.. 2533, 




2496. .2534, 


2569 


. . 2685, 


2689. 


.2820 




Seq. No. 


9938 








Seq. ID 


OJ000209_01 . 0301 . C25 


Gene No. 


21165 








Strand 




Start 


6393 








End 


6799 


Name 


QJ000209_01 


. 0301 


.C25 .ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4360 








End 


4 905 


GI 


none 








Score 


120 


Exons 


4360 . .4620, 


4371 


. . 4523, 


4372. 


. 4905 




Seq. No. 


9938 








Seq. ID 


OJ000209_01 . 0301 . C25 


Gene No. 


21165 








Strand 




Start 


- 6393 








End 


6799 


Name 


OJ000209_01 


. 0301 


.C25.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4372 








End 


4740 


GI 


none 








Score 


129 


Exons 


4372 . .4740, 


4373 


. . 4582, 


4575. 


.4646 




Seq. No. 


9938 








Seq. ID 


OJ000209_01 . 0301 . C2 5 


Gene No. 


21165 








Strand 




Start 


6393 








End 


6799 


Name 


OJ000209 01 


.0301 


.C25.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4372 








End 


4782 


GI 


none 








Score 


48 


Exons . 


4372 . .4782, 


4478 


. . 4519, 


4541 . 


. 4774 




Seq. No. 


9938 








Seq. ID 


OJ000209 01. 0301. C2 5 


Gene No. 


21165 








Strand 




Start 


6393 








End 


6799 


Name 


OJ000209__01 


. 0301 


.C25.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


4741 








End 


5190 


GI 


* none 








Score 


83 


Exons 


4741 . . 5121, 


5101 


. . 5190 








Seq. No. 


9938 








Seq. ID 


OJ000209_01 . 0301 ,C2 5 


Gene No. 


21165 








Strand 




Start 


6393 








End 


6799 


Name 


OJ000209_01 


.0301 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4877 








End 


5134 


GI 


none 








Score 


294 


Exons 


4877. .5134, 


4877 


. . 5122, 


4879. 


.5133 




■?eq. No. 


9938 








Seq. ID 


OJ000209_01.0301.C25 


Gene No. 


21165 








Strand 




Start 


6393 








End 


6799 


Name 


OJ000209 01 


.0301 


.C25.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4996 








End 


6281 


GI 


none 








Score 


60 


Exons 


4996. .5217, 


5101 


. .5199, 


5108. 


.5194, 5673.. 6017, 5680.. 6000, 




5907. .6080, 


5911 


. 6084, 


6090. 


.6281 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9938 

21165 

6393 

OJ000209_01.0301.C25.o2.tc 

5019 

none 

5019. .5099, 5107. .5199, 5117. 
5691. .5807, 5691. .5972, 5691. 
6084. .6308 



Seq. ID OJ000209_01.0301.C25 
Strand 

End 67 99 

Method TBLASTX : Cress 

End 6329 

Score 75 

.5200, 5683.. 6081, 5685.. 6080, 
.5816, 5925.. 5993, 6084.. 6329, 



Seq. No. 9938 

Gene No. 21165 

Start 6393 

Name OJ000209_01 . 0301 . C25 . o3 . tm 

Start 5673 

GI none 
Exons 



Seq. ID OJ000209_01.0301.C25 
Strand 

End 6799 

Method TBLASTX : Mai ze 

End 6302 

Score 77 



5673.-5849, 5691. .5885, 5692. .5829, 5739. .5786, 5755. .6117, 
5763. .6083, 5982. .6068, 6096. .6302, 6096. .6191 



Seq. No. 9938 

Gene No. 21165 

Start 6393 

Name OJ000209_01 . 0301 . C25 . o3 . ts 

Start 5673 

GI none 
Exons 



Seq. ID OJ000209_01.0301.C25 
Strand 

End 67 99 

Method TBLASTX : Soybean 

End 6278 

Score 77 



5673.-5777, 5706. .5843, 5709. .5858, 5713. .5853, 5868. .6080, 
6087. .6164, 6177. .6278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



9938 

21165 

6393 

OJ000209_01.0301.C25.o4 . gp 

6393 

none 

6393. .6799 

9939 

21166 

315 

OJ000209_01.0301.C27.ol.gs 

315 

none 

315. .535 



Seq. ID OJ000209_01.0301.C25 
Strand 

End 6799 

Method AAT/GAP 

End 6799 

Score 733 



Seq. ID OJ000209_01.0301.C27 

Strand + 

End 668 

Method GENSCAN 

End 535 

Score .53 



9939 
21166 
315 

OJ000209_01.0301.C27.ol.np 
315 

3935148 
315. .565, 635. .668 

(AC005106) T25N20.12 [Arabidopsis thaliana] 



Seq. ID OJ000209_01.0301.C27 
Strand + 

668 

AAT/NAP 
668 
74 



End 

Method 

End 

Score 



9940 

21167 

4965 

OJ990530_4 4 . 9819 . CI . o2 . gs 



Seq. ID OJ990530_44.9819.C1 

Strand + 

End 18098 

Method GENSCAN 



10423 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4965 End 18098 

none Score .46 

4965. .5177, 5310. .5418, 5545. .5609, 5713. .5751, 5878. .5974, 

6071. .6167, 6216. .6415, 6719. .6746, 6992. .7061, 7176. .7244, 

7332. .7399, 7493. .7541, 7751. .7882, 7949.-8223, 8513. .8577, 

8709. .9234, 9392. .9430, 12963 .. 13090 , 13741 13903, 
15614 . .15952, 16585 .. 16630, 18069.. 18098 



9940 Seq. ID 

21167 Strand 
4965 End 
OJ990530_4 4 . 9819 . CI . o2 . gp Method 
7872 End 
LIB34 34-008-P1-K1-A5 Score 
7872. .8267 

1 4 102 968 /gb | AF019212 | AF019212 4.0e-66 Oryza sativa subsp. indica 

18 kDa oleosin (olel8) gene, complete cds 1 



OJ990530_44 .9819. CI 
+ 

18098 
AAT/GAP 
8267 
740 



9940 Seq. ID 

21167 Strand 
4 965 End 
OJ990530_44.9819.Cl.o3.gp ' Method 
8664 End 
1009_1.R1084 Score 
8664. .9606 

, 3334279/sp|Q40646|OLE2_ORYSA 2.0e-25 OLEOSIN 18 KD (OSE721) . 
>gi_1171354 (U43931) 18 kDa oleosin [Oryza sativa] >gi_4102969 
(AF019212) 18 kDa oleosin [Oryza sativa subsp. indica] ? 



OJ990530_44 .9819. CI 
+ 

18098 
AAT/GAP 
9606 
1849 



Seq. No. 


9940 


Seq. ID 


OJ990530_44 .9819. CI 


Gene No. 


21167 


Strand 


+ 


Start 


4965 


End 


18098 


Name 


OJ990530 44.9819.Cl.o2.np 


Method 


AAT/NAP 


Start 


8720 


End 


9235 


GI 


3334279 


Score 


831 


Exons 


8720.. 9235 






GI Descrip. 


OLEOSIN 18 KD (OSE721) gi 11171354 (U43931) 18 kDa oleosin [Oryza 


sativa] gi 14102969 (AF019212 


) 18 kDa oleosin [Oryza sativa 




subsp. indica] 






Seq. No. 


9940 


Seq. ID 


OJ990530_44 .9819. CI 


Gene No. 


21167 


Strand 


+ 


Start 


4965 


End 


18098 


Name 


OJ990530 44.9819.Cl.o3.np 


Method 


AAT/NAP 


Start 


12544 


End 


16124 


GI 


2832683 


Score 


963 


Exons 


12544. .12599, 13684 .. 13903, 


15614. .16124 


GI Descrip. 


(AL021712) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


9940 


-Seq. ID 


OJ990530_44 .9819. CI 


Gene No. 


21167 


Strand 


+ 


Start 


4965 


End 


18098 


Name 


OJ990530 44.9819.Cl.o4.gp 


Method 


AAT/GAP 


Start 


12646 


End 


16475 


GI 


21315 1.R1084 


Score 


2547 


Exons 


1264 6. .1274 9, 1354 5. .13903, 


15614. .16475 


GI Descrip. 


, 2832683/emb|CAA16783.1| 1.0e-102 (AL021712) putative protein 



10424 



[Arabidopsis thaliana] ' 



Seq. No. 9940 

Gene No. 21168 

Start 27156 

Name , OJ990530_4 4 . 9819 . CI . o5 . gs 

Start 27156 

GI none 
Exons 



Seq. ID OJ990530_44 .9819. CI 

Strand + 

End 29141 

Method GENSCAN 

End 29141 

Score .55 



27156. .27236, 27313 .. 27382 , 27583 .. 27 981 , 29041. .29141 



Seq. No. 9940 Seq. ID 

Gene No. 21169 Strand 

Start 30117 End 

Name 0 J990530_4 4 . 98 1 9 . CI . 08 . gp Method 

Start 30117 End 

GI none Score 

Exons 30117. .30355 



OJ990530_44 .9819. CI 
+ 

30355 
AAT/GAP 
30355 
388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



9940 

21170 

35051 

OJ990530_4 4 . 9819 . CI . o7 . np 

35051 

3025299 

35051. .35122, 36723 .. 36897 , 
37633.-37733, 388 60 .. 38896, 
40076. .40167, 40253 .. 4 0432 , 



Seq. ID OJ990530_ 
Strand + 
End 42330 
Method AAT/NAP 
End 41757 
Score 1405 
37015. .37140, 37394 
39244. .39462, 39544 



44. 9819. CI 



,37489, 
,39655, 
,41757 



41035. .41148, 41560. 
HYPOTHETICAL 62.3 KD PROTEIN T29M2jL.25 gi | 2088 660 | gb | AAB95294 . 1 | 
(AF002109) putative ABC transporter [Arabidopsis thaliana] 



= ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9940 Seq. ID 

21170 Strand 

35051 End 

OJ990530_4 4 . 9819 . CI . o7 . gs Method 

36583 End 

none Score 



OJ990530_44.9819.C1 

+ 

42330 
GENSCAN 
42330 
.82 



36583. .36960, 37015 .. 37140, 37 633 .. 37733, 388 60 388 96, 
39244.. 39462, 40253.. 40432, 4 1035 .. 4 1148 , 4 14 51 . .4 1559, 
42236. .42330 



Seq. No. 9940 Seq. ID 

Gene No. 21170 Strand 

Start 35051 End 

Name 0 J990530_4 4 . 98 1 9 . CI . ol 1 . gp Method 

Start 41030 End 

GI 2431222 Score 

Exons 41030. .41148,. 41560.. 41873 

GI Descrip. 3025299/sp | 004212 | YT25_ARATH 3.0e-29 HYPOTHETICAL 62.3 KD 
PROTEIN T29M21.25 >gi_2088660 (AF002109) ABC1 isolog 
[Arabidopsis thaliana] >gi_4895258_gb_AAD32842 . 1_AC007658 
(AC007658) putative ABC1 protein [Arabidopsis thaliana] 



OJ990530_44.9819.C1 
+ 

42330 
AAT/GAP 
41873 
780 



Seq. No. 
Gene No. 
Start 
Name 
Start 



9940 

21170 

35051 

OJ990530_ 

41926 



44.9819.Cl.ol2.gp 



Seq. ID OJ990530_44 . 9819. CI 

Strand + 

End 42330 

Method AAT/GAP 

End 42196 
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GI 


3762197 


Score 


507 


Exons 


41926. .42196 






Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819.C1 


(Zprip No 


21171 


Strand 


+ 


Start 


57234 


End 


59962 


Name . 


OJ990530 44.9819.Cl.ol0.gs 


Method 


GENSCAN 


Start 


57234 


End 


59962 


GI 


none 


Score 


.42 


Exons 


57234. .57566, 57 640 .. 57731 , 


57756. .57849, 57942 .. 58152, 




58261. .58343, 58506. .58741, 


58774 . .59000, 59505.. 59962 


Seq. No. 


9940 


Seq. ID 


OJ990530_44 . 9819. CI 


Gene No. 


21172 


Strand 


+ 


Start 


60037 


End 


63075 


Name 


OJ990530 44.9819.Cl.ol0.np 


Method 


AAT/NAP 


Start 


60010 


End 


63075 


GI 


5902445 


Score 


2327 


Exons 


60010. .63075 






GI Descrip. 


(AB030283) GAG-POL precursor 


■ [Oryza sativa] 


Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819.C1 


Gene No. 


21172 


Strand 


+ 


Start 


60037 


End 


63075 


Name 


OJ990530 44. 9819. CI. oil. gs 


Method 


GENSCAN 


Start 


60037 


End 


62451 


GI 


none 


Score 


.85 


Exons 


60037. .61201, 61295. .61830, 


61879. . 624 


51 


Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819.C1 


Gene No . 


21173 


Strand 




Start 


1 


End 


2068 


Name 


OJ990530 44.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1912 


GI 


1679794 


Score 


294 


Exons 


1..103, 320. .445, 527. .646, 


1364 . . 1492, 1809. . 1912 


GI Descrip. 


(U77627) Allele: hi2 [Danio 


rerio] 




Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819.C1 


Gene No. 


21173 


Strand 




Start 


1 


End 


2068 


Name 


OJ990530 44.9819.Cl.ol.gp 


Method 


AAT/GAP 


Start 


2 


End 


2068 


GI 


42478 1.R1084 


Score 


1098 


Exons 


2. .102, 320. .445, 527. .646, 


1364. .1492 


, 1809. .1894, 1991. .2068 


GI Descrip. 


*3080524/emb|CAA18653 | 7.0e- 


39 (AL022599) hypothetical protein 




[Schizosaccharomyces pombe] 1 






Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819.C1 


Gene No. 


21173 


Strand 




Start 


1 


End 


2068 


Name 


OJ990530 44 . 9819 . CI . ol . gs 


Method 


GENSCAN 


Start 


320 


End 


2014 


GI 


none 


Score 


.98 


Exons 


320. .445, 527. .646, 1364. .1492, 1809.. 


1894, 1991.. 2014 


Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819.C1 
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Gene No. 21174 Strand 

Start 14732 End 18543 

Name OJ990530_44 . 9819 . CI . o4 . np Method AAT/NAP 

Start 14732 End 18543 

GI 130997 Score 84 

Exons • 14732. .14779, 17 109 .. 17190, 17255 17431, 17524 .. 17 613, 
18450. .18543 

GI Descrip. REPETITIVE PROLINE-RICH ' V CELL WALL PROTEIN 1 PRECURSOR 

gi I 81809 | pir M A29324 proline-rich protein precursor - soybean 
gi | 170049 (J02746) proline-rich protein [Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9940 Seq. ID OJ990530_4 4 . 981 9 . CI 

21175 Strand 

19902 End 22959 

OJ990530_44 . 98 19 . CI . o5 . gp Method AAT/GAP 

19311 End 20344 

18382_1.R1084 Score 1978 

19311. .20344 

'1871192 2.0e-14 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 1 



Seq. No. 9940 Seq. ID 

Gene No. 21175 Strand 

Start 19902 End 

Name OJ990530_4 4 . 98 19 . CI . o3 . gs Method 

Start 19902 End 

GI none Score 

Exons 19902. .22151 



OJ990530_44.9819.C1 

22959 
GENSCAN 
22151 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



9940 Seq. ID 

21175 Strand 

19902 End 

OJ990530_44. 9819 . CI . o5 . np Method 

19908 End 

1871192 Score 



OJ990530_44. 9819. CI 

22959 
AAT/NAP 
22959 
1659 



19908. .19991, 20025. .20433, 204 73 .. 22028 , 22824. .22959 
(U90439) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9940 Seq. ID OJ990530_4 4 . 9819 . CI 

21175 Strand 

19902 End 22959 

OJ990530_4 4 . 9819 . CI . 06 . gp Method AAT/GAP 

20504 End 20883 

2310056 Score 717 

20504. .20883 

1871192 2.0e-14 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 



Seq. No. 9940 Seq. ID 

Gene No. 21175 Strand - 

Start 19902 End 

Name OJ990530_4 4 . 98 19 . CI . o7 . gp Method 

Start 21104 End 

GI 30799_1.R1084 Score 

Exons 21104. .22052 

GI Descrip. '1871192 1.0e-89 (U90439) Cys3His zinc finger protein isolog 



OJ990530_44.9819.C1 

22959 
AAT/GAP 
22052 
1874 
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[Arabidopsis thaliana] 1 










Seq. No. 


9940 


Seq. ID 


OJ990530_4 4 .9819. 


.CI 




Gene No. 


21176 


Strand 








Start 


30411 


End 


34487 






Name 


OJ990530 44.9819.Cl.o9.gp 


Method 


AAT/GAP 






Start 


30340 


End 


30690 






GI 


LIB3433-051-P1-K1-B3 


Score 


392 






Exons 


30340. .30495, 30635. .30690 










GI Descrip. 


'4895260/gb|AAD32844 .1 | AC007658_3 9.0e 


-16 (AC007658) 








thioredoxin-like protein [Arabidopsis 


thaliana] 1 






Seq. No. 




Seq. ID 


OJ990530_44.9819. 


.CI 




Gene No. 


21176 


Strand 








Start 


30411 


End 


34487 






Name 


OJ990530 44 . 9819 . CI . 06 . gs 


Method 


GENSCAN 






Start 


30411 


End 


34487 






GI 


none 


Score 


.74 






Exons 


30411. .30495, 30635 .. 30690 , 


30769. .30896, 31278 .. 31368 , 








31886. .31913, 33084 .. 33127 , 


33262. .33531, 34386.-34487 






Seq. No. 


9940 


Seq. ID 


OJ990530_44 . 9819. 


.CI 




Gene. No. 


21176 


Strand 








Start 


30411 


End 


34487 






Name 


OJ990530 44.9819.Cl.o6.np 


Method 


AAT/NAP 




n 


Start 


30414 


End 


33357 






GI 


4895260 


Score 


414 




w 

ar 


Exons 


30414. .30495, 30635 .. 30 690 , 


30769. .30877, 33084 .. 33127 , 




e; 
_ I 




33262. .33357 








: : 
'--r 


GI Descrip. 


(AC007658) unknown protein 


[Arabidopsis thaliana] 




II 

y 


Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819. 


, CI 




Gene No. 


21176 


Strand 








Start 


30411 


End 


34487 






Name 


OJ990530 44.9819..Cl.ol0.gp 


Method 


AAT/GAP 




.J 


Start 


33058 


End 


33574 




=: 


GI 


17868 2.R1084 


Score 


654 




=t 


Exons 


33058 . .33127, 33262.. 33574 








=f 


GI Descrip. 


f 3025299/sp|O04212| YT25 ARATH 3.0e-29 


HYPOTHETICAL 62.3 


KD 


c? 




PROTEIN T29M21.25 >gi 2088660 (AF002109) ABC1 isolog 




3 i 




[Arabidopsis thaliana] >gi 


4895258 gb AAD32842.1 AC007658 : 






(AC007 658) putative ABC1 protein [Arabidopsis thaliana] ' 






Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819. 


CI 




Gene No. 


21177 


Strand 








Start 


41607 


End 


47720 






Name 


OJ990530 44.9819.Cl.o8.np 


Method 


AAT/NAP 






Start 


41607 


End 


43429 






GI 


1418325 


Score 


. 88 






Exons 


41607. .41753, 4274 1 .. 42836, 


43185. .43429 






GI Descrip. 


(X98674) zinc finger protein [Arabidopsis thaliana] 








gil 1418337 | emb | CAA67231 | (X98673) zinc 


finger protein 








[Arabidopsis thaliana] 










Seq. No. 


9940 


Seq. ID 


OJ990530_44.9819. 


CI 




Gene No. 


21177 


Strand 








Start 


41607 


End 


47720 
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Name 

Start 

GI 

Exons 



OJ990530_4 4 . 98 19 . CI . 08 . gs Method GENSCAN 

42621 End 47720 

none Score . 83 



42621. .44161, 44908, 
46409. .47720 



.45075, 45861. .46113, 4 6206 .. 46339, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9940 Seq. ID OJ990530_4 4 . 981 9 . CI 

21178 Strand 

49537 End 55017 

OJ990530_4 4 . 9819 . CI . o9 . np Method AAT/NAP 

49537 End 55017 

5441880 Score 2687 

49537. .49748, 50052 .. 50299, 50538 .. 507 99, 50904 .. 51202 , 

51782. .52115, 52224 .. 52363, 52963 .. 532 92 , 53551 .. 53579, 

54024. .55017 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

9940 Seq. ID OJ990530_4 4 . 981 9 . CI 

21178 Strand 

49537 End 55017 

OJ990530_4 4 .98 19. CI .ol3.gp Method AAT/GAP 

49858 End 50290 

LIB3433-020-P1-K1-A6 Score 688 

49858.. 50290 

1 5670155/gb|AF161269.1 IAF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



9940 Seq. ID 

21179 Strand 

63445 End 

OJ990530_4 4 . 9819 . CI . ol2 . gs Method 

63445 End 

none Score 



OJ990530_44.9819.C1 

68913 
GENSCAN 
68913 
.5 



63445.-63492, 64 082 .. 64 171 , 64 470 .. 65207 , 65438 .. 65977 , 
66028. . 66190, 66204 .. 66253, 66363 .. 66902 , 67074 .. 67 161 , 
68804. .68913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9940 
21180 
70559 

OJ990530_4 4 . 9819 . CI . olO . tm 
31 

none 



Seq. ID OJ990530_44. 9819. CI 
Strand 

End 76817 
Method TBLASTX : Maize 
End 1894 
Score 82 

31.". 105, 34. .105, 38. . 109, 172. .252, 318. .443, 318. .443, 

319. .447, 320. .448, 502. .690, 523. .663, 1359. .1493, 1360. .1494, 

1363. .1494, 1364. .1498, 1794. .1865, 1808. .1894 



Seq. No. 9940 

Gene No. 21180 

Start 70559 

Name OJ990530_4 4 . 98 19 . CI . o7 . tc 

Start 1363 

GI none 

Exons 1363.. 1488, 1364.. 1489, 1808. 



Seq. ID OJ990530_44. 9819.C1 
Strand 

End 76817 

Method TBLASTX : Cress 

End 1894 

Score 131 
.1894 
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Seq. No. 9940 
Gene No. 21180 
Start 70559 

Name OJ990530_4 4 . 98 19 . CI . o7 . tw 

Start 5718 
GI none 

Exons 5718.. 5756, 5722.. 5754, 5725. 

5880.. 6008, 6054.. 6170, 6070. 
6077. .6172 



Seq. ID OJ990530_44. 9819. CI 
Strand 

End 76817 
Method TBLASTX : Wheat 
End ■ 6201 
Score 51 

.5760, 5877.. 5972, 5878.. 5973, 
.6168, 6070. . 6201,' 6072. . 6170, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9940 

21180 

70559 

OJ990530_44.9819.Cl.o5.ts 

6975 

none 



Seq. ID OJ990530_44.9819.C1 
Strand 

End 76817 

Method TBLASTX : Soybean 

End 7414 

Score 99 

6975. .7061, 6977. .7057, 7170. .7247, 7170. .7244, 7328. .7414, 
7332. .7400 



Seq. No. 9940 

Gene No. 21180 

Start 70559 

Name OJ990530_4 4 . 98 19 . CI . o9 . tm 

Start 8771 

GI none. 
Exons 



Seq. ID OJ990530_44.9819.C1 
Strand 

End 76817 

Method TBLASTX : Mai ze 

End 9112 

Score 100 



J771..8851, 8773. .9090, 8921. .9097, 9032. .9112 



Seq. No. 9940 

Gene No. 21180 

Start 70559 

Name OJ990530_4 4 . 9819 . CI . ol . tm 

Start 13630 

GI none 
Exons 



Seq. ID OJ990530_44 . 9819. CI 
Strand 

End 76817 

Method TBLASTX : Mai ze 

End 16097 

Score 302 



13630. .13893, 13634 13894 , 13640 .. 13897 , 1364 7 .. 138 98 , 
15552. .16097, 15614. .16093 



Seq. No. 9940 

Gene No. 21180 

Start 70559'" 

Name OJ990530__4 4 . 9819 . CI . o2 . ts 

Start 13640 

GI none 
Exons 



Seq. ID OJ990530_44.9819.C1 
Strand 

End 76817 

Method TBLASTX : Soybean 

End 15884 

Score 106 



13640. .13891, 13643. . 13903, 13662 .. 13904 , 13698 .. 13907 , 
15552. . 15884, 15616 .. 15753, 15618 .. 15875 , 15779. .15880 



Seq. No. 9940 

Gene No. 21180 

Start 70559 ■ 

Name OJ990530_4 4 . 98 19 . CI . 06 . tw 

Start 13646 

GI none 

Exons 13646. .13879, 13647.. 13880 



Seq. ID OJ990530_44 . 9819. CI 
Strand 

End 76817 

Method TBLASTX : Wheat 

End 13880 

Score 302 



Seq. No. 9940 

Gene No. 21180 

Start 70559 

Name OJ990530 4 4 . 9819 . CI . o5 . tc 



Seq. ID OJ990530_44.9819.C1 
Strand 

End 76817 

Method TBLASTX : Cress 



10430 




Start 


13652 






End 


13895 




GI 


none 






Score 


154 




Exons 


13652. 


.13888, 13662. 


. 13895, 


13664. .13894 




Seq. No. 


9940 






Seq. ID 


OJ990530_44 .9819, 


XI 


Gene No. 


21180 






Strand 






Start 


70559 




- 


End 


76817 




Name 


OJ990530 44. 9819. CI'. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


15618 






End 


15878 




GI 


none 






Score 


387 




Exons 


15618. 


.15878, 15618. 


. 15836, 


15779. . 15874 




Seq. No. 


9940 






Seq. ID 


OJ990530_44 .9819. 


.CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


15879 






End 


16131 




GI 


none 






Score 


316 




Exons 


15879. 


.16118, 15881. 


. 16117 , 


15886. . 16131 




Seq. No. 


9940 






Seq. ID 


OJ990530_44.9819. 


. CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI. 


ol4 . tm 


Method 


TBLASTX : Maize 




Start 


19372 






End 


19801 




GI 


none 






Score 


36 




Exons 


19372. 


.19401, 19372. 


. 19404, 


19398. . 19442, 19399 194 43, 






19493. 


.19627, 19510. 


. 19623, 


19648. . 19800, 19649.. 19801 




Seq. No. 


9940 






Seq. ID 


OJ990530_44 .9819. 


■ CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


19760 






End 


20121 




GI 


none 






Score 


71 




Exons 


19760. 


.19804, 19765. 


. 19812, 


19765. . 19812, 19805 .. 19831, 






19806. 


.19835, 19884. 


.20096, 


19887. .20096, 19888 .. 20097, 






20055. 


.20120, 20058. 


OAT Oft 

. 20120, 


20059. .20121, 20062.. 20121 




Seq. No. 


9940 






Seq. ID 


OJ990530_44 .9819, 


. CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


19853 






End 


20505 




GI 


none 






Score 


155 




Exons 


19853. 


.20011, 19866. 


. 20033, 


19875. .20012, 1987 9. .20034, 






20013. 


.20216, 20015. 


.20272, 


20081. .20272, 20270 .. 20488, 






20273. 


.20350, 20278. 


.20505, 


20280. .20504, 20290.. 20505 




Seq. No. 


9940 






Seq. ID 


OJ990530_44 .9819, 


.CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


19926 






End 


21414 




GI 


none 






Score 


35 




Exons 


19926. 


.19967, 19972. 


.20013, 


20088. .201! 


33, 20089. .20136, 






20163. 


.20213, 20203. 


.20244, 


20292. .20453, 20326 .. 2034 6, 





10431 








o r\ o o c n a c. a o n /i o o 

2Uoob . . 204 54 , 2U482. 


o n f i c\ 

. 20679, 


20565. .20711, 20580 .. 20684 , 








2(J /Id . . 2U924, /io. 


o n o r i 

. 208 67 , 


20776. .20946, 20815 .. 20937 , 








zu yzo . . zuy bo, 2iuuo. 


O 1 / 1 o 

. 214 1 3 , 


21010. .21414 






Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 


.Cl 




Gene No. 


21180 




Strand 


- 






btart: 


/ udj y 




End 


76817 






Name 


n TQQdRTri /I/I QQ1 Q pi 

ujyyuDou 4 4.yoiy.Gi. 


o4 . tm 


Method 


TBLASTX': Maize 






Start 


zuoby 




End 


21051 






GI 


none 




Score 


593 






Exons 


2 uo d y . . 2 i uj i , 2uo/i. 


o 1 n c n 










Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 


.Cl 




Gene No. 


21180 




Strand 










7 H R c; Q 




End 


76817 






Name 


ujyyuoju 44.yoiy.Gi. 


ol . tc 


Method 


TBLASTX: Cress 






b tart 


2Uo /o 




End 


21363 






Gl 


none 




Score 


56 






Exons 


2Uo / o . . 2uy4 y , zuyio. 


o 1 O C Q 

. 21309, 


21010. .21360, 21025.. 21363 






Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 


.Cl 




Gene No. 


21180 




Strand 


- 






btart 


/uooy 




End 


76817 






Name 


OJ990530 44. 9819. Cl. 


ol . tw 


Method 


TBLASTX: Wheat 




; a \ 
•~ 


Start 


O 1 po / 

21024 




End 


21416 




iin 


GI 


none 




Score 


14 0 




m 


Exons 


21024 .• 21194 , 21025. 


o i i n o 

. 21192 , 


21201. .214 


16, 21208.. 21366 






Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 


.Cl 


M* 


Gene No. 


21180 




Strand 


- 






btart 


/ uo d y 




End 


76817 






Name 


ojyyuooU 44.9oiy.ci. 


ol b . tm 


Method 


TBLASTX: Maize 




i Li 


Start 


2 lUb 1 




End 


21167 






Gl 


none 




Score 


119 




,:s: 
L _E 

't. i 


Exons 


2 1U0 1 . . 2 1 i o / , 21U02. 


o i i a o 
. 2 1 1 b2 








s| 


Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 


.Cl 




Gene No. 


21180 




Strand 








o rare 


/ udj y 




End 


76817 






Name 


ujyyuoou 44.yoiy.Gi. 


o3 . tm 


Method 


TBLASTX: Maize 






otart 


211/2 




End 


21543 






Gl 


none 




Score 


518 






Exons 


oi no oic/io 01 n/i 
211 /2 . . 2104J, 211/4. 


Ol C/IO 

. 21o42 










Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 


.Cl 




Gene No. 


21180 




Strand 








otart 


7pi;qq 

/ uoo y 




End 


76817 






Name 


ujyyuoou 44.ytJiy.Gi. 


06 . tC 


Method 


TBLASTX: Cress 






Start 


Ol /lOI 

214/1 




End 


21885 






Gl 


none 




Score 


36 






Exons 


Ol /IT 1 O 1 C C "7 O 1 E O C 

2 14 / 1 . . 21bb / , 21oob. 


O 1 O O 1 

. 21bo 1 , 


21625. .216 


60, 21733.. 21885 






Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819, 


.Cl 




Gene No. 


21180 




Strand 








Start 


70559 




End 


76817 






Name 


OJ990530 44. 9819. Cl. 


ol2.tm 


Method 


TBLASTX: Maize 






Start 


30385 




End 


30864 





10432 






GI 


none 




Score 


95 






Exons 


30385. .30498, 30387. 


. 30509, 


30632. .30691, 30633 .. 30683, 








30634 .. 30690, 30767. 


. 30853, 


30768. .30854, 30769 .. 308 64 , 








30769 . . 30855 












Seq. No. 


9940 




Seq. ID 


OJ990530_44. 9819, 


. CI 




Gene No. 


2 1180 




Strand 








Start 


70559 




End 


76817 






Name 


OJ990530_44.9819.C1. 


o4 . ts 


Method 


TBLASTX : Soybean 






Start 


O A A A C 

30405 




End 


33358 






GI 


none 




Score 


68 






Exons 


30405 304 82 , 30600. 


. 3068 9, 


30632. .30709, 30634 . .30690, 








30764 30877 , 30769. 


. 3087 6, 


33083. .33130, 33085 .. 33129, 








33154 33195 , 3325 /. 


A A A C O 

. 33358 , 


33262. .33357 






Seq. No. 


9940 




Seq. ID 


OJ990530_44 . 9819, 


.CI 




Gene No. 


21180 




Strand 








Start 


/ Uooy 




End 


76817 






Name 


OJ990530 44. 9819. CI. 


ol7 . tm 


Method 


TBLASTX: Maize 






Start 


A O A O "3 

33083 




End 


33370 






GI 


none 




Score 


68 






Exons 


33083 33151, 33084. 


A A 1 C A 

. 33152, 


33257. .33370, 33262.. 33369 




a 


Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819. 


.CI 




Gene No. 


21180 




Strand 






rfi 


Start 


70559 




End 


76817 




\l\ 


Name 


OJ990530 44. 9819. CI. 


o3 . tc 


Method 


TBLASTX: Cress 






Start 


36652 




End 


37067 




Li 


GI 


none 




Score 


288 




* b; 


Exons 


O /" /" C A ""> /" A A "~7 A z'" """7 A A 

36652 .. 368 97 , 36738. 


.36899, 


37014. .37067, 37015. .37065 




't =: 
i'U 

; U 


Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819. 


.CI 




Gene No. 


21180 




Strand 








Start 


"J A C C A 

/0559 




End 


76817 




'as? 


Name 


/-v. -r A A A C A A ji >■ no 1 A ril 

OJ990530 44. 9819. CI. 


oil . tm 


Method 


TBLASTX: Maize 






Start 


39255 




• End 


39615 




j t 


GI 


none 




Score 


251 






Exons 


39255 .. 394 67 , 39256. 


A A A a o 

.394 68, 


39544. .39615, 39544.. 39615 




a 


Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819. 


. CI 


Q 


Gene No. 


21180 




Strand 








Start 


70559 




End 


76817 






Name 


OJ990530_44. 9819. CI. 


ol3 . tm 


Method 


TBLASTX: Maize 






Start 


A A T A A 

40120 




End 


41750 






GI 


none 




Score 


78 






Exons 


/I A 1 A A /I m n a A1 A A 

40120 .. 40167 , 40120. 


. 40167 , 


40250. .40399, 4 0250 . . 4 04 17 , 








/5 1 A A A /| i 1 r i y| 1 A A A 

4 1020 .. 4 1151 , 41022. 


. 4 1150, 


41559. .41705, 41559. .41627, 








4 1560 .. 41709, 41584. 


. 4 1703, 


41694. .41750 






Seq. No. 


9940 




Seq. ID 


OJ990530_44 . 9819. 


, CI 




Gene No. 


01 i on 
z 1 loU 




Strand 








Start 


70559 




End 


76817 






Name 


OJ990530 44. 9819. CI. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


53797 




End 


68808 






GI 


none 




Score 


73 






Exons 


53797. .53970, 53808. 


.53948, 


53903. .53971, 53995 54 171 , 








54020. .54172, 54025. 


.54174, 


68716. .68808 





10433 



Seq. No. 


9940 






Seq. ID 


OJ990530_44 . 981-9. 


CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


7 6817 




Name 


OJ990530 44. 9819. CI 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


53872 






End 


54468 




GI 


none 






Score 


177 




Exons 


53872. 


.53943, 53990 


. .54 310, 


r < n A 1 t~ A A 

54001 . .54 4 


68, 54350 . . 544 63 




Seq. No. 


9940 






Seq. ID 


OJ990530_44.9819. 


CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


55363 






End 


60729 




GI 


none 






Score 


4 66 




Exons 


55363. 


.55482, 60310 


. . 60729, 


60310 . . 607 


26, 60513 . . 60728 




Seq. No. 


9940 






Seq. ID 


OJ990530_44.9819. 


CI 


Gene No . 


21180 






Strand 






Start 


70559 






End 


7 6817 




Name 


OJ990530 44. 9819. CI 


. oil . tw 


Method 


TBLASTX: Wheat 




Start 


59393 






End 


59752 




GI 


none 






Score 


74 




Exons 


. 59393. 


.59524, 59530 


. .59751, 


59531 . . 597 


52 




Seq. No. 


9940 






Seq. ID 


OJ990530_44 . 9819. 


CI 


Gene No. 


. 21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ9905 


30_44.9819.C1 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


59956 






End 


60309 




GI 


none 






Score 


338 




Exons 


59956. 


.60309, 59982 


. . 60308, 


60103 . . 603 


09 




Seq. No. 


9940 






Seq. ID 


OJ990530_44 .9819. 


CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI 


. 06 . tm 


Method 


TBLASTX : Mai ze 




Start 


60084 






End 


604 4 1 




GI 


none 






Score 


388 




Exons 


60084. 


.60440, 60085 


. . 60441, 


60127 . . 604 


4 1 




Seq. No. 


9940 






Seq. ID 


OJ990530_44.9819. 


CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ9905 


30_44.9819.C1 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


60469 






End 


60852 




GI 


none 






Score 


404 




Exons 


60469. 


.60852, 60579 


. . 60839 








Seq. No. 


9940 






Seq. ID 


OJ990530_44.9819. 


CI 


Gene No. 


21180 






Strand 






Start 


70559 






End 


76817 




Name 


OJ990530 44. 9819. CI 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


60619 






End 


60971 




GI 


none 






Score 


274 




Exons 


60619. 


.60954, 60621 


. .60764, 


60879. . 609 


71 





10434 






Seq. No. 


9940 




Seq. ID 


OJ990530_44. 9819 




Gene No. 


21180 




Strand 






Start 


70559 




End 


/ DO 1 / 




Name 


OJ990530 44. 9819. CI 


. olO . tw 


Method 


TBLASTX : wheat 




Start 


60730 




End 


f rt n a a 

6U 94 5 




GI 


none 




Score 


rt i rt 

212 




Exons 


60730 .. 60945, 60735 


. . 60839 








Seq. No.- 


9940 




Seq. ID 


OJ990530_44.9819 




Gene No. 


21180 




Strand 






Start 


70559 




End 


76817 




Name 


^\ -r r\ c\ r\ r~ ^ f\ a a rt rt i rt ni 

OJ990530 44. 9819. CI 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


61219 




End 


61581 




GI 


none 




Score 


62 




Exons 


61219 .. 61317 , 61357 


. . 61581, 


61359. .61580 




Seq. No. 


9940 




Seq. ID 


OJ990530_44 . 9819 




Gene No. 


21180 




Strand 






Start 


i rt c c n 

70559 




End 


76817 




Name 


/^iTrtrtrt{T*!Jrt /I yl rt O "1 rt /"» 1 

OJ990530 44. 9819. CI 


. o5 . tw 


Method 


TBLASTX : Wheat 




Start 


61221 




End 


61646 




GI 


none 




Score 


327 


i SB t 

: 5=r 

°i 


Exons 


61221. .61337, 61222 


. . 61644 , 


61395. .61457, 61479.. 61646 


t. 1 

: 

i. ; s 


Seq. No. 


9940 




Seq. .-ID 


OJ9905.30_44.9819 


rii 


Gene No. 


. 21180 




Strand 






Start 


70559 




End 


76817 




Name 


OJ990530_4 4 . 9819 .CI 


. ol5 . tm 


Method 


TBLASTX: Maize 


i E 
: : 


Start 


61867 




End 


62121 


; "r 
'■si 


GI 


none 




Score 


203 


i L? 


Exons 


61867. .62121, 61962 


. . 62120 






IS 


Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 


•3 =: 


Gene No. 


21180 




Strand 




VI 
-I 


Start 


t rt c c rt 

70559 




End 


76817 


H c 


Name 


^"\-rrtrtrtc*3rt a a rt o i rt r~* i 

OJ990530 44. 9819. CI 


. 08 . tw 


Method 


TBLASTX: Wheat 


a 


Start 


61963 




End 


62352 




GI 


none 




Score 


237 


a 

si 

! | 


Exons 


1 rt rt ^ooco 

61963 . . 62352 








'isf 


Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 




Gene No. 


21180 




Strand 






Start 


T rt C C rt 

70559 




End 


76817 




Name 


/™\TrtrtrtCOrt A A rtOTrt O 1 

OJ990530 44. 9819. CI 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


62122 




End 


62484 




GI 


none 




Score 


341 




Exons 


rt -1 rt rt rt yl rt /I /" rt rt 1 VI 

62122 .. 62484 , 62214 


. .624 83 








Seq. No. 


9940 




Seq. ID 


OJ990530_44.9819 




Gene No . 


rt 1 1 O rt 

21180 




Strand 






Start 


70559 




End 


76817 




Name 


OJ990530 44. 9819. CI 


. ol3 . gs 


Method 


GENSCAN 




Start 


70559 




End 


75747 




GI 


none 




Score 


.67 




Exons 


70559. .70741, 70781 


. .71301, 


71435. .71494, 7 174 1 . . 7 1804 , 






72933. .73096, 73817 


. .74072, 


74216. .75095, 75104. .75747 



10435 






Seq. No. 


9940 


Seq. ID 


OJ990530_ 


44 . 9819 


.CI 




Gene No. 


21180 


Strand 










Start 


70559 


End 


76817 








Name 


OJ990530 44. 9819. CI. oil. np 


Method 


AAT/NAP 








Start 


73492 


End 


76817 








GI 


1076802 


Score 


111 








Exons 


73492. .73502, 74 912 75415, 7547 6 .. 75572, . 7 6365 . 


.76589, 








76747. .76817 












GI Descrip. 


extensin-like protein - maize 


gi | 600118 |embjCAA84230| { 


Z34 






extensin-like protein [Zea mays] gi | 1096557 | prf | 


I2111476A 






extensin-like domain [Zea mays] 










Seq. No. 


9941 


Seq. ID 


OJ990530_ 


44.9819 


.C2 




Gene No. 


21181 


Strand 


+ 








Start 


73 


End 


5148 








Name 


OJ990530 44.9819.C2.ol.gs 


Method 


GENSCAN 








Start 


73 


End 


5148 








GI 


none 


Score 


. 55 








Exons 


73. .85, 1607. .1632, 1656. .1799, 3138.. 


3324, 3874 


. .4074, 








4183. .4428, 4657. .4779, 5114.. 


5148 










Seq. No. 


9941 


Seq. ID 


OJ990530_ 


44.9819 


.C2 




Gene No. 


21181 


Strand 


+ 








Start 


73 


End 


5148 






U 


Name 


OJ990530 44.9819.C2.o2.np 


Method 


AAT/NAP 








Start 


970 


End 


2420 






rii 


GI 


6498436 


Score 


67 








Exons 


970. .1202, 2392. .2420 










1 : ' 


GI Descrip. 


(AP000815) .hypothetical protein [Oryza 


sativa] 






: cr 


Seq. No. 


9941 


Seq. ID 


OJ990530_ 


44.9819 


.C2 




Gene No. 


21181 


Strand 


+ 






: if 


Start 


73 


End 


5148 








Name 


OJ990530 44 . 98 19 . C2 . o3 . np 


Method 


AAT/NAP 








Start 


3185 


End 


4974 








GI 


6705984 


Score 


1311 






M= 


Exons 


3185. .4974 










. 3£ 


GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






.; ei 
:.-! 

i:i 


Seq. No. 


9941 


Seq. ID 


OJ990530_ 


44.9819 


.C2 




Gene No. 


21182 


Strand 










Start 


591 


End 


1899 








Name 


OJ990530 44.9819.C2.ol.np 


Method 


AAT/NAP 








Start 


591 


End 


1899 








GI 


5777617 


Score 


107 








Exons 


591. .738, 1795. .1899 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 








Seq. No. 


9941 


Seq. ID 


OJ990530_ 


44.9819 


.C2 




Gene No. 


21183 


Strand 










C4- v-4- 

otart 


5669 


End 


11437 








Name 


OJ990530 44.9819.C2.o2.tm 


Method 


TBLASTX: Maize 






Start 


3246 


End 


3464 








GI 


none 


Score 


235 








Exons 


3246. .3464, 3281. .3463, 3291.. 


3464 










Seq. No. 


9941 


Seq. ID 


OJ990530_ 


44.9819 


.C2 



10436 




Gene No. 


21183 






Strand 


- 




Start 


5669 






End 


11437 




Name 


OJ990530_44 . 


9819. 


,C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3279 






End 


3791 




GI 


none 






Score 


483 




Exons 


3279. . 3791, 


3291 . 


, . 3785, 3659. 


. 3790 






Seq. No. 


- 9941 






Seq. ID 


OJ990530_44 . 9819 


.C2 


Gene No. 


21183 






Strand 






Start 


5669 






End 


11437 




Name 


OJ990530_44 . 


9819. 


,C2.ol. ts 


Method 


TBLASTX: Soybean 




Start 


3297 






End 


3680 




GI 


none 






Score 


165 




Exons 


3297 . . 34 67 , 


3492. 


. 3680 








Seq. No. 


9941 






Seq. ID 


OJ990530_44 . 9819 


.C2 


Gene No. 


21183 






Strand 






Start 


5669 






End 


11437 




Name 


OJ990530 44. 


9819 . 


C2 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


4197 






End 


4667 




GI 


none 






Score 


289 




Exons 


4197 . .4478, 


4244 . 


. 4453, 4266 . 


.4466, 4479. .4667, 4483. .4638, 




4485. . 4655 












Seq. No. 


9941 






Seq. ID 


OJ990530_44 . 9819 


.C2 


Gene No. 


21183 






Strand 






Start 


* 5669 






End 


11437 




Name 


OJ990530_44 . 


9819. 


C2.ol. tm 


Method 


TBLASTX: Maize 




Start 


4434 






End 


4670 




GI 


none 






Score 


269 




Exons 


4434 . .4670, 


4439 . 


.4576, 4464. 


.4664 






Seq. No. 


9941 






Seq. ID 


OJ990530_44.9819 


.C2 


Gene No. 


21183 






Strand 






Start 


5669 






End 


11437 




Name 


OJ990530_44 . 


9819 . 


C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


4434 






End 


4670 




GI 


none 






Score 


261 




Exons 


4434 . .4 670, 


4439 . 


.4576, 4464. 


.4664 






Seq. No. 


9941 






Seq. ID 


OJ990530_44 . 9819 


.C2 


Gene No. 


21183 






Strand 






Start 


5669 






End 


11437 




Name 


OJ990530_44 . 


9819. 


C2.o2.gs 


Method 


GENSCAN 




Start 


5669 






End 


11437 




GI 


none 






Score 


.54 




Exons 


5669. . 5844, 


7064 . 


.7237, 7850. 


.7918, 8: 


165.. 8601, 8910.. 9061, 




9841 . . 10035, 


10301. .10371, 10563. .10662, 10826 .. 10856, 






10954 . .11051 


, 11294. .11437 




*i 




Seq. No. 


9941 






Seq. ID 


OJ990530_44 .9819 


.02 


Gene No. 


21183 






Strand 






Start 


5669 






End 


11437 




Name 


OJ990530 44. 


9819. 


C2.o4.np 


Method 


AAT/NAP 




Start 


9820 






End 


11416 




GI 


6729496 






Score 


467 





Exons 9820. .10035, 10301 .. 10371 , 10563 .. 10662 , 10826 .. 10856, 



10437 



10954. .11051, 11294. .11416 
GI Descrip. (AL132966) putative protein [Arabidopsis thaliana] 



Seq. No. 


9941 


Seq. ID 


OJ990530_44.9819. 


.C2 


Gene No. 


21183 


Strand 






Start 


5669 


End 


11437 




Name 


OJ990530 44.9819.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


9892 


End 


10664 




GI 


none 


Score 


125 




Exons 


9892.. 10035, 9916.. 10035, 10298 .. 10372 , 


10298. .10372, 






1 09QQ 10^7^ 1 D?On 10^74 


10562. .10663, 10574. .10663, 






10578. .10664 








beq. no. 


y y 4 £ 


beq. ijj 


nTQQn^^n aa qpi q 

UJ^rU j jU *i4.:70-L:7. 


> \-> ~> 


Gene No. 


O 1 1 Q A 


c -t- v — . _ _j 
b trano 


+ 




Start 


1 4 


XT' „ J 


7 7 1 
111 




Name 




Method 


LrhNbCAN 




btart 


n a 
1 4 


bna 


7 7 1 
111 




GI 


none 


Score 


.DO 




Exons 


1 A 1 0 A £7 £ 7 71 
/ 4 . . ± Z 4 , 0/D..//1 








Seq. No. 


9942 


Seq. ID 


OJ990530_44. 9819. 




Gene No. 


21185 


Strand 






Start 


1817 


End 


1899 




Name 


OJ990530 44.9819.C3.o2.gs 


Method 


GENSCAN 




Start 


1817 


End 


1899 




GI 


none 


Score 


. 61 




Exons 


1817. .1899 








Seq. No. 


9943 


Seq. ID 


OJ990530_36. 9819. 


.CI 


Gene No. 


21186 


Strand 


+ 




Start 


247 


End 


711 




Name 


OJ990530 36.9819.Cl.ol.np 


Method 


AAT/NAP 




Start 


247 


End 


711 




GI 


5922623 


Score 


106 




Exons 


247. .468, 636. .711 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gil 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 




[Oryza sativa] 








beq. no. 


9944 


Seq. ID 


OJ990530_36.9819. 


,C3 


Gene No . 


21187 


Strand 






btart 


1859 


End 


3020 




Name. 


OJ990530 36.9819.C3.ol.gs 


Method 


GENSCAN 




Start 


1859 


End 


3020 




GI 


none 


Score 


.63 




von q 


1859.. 2057, 2826.. 2883, 2969 


. .3020 






Seq. No. 


9945 


Seq. ID 


OJS)90530_36. 9819. 


,C4 


Gene No. 


21188 


Strand 






Start 


1 


End 


2817 




Name 


OJ990530 36.9819.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2817 




GI 


4680203 


Score 


1468 




Exons 


1..26, 515. .1872, 2769. .2817 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 





10438 




oeq . iNu . 


QQ4 5 


Seq. ID 


OJ990530 36.9819. 


C4 


belle vi\J . 


21188 


Strand 






Start 


1 


End 


2817 




Name 


OJ990530 36. 9819. C4 . 


ol.gp Method 


AAT/GAP 




Q -1- -> rh 
OtaiL 


501 


End 


642 




p t 

OX 


21474 1.R1084 


Score 


243 




TP V /**V T"Y O 


501. . 642 








bX UcbLIip. 


'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidop 




Lflallana J 








OcL] • IN \J • 


QQ4C 
3? y f± 3 


Seq. ID 


OJ990530_36.9819. 


C4 


flf^np No 


9 1 1 ft ft 


Strand 






Start 


1 


End 


2817 




Name 


OJ990530_36.9819.C4. 


o2 . gp Method 


AAT/GAP 




u Lai L 




End 


1868 




p t 
LjX 




Score 


1906 




ITvnnc 


£ t; £ i q a p 
OJ 0 . . loot) 








p T Hqcpti a 
\j± UcbLI ip . 


4o / 4 4 u o / go | PlRuz h u 4 z 


.11 0.0e+00 (AF121139) RIM2 protein 


L ^ 




SaL lvdj 








Seq. No. 


9945 


Seq. ID 


OJ990530_36.9819. 


C4 


Gene No. 


21188 


Strand 






OLai L 


T 
X 


End 


2817 




Name 




ol . tw Method 


TBLASTX: Wheat 




OLail. 


c a n 


End 


952 




P T 


none 


Score 


98 




Exons 


££n no (^pn nft 


684. .779, 772. .951 


, 773. .952 




Seq. No. 


9945 


Seq. ID 


OJ990530J36.9819. 


C4 


Gene No. 


21188 


Strand 






O Lai. L 


X 


End 


2817 




Name 


ujyyujju jo . ^oiy .^4 . 


ol.tm Method 


TBLASTX: Maize 






£ Q ^ 


End 


1080 




pt 
ox 


none 


Score 


117 




Hi A Vj 1 i O 


77ft 779 Q7S 


773. .952, 991. .1080 




Seq. No. 


9945 


Seq. ID 


OJ990530_36.9819 


C4 


Gene No. 


21188 


Strand 






O Lai L. 


1 

X 


End 


2817 




LN al lie 


uoyyuj ju jo • jo ±y . 


ol.gs Method 


GENSCAN 




O Lai L 


7 £H 


End 


1872 




PT 


none 


Score 


. 93 






7 £n 1 ft 7 9 

/DU. . lo IZ 








Seq. No. 


9945 


Seq. ID 


OJ990530_36. 9819 


C4 


Gene No. 


21188 


Strand 






O LaX L 


1 


End 


2817 




Name 


OJ990530 36. 9819. C4. 


ol.tc Method 


TBLASTX: Cress 




O Lax L 


772 


-End 


1087 




Cl T 
bl 


none 


Score 


69 






772. .1080, 800. .877, 


935. .1087 






Seq. No. 


9945 


Seq. ID 


OJ990530_36.9819 


.C4 


Gene No. 


21188 


Strand 






Start 


1 


End 


2817 




Name 


OJ990530 36. 9819. C4. 


ol.ts Method 


TBLASTX : Soybean 




Start 


820 


End 


1249 





10439 




GI 


none 




Score 


127 




Exons 


820. .1116, 838. .1062, 1111.. 


1 1 "7 O 1 1 ^ £T 

117J, 1166 


..1249, 1174. .1248 


Seq. No. 


9945 




Seq. ID 


OJ990530_ 


36. 9819. C4 


Gene No. 


21188 




Strand 






Start 


1 




End 


2817 




Name 


OJ990530 36. 


9819.C4.o2. tw 


- Method 


TBLASTX: Wheat 


Start 


1170 




End 


1521 




GI 


none 




Score 


187 




Exons 


1170. .1421, 


1180. .1431, 1181 


. .1423, 1414. .1521 




Seq. No. 


y y h d 




Seq. ID 


OJ990530_ 


36. 9819. C4 


Gene No . 


21188 




Strand 






Start 


1 




End 


2817 




Name 


OJ990530 36. 


9819.C4.o3.gp 


Method 


AAT/GAP 




Start 


1417 




End 


1920 




GI 


2310235 




Score 


245 




Exons 


1417. . 1442, 


1733. .1920 








GI Descrip. 


5852182/embl 


CAB55420.il 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


9946 




Seq. ID 


OJ990530_ 


36 . 9819 . C5 


Gene No. 


21189 




Strand 


+ 




Start 


303 




End 


5144 




Name 


OJ990530 36. 


9819.C5.ol.np 


Method 


AAT/NAP 




Start 


303 




End 


-5144 




GI 


5042454 




Score 


3737 




Exons 


303. .453, 77 


8. .885, 941. .2650, 3280. .3 


301, 4383. 


.4440, 




4666. .4841, 


5091. .5144 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


9946 




Seq. ID 


OJ990530_ 


36. 9819. C5 


Gene No. 


21190 




Strand 


+ 




Start 


6854 




End 


10470 




Name 


OJ990530 36. 


9819.C5.o3.gs 


Method 


GENSCAN 




Start 


6854 




End 


10467 




GI 


none 




Score 


.77 




Exons 


6854 . . 6923, 


7533.-7987, 8147 


..8267, 8409. .8505, 


8621. .866.0, 




8985. . 9068, 


10303. .10467 








Seq. No. 


9946 




Seq. ID 


OJ990530_ 


36. 9819. C5 


Gene No. 


21190 




Strand 


-f 




Start 


6854 




End 


10470 




Name 


OJ990530 36. 


9819.C5.o2.np 


Method 


AAT/NAP 




Start 


7629 




End 


10470 




GI 


5824341 




Score 


569 




Exons 


7629. .7987, 


8147. .8270, 8409 


..8505, 8621. .8660, 


8985. .9068, 




10303. .10470 










GI Descrip. 


(AJ23884 6) SGP1 monpmeric G- 


protein [Arabidopsis 


thaliana] 


Seq. No. 


9946 




Seq. ID 


OJ990530_ 


36. 9819. C5 


Gene No. 


21191 




Strand 


+ 




Start 


10476 




End 


10830 




Name 


OJ990530 36. 


9819.C5.o3.gp 


Method 


AAT/GAP 




Start 


10476 




End 


10830 




GI 


4716885 




Score 


686 




Exons 


10476. .10830 











10440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990530_36. 9819.C5 
Strand + 
End 16311 
Method GEN SCAN 
End 16093 
Score .71 

12089, 12448. .12623, 13406 .. 13591, 13672 .. 13723, 
14554, 15490. .15669, 15867 .. 15941, 16034.. 16093 



9946 "* 
21192 
12062 

OJ990530_36. 9819.C5.o4 .gs 
12062 
none 
12062 
14415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9946 

21192 

12062 

OJ990530_36 . 981 9 . C5 . o3 . np 

15487 

2500380 . 

15487. .15669, 158 67 . . 1594 1 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16034. .16090 

60S RIBOSOMAL PROTEIN L44 gi | 211 9128 | pir | |JC4 923 ribosomal 
protein RL44 - upland cotton gi 11553129 (U64677) ribosomal 
protein L44 isoform a [Gossypium hirsutum] gi 11553131 (U64678) 
ribosomal protein L4 4 isoform b [Gossypium hirsutum] 



OJ990530_36.9819.C5 
+ 

16311 
AAT/NAP 
16090 
483 



OJ990530_36.9819.C5 
+ 

16311 
AAT/GAP 
16114 
580 



9946 Seq. ID 

21192 Strand 
12062 End 
OJ990530_36. 9819 . C5 . o4 . gp Method 
15490 End 
381_1.R1084 Score 
15490. .15669, 15867 15941, 16034. .16114 

'2500380/ sp | Q96499I RL4 4_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9946 

21192 

12062 

OJ990530_36. 9819 . C5 . o5 . gp 
15569 

381_1.R1084 

15569. .15669, 15867. .15941 



OJ990530_36.9819.C5 
+ 

16311 
AAT/GAP 
16311 
744 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16034. .16311 

? 2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi__1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



9946 

21193 

16956 

OJ990530_36.9819.C5.o2.tw 

1613 

none 



Seq. -ID OJ990530_36. 9819.C5 



Strand 
End 

Method 

End 

Score 



+ 

20678 

TBLASTX: Wheat 

2005 

58 



1613. .1660, 1667. .1765, 1672. .1722, 1748. .2005, 1765. .1971 



Seq. No. 



9946 



Seq. ID OJ990530_36.9819.C5 



10441 



Gene No. 21193 Strand 

Start 16956 End 

Name OJ990530_36 . 98 19 . C5 . o3 . tm Method 

Start 1655 End 

GI none Score 

Exons 1655.. 1903 



+ 

20678 

TBLASTX: Maize 

1903 

190 



Seq. No. 9946 Seq. ID 

Gene No. 21193 Strand 

Start 16956 End 

Name OJ990530_36 . 9819 . C5 . o4 . tm Method 

Start 2507 End 

GI none Score 

Exons 2507.. 2647, 2508.. 2651 



OJ990530_36. 9819.C5 
+ 

20678 

TBLASTX : Maize 

2651 

184 



Seq. No. 9946 

Gene No. 21193 

Start 16956 

Name OJ990530_36. 9819 . C5 . o3 . tw 

Start 3637 

GI none 

Exons 3637..3933, 3654.. 3722, 3697. 



Seq. ID OJ990530_36.9819.C5 

Strand + 

End 20678 

Method TBLASTX : Wheat 

End 3933 

Score 261 
.3840, 3765.. 3929 



Seq. No. 9946 
Gene No. 21193 
Start 16956 

Name OJ990530_36 . 9819 . C5 . o2 . ts 

Start 7925 
GI ^none 

Exons 7925.. 7987, 8125.. 8268, 8126. 

8619. .8660, 8981. .9061, 8982. 
10302. .10463 



Seq. ID OJ990530_36. 9819.C5 

Strand + 

End 20678 

Method TBLASTX : Soybean 

End 10467 

Score 97 

.8272, 8407. .8523, 8408. .8554, 
.9104, 8984.. 9067, 10300 .. 104 67 , 



Seq. No. 9946 
Gene No. 21193 
Start 16956 

Name OJ990530_36 . 9819 . C5 . o2 . tm 

Start 8164 
GI none 

Exons 8164.. 8268, 8167.. 8268, 8168, 

8405. .8512, 8619. .8660, 8622. 
10300. . 10515, 10300. .10470 



Seq. ID OJ990530_36. 9819.C5 

Strand + 

End 20678 

Method TBLASTX : Mai ze 

End 10515 

Score 109 

.8272, 8177. .8272, 8404. .8517, 
.8666, 8982. .9074, 8982. .9122, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9946 

21193 

16956 

OJ990530_36. 
15480 
none 
15480. 
15866. 
19860. 
20228. 



9819.C5.ol. ts 



,15668, 
,15940, 
.20039, 
,20320, 



15490. 
16010. 
19912. 
20376. 



.15669, 
.16093, 
.20040, 
.20489, 



Seq. ID OJ990530_36.9819.C5 

Strand + 

End 20678 

Method TBLASTX : Soybean 

End 20489 

Score 319 
15542. .15670, 158 64. .15953/ 
16033. .16092, 1984 4. .20038, 
20226. .20303, 20228 .. 20320, 
20399. .20458 



Seq. No. 
Gene No. 
Start 



9946 

21193 

16956 



Seq. ID OJ990530_36. 9819.C5 
Strand + 
End 20678 



10442 



Name 

Start 

GI 

Exons 



OJ990530 36.9819.C5.ol.tc 



Method TBLASTX : Cress 



15489 

none 

15489. 

16010, 

19860. 

20228. 

20399. 



15668, 15490. 



End 20464 
Score 320 
,15669, 15864. .15953, 15866. 



.16096, 16032. .16100, 16033 .. 16092, 19859. 

.20039, 19903. .20040, 19924 .. 20040, 20226. 

.20320, 20376. .20459, 20398 .. 204 57 , 20399. 
.20458 



. 15940, 
.20038, 
.20303, 
.20464, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9946 

21193 

16956 

OJ990530_36.9819.C5.ol.tw 
15489 
none 
15489 



,15668, 15490, 



15669, 

15866. .15925, 15880 .. 15930, 

16033. .16092, 19853 .. 20038 , 

20226. .20303, 20228 20320, 

20398. .20457, 20399. . 204 64 

9946 

21193 

16956 

OJ990530_36.9819.C5.ol.tm 

15489 

none 

15489. .15668, 154 90 15669, 

15866. .15955, 15866 .. 15940, 

16033. .16092, 19859 .. 20038 , 

19912. .20043, 20226 .. 20303, 

20228. .20320, 20376 .. 20597 , 



Seq. ID OJ990530_36. 9819. C5 

Strand + 

End 20678 

Method TBLASTX : Wheat 

End 20464 

Score 326 
15864. .15953, 15866 .. 15955, 
16010. .16096, 16032. . 16091, 
19860. .20039, 19912 20040, 
20228. .20320, 20376 204 59, 



Seq. ID OJ990530_36. 9819.C5 

Strand + 

End 20678 

Method TBLASTX: Maize 

End 20597 

Score 329 
15542. .15673, 15864 .. 15953, 
16010. . 16093, 16033. . 16095, 
19860. .20039, 19903. .20*040, 
20227. .20304, 20228 .. 20320 , 
20399. .20458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



9946 

21193 

16956 

OJ990530_36. 9819 . C5 . o5 . gs 

16956 

none 

16956. .16978, 18214 .. 18263, 
19860. .20039, 20229.. 20303 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530_ 
+ 

20678 
GEN SCAN 
20303 
.86 



36. 9819. C5 



18492. . 18579, 18972 .. 19101 , 



9946 

21193 

16956 

OJ990530_36. 9819.C5.o4 .np 

19857 

2500380 

19857. .20039, 20229 .. 20303 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 
20400.. 20456 

60S RIBOSOMAL PROTEIN L44 gi | 2119128 | pir | IJC4923 ribosomal 
protein RL44 - upland cotton gi 11553129 (U64677) ribosomal 
protein L44 isoform a [Gossypium hirsutum] gi | 1553131 (U64678) 
ribosomal protein L4 4 isoform b [Gossypium hirsutum] 



OJ990530_ 
+ 

20678 
AAT/NAP 
20456 
483 



36. 9819. C5 



9946 

21193 

16956 



Seq. ID OJ990530_36. 9819.C5 
Strand + 
End 20678 



10443 



Name OJ990530_36. 9819 . C5 . 06 . gp Method AAT/GAP 

Start 19860 End 20484 

GI 381JL.R1084 Score 611 

Exons 19860. .20039, 20229 20303, 20400.. 20484 

GI Descrip. 1 2500380/sp | Q964 99 | RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L4_4 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9946 

21193 

16956 

OJ990530_36.9819.C5.o7.gp 
19931 

381 1.R1084 



OJ990530JJ6.9819.C5 
+ 

20678 
AAT/GAP 
20673 
792 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
19931. .20039, 20229 .. 20303, 20400.. 20673 

? 2500380/sp I Q96499 I RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] 1 



OJ990530_36.9819.C5 
+ 

20678 
AAT/GAP 
20678 
580 



Seq. No. 9946 Seq. ID 

Gene No. 21193 Strand 

Start 16956 - ,End 

Name OJ990530_36 . 98 19 . C5 . 08 . gp Method 

Start 20229 End 

GI 381_1.R1084 Score 

Exons 20229. .20303, 20400.. 20678 

GI Descrip. ' 2500380/sp | Q96499 | RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ? 



Seq. No. 


9947 






Seq. ID 


OJ990530_ 


36, 


.9819, 


.C8 


Gene No. 


21194 






Strand 










Start 


75 






End 


290 








Name 


OJ990530 


36. 9819. C8 


.ol.gs 


Method 


GENSCAN 








Start 


75 






End 


290 








GI 


none 






Score 


.64 








Exons 


75. .290 
















Seq. No. 


9948 






Seq. ID 


OJ990530_ 


36. 


.9819, 


,C9 


Gene No. 


21195 






Strand 


+ 








Start 


407 






End 


1266 








Name 


OJ990530 


36. 9819. C9 


. ol . gs 


Method 


GENSCAN 








Start 


407 






End 


1266 








GI 


none 






Score 


.97 








Exons 


407. .552, 


673. .764, 


1110. . 


1266 










Seq. No. 


9948 






Seq. ID 


OJ990530_ 


36. 


9819. 


.C9 


Gene No. 


21196 






Strand 


+ 








Start 


1982 






End 


2214 








Name 


OJ990530 


36. 9819. C9 


. o2 . gs 


Method 


GENSCAN 








Start 


1982 






End 


2214 









10444 



GI none 

Exons 1982.. 2131, 2182.. 2214 

Seq. No. 9948 

Gene No. 21197 

Start 5182 

Name OJ990530_36 . 98 19 . C9 . o3 . gs 

Start . 5182 

GI none 

Exons 5182.. 5331, 5950.. 6606, 6612. 
8297. .8302 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.76 



OJ990530_36.9819.C9 
+ 

8404 
GENSCAN 
8302 
.88 



6951, 7228. .7450, 7824. .8037, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9948 Seq. ID OJ990530_36 . 98 19 . C9 

21197 Strand + 

5182 End 8404 

OJ990530_36. 9819 . C9 . ol . np Method AAT/NAP 

5579 End 8046 

2997591 Score 1261 

5579. .5666, 6178. .6606, 6726. .6951, 7228. .7450, 7824. .8046 

(AF020814 ) glucose-6-phosphate/phosphate-translocator precursor 

[Pisum sativum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9948 Seq. ID 

.21197 Strand 
5182 End 
OJ990530_36: 98 19 . C9 . ol . gp Method 
6900 End 
2214_1.R1084 Score 
6900. .6951, 7228. .7450, 7824. 
'2997591 1.0e-68 (AF020814) 

glucose-6-phosphate/phosphate-translocator precursor [Pisum 
sativum] 1 



OJ990530_36.9819.C9 
+ 

8404 
AAT/GAP 
8404 
1399 



,8037, 8145. .8404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9948 

21198 

14275 

OJ990530_36.9819.C9.o5.gs 

14275. 

none 



Seq. ID OJ990530_36. 9819.C9 



Strand 
End 

Method 

End 

Score 



+ 

15061 

GENSCAN 

15061 



14275. .14594, 14680 .. 14793, 14 930 .. 14 939, 14957. .15061 



9948 

21199 

10368 

OJ990530_36 . 98 19 . C9 . o2 . gp 
10125 

381JL.R1084. 

10125. .10427, 10528. .10602, 



OJ990530 36. 9819. C9 



Seq. ID _ 
Strand 

End ■ 13268 
Method AAT/GAP 
End 12188 
Score 1116 
10790. .10969, 12121. .12188 
, 2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S ■ RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4 923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



Seq. No. 
Gene No. 
Start 



9948 

21199 

10368 



Seq. ID 

Strand 

End 



OJ990530 36. 9819. C9 



13268 



10445 



Name OJ990530_36 . 9819 . C9 . o2 . np 

Start 10368 
GI 2815502 
Exons 10368. .10433, 

GI Descrip. 60S RIBOSOMAL 
protein L36a 



Method AAT/NAP 
End 10972 
Score 307 
10528. .10602, 10790.. 10972 

PROTEIN L44 (L36A) gi | 7 1 187 | pir | | R6RT36 ribosomal 
rat gi | 206732 (M19635) ribosomal protein L36a 



[Rattus norvegicus] gi 11666702 (U58105) ribosomal protein [Mus 
musculus] gi | 1684917 (U78027) L44-like ribosomal protein [Homo 
sapiens] gi | 184 1302 | dbj | BAA19210 | (AB000910) ribosomal protein 
[Sus scrof a] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9948 
21199 • 
10368 

OJ990530_36. 9819 . C9 . o4 . gs 

10368 

none 



Seq. ID OJ990530_36. 9819.C9 
Strand 

End 13268 

Method GENSCAN 

End 13268 

Score .86 



10368. .10427, 10528 10602 , 10790 .. 10969, 11406 .. 11535, 
12573. .12663, 12889 12938 , 13264.. 13268 



Seq. No. . 9948 
Gene No. 21200 
Start 16525 

Name OJ990530_36 . 9819 . C9 . o2 . tm 

Start 4740 
GI none 

Exons 4740.. 4961, 4879. .4938, 5017. .5109, 5017.. 5109, 5034.. 5111, 

10323. . 10439, 10370 .. 10429, 10514 .. 10603, 10516 .. 10605, 
10529. . 10603, 10786. .10917, 10790 10969, 10791 .. 10970, 
16523. . 16585, 16525 .. 16608 , 1652 6 .. 16585 , 16671 .. 16760, 
16684. .16758, 16951 .. 17082, 16955 .. 17134 , 16956. .17135 



Seq. ID OJ990530_36. 9819.C9 
Strand 

End 17972 

Method TBLASTX : Mai ze 

End 17135 

Score 90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9948 

21200 

16525 

OJ990530_36. 9819 . C9 . o2 . ts 
4848 



OJ990530 36. 9819. C9 



Seq. ID 
Strand 
End 

Method 
End 

none ' fc 1 Score 

4848. .4961, 4879. .4938, 5017. .5109, 5017. .5109, 5034. .5111, 
10338. .10439, 10370 .. 10429, 10516 .. 10605, 10529 .. 10603, 
10789. .10917, 10790. .10969, 10791 .. 10970, 16525 .. 1 6608 , 
16526. .16585, 16671 .. 16760, 16684 .. 16758 , 16954 .. 17082, 
16955. . 17134, 16956.. 17144 



17972 

TBLASTX : Soybean 

17144 

93 



Seq. No. 9948 

Gene No. 21200 

Start 16525 

Name OJ990530_36 . 9819 . C9 . o2 . tc 

Start 4873 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530_36.9819.C9 
17972 

TBLASTX: Cress 
17135 
95 

4873. .4938, 4874. .4939, 4878. .4961, 4879. .4938, 4880. .4939, 
5017. .5109, 5034. .5111, 10363 10428, 10364 .. 10429, 
10368. .10433, 10370 .. 10429, 10516 .. 10605, 10529 .. 10603, 
10790. .10969, 10791. .10970, 16518 .. 1658 6, 16522 .. 16608 , 
16526. .16585, 16671 .. 16760, 16684 .. 16758 , 16955 .. 17134 , 
16956. . 17135 



10446 





Seq. No. 


9948 








Seq. ID 


OJ990530_36.9819.C9 




Gene No. 


21200 








Strand 






Start 


16525 








End 


17972 




Name 


OJ990530 36. 


9819 


.C9.o2. tw 


Method 


TBLASTX: Wheat 




Start 


4875 








End 


17135 




GI 


none 








Score 


99 




Exons 


4875.., 


.4961, 


4879 


..4938, 5017 


..5109, 5034. .5111, 10365. .1043 






10370 


. .10429 


, 10514 .. 10603, 


10516. .10605, 10529. .10603, 






10789, 


. .10917 


, 10790. .10969, 


10791. .10970, 16512. .16586, 






16525 


. .16608 


, 16526. .16585, 


16671. .16760, 16684. .16758, 






16954, 


. .17082 


, 16955. .17134, 


16956. .17135 




Seq. No. 


9948 








Seq. ID 


OJ990530_36.9819.C9 




Gene No . 


21200 








Strand 






Start 


16525 








End 


17972 




Name 


OJ990530 36. 


9819 


.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


6400 








End 


7330 




GI 


none 








Score 


332 




Exons 


6400. 


.6609, 


6402 


..6608, 6725 


..6955, 6726.. 6953, 7226.. 7330, 






7227. 


.7328 












Seq. No. 


9948 








Seq. ID 


OJ990530_36.9819.C9 




Gene No . 


21200 








Strand 




3 


Start 


16525 








End 


17972 


=! 


Name 


OJ990530 36. 


9819 


. C9.ol. tm 


Method 


TBLASTX: Maize 


F: 

I : 


Start 


6400 








End 


8041 ' 


L\ 


GI 


none 








Score 


331 




Exons 


6400. 


.6609, 


6402 


..6608, 6725 


..6955, 6726. .6953, 7226. .7453, 


"\ 

XT 
. \ 




7227. 


.7451, 


7823 


..7879, 7824 


..8036, 7£ 


J25..8037, 7955. .8041 


"l 

S? 


Seq. No. 


9948 








Seq. ID 


OJ990530_36.9819.C9 


< ! 

b! 


Gene No . 


21200 








Strand 






Start 


16525 








End 


17972 




Name 


OJ990530 36. 


9819 


.C9.ol . ts 


Method 


TBLASTX: Soybean 


J 


Start 


6400 








End 


8037 


5 
•I 


GI 


none 








Score 


318 


it 


Exons 


6400. 


.6609, 


6402 


..6608, 6725 


..6952, 6726. .6953, 6792. .6953, 


~: 
~: 




7226. 


.7456, 


7227 


. .7451, 7815 


. .8024, 7816. .8037 


Si 

~i 

:i 


Seq. No. 


9948 








Seq. ID 


OJ990530_36.9819.C9 




Gene No . 


21200 








Strand 






Start 


16525 








End 


17972 




Name 


OJ990530 36. 


9819 


.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6408 








End 


7276 




GI 


none 








Score 


326 




Exons 


6408. 


.6608, 


6409 


..6609, 6725 


..6955, 6726. .6953, 7226. .7276, 






7229. 


.7276 












Seq. No. 


9948 








Seq. ID 


OJ990530_36.9819.C : 9 




Gene No. 


21200 








Strand 






Start 


16525 








End 


17972 




Name 


OJ990530 36. 


9819 


.C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


7816 








End 


8037 




GI 


none 








Score 


212 




Exons 


7816. 


.8037, 


7842 


. .8036 








Seq. No. 


9948 








Seq. ID 


OJ990530_36.9819.C9 



10447 




Gene No . 


21200 


Strand 




Start 


16525 


End 


17972 


Name 


OJ990530 36. 98 19 . C9 . 06 . gs 


Method 


GENSCAN 


Start 


16525 


End 


17972 


GI 


none 


Score 


.86 


Exons * 


16525. .16584, 16683. .16757, 16955. .17134, 17547. .17663, 




17970. .17972 






Seq. No, 


9948 


Seq. ID 


OJ990530_36.9819.C9 


Gene No. 


21200 


Strand 




Start 


16525 


End 


17972 


Name 


OJ990530 36. 9819 . C9 . o3 . np 


Method 


AAT/NAP 


Start 


16528 


End 


17137 


GI 


2500380 


Score 


483 


Exons 


16528. .16584, 16683. .16757, 16955. .17137 


GI Descrip. 


60S RIBOSOMAL PROTEIN L44 gi | 


2119128 |pir| IJC4923 ribosomal 




protein RL4 4 - upland cotton 


gi| 1553129 (U64677) ribosomal 




protein L44 isoform a [Gossypium hirsutum] gi 11553131 (U64678) 




ribosomal protein L4 4 isoform 


. b [Gossypium hirsutum] 


Seq. No. 


9949 


Seq. ID 


OJ990530_36. 9819. C10 


Gene No. 


21201 


Strand 




Start 


268 


End 


1783. 


Name - 


OJ990530 36.9819.C10.o2.tc 


Method 


TBLASTX: Cress 


Start 


259 


End 


622 


GI 


none .- 


Score 


67 


Exons 


2S9..348, 263. .343, 407. .508, 


427. .510, 


428. .508, 572. .622 


Seq. No. 


9949 


Seq. ID 


OJ990530__36. 9819. C10 


Gene No. 


21201 


Strand 




Start 


268 


End 


1783 


Name 


OJ990530 36. 9819 . C10 . ol . tm 


Method 


TBLASTX: Maize 


Start 


263 


End 


1782 


GI 


none 


Score 


97 


Exons 


263. .343, 264. .344, 265. .348, 


268. .348, 


427. .510, 428. .508, 




580. .642, 581. .643, 581. .649, 


641. .745, 


654. .746, 864. .1136, 




867. .1085, 868. .1086, 869. .1093, 1174.. 


1275, 1175. .1276, 




1176. .1280, 1276.-1323,-1279. 


.1323, 1280. .1333, 1527. .1598, 




1531. .1599, 1707.-1778, 1722. 


.1781, 1735.. 1782 


Seq. No. 


9949 


Seq. ID 


OJ990530_36. 9819. C10 


Gene No. 


21201 


Strand 




Start 


268 


End 


1783 


Name 


OJ990530 36.9819.C10.ol.np 


Method 


AAT/NAP 


Start 


268 


End 


1783 


GI 


4490704 


Score 


682 


Exons 


268. .342, 430. .507, 584. .745, 


867. .1091, 1177. .1323, 1531. .1597, 




1723. . 1783 






GI Descrip. 


(AL035680) putative protein [Arabidopsis thaliana] 


Seq. No. 


9949 


Seq. ID 


OJ990530_36. 9819. C10 


Gene No. 


21201 


Strand 




Start 


268 


End 


1783 


Name 


OJ990530 36. 98 19 . C10 . ol . gs 


Method 


GENSCAN 


Start 


430 ' 


End 


1779 


GI 


none 


Score 


.78 


Exons 


430. .507, 584. .745, 867. .1031 


, 1177.. 1323, 1531.. 1597, 



10448 



1723. .1779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9949 

21201 

268 

OJ990530_36. 98 19 . CIO . ol . gp 

645 . 

LIB34 34-043-P1-K1-C7 



Seq. ID OJ990530_36. 9819. CIO 
Strand 

End 1783 

Method AAT/GAP 

End 1285 

Score 808 



645.. 745, 867.. 10.91, 1177.. 1285 

, 4490704/emb|CAB38838.1| 6.0e-40 (AL035680) putative protein 
[Arabidopsis thaliana] 1 



9949 

21201 

268 

OJ990530_36. 9819 .CIO . ol . tc 

650 

none 



Seq. ID OJ990530_36. 9819. C10 
Strand 

End 1783 

Method TBLASTX : Cress 

End 1233 

Score 91 



650. .679, 707. .745, 900. .1094, 901. .1086, 1174. .1233, 1175. .1228 



9950 

21202 

6832 

OJ990530_36. 9819 .Cll . o2 . gs 

6832 

none 

6832. .6900, 7176. .7268 



Seq. ID OJ990530_36.9819.C11 

Strand + 

End 7268 

Method GENSCAN' 

End 7268 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9950 



Seq. ID OJ990530_36. 9819. Cll 



21203 • Strand 

368 End 4181 

OJ990530_36. 9819. Cll. ol.gs Method GENSCAN 

368 End 4073 

none Score . 88 

368. .521, 725. .799, 1484. .1668, 2211. .2268, 2903. .2997, 

3610. .3700, 4033. .4073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9950 Seq. ID 

21203 Strand 
368 End 
OJ990530_36. 98 19 . Cll . 61 . np Method 
725 End 
4490704 Score 
725. .799, 882.'. 922, 1087. .1144, 1484.. 
2903. .2997, 3610. .3700, 4033. .4073 



OJ990530_36. 9819. Cll 

4181 
AAT/NAP 
4073 
656 

1668, 2211.. 2268, 



GI Descrip. (AL035680) putative protein [Arabidopsis thaliana] 



Seq. No. 9950 

Gene No. 21203 

Start 368 

Name OJ990530_36 . 98 1 9 . CI 1 . ol . gp 

Start 1532 

GI 52419_1.R1084 

Exons 1532.. 1668, 2211.. 2268, 2903 
GI Descrip. 



OJ990530 36. 9819. Cll 



Seq. ID _ 
Strand 

End ' 4181 
Method AAT/GAP 
End 4181 
Score 915 

2997, 3610. .3700, 4033. .4181 
, 4490704/emb|CAB38838.1| 8.0e-59 (AL035680) putative protein 
[Arabidopsis thaliana] 1 



10449 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9950 Seq. ID 

21204 Strand 

9650 End 

OJ990530_36. 9819 . Cll . ol . tc Method 

723 End 

none - Score 



OJ990530_36. 9819. Cll 
17565 

TBLASTX: Cress 

3703 

35 



723. .800, -724 . .801, 855. .929, 878. .922, 1087. .1155, 1450. .1668, 
1487. .1666, 2203. .2271, 2205. .2270, 2903. .3007, 2905. .2997, 
3608.. 3703, 3608.. 3700, 3610. .3702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9950 
21204 
9650 

OJ990530_36. 9819. Cll. ol.tm 
1087 



OJ990530 36. 9819. Cll 



none 
1087. 
2203. 
3606. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1155, 1088. .1144, 1450. .1668, 1481. .1669, 2199 
2271, 2204. .2269, 2205. .2270, 2903.. 3016, 2905 
3701, 3608. .3703, 3608. .3706 



17565 

TBLASTX: Maize 

3706 

86 



.2270, 
.3015, 





Seq. No. 


9950 


Seq. ID 


OJ990530 


36 . 9819 . Cll 




Gene No. 


21204 


Strand 








Start 


9650 


End 


17565 




■" "*: 


Name 


OJ990530 36. 9819 . Cll . ol . ts 


Method 


TBLASTX: 


Soybean 


zJ 


Start 


1087 


End 


3706 




:n 


GI 


none 


Score 


93 






Exons 


1087. .1155, 1477. .1668, 1496 


..1669, 2199. .2267, 


2203; .2271, 


;y 




2205.. 2270, 2903.. 3007, 2905 


. .2997, 3580. .3702, 


3608. .3703, 


" "E 
nf 

i! 




3608. .3706 








■»\ 

-! ; 
: : 


Seq. No. 


9950 


Seq. ID 


OJ990530 


_36. 9819. Cll 


Gene No. 


21204 


Strand 






sr 


Start 


9650 


End 


17565 




: 

S OL 


Name 


OJ990530 36.9819.Cll.o3.gs 


Method 


GENSCAN 




:J 


Start 


9650 


End 


17401 




E 

M 


GI 


none 


Score 


.76 






Exons 


9650. .9826, 12086 .. 12262, 12393 .. 12531 , 


12828. . 


12860, 


, "i 




12939. .13023, 14 682. .14 721, 


16533. . 16598, 16748 


. .16813, 


siz; 




16973. .17401 








a sr 


Seq. No. 


9950 


Seq. ID 


OJ990530 


_36. 9819. Cll 




Gene No. 


21204 


Strand 








Start 


9650 


End 


17565 






Name 


OJ990530 36.9819.Cll.o2.gp 


Method 


AAT/GAP 






Start 


16279 


End 


17565 






GI 


none 


Score 


1876 






Exons 


16279. . 16598, 16748. .16813, 


16973. . 17565 





Seq. No. 9951 Seq. ID OJ990530_36 . 9819 . C12 

Gene No. 21205 Strand + 

Start ■ 6487 End 6960 

Name OJ990530_36 . 9819 . C12 . ol . np Method AAT/NAP 

Start 6487 End 6960 

GI 2997589 Score 121 

Exons 6487.. 6960 

GI Descrip. (AF020813) glucose-6-phosphate/phosphate-translocator precursor 
[Zea mays] 



10450 



Seq. No. 


9952 




Seq. ID 


OJ990520 


Gene No. 


21206 




Strand 


+ 


Start 


1 




End 


893 


Name 


OJ990520_31 . 9819. C2 


. ol . np 


Method 


AAT/NAP 


Start - 


1 




End 


893 


GI 


5042454 




-Score 


162 


Exons 


1 . . 156, 612 . . 893 








GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


9952 




Seq. ID 


OJ990520 


Gene No. 


21206 




Strand 


+ 


Start 


1 




End 


893 


Name 


OJ990520_31 . 9819.C2 


. ol . gs 


Method 


GENSCAN 


Start 


513 




End 


833 


GI 


none 




Score 


. 63 


Exons 


513 . . 622, 692 . . 833 








Seq. No. 


9953 




Seq. ID 


OJ990520 


Gene No. 


21207 




Strand 


+ 


Start 


3975 




End 


19287 


Name 


OJ990520 31. 9819. C4 


ol.np • 


Method 


AAT/NAP 


Start 


3975 




End 


19287 


GI 


2642154 




Score 


197 


Exons 


3975.. 4091, 8529.. 8706, 8829. 


.9087, 19235.. 1928 



! GI Descrip. 



31. 9819. C4 



(AC003000) unknown protein [Arabidopsis thaliana] gi 13790595 
(AF079186) RING-H2 finger protein RHC2a [Arabidopsis thaliana] 



Seq. No. 9953 

Gene No. 21207 

Start 3975 

Name OJ990520_31 . 9819 . C4 . ol . gp 

Start 4663 

GI 3760640 

Exons 4663.. 4750 

GI Descrip. 4 17 6420/dbj | BAA37 167 | 2 . Oe- 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_ 
+ 

19287 
AAT/GAP 
4750 
96 



31. 9819. C4 



11 (AB008097) cytochrome P450 



Seq. No. 


9953 






Seq. ID 


OJ990520 


Gene No. 


21207 






Strand 


+ 


Start 


3975 






End 


19287 


Name 


OJ990520 31. 9819. C4 


.o3 


gs 


Method 


GENSCAN 


Start 


17357 






End 


18301 


GI 


none 






Score 


.76 


Exons 


17357. .18301 










Seq. No. 


9953 






Seq. ID 


OJ990520 


Gene No. 


21207 






Strand 


+ 


Start 


3975 .j 






End 


19287 


Name 


OJ990520 31. 9819. C4 


o3 


np 


Method 


AAT/NAP 


Start 


17540 






End 


18301 


GI 


99966 






Score 


239 


Exons 


17540. .18301 










GI Descrip. 


lectin - winged pea 










Seq. No. 


9953 






Seq. ID 


OJ990520 


Gene No. 


21208 






Strand 





10451 



Start 


598 


End 


9501 


Name 


OJ990520 31. 9819.C4.ol.gs 


Method 


GENSCAN 


Start 


598 


End 


9501 


GI 


none 


Score 


.59 


Exons 


598.-753, 1475. .2396, 2566.. 


2616, 2789 


. .2986, 3742. .4397, 




5120.. 5269, 5380.. 5535, 6377 


..7498, 7670. .7789, 8469. .9035, 




9394.. 9501 






Seq. No. 


9953 


Seq. ID 


OJ990520_31. 9819.C4 


Gene No. 


21208 


Strand 




Start 


598 


End 


9501 


Name 


OJ990520 31.9819.C4.o2.gp 


Method 


AAT/GAP 


Start 


6.917 


End 


7743 


GI 


uC-osflM202096h01bl 


Score 


853 


Exons 


6917. .7298, 7448. .7498, 7670 


. .7743 




GI Descrip. 


' 417 6420/dbj | BAA37167 | 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


9953 


Seq. ID 


OJ990520_31.9819.C4 


Gene No. 


21209 


Strand 




Start 


10756 


End 


16629 


Name 


OJ990520 31. 9819.C4 .o3.gp 


Method 


AAT/GAP 


Start 


10444 


End 


10907 


GI 


2428843 


Score 


839 


Exons 


10444. .10907 






Seq. No. 


9953 


Seq. ID 


OJ990520_31.9819.C4 


Gene No. 


21209 


Strand 




Start 


10756 


End 


16629 


Name 


OJ990520 31. 9819.C4.o2.gs 


Method 


GENSCAN 


Start 


10756 


End 


16629 


GI 


none 


Score 


.78 


Exons 


10756. .10929, 11031. .11129, 


11912. .12293, 12457. .127 98, 




13223. .13310, 14515.. 14744, 


15275. .1534 8, 15511. .15574, 




15817. .15947, 16609. .16629 






Seq. No. 


9953 


Seq. ID 


OJ990520_31.9819.C4 


Gene No. 


21209 


Strand 




Start 


10756 


End 


16629 ' " 


Name 


OJ990520 31. 9819.C4 .o2.np 


Method 


AAT/NAP 


Start 


12501 


End 


12779 


GI 


3834319 


Score 


99 


Exons 


12501. . 12779 






GI Descrip. 


(AC005679) Similar to gi 12244754 heat 


shock transcription factor 




HSF30 homolog from Arabidopsis thaliana chromosome 4 contig 




gb|Z97335. [Arabidopsis thaliana] 




Seq. No. 


9953 


Seq. ID 


OJ990520_31. 9819.C4 


Gene No . 


. ; 21210 


Strand 




Start 


19365 


End 


27331 


Name 


OJ990520 31.9819.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4197 


End 


9089 


GI 


none 


Score 


48 


Exons 


4197. .4226, 4278. .4376, 8699 


..8743, 8808. .8897, 8817. .8909, 




8897. .9088, 8898. .9089 






Seq. No. 


9953 


Seq. ID 


OJ990520_31. 9819.C4 



10452 



.1 

r: 



Gene No. 


21210 






Strand 


- 






Start 


19365 






End 


27331 






Name 


OJ990520 31. 9819. C4 . 


ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


17920 






End 


18148 






GI 


none 






Score 


225 






Exons 


17920. . 


18138, 17921. 


.18148 










Seq. No. 


9953 






Seq. ID 


OJ990520 


_31 .9819, 


,C4 


Gene No. 


21210 






Strand 








Start 


19365 






End 


27331 






Name 


OJ990520 31. 9819. C4. 


o4 . gs 


Method 


GENSCAN 






Start 


19365 






End 


27243 






GI 


none 






Score 


. 6 






Exons 


19365. . 


19447, 20467. 


.20508, 


21100. .21327, 21451 


. .21581, 






26441. . 


26540, 27198. 


.27243 










Seq. No. 


9953 






Seq. ID 


OJ990520 


31 .9819. 


. C4 


Gene No . 


21210 






Strand 








Start 


19365 






End 


27331 






Name 


OJ990520 31. 9819. C4 . 


o4 .np 


Method 


AAT/NAP 






Start 


25526 






End 


27331 






GI 


1351856 




Score 


39 






Exons 


25526. . 


25611, 25852. 


.25907, 


27301.. 27331 






GI Descrip. 


ACONITATE HYDRATASE, 


CYTOPLASMIC (CITRATE HYDRO 


-LYASE) 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(ACONITASE) gi|868003|dbj |BAA06108| 
[Cucurbita sp.] 



(D29629) aconitase 



9954 Seq. ID 

21211 Strand 

1516 End 

OJ990520_31. 9819.C5.ol.np Method 

1516 End 

5922628 Score 
1516. .1816, 2028. .2085 
(AP000492) hypothetical protein [Oryza sativa] 



OJ990520_31.9819.C5 

2085 
AAT/NAP 
2085 
288 



gi | 6016861 | dbj | BAA85204 . 1 | 
[Oryza sativa] 

9954 

21212 

4962 

OJ990520_31.9819.C5.o2.gs 

4962 

none 

4962. .5383 



(AP000570) hypothetical protein 



Seq. ID OJ990520_31.9819.C5 
Strand 

End 5428 

Method GENSCAN 

End 5383 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



9954 Seq. ID 

21212 Strand 

4 962 End 

OJ990520_31 . 98 19 . C5 . o2 . np Method 

4965 End 

5091610 Score 
4965. .5428 

(AC007858) 10A19I.15 [Oryza sativa] 



9954 
21212 



Seq. ID 
Strand 



OJ990520_31. 9819.C5 

5428 
AAT/NAP 
5428 
525 



OJ990520 31. 9819. C5 



10453 




Start 


4962 




End 


5428 


Name 


OJ990520_31 


. 9819.C5.ol. tm 


Method 


TBLASTX: Maize 


Start 


4971 




End 


5237 


GI 


none 




Score 


93 


Exons 


4971. . 5132, 


4972 . . 5115, 4977 


..5132, 5112. .5234, 5113. .5235, 




5130. . 5237 








Seq. No. 


9955 




Seq. ID 


OJ990520_31 . 9819 . C6 


Gene No. 


21213 




Strand 




Start 


1 




End 


2090 


Name 


OJ990520 31 


. 9819 . C6 . ol . np 


Method 


AAT/NAP 


Start 


1 




End 


279 


GI 


5091610 




Score 


351 


Exons 


1. .279 








GI Descrip. 


(AC007858) 


10A19I.15 [Oryza 


sativa] 




Seq. No. 


9955 




Seq. ID 


OJ990520 31. 9819. C6 


Gene No. 


21213 




Strand 




Start 


1 




End 


2090 


Name 


OJ990520_31 


. 98l9.C6.o3.tm 


Method 


TBLASTX: Maize 


Start 


4 




End 


258 


GI 


none 




Score 


228 


Exons 


4 . .258, 5. . 


250, 15 . .251 






Seq. No. 


9955 




Seq. ID 


OJ990520_31. 9819.C6 


Gene No. 


21213 




Strand 




Start 


1 




End 


2090 


Name 


OJ990520 31 


.9819.C6.ol.gs 


Method 


GENSCAN 


Start 


96 




End 


2090 


GI 


none 




Score 


.49 


Exons 


96. .200, 920. .1243, 1328. .1553, 1641.. 


2090 


Seq. No. 


9955 




Seq. ID 


OJ990520_31.9819.C6 


Gene No. 


21213 




Strand 




Start 


1 




End 


2090 


Name 


OJ990520 31 


.9819.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


942 




End 


1460 


GI 


none 




Score 


169 


Exons 


942. .1124, 


942.. 1130, 943. .1125, 1112. 


.1270, 1122. .1271, 




1126. .1245, 


1126.. 1302, 1127 


..1270, 1324. .1458, 1325. .1459, 




1326. .1460 








Seq. No. 


9955 




Seq. ID 


OJ990520_31.9819.C6 


Gene No. 


21213 




Strand 




Start 


1 




End 


2090 


Name 


OJ990520 31 


.9819.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


966 




End 


1262 


GI 


none 




Score 


192 


Exons 


966. .1028, 


1044 . . 1262 






Seq. No. 


9955 




Seq. ID 


OJ990520_31.9819.C6 


Gene No. 


21213 




Strand 




Start 


1 




End 


2090 


Name 


OJ990520 31 


.9819.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1044 




End 


1496 


GI 


none 




Score 


50 


Exons 


1044. .1139, 


1152.. 1244, 1153 


..1245, 1359. .1496, 1364. .1456 



10454 






Seq. No. 


9955 


Seq. ID 


OJ990520_31.9819.C6 




Gene No. 


21213 


Strand 






Start 


1 


End 


2090 




Name 


OJ990520 31.9819.C6.ol.gp 


Method 


AAT/GAP 




Start 


1079 


End 


1554 




GI 


uC-osflcypl4 3f05bl 


Score 


683 




Exons 


1079. . 1243, 1328. . 1554 








GI Descrip. 


? 4585884 /gb | AAD25557 . 1| AC005850_14 2. Oe-24 (AC005850) 






Hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


9955 


Seq. ID 


OJ990520_31.9819.C6 




Gene No. 


21213 


Strand 






Start 


1 


End 


2090 




Name 


OJ990520 31. 9819.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1464 ~ 


End 


1992 




GI 


none 


Score 


89 




Exons 


1464. .1556, 1464. .1556, 1471 


..1557, 1613. .1978, 1617. .1991, 






1628.. 1696, 1629.. 1880, 1630 


. .1992 






Seq. No. 


9955 


Seq. ID 


OJ990520_31.9819.C6 




Gene No. 


21213 


Strand 






Start 


1 


End 


2090 




Name 


OJ990520 31. 9819.C6.o2. ts 


Method 


TBLASTX : Soybean 


3i 
t 

! ~ 5 


Start 


1731 


End 


1956 


!rl 


GI 


none ' 


Score 


111 


i i 


Exons 


1731. .1955, 1741. .1956 








Seq. No. 


9956 


Seq. ID 


OJ990520_31.9819.C7 




Gene No. 


21214 


Strand 


+ 


= • 

i sF 


Start 


1 


End 


316 


i : 
: t 


Name 


OJ990520 31. 9819. C7.ol. rip 


Method 


AAT/NAP 




Start 


1 


End 


316 




GI 


5734621 


Score 


107 


r s 


Exons 


1. .316 








GI Descrip. 


(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond 


5 5 




a region of the predicted gene.; Similar to ABC transporter- 


I! 




(U43892) [Oryza sativa] 






of 


Seq. No. 


9956 


Seq. ID 


OJ990520_31.9819.C7 




Gene No . 


21215 


Strand 


+ 




Start 


306 


End 


10467 




Name 


OJ990520 31.9819.C7.ol.gs 


Method 


GEN SCAN 




Start 


306 


End 


10467 




GI 


none 


Score 


.6 




Exons 


306. .472, 1863. .1982, 2671.. 


2718, 3222. 


.3293, 3756.. 3902, 






4436.. 4502, 4615. .4808, 5261 


..5311, 5613. .5664, 9544. .9743, 






9934. .10467 








Seq. No. 


9956 


Seq. ID 


OJ990520_31.9819.C7 




Gene No. 


21215 


Strand 


+ 




Start 


306 


End 


10467 




Name 


OJ990520 31.9819.C7.o2.np 


Method 


AAT/NAP 




Start 


4530 


End 


4908 




GI 


5042454 


Score 


340 




Exons 


4530. .4908 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 



10455 






Seq. No. 


9956 






Seq. ID 


OJ990520_31.9819. 


C7 




Gene No. 


21215 






Strand ' 


+ 






Start 


306 






End 


104 67 






Name 


OJ990520 31. 


9819.C7.o3.np 




Method 


AAT/NAP 






Start , 


5819 






End 


9389 






GI 


6815109 






Score 


90 






Exons 


5819. .6320, 


9346. .9389 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9956 






Seq. ID 


OJ990520_31.9819. 


C7 




Gene No. 


21215 






Strand 


+ 






Start 


306 






End 


10467 






Name 


OJ990520 31. 


9819.C7.o4.np 




Method 


AAT/NAP- 






Start 


7885 






End 


10464 






GI 


2191149 






Score 


224 






Exons 


7885. .7915, 


9425. .9680, 9729., 


.9792, 9892. .10464 






GI Descrip. 


(AF007269) Similar to protein 


kinase [Arabidopsis thaliana] 




Seq. No. 


9956 






Seq. ID 


OJ990520_31.9819. 


C7 




Gene No. 


21215 






Strand 


+ 






Start 


306 






End 


10467 ■ - 






Name 


OJ990520 31. 


9819.C7.ol.tc 




Method 


TBLASTX: Cress 




,9 Bj. 


Start 


. 9579 




"/ 


End 


10203 






GI 


none 






Score 


63 




m 


Exons 


9579. .9656, 


9705.. 9761, 9925., 


.10131, 9946. .10059', 10150. 


. 10203 


n i 

: =f 

.3 XI 


Seq. No. 


9956 






Seq. ID 


OJ990520 31.9819. 


C7 




Gene No. 


21215 






Strand 


+ 




; i 

Ul 


Start 


306 






End 


10467 




W 


Name 


OJ990520 31. 


9819.C7.ol.ts 




Method 


TBLASTX : Soybean 




I'll 


Start 


9910 






End 


10305 






GI 


none 






Score 


176 






Exons 


9910. .10131,, 


10165. . 10236, 


10240. .10305 






Seq. No. 


9956 






Seq. ID 


OJ990520_31. 9819. 


C7 




Gene No. 


21215 






Strand 


+ 






Start 


306 






End 


10467 






Name 


OJ990520 31. 


9819* C7.ol.tw 




Method 


TBLASTX: Wheat 






Start 


9913 






End 


10211 






GI 


none 






Score 


178 






Exons 


9913. .10083, 


9916. .10131, 


10167. .10211, 


10174 . . 10203 






Seq. No. 


9956 






Seq. ID 


OJ990520_31. 9819. 


C7 




Gene No. 


21215 






Strand 


+ 






Start 


306 






End 


10467 






Name 


OJ990520 31. 


9819.C7.ol. tm 




Method 


TBLASTX: Maize 






Start 


9916 






End 


10353 






GI 


none 






Score 


183 






Exons 


9916. .10131, 


9955. .10110, 


10171. .10215, 


10240. .10353 






Seq. No. 


9957 






Seq. ID 


OJ990520_31.9819. 


C8 




Gene No. 


21216 






Strand 


+ 






Start 


531 






End 


1828 






Name 


OJ990520 31. 


9819.C8.ol.gs 




Method 


GENSCAN 






Start 


531 






End 


1828 






GI 


none 






Score 


.49 





10456 



Exons 


531. . 


617, 1715.. 1828 












Seq. No. 


9957 




Seq. ID 


OJ990520 


_31. 


9819 


,C8 


Gene No. 


21217 




Strand 


+ 








Start 


2292 




End * 


5274 








Name 


OJ990520 31.9819.C8.o2.gs 


Method 


GENSCAN 








Start 


,.2292 




End 


5274 








GI 


none 




Score 


.83 








Exons 


2292. 


.2350, 2944.. 2968, 3700 


..3847, 3960. .4028, 


4975. .5100, 




5144. 


.5274 












Seq. No. 


9957 




Seq. ID 


OJ990520 


_31. 


9819 


.C8 


Gene No. 


21218 




Strand 


+ 








Start 


9090 




End 


9279 ■ 








Name 


OJ990520 31.9819.C8.o4.gs 


Method 


GENSCAN 








Start 


9090 




End 


9279 








GI 


none 




Score 


. 9 








Exons 


9090. 


.9102, 9170.. 9279 












Seq. No. 


9957 




Seq. ID 


OJ990520 


_31. 


9819 


C8 


Gene No. 


21219 




Strand 


+ 








Start 


16085 




End 


17164 








Name 


OJ990520 31-9819. C8.o7.gs 


Method 


GENSCAN 








Start 


16085 




End 


17164 








GI 


none 




Score 


1 








Exons 


16085 


. .17164 - 












Seq. No. 


9957 




Seq. ID 


OJ990520_ 


ol . 


yd l y 


Co 


Gene No. 


21220 




Strand 


+ 








Start 


19063 




-End 


20157 








Name 


OJ990520 31.9819.C8.o8.gs 


Method 


GENSCAN 








Start 


19063 




End 


20157 








GI 


none 




Score 


.99 








Exons 


19063 


. .20157 












Seq. No. 


9957 




Seq. ID 


OJ990520_ 


_31. 


9819 


C8 


Gene No. 


21221 




Strand 


+ 








Start 


30644 




End 


34235 








Name 


OJ990520 31.9819.C8.o3.np 


Method 


AAT/NAP 








Start 


30644 




End 


34235 








GI 


4680203 


Score 


999 








Exons 


30644 


..30672, 32307. .33568, 


33726. .34235 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 









Seq. No. 9957 Seq. ID 

Gene No. 21222 Strand 

Start 4731 * End 

Name OJ990520_31 . 9819 . C8 . ol . np Method 

Start 4731 End 

GI 4455212 Score 

Exons 4731. .4805, 6424. .7177, 11585. .12068 
GI Descrip. 



OJ990520_31.9819.C8 

12212 
AAT/NAP 
12068 
536 



(AL035440) putative NPKl-related protein kinase 
thaliana] 



[Arabidopsis 



Seq. No. 
Gene No. 
Start 



9957 

21222 

4731 



Seq. ID 

Strand 

End 



OJ990520 31. 9819. C8 



12212 



10457 




Name 


OJ990520 31.9819.C8.o3.gs 


Method 


GENSCAN 




Start 


6108 




End 


7826 




GI 


none 




Score 


.71 




Exons 


6108. 


.7826 








Seq. No. 


9957 




Seq. ID 


OJ990520 31.9819 


.C8 


Gene No. 


21222 




Strand 






Start- 


4731 




End 


12212 




Name 


OJ990520 31. 9819.C8.o5.gs 


Method 


GENSCAN 




Start 


10515 




End 


12212 




GI 


none 




Score 


. 99 




Exons 


10515 


. .12212 








Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819 


.C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31. 9819.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


6885 




End 


11822 




GI 


none 




Score 


' 168 




Exons 


6885. 


7172, 6892.. 7173, 7212 


..7373, 7224. .7352, .11277. . 


11564, 




11278 


.11565, 11598. .11753, 


11766. . 11822 




Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819 


.C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31. 9819.C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


6885 




End 


11822 . 




GI 


none 




Score 


64 




Exons 


6885. 


6998, 7044.. 7121, 7137 


..7178, 7209.. 7430, 11272.. 


11391, 




11277 


.11390, 11385. .11510, 


11529. .11570, 11598. .11822 




Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819 


.C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31.9819.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


6954 




End 


11801 




GI 


none 




Score 


78 




Exons 


6954 . 


7052, 6955.. 7017, 7027 


..7176, 7053.. 7178, 7173.. 7385, - 




7212. 


7367, 7360.. 7410, 7371 


..7409, 11346. . 11444, 11346 


. . 1144 




11347 


.11445, 11350. .11445, 


11422. .11568, 114 31. . 11487, 






11445 


.11570, 11565. .11777, 


11604. .11759, 11775. .11801 




Seq. No. 


9957 




Seq. ID 


OJ990520_31. 9819 


.C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31. 9819.C8.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7017 




End 


11699 




GI 


none 




Score 


72 




Exons 


7017. . 


7307, 7042.. 7173, 11409 .. 11 699, 


11449. . 11565, 




Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819 


.C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31. 9819.C8.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


7311 




End 


12056 




GI 


none 




Score 


88 




Exons 


7311. . 


7412, 7311.. 7541, 7321 


..7464, 7521. .7616, 7524. .7679, 



10458 








7531. 


7680, 11703.. 


11834, 11713. .11826, 


11862. . 11951, 








11863 


.11994, 11932 


. . 12054, 


11940. .12056 






Seq. No. 


9957 






Seq. ID 


OJ990520_31.9819 


.C8 




Gene No . 


21223 






Strand 








Start 


25315 






End 


31207 






Name 


OJ99052P, 31. 9819. C8 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


7410 






End 


12030 






GI 


none 






Score 


42 






Exons 


7410. . 


7460, 7411.. 7446, 7452.. 7634, 7453.. 7635, 11802.. 


118 






11841. 


.11951, 11860 


. . 12027 , 


11914. .12030, 11925. .12029 






Seq. No. 


9957 






Seq. ID 


OJ990520_31.9819 


.C8 




Gene No. 


21223 






Strand 








Start 


25315 






End 


31207 






Name 


OJ990520 31. 9819. C8 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


25300 






End 


25968 






GI 


none 






Score 


54 






Exons 


25300. 


.25560, 25376 


. .25546, 


25582. .25968, 25622.. 25864 






Seq. No. 


9957 






Seq. ID 


OJ990520_31.9819 


.C8 




Gene No. 


21223 






Strand 








Start 


25315 






End 


31207 




181. 


Name 


OJ990520 31.9819..C8 


. o2 . np 


Method 


AAT/NAP 




. „i 


Start 


25315 






End 


31207 






GI 


3777527 




Score 


2133 




Li 


Exons 


25315. 


.27083, 27222 


. .28578, 


28867. .28988, 31151. .31207 




s; 
= f 


GI Descrip. 


(AF053008) gag-pol polyprotein [Glycine max] 






Seq. No. 


9957 






Seq. ID 


OJ990520_31.9819 


. C8 




Gene No. 


21223 






Strand 






y 


Start 


25315 






End 


31207 






Name 


OJ990520 31. 9819. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Hi. 


Start 


25330 






End 


25986 




J 


GI 


none 






Score 


152 




"A 


Exons 


25330. 


.25986, 25345 


. .25857, 


25601. .25978 






Seq. No. 


9957 






-Seq. ID 


OJ990520_31.9819 


.C8 




Gene No. 


21223 






Strand 






:| 


Start 


25315 






End 


31207 






Name 


OJ990520 31. 9819. C8 


.o2 . tc 


Method 


TBLASTX: Cress 






Start 


25330 






End 


25995 






GI 


none 






Score 


104 






Exons 


25330. 


.25542, 25582 


. .25695, 


25807. .25995 






Seq. No. 


9957 






Seq. ID 


OJ990520_31.9819 


.C8 




Gene No. 


21223 






Strand 








Start 


25315 






End 


31207 






Name 


OJ990520 31. 9819. C8 


. 08 . tw 


Method 


TBLASTX: Wheat 






Start 


25375 






End 


25695 






GI 


none 






Score 


68 






Exons 


25375. 


.25566, 25375 


. .25551, 


25597. .25695 






Seq. No. 


9957 




> 


Seq. ID 


OJ990520_31.9819 


.C8 




Gene No. 


21223 






Strand 








Start 


25315 






End 


31207 






Name 


OJ990520 31. 9819. C8 


. o5 . tw 


Method 


TBLASTX: Wheat 





10459 




Start 


25732 




End 


26163 




GI 


none 




Score 


102 




Exons 


25732. .25989, 26014, 


. .26163 








Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819 


,C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520_31 . 9819. C8 . 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


26235 




End 


26677 




GI 


none 




Score 


124 




Exons 


26235. .26528, 26239. 


, .26676, 


26299. .26649, 26303. .26677 




Seq. No. 


9957 




Seq. ID 


OJ990520_31. 9819, 


. C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31. 9819. C8 . 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


26339 




End 


26952 




GI 


5509260 




Score 


359 




Exons 


26339. .26863, 26344. 


, .26880, 


26566. .2681 


39, 26902.. 26952 




GI Descrip. 


_ 










Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819. 


.C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31 . 9819. C8 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


'"" 26352 




*" End 


26823 




GI 


none 




Score 


261 




Exons 


26352. .26525, 26353. 


.26700, 


26363. .26692, 26701. .26730, 






26734. .26823, 26740. 


.26823 








Seq. No. 


9957 




Seq. ID 


OJ990520_31. 9819. 


,C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520_31 . 9819 . C8 . 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


26458 




End 


26730 




GI 


none 




Score 


94 




Exons 


26458. .26730, 26459. 


.26716 








Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819, 


, C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520_31 . 9819 . C8 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


27247 




End 


27882 




GI 


none 




Score 


249 




Exons 


27247 .. 27399, 27394. 


. 27816, 


27395. .27730, 27511 .. 27777 , 






27817 . . 27882 










Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819. 


C8 


Gene No. 


21223 




Strand 






Start 


25315 




End 


31207 




Name 


OJ990520 31. 9819. C8. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


27247 




End 


27708 




GI 


none 




Score 


130 




Exons 


27247. .27375, 27397. 


.27708, 


27404 . .27688 




Seq. No. 


9957 




Seq. ID 


OJ990520_31.9819. 


C8 


Gene No. 


21223 




Strand 







... 10460 



Start 
Name 
Start 
GI 

Exons 



25315 

OJ990520_31.9819.C8.o4.tc 

27248 

none 

27248. .27385, 27253 27384 , 
27605. .27682 



End 

Method 

End 

Score 



31207 

TBLASTX: Cress 

27690 

75 



27400. .27690, 27532 27 627 , 



Seq. No. 9957 

Gene No. 21223 

Start 25315 

Name OJ990520_31 . 9819 . C8 . o2 . tw 

Start 27550 

GI none 

Exons 27550. .27831, 27551 27724 , 



Seq. ID OJ990520_31. 9819.C8 
Strand 

End 31207 

Method TBLASTX : Wheat 

End 28107 

Score 124 
27559. .27729, 27877.. 28107 



Seq. No. , 9957 

Gene No. 21224 

Start 32719 

Name OJ990520_31 . 9819 . C8 . o3 . tc 

Start 32719 

GI none 

Exons 32719. .32772, 32734 .. 32922 , 
32913. .33074 



Seq. ID OJ990520_31. 9819.C8 
Strand 

End 33431 

Method" TBLASTX : Cress 

End 33074 

Score 134 
32763. .32879, 32912 .. 33031, 



Seq. No. 9957 

Gene No. 21224 

Start 32719 

Name OJ990520_31 . 9819 . C8 . o3 . tw 

Start 32863 

GI none 

Exons 32863. .32919, 3287 1 .. 32939, 
33021. .33137, 33021 33122, 



Seq. ID OJ990520_31. 9819.C8 
Strand 

End 33431 

Method TBLASTX : Wheat 

End 33317 

Score 61 
32892. .33020, 32944 .. 33009, 
33168. .33317 



Seq. No. 9957 

Gene No. 21224 

Start 32719 

Name OJ990520_31 . 9819 . C8 . o5 . tm 

Start ^32919 

GI * none 

Exons 32919. .33164, 32927 .. 33160, 



Seq. ID OJ990520_31. 9819.C8 
Strand 

End 33431 

Method TBLASTX: Maize 

End 33359 

Score 210 
33168. .33359 



Seq. No. 9957 

Gene No. 21224 

Start 32719 

Name OJ990520_31 . 9819 . C8 . o5 . ts 

Start 33192 

GI none 

Exons 33192. .33431 



Seq. ID OJ990520J31. 9819.C8 
Strand 

End 33431 

Method TBLASTX : Soybean 

End 33431 

Score 190 



Seq. No. 9957 

Gene No. 21225 

Start 33498 

Name OJ990520_31 . 9819 . C8 . 06 . tw 

Start 33498 

GI none 

Exons 33498. .33590, 334 99 .. 33630, 



Seq. ID OJ990520_31. 9819.C8 
Strand 

End 33871 

Method TBLASTX : Wheat 

End 33871 

Score 144 
33752. .33871 



10461 



Seq. No". 


9957 




Seq. ID 


OJ990520_31.9819.C8 


Gene No. 


21225 




Strand 




Start 


3 34 yb 




hnd 


JJO / I 


Name 


OJyyUozu oi . y y i y . Co . ob . tm 




Method 


mnT TV p rpv . TVyf—, -I 

l BLAb IX : Maize 


Start 


33514 




End 


33 /ll 


GI 


none 




Score 


lo / 


Exons 


33514 .. 33b / o , 335zb. .33/11 








Seq. No. 


o n c o 

y y5o 




Seq. ID 


ojyyuo^u 33.ybiy.c1 


Gene No. 


21226 




Strand 


+ 


Start 


264 




End 


9785 


Name 


OJ990520 33. 9819 . CI . ol . gs 




Method 


GENSCAN 


Start 


264 




End 


9785 


GI 


none 




Score 


.82 


Exons 


264. .410, 976. .1083, 1287. 


1368, 1430. 


.1614, 1988. .2185, 




2499. .2715, 3494. .3518, 3871. 


.3920, 6076. .6211, 7590. .7671, 




8066. .8241, 8348. .8485, 85E 


32. 


.8721, 9538.. 9785 


Seq. No. 


9958 




Seq. ID 


OJ990520_33.9819.C1 


Gene No. 


21226 




Strand 


+ 


Start 


264 




End 


9785 


Name 


OJ990520 33. 98 19 . CI . ol . gp 




Method 


. AAT/GAP 


Start 


2239 




End 


2600 


GI 


26420 1.R1084 




Score 


563 


Exons 


2239. .2600 









GI Descrip. 1 5903032/gb | AAD55591 . 1 | AC008016_1 3.0e-66 (AC008016) Similar to 
gb_AJ010025 unr-interacting protein from Homo sapiens and 
contains 3 PF_00400 WD40 domains. EST gb_T45021 comes from this 
gene. [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



9958 

21226 

264 

OJ990520_33. 98 1 9 . CI . ol . np 
2598 
5903032 
2598. .2715, 
8582. .8721, 



6076. .6211, 7590. 
9538. .9782 



Seq. ID OJ990520_33. 9819. CI 

Strand + 

End 9785 

Method AAT/NAP 

End 9782 

Score 1301 

.7671, 8066. .8241, 8348. .8485, 



(AC008016) Similar to gb|AJ010025 unr-interacting protein from 
Homo sapiens and contains 3 PF| 00400 WD40 domains. EST 
gb|T45021 comes from this gene. [Arabidopsis thaliana] 



9958 

21226 

264 

OJ990520_33. 98 1 9 . CI . o2 . gp 

6167 

2311090 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6167... 6211, 7590. .7671, 8066. .8241, 8348. .8485, 8582. .8604 
5903032/gb|AAD55591. 1 |AC008016_1 3.0e-66 (AC008016) Similar to 
gb_AJ010025 unr-interacting protein from Homo sapiens and 
contains 3 PF_00400 WD40 domains. EST gb_T45021 comes from this 
gene. [Arabidopsis thaliana] 



OJ990520__33.9819.C1 
+ 

9785 
AAT/GAP 
8604 
798 



9958 

21227 

15802 



Seq. ID OJ990520_33. 9819. CI 
Strand + 
End 17540 



10462 




Name 


OJ990520 33 


. 9819.Cl.o4 .gs 


Method 


GEN SCAN 


otart 


15802 




End 


17540 




none 




Score 


.92 


X? 17 /-V T^l 


15802. .16056, 17165 .. 17301 , 17363.. 17540 


Seq. No. 


9958 




Seq. ID 


OJ990520_33. 9819. CI 


Gene No. 


21228 




Strand 


- 


o tar c 


9676 




End 


10208 


Name 


OJ990520 33 


.9819.Cl.o3.gp 


Method 


AAT/GAP 


orar l. 


9676 








C T 


none 




Score 


987 


Exons 


9676. .10208 








Seq. No. 


9958 




Seq. ID 


OJ990520__33.9819.C1 


Gene No. 


21229 




Strand 


- 




10977 




End 


11260 


Name 


OJ990520 33 


.9819.Cl.o2.gs 


Method 


GENSCAN 


o l air u 


10977 




End 


11260 


P T 


none 




Score 


. Oj 


Hj aUJ 1 o 


10977. .11101, 11188. .11260 






o e q . in o . 


9958 




Seq. ID 


OJ990520_33.9819.C1 


Gene No. 


21230 




Strand 


- 


Start 


12118 




End 


14781 


Name 


OJ990520 33 


9819iCl.o5.tm 


Method 


TBLASTX: Maize 


btart 


251 




End 


776 




none 




Score 


183 


Exons 


251. .655, 254. .340, 354. .560, 


377. .577 


, 573. .626, 574. .678, 




680. .775, 680. .775, 681. .776 






t>eq . jno . 


9958 




Seq. ID 


OJ990520_33. 9819. CI 


Gene No . 


21230 




Strand 




o car l 


12118 




End 


14781 


Name 


OJ990520 33 


9819.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


2612 




End 


9749 




none 




Score 


181 


HjXons 


2612. .2734, 


2613. .2714, 6074. 


.6211, 6075. .6212, 7578. .7676, 




7582. .7671, 


8060.. 8242, 8065. 


.8241, 8066. .8242, 8324. .8485, 




8333. .8476, 


8334. .8486, 8346. 


.8525, 8568. .8723, 8582. .8719, 




8592. .8723, 


9529. .9747, 9536. 


.9586, 9537. .9749 


O fc? q . LN U . 


9958 




Seq. ID 


OJ990520__33. 9819. CI 


Gene No. 


21230 




Strand 




Start 


12118 




End 


14781 


Name 


OJ990520 33 


9819.Cl.o4 ,ts 


Method 


TBLASTX: Soybean 


DLclIl 


2612 




End 


7676 


C T 


none 




Score 


178 


Exons 


2612. .2713, 


2613.. 2714, 6074. 


.6217, 6075.. 6209, 6077.. 6211, 


"i 


6082. . 6213, 


7578.. 7676, 7582. 


.7671 




Qpn Kin 


9958 




Seq. ID 


OJ990520__33. 9819. CI 


Gene No. 


21230 




Strand 




Start 


12118 




End 


14781 


Name 


OJ990520 33. 


9819.Cl.o2. tc 


Method 


TBLASTX: Cress 


Start 


6128 




End 


9824 


GI 


none 




Score 


70 


Exons 


6128. .6211, 


6129.. 6212, 6131. 


.6217, 7557.. 7676, 7582.. 7671, 



10463 





QAfj ooyi o once; QOAA QC\CC 


..8242, 8 


327. .8482, 8333. .8476, 




004D. . OJ^J^ O jOZ . .0400, oDoo 


..8720, 8582. .8719, 8592. .8732, 






..9824, 9692. .9742 


beq. INO. 


y y Do 


Seq. ID 


OJ990520_33. 9819. CI 


Gene No . 




Strand 




Start 


12118 


End 


14781 


Name 


OJ990520_33. 98 19 . CI . o2 . ts 


Method 


TBLASTX : Soybean 


otdlL 


0 X U J 


End 


9689 




none 


Score 


102 


Exons 




..8242, 8113. .8244, 8327. .8494, 






..8723, 8585. .8719, 9536. .9640, 




QC07 QfiQQ QR/1/1 Q£ft7 






beq. JNO. 


QQCQ 

y y Do 


Seq. ID 


OJ990520_33.9819.C1 


Gene No. 


21230 


Strand 




Start 


12118 


End 


14781 


Name 




Method 


GEN SCAN 


btar l 


10110 


End 


14781 


p t 


none 


Score 


.89 


Exons 


19110 1 9907 1 9^90 19£4^ 


12684. .14234, 14465 .. 14657, 










beq. jno.,- 


QQCQ 

y yoo 


Seq. ID 


OJ990520_33.9819.C1 


Gene No .• 


Z ±Z JU 


Strand 




Start 


12118 


End 


14781 


Name 


OJ990520 33.9819.Cl.o4.gp 


Method 


AAT/GAP 


Start 


12439 


End 


13008 




17516 1.R1084 


Score 


978 


Exons 


12439. .13008 






GI Descrip, 


'27 60830/gb|AAB952 98 . 1 | 9.0e 


-52 (AC003105) putative 




beta-ketoacyl-CoA synthase [Arabidopsis thaliana] ' 


Seq. No. 


9958 


Seq. ID 


OJ990520_33. 9819. CI 


Gene No. 


21230 


Strand 




olan 


12118 


End 


14781 


Name 


OJ990520 33.9819.Cl.o3.ts 


Method 


TBLASTX : Soybean 


OLaiL 


12639 


End 


12888 


P T 


none 


.Score 


109 


Exons 


12639. .12884, 12675 .. 12887 , 


12697. .12888 


Seq. No. 


9958 


Seq. ID 


OJ990520_33.9819.C1 


Gene No. 


21230 


Strand 






12118 


End 


14781 


Name 


OJ990520 33.9819.Cl.o3.tm 


Method 


TBLASTX: Maize 


b narr. 


12665 


End 


13011 


p t 


none 


Score 


82 


Exons 


12665. .12799, 12675 .. 13010, 


12682. .13011 


o e q . ln o . 


9958 


Seq. ID 


OJ990520_33.9819.C1 




21230 


Strand 




Start 


12118 


End 


14781 


Name 


OJ990520 33.9819.Cl.o2.np 


Method 


AAT/NAP . 


Start 


12681 


End 


14206 


GI 


2760830 


Score 


2134 


Exons 


12681. .14206 






GI Descrip. 


(AC003105) putative beta-ketoacyl-CoA 


synthase [Arabidopsis 



10464 



thaliana] 



Seq. No. 


9958 






Seq. ID 


OJ990520 


j j. yy iy 


. CI 


Gene No. 


21230 






Strand 








Start 


12118 






End 


14781 






Name 


OJ990520 33. 9819. CI. 


o2 . tw 


Method 


TBLASTX : 


Wheat 




Start 


12681 






End 


12917 






GI 


none 






Score 


49 






Exons 


12681. 


.12740, 12694. 




12750. . 12917, 12751 


. . lzylz 




Seq. No. 


9958 






Seq. ID 


OJ990520 


_33.9819 


,C1 


Gene No. 


21230 






Strand 








Start 


12118 






End 


14781 






Name 


OJ990520 33. 9819. CI. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


12705 






End 


14168 






GI 


none 






Score 


152 






Exons 


12705. 


.13049, 12705. 


. ioU4 y , 


12706. .13050, 12787 


1 *3 n c: r\ 






13071. 


.13991, 13078. 


T O T r\ A 


13783. .13899, 14041 


1 A 1 A **> 

. . 1 4 14 Z f 






14052. 


.14168, 14100. 


1/11 

. 14 1 DO 










Seq. No. 


9958 






Seq. ID 


OJ990520 


_33.9819 


CI 


Gene No. 


21230 






Strand 








Start 


12118 






End 


14781 






Name 


■ OJ990520 33. 9819. CI. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


12890 






End 


14036 






GI 


none 






Score 


117 






Exons 


12890. 


.13063, 12891. 


. 14036, 


12892. .13278, 13140 


. . 13733, 






13336. 


.13746, 13795. 


.13899 










Seq. No. 


9958 






Seq. ID 


OJ990520 


j j . yy i y 


Ol 


Gene No. 


21230 






Strand 








Start 


12118 






End 


14781 






Name 


OJ990520 33. 9819. CI. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


13012 






End 


13931 






GI 


none 






Score 


1088 






Exons 


13012. 


.13656, 13014. 


.13931, 


13021. . 13899 






Seq. No. 


9958 






Seq. ID 


■ OJ990520 


. yo i y 


ox 


Gene No. 


21230 






Strand 








Start 


12118 






End 


14781 






Name 


OJ990520 33. 9819. CI. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


13624 






End 


13878 








none 






Score 


195 






Exons 


13624 . 


.13878, 13626. 


. 13877 










Seq. No. 


9958 






Seq. ID 


OJ990520 


"5*3 QQ1 Q 

oo . yts i y . 




Gene No . 


21230 






Strand 








Start 


12118 






End 


14781 






Name 


OJ990520 33. 9819. CI. 


o4 . tm 


Method 


TBLASTX: 


^lai ze 




Start 


13932 






End 


14174 






GI 


none 






Score 


298 






Exons 


13932. 


.14174, 13966. 


. 14151, 


14082. .14168 






Seq. No. 


9958 






Seq. ID 


OJ990520 


_33.9819. 


CI 


Gene No. 


21230 






Strand 








Start 


12118 






End 


14781 






Name 


OJ990520_33.9819.C1. 


o5 . gp 


Method 


AAT/GAP 







10465 




Start 


14 14 1 


T-< _ _J 

End 


i a c m 

14 by / 






GI 


none 


Score 


o **7 r\ 






Exons 


1/11/11 1 A O O n 1 A A CVL I^CQT 

14 14 1 . . 14 z JU , 144b3..14oy/ 










Seq. No. 


9959 


Seq. ID 


OJ990520_33. 


9819 


.C2 


Gene No. 


21231 


Strand 


+ 






Start 


z U 1 


CjTLCx 


Z 3 DO 






Name 


ujyyuozu jj . ytf 1 y . . 01 . gs 


Method 








Start 


zUl 


hna 


DO 






GI 


none 


Score 








Exons 


orii 01 /i 1 inn i o "3 ^ o a q a 
zUl..ol4, l/yU..loo4, Z4y4.. 


ZOOO 








Seq. No. 


y yoy 


beq. id 


uj y yuozu jj . 


QQ1 Q 

y o i y 




Gene No. 


21232 


Strand 








otar u 


1708 


End 


2029 






Name 


OJ990520 33.9819.C2.ol.gp 


Method 


AAT/GAP 






Start 


1708 


End 


2029 






C T 


LIB34 77-003-P1-K1-E9 


Score 


129 






Exons 


1708.. 1735, 1956.. 2029 










GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


yy 60- 


Seq. ID 




no i n 

yy ly 


. Co 


Gene No. 


O 1 O O 1 


Strand 


+ 






Start 


iyo 


End 


1 A *3 /I 

14 o4 






Name 


OJyyUozU i J . y o l y . c J . oi . gs 


Method 


GENSCAN 






Start 


. 195 


End 


1434 






GI 


none 


Score 


.76 






Exons 


195.. 267, 1302.. 1434 










Seq. No. 


9961 


Seq. ID 


OJ990520_33. 


9819 


.C4 


Gene No. 


21234 


Strand 


+ 






Start 


112 


End 


670 






Name 


OJ990520 33.9819.C4.ol.gs 


Method 


GENSCAN 






Start 


112 


End 


670 








none 


Score 


.5 






Exons 


112. .125, 143. .321, 546. .670 










Seq. No. 


9962 


Seq. ID 


OJ990520_33. 


9819 


.C5 


Gene No. 


21235 


• Strand 








Q 4- -j — +- 


701 


End 


780 






Name 


OJ990520 33. 9819 . C5 . ol . gs 


Method 


GENSCAN 






otart 


701 


End 


780 






bl 


none 


Score 


.44 






Exons 


701. .780 










Seq. No. 


. 9963 


Seq. ID 


OJ990520_33; 


9819 


.C6 


Gene No. 


21236 


Strand 


+ 






Start 


150 


End 


2431 






Name 


OJ990520 33.9819.C6.ol.gs 


Method 


GENSCAN 






Start 


150 


End 


2431 






GI 


none 


Score 


.51 






Exons 


150. .231, 781. .945, 1296. .1615, 1812.. 


1934, 1958. .2144, 






2220. .2431 










Seq. No. 


9963 


Seq. ID 


OJ990520_33. 


9819 


C6 



10466 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



21237 Strand + 

18218 End 20835 

OJ990520_33. 9819.C6.o4 .gs Method GENSCAN 

18218 End 20835 

none Score . 6 

18218. .18379, 187 12 .. 188 13, 18828 19033, 194 51 .. 19502, 

19899. .20153, 20236.. 20835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9963 



Seq. ID OJ990520_33.9819.C6 



21238 Strand 
758 End 2380 

OJ990520_33. 9819 . C6 . ol . np Method AAT/NAP 

758 End 2380 

6069646 Score 1715 

758. .1737, 2021. .2380 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


9963 


Seq. ID 


OJ990520_33.9819.C6 




Gene No. 


21239 


Strand 






Start 


3156 


End 


5181 




Name 


OJ990520 33 


. 9819.C6.o2.gs Method 


GENSCAN 


ft 


Start 


3156 


End * 


5154 


if 


GI 


none 


Score 


.79 


*! 


Exons 


3156. .3623, 


3726.-4475, 4582. .4835, 4884. .5154 


i\ 


Seq. No. 


9963 


Seq. ID 


OJ990520_33.9819.C6 


li 


Gene No. 


21239 


Strand 




\i 


Start 


3156 


End 


5181 




Name 


OJ990520 33 


. 9819.C6.o2.np Method 


AAT/NAP 




Start 


3162 


End 


5181 


"\ 


GI 


2760837 


Score 


1363 


J 


Exons 


3162. .3623, 


3726.. 4128, 4228. .4475, 4582. .4805, 4884. .5181 


St 


GI Descrip. 


(AC003105) 


putative cytochrome P4 50 [Arabidopsis thaliana] 


II 


Seq. No. 


9963 


Seq. ID 


OJ990520_33.9819.C6 




Gene No. 


21240 


Strand 




J 


Start 


7670 


End 


16607 




Name 


OJ990520 33 


. 9819.C6.o3.gs Method 


GENSCAN 




Start 


7670 


End 


16607 




GI 


none 


Score 


.62 




Exons 


7670. .8099, 


10130. . 10194, 10645. . 10752, 


11468. .11583, 



12174. .12250, 14728. .14828, 15573 1564 9, 15674 158 95, 
16547. .16607 



Seq. No. 9963 

Gene No. 21241 

Start 18240 

Name OJ990520_33 . 9819 . C6 . o3 . np 

Start 18240 

GI 5360230 

Exons 18240. .18306, 18429 
19896. .20013, 20173 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 33. 9819. C6 



18506, 18651. 
20229, 20337. 



20409 
AAT/NAP 
20409 
791 

18830, 18919. 
20409 



GI Descrip. (AB015287) Ran [Oryza sativa] 



,19008, 



10467 




Seq. No. 


9963 




Seq. ID 


OJ990520 


_33.9819.C6 


Gene No. 


21241 




Strand 






Start 


18240 




End 


20409 




Name 


OJ990520_33. 9819. Co. 


ol.gp 


Method 


AAT/GAP 




Start 


18439 




End 


18991 




GI 


231134 6 




Score 


578 




Exons 


18439.-18506/ 18651. 


. 18830 


, 18919. .18991 




GI Descrip. 


5360230/abj jBAAoiyil 


~\ 1 1 
.1| 1 . 


Oe-47 (AB015287) Ran 


[Oryza sativa] 


beq. no. 






Seq. ID 


OJ990520 


■a "a qqi q pc 


Gene No. 


21242 




Strand 






Start 


21550 




End 


21803 




Name 


OJ990520 33. 9819. C6. 


o4 . np 


Method 


AAT/NAP 




Start 


21550 




End 


21803 




GI 


2130159 




Score 


139 




Exons 


21550. .21803 










GI Descrip. 


hypothetical protein 


85 - 


maize chloroplast 





gi|902275|emb|CAA60340| (X86563) ORF85 [Zea mays] 
gi|902296|emb|CAA60360| (X86563) ORF85 [Zea mays] 





Seq. No. 


9963 






Seq. ID 


OJ990520_33. 9819.C6 




Gene No. 


21243 






Strand 






Start 


22073 






End 


29994 


: 3 i 
'i s? 


Name 


OJ990520. 33. 


98.19. C6.o4.tm 




Method 


TBLASTX: Maize 


jSpi 
!.! 1 


Start 


773 






End 


12766 




GI 


none 






Score 


81 


ill 


Exons 


773. .982, 998. .1333, 1023 


..1226, 12530 


..12610, 12629. .12766 




Seq. No. 


9963 






Seq. ID 


OJ990520_33.9819.C6- 




Gene No. 


21243 






Strand 




ril 


Start 


22073 






End 


29994 




Name 


OJ990520 33. 


9819.C6.o4.tw 




Method 


TBLASTX: Wheat 


is 


Start 


1094 






End 


12790 


Q 


GI 


none 






Score 


234 


'M 

t , 


Exons 


1094. .1228, 


12529. .12705, 


12530. .12790 


, 12530.. 12709 




Seq. No. 


9963 






Seq. ID 


OJ990520_33.9819.C6 




Gene No. 


21243 






Strand 




n 


Start 


22073 






End 


29994 


□ 


Name 


OJ990520 33. 


9819.C6.o3. tm 




Method 


TBLASTX: Maize 




Start 


1798 






End 


2383 




GI 


none 






Score 


84 




Exons 


1798. .1935, 


1800. .1958, 1937. 


.1990, 2003.. 2380, 2009.. 2383 




Seq. No. 


9963 






Seq. ID 


OJ990520_33.9819.C6 




Gene No. 


21243 






Strand 






Start 


. 22073 






End 


29994 




Name 


OJ990520 33. 


9819.C6.o3.ts 




Method 


TBLASTX: Soybean 




Start 


3183 






End 


5089 




GI 


none 






Score 


78 




Exons 


3183. .3503, 


3540. .3623, 3774. 


.3929, 3778. .3918, 4134. .4493, 






4600. .4677, 


4732. .4818, 4948. 


.5082, 4949. .5089 




Seq. No. 


9963 






Seq. ID 


OJ990520_33.9819.C6 




Gene No. 


21243 






Strand 






Start 


22073 






End 


29994 



10468 



Name 

Start 

GI 

Exons 



OJ990520_33. 98 19 . C6 . o5 . tm 

3183 

none 

3183.. 3500, 3199.. 3501, 3525, 
3777. .3959, 4134. .4481, 4597, 



Method TBLASTX : Mai ze 
End 4806 
Score 144 

.3617, 3561. .3617, 3760. .3942, 
.4689, 4672. .4806 



Seq. No. 9963 Seq. ID 

Gene- No. 21243 Strand 

Start 22073 End 

Name OJ990520_33 . 98 19 . C6 . o4 . tc Method 

Start 3186 End 

GI none Score 

Exons 3186.. 3503, 3187.. 3456 



OJ990520_33. 9819.C6 
29994 

TBLASTX: Cress 

3503 

84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9963 

21243 

22073 

OJ990520_33. 

3348 

none 



9819.C6.o3.tw 



Seq. ID OJ990520_33.9819.C6 
Strand 
End 

Method 
End 
Score 



29994 

TBLASTX: Wheat 

3656 

83 



3348. .3503, 3348. .3503, 3349. .3504, 3540. .3656, 3547. .3648 



Seq. No. 9963 Seq. ID 

Gene No. 21243 Strand 

Start 22073 End 

Name OJ990520_33 . 9819 . C6 . 06 . tm Method 

Start 12873 End 

GI none Score 

Exons 12873. .13166, 12873.. 13148 



OJ99052Q_33.9819.C6 
29994 

TBLASTX: Maize 

13166 

236 



Seq. No. 9963 
Gene No. 21243 
Start 22073 

Name OJ990520_33 . 98 19 . C6 . ol . tw 

Start 18228 
GI none 
Exons 18228, 

18650, 

18918. 

19898. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_33. 9819.C6 
29994 

TBLASTX: Wheat 

19984 

81 



,18305, 18231. .18311, 18428 .. 18505 , 18432 .. 18506, 

,18832, 18651. .18833, 18910 .. 1 9008 , 18 917 1 9003, 

,19007, 19896. .19982, 198 96 .. 1997 9, 19897 .. 19983, 
,19984 



Seq. No. 9963 
Gene No. 21243 
Start 22073 

Name OJ990520_33 . 9819 . C6 . o2 . tc 

Start 18428 
GI none 
Exons 18428, 

18918, 

20184 . 



.18505, 18650. 
.19007, 19896. 
.20231, 20332. 



. 18832, 
,20018, 
,20406 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18651 

19898 



OJ990520 33. 9819. C6 



29994 

TBLASTX: Cress 
20406 
232 

18833, 18910. .19008, 
20020, 20,174. .20230, 



Seq. No. 9963 Seq. ID 

Gene No. 21243 Strand 

Start 22073 ' End 

Name OJ990520_33 . 98 19 . C6 . o2 . tm Method 

Start 18428 End 

GI none Score 



OJ990520_33. 9819.C6 
29994 

TBLASTX: Maize 

20406 

68 



10469 






Exons 


1 O A O O 

lo4zo . 


i o c n c 
. loOUO , 


1 oyioo 
lo 4 oZ . 


. IojUd, 


18650. .18832, 18651 


1 ftft^ 








lo yi o . 


• i on m 
. 1 y U U / / 


1 QQ1 Q 

i o y i o . 


. i y uu / , 


18919. .19008, 18919 


. . -L .7 U V O , 








19896. 


.20018, 


19897. 


. Z UUU 1 , 


19898. .20020, 20174 










20184. 


.20231, 


20332. 


9 n a n £ 


20335. .20403 








Seq. No. 


9963 








Seq. ID 


OJ990520_ 


^ Qft 1 Q 






Gene No. 


21243 








Strand 










Start 


22073 








End 


29994 








Name 


OJ990520 33. 9819. C6. 


o2. ts 


Method 


TBLASTX: 


Soybean 






Start 


18428 








End 


20412 








GI 


none 








Score 


228 








Exons 


18428. 


.18505, 


18650. 


1 ftft"39 


18651. .18833, 18918 


19007, 








18919. 


.19008, 


19895. 


onnnp 
. Z UU U O , 


19896. .2001 


8, 19898 










20174. 


.20230, 


20184 . 


909^1 
. Z U Z z> ± , 


20332. .20412 








Seq. No. 


9963 








Seq. ID 


OJ990520^ 


_33. 9819. 


C6 




Gene No. 


21243 








Strand 










o tar t 


22073 








End 


29994 








Name 


OJ990520 33. 9819. C6. 


oz . gp 


Method 


AAT/GAP 








Start 


21702 








End 


22026 








GI 


428061 








Score 


559 








Exons 


21702. 


.22026 














J 


Seq. No. 


9963 








Seq. I'D 


OJ990520 


T-5 QO 1 Q 




II 


Gene No. 


21243 








Strand 








?' 


Start. 


22073 








End 


29994 








Name 


OJ990520 33. 9819. C6. 


ol . tm 


Method 


TBLASTX: 


lyjai ze 




Li 


Start 


22039 








End 


24649 








GI 


none 








Score 


60 








Exons 


22039. 


.22104, 


22048. 


o 9 i m 
. zz l u / , 


22071. .22214, 22073 


9991 £> 

• . Z. Z. Z, J_ U , 




s i 




22074. 


.22214, 


22144. 


.22224, 


22168. .22224, 22504 


. .22605, 




at 




22505. 


.22612, 


22505. 


.22606, 


22506. .22616, 22707 


. .22976, 




if 




22711. 


.22974, 


22723. 


99 Qft 0 


22724..22984, 22733 


. .22981, 








23112. 


.23279, 


23113. 


. iOjlU, 


23114. .232^ 


8, 23245 










23359. 


.23478, 


23361. 


9 "3 4 09 


23361. .23666, 23362 


9^64 Q 

• • i, Jut J/ 




i 




23411. 


.23671, 


24117. 


9 /I 9 ^ £ 
. Z 4 Z O O , 


24117. .24236, 24118 


9 4 9^7 




SI 




24532. 


.24648, 


24536. 


. Z 4 O 4 _7 










p t 
s? 
3 ! 


Seq. No. 


9963 








Seq. ID 


OJ990520 


"3*3 QR1 Q 




s : 


Gene No. 


21243 








Strand 








"\ 


Start 


22073 








End ' 


29994 








Name 


OJ990520 33. 9819. C6. 


o3 . tc 


Method 


TBLASTX: 


Cress 






btart: 


22055 








End 


22899 








GI 


none 








Score 


171 








Exons 


22055. 


.22216, 


22074. 


9991 4 
. Z Z Z J. 4 , 


22076. .22219, 22506 


9961 0 








22506. 


.22619, 


22529. 


99 £1 Q 
. ZZ DlO , 


22529. .22642, 22707 


99PI Qft 








22711. 


.22899, 


22723. 


990 QQ 

. ZZ O .7 ZJ 












Seq. No. 


9963 








Seq. ID 


OJ990520 


^ Qft 1 Q 

JJ . 5013 






Gene No. 


21243 








Strand 










Of 2r f 


22073 








- End 


29994 








Name 


OJ990520 33. 9819. C6. 


ol. ts 


Method 


TBLASTX: 


Soybean 






Start 


22073 








End 


24651 








GI 


none 








Score 


160 








Exons 


22073. 


.22216, 


22074. 


.22214, 


22504. .22605, 22505 


. .22606, 








22506. 


.22619, 


22506. 


.22619, 


22723. .22974, 22723 


. .22980, 








22724. 


.22984, 


23113. 


.23310, 


23114. .23278, 23359 


. .23478, 





10470 






23361 . . 23402, 23361 


. . 23657, 


23362. .23649, 24117 


. .24236, 






24121. .24237, 24527 


. : 24649, 


24532.. 24651 






Seq. No. 


9963 




Seq. ID 


OJ990520 


_33. 9819. 


C6 


Gene No. 


21243 




Strand 








Start 


22073 




End 


29994 






Name 


OJ990520_33.9819.C6 


. o5 . gs 


Method 


GENSCAN 






Start 


22073 




End 


29994 






GI 


none 




Score 


.91 






Exons 


22073 . . 22213, 22506 


. . 22616, 


22723. .22978, 23114 


. . 23277, 






23361 . .23648, 24021 


. .24089, 


24123. .24220, 24531 


. . 24831, 






29962 . .29994 












Seq. No. 


9963 




Seq. ID 


OJ990520 


33 . 9819 . 


C6 


Gene No. 


21243 




Strand 








Start 


22073 




End 


29994 






Name 


OJ990520 33. 9819. C6 


o5 . np 


Method 


AAT/NAP 






Start 


22076 




End 


24816 






GI 


6752880 




Score 


1623 






Exons 


22076. .22213, 22506 


.22616, 


22723. .22978, 23114 


. .23211, 






23361. .23648, 24123 


.24220, 


24531. .24 


662, 24705 


. .24816 




GI Descrip. 


(AF220199) 26S proteasome regulatory 


subunit 8 


[Pinus taeda 


! »i Seq. No. 


9963 




Seq. ID 


OJ990520 


_33.9819. 


C6 . 


hll Gene No. 


21243 




Strand 








rfj Start 


22073 




End 


~29994 






rjj Name 


OJ990520 33. 9819. C6 


o2. tw 


Method 


TBLASTX: 


Wheat 




; ==; Start 


23196 




End 


23666 






H GI 


none 




Score 


72 






Exons 


23196. .23279, 23197 


.23280, 


23197. .23310, 23359 


. .23478, 






23361. .23585, 23361 


.23594, 


23362. .23595, 23586 


. .23666, 






23593. .23640 












is 

Seq. No. 


9963 




Seq. ID 


OJ990520 


_33.9819. 


C6 


!' s ; Gene No. 


21243 




Strand 








y* Start 


22073 




End 


29994 






! !s; Name 


OJ990520 33. 9819. C6 


ol. tc 


Method 


TBLASTX: 


Cress 




Start 


23239 




End 


24651 








none 




Score 


262 






■IBf _ 

Exons 


23239. .23280, 23359 


.23475, 


23361. .23657, 23362 


. .23649, 




: ; s ( 


24117. .24212, 24121 


.24222, 


24532. .24651, 24536 


. .24649 




Seq. No. 


9964 




Seq. ID 


OJ990520 


_33.9819. 


C7 


Gene No. 


21244 




Strand 


+ 






Start 


1458 




End 


26442 






Name 


OJ990520 33. 9819. C7 


ol . gs 


Method 


GENSCAN 






Start 


1458 




End 


4338 






GI 


none 




Score 


.51 






Exons 


1458. .1563, 3778. .31 


$23, 4218 


. .4338 








Seq. No. 


9964 




Seq. ID 


OJ990520 


_33.9819. 


C7 


Gene No. 


21244 




Strand 


+ 






Start 


1458 




End 


26442 






Name 


OJ990520 33. 9819. C7 


ol . np' 


Method 


AAT/NAP 






Start 


1479 




End 


26442 






GI 


6721547 




Score 


87 






Exons 


1479. .1563, 5014. .5090, 26422. .26442 









10471 



GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. No. 9964 Seq. ID 

Gene No. 21244 Strand 

Start 1458 End 

Name OJ990520_33. 9819 . C7 . o2 . gs Method 

Start 4672 End 

GI none Score 

Exons 4672.. 5034 



OJ990520_33.9819.C7 
+ 

26442 
GENSCAN 
5034 
. 64 



Seq. No. 9964 Seq. ID 

Gene No. 21245 Strand 

Start 8251 End 

Name OJ990520_33 . 9819 . C7 . o3 . gs Method 

Start 8251 End 

GI none Score 

Exons 8251.. 8817, 9744.. 9905 



OJ990520_33. 9819.C7 

9905 
GENSCAN 
9905 
.41 



Seq. No. 9964 
Gene No. 21246 
Start 10550 

Name OJ990520_33 . 9819 . C7 . o4 . gs 

Start 10550 
GI none 
Exons 10550. . 10843, 

' 12893. .14955, 

17072. .17314, 

19249. .19547, 

24443. .24520, 



10885. .10966, 
15003. .16164, 
17366. .17379, 
19971. .20946, 
24845. .24876, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11216. .11493, 
16377. .16513, 
17573. .17697, 
21285. .21879, 
25002. .25303 



OJ990520 33. 9819. C7 



25303 
GENSCAN 
25303 
.44 

11628. 
16808. 
18822. 
22005. 



.12813, 
.16902, 
. 19076, 
.23427, 



Seq. No. 9964 

Gene No. 21246 

Start 10550 

Name OJ990520_33 . 9819 . C7 . o5 . tm 

Start 11212 

GI none 

Exons 11212. .11349, 11341 11574, 
11614. .11862, 11619. .11915 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_33.9819.C7 
25303 

TBLASTX: Maize 

11963 

63 



11347. .11472, 11613. . 11963, 



Seq. No. 9964 Seq. ID OJ990520_33 . 98 1 9 . C7 

Gene No. 2124 6 Strand 

Start 10550 End 25303 

Name OJ990520_33 . 981 9 . C7 . o2 . np Method AAT/NAP 

Start 11233 End 17237 

GI 6466937 Score 2285 

Exons 11233. .15560, 17196.. 17237 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 9964 Seq. ID 

Gene No. 21246 Strand 

Start 10550 End 

Name OJ990520_33 . 9819 . C7 . o4 . tw Method 

Start 11613 End 

GI none Score 
Exons 



OJ990520_33. 9819.C7 
25303 

TBLASTX: Wheat 

11897 

138 



11613. .11897, 11614. .11847, 11616.. 11885 



10472 



Seq. No. 


9964 








Seq. ID 


OJ990520 33.9819 


Gene No. 


21246 








Strand 




Start 


10550 








End 


25303 


Name 


OJ990520 33. 


9819. C7 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


11964 








End 


12350 


GI 


none 








Score 


280 


Exons 


11964. 


.12350 










Seq. No. 


9964 








Seq. ID 


OJ990520_33. 9819 


Gene No. 


21246 








Strand 




Start 


10550 








End 


25303 


Name 


OJ990520 33. 


9819. C7 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


11970 








End 


12605 


GI 


none 








Score 


282 


Exons 


11970. 


.12605 


, 11971 


. . 12519 






Seq. No. 


9964 








Seq. ID 


OJ990520_33.9819 


Gene No. 


21246 








Strand 




Start 


10550 








End 


25303 


Name 


OJ990520 33. 


9819. C7 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


12198 








End 


12584 


GI 


none 








Score 


146 


Exons 


12198. 


.12584 


, 12202 


. . 12552 






Seq. No. 


9964 








Seq. ID 


OJ990520_33.9819 


Gene No. 


21246 








Strand ■ 




Start 


10550 








End 


25303 


Name 


OJ990520 33. 


9819. C7 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


12438 








End 


12836 


GI 


none 








Score 


107 


Exons 


12438. 


.12836 


, 12439 


. . 12675 






Seq. No. 


9964 








Seq. ID 


OJ990520_33.9819 


Gene No. 


21246 








Strand 




Start 


10550 








End 


25303 


Name 


OJ990520 33. 


9819. C7 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


12606 








End 


13032 


GI 


none 








Score 


70 ' 


Exons 


12606. 


.12836 


, 12895 


. . 13032, 


12913. .13029 


Seq. No. 


9964 








Seq. ID 


OJ990520_33. 9819 


Gene No. 


21246 








Strand 




Start 


10550 








End 


25303 


Name 


OJ990520 33. 


9819. C7 


. o2.tm 


Method 


TBLASTX: Maize 


Start 


13033 








End 


13557 


GI 


none 








Score 


360 


Exons 


13033. 


.13554 


, 13043 


. . 13552, 


13255. . 13557 


Seq. No. 


9964 








Seq. ID 


OJ990520_33.9819 


Gene No. 


21246 








Strand 




o car t 


10550 








End 


25303 


Name 


OJ990520 33. 


9819. C7 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


13183 








End 


13584 


GI 


none 








Score 


141 


Exons 


13183. 


.13584 


, 13184 


. .13495 






Seq. No. 


9964 








Seq. ID 


OJ990520_33.9819 



10473 



Gene No. 21246 Strand 

Start 10550 End 

Name OJ990520_33 . 9819 . C7 . o2 . ts Method 

Start 13297 End 

GI none Score 

Exons 13297. .13668, .132 98 1364 5 



25303 

TBLASTX : Soybean 

13668 

167 



Seq. No. 9964 

Gene No. ' 21246 

Start 10550 

Name OJ990520_33 . 9819 . C7 . ol . tw 

Start 13633 

GI none 

Exons 13633. .14115, 13667.. 14104 



Seq. ID OJ990520_33. 9819.C7 
Strand 

End 25303 

Method TBLASTX : Wheat 

End 14115 

Score 240 



Seq. No. 


n o r a 




Seq. ID 


OJ990520_33. 9819. 


C7 


Gene No. 


21246 




Strand 






Start 


10550 




End 


25303 




Name 


OJyyUozU j3.9ol9.C/ 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


13738 




End 


14214 




GI 


none 




Score 


201 




Exons 


13738 .. 14214 , 13750 


. . 14139, 


13817. .14155 




r*| Seq. No. 


9964 




Seq. ID 


OJ990520_33.9819. 


C7 


5 i Gene No. 


2124 6 




Strand 






: s?i OLdlt 


10550 




End 


25303 




!:!■ Name 


OJ990520 33. 9819. C7 


. o3 . ts 


Method 


TBLASTX : Soybean 




= M Start 


13765 




End 


14079 




□ GI 


none 




Score 


50 




i 3 ij Exons 


13765. .14079, 13766 


. .13963, 


13988. .14053 




l^l Seq. No. 


9964 




Seq. ID 


OJ990520_33.9819. 


C7 


1 =■ Gene No. 


21246 




Strand 






^ Start 


10550 




End 


25303 




Q Name 


OJ990520 33. 9819. C7 


.o9.tm 


Method 


TBLASTX: Maize 




! Hl Start 


14305 




End 


14583 






none 




Score 


124 




' « t Exons 

•is! 


14305. .14559, 14383 


. .14583 








Q Seq. No. 


9964 




Seq. ID 


OJ990520_33.9819. 


C7 


kll Gene No. 


21246 




Strand 






Start 


10550 




End 


25303 




Name 


OJ990520 33. 9819. C7 . 


. o3.np 


Method 


AAT/NAP 




Start 


17407 




End 


23089 




GI 


6069646 




Score 


809 




Exons 


17407. .18380, 18669. 


. .19465, 


23068. .23089 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 9964 Seq. ID 

Gene No. 21246 Strand 

Start 10550 End 

Name OJ990520_33 . 9819 . C7 . ol2 . tm Method 

Start 17703 End 



OJ990520_33.9819.C7 
25303 

TBLASTX :Maize 
17915 



10474 




GI 


none 






Score 


185 




Exons 


17703. 


.17915 










Seq. No. 


9964 






Seq. ID 


OJ990520_33.9819, 


.C7 


Gene No. 


21246 






Strand 






btart 


10550 






End 


25303 




Name 


OJ990520 33. 9819. C7 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


18381 






End 


18806 






none 






Score 


89 




Exons 


18381. 


.18410, 18510 


. .18806, 


18517.. 18801 




Seq. No. 


9964 






Seq. ID 


OJ990520_33.9819< 


.C7 


Gene No. 


21246 






Strand 






Q 4- y~ 4- 


10550 






End 


25303 




Name 


OJ990520 33. 9819. C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


18447 






End 


19134 






none 






Score 


152 




Exons 


18447. 


.19133, 18448 




18979. .19134 




Seq. No. 


9964 






Seq. ID 


OJ990520_33.9819. 


,C7 


Gene No. 


21246 






Strand 






o x. art 


10550 






End 


25303 




Name 


OJ990520 33. 9819. C7 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


18948 






End 


19209 




GI 


none 






Score 


77 




Exons 


18948. 


.19208, 18979 


. . 19209 








Seq. No. 


9964 






Seq. ID 


OJ990520_33.9819. 


, C7 


Gene No. 


21246 






Strand 






Start 


10550 






End 


25303 




Name 


OJ990520 33. 9819. C7 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


19134 






End 


19581 






none 






Score 


52 




Exons 


19134. 


.19229, 19164 


i noon 

. . ±3113 , 


19222. .19479, 19337. .19477, 






19549. 


.19581 










Seq. No. 


9964 






Seq. ID 


OJ990520_33. 9819. 


C7 


Gene No. 


21246 






Strand 






Q 4- >-+- 


10550 






End 


25303 




Name 


OJ990520 33. 9819. C7 


. 08 . tm 


Method 


TBLASTX: Maize 




C4- -i 4- 

otart 


19686 






End 


20058 




C T 


none 






Score 


70 




Exons 


19686. 


.19772, 19741 


. . zUUoo , 


19811. .19933 




Seq. No. 


9964 






Seq. ID 


OJ990520_33.9819. 


C7 


Gene No. 


21246 






Strand 






C 4 1 -v- 4- 

o tar t 


10550 






End 


25303 




Name 


OJ990520 33. 9819. C7, 


. olO . tm 


Method 


TBLASTX: Maize 




C 4 > v*4- 

o tart 


20272 






End 


20532 






none 






Score 


144 




Exons 


20272. 


.20391, 20395. 


O A C ~) O 

, . 20532 








Seq. No. 


9964 






Seq. ID 


OJ990520_33.9819. 


C7 


Gene No. 


21246 






Strand 






Start 


10550 






End 


25303 




Name 


OJ990520 33. 9819. CI. 


, oil . tm 


Method 


TBLASTX: Maize 




Start 


22331 






End 


22672 





10475 






GI 


none 




Score 


188 








Exons 


22331. .22396, 22403. .22672 














Seq. No. 


9965 




Seq. ID 


OJ990520 


_33.9819. 


C8 




Gene No. 


21247 




Strand 


+ 








Start 


1726 




End 


2070 








Name 


OJ990520 33.9819.C8.ol.gs 




Method 


GENSCAN 








Start 


1726 




End 


2070 








GI 


none 




Score 


. 87 








Exons 


1726. . 2070 














Seq. No. 


9965 




Seq. ID 


OJ990520 


_33.9819. 


C8 




Gene No. 


21248 




Strand 


+ 








Start 


6076 




End 


14363 








Name 


OJ990520 33.9819.C8.o3.gs 




Method 


GENSCAN 








Start 


6076 




End 


14363 








GI 


none 




Score 


.42 








Exons 


6076. .6205, 6210. .6247, 6823 


..6915, 6972. .7115, 


7328. .7485, 






7565. .7746, 7978. .8030, 8115 


..8588, 8671. .8822, 


8876. .9057, 






9968. .10117, 10380. .10661, 


10812. .10888, 11481. 


.11756, 








12995. .13113, 13166. .13277, 




14268. .14363 








Seq. No. 


9965 




Seq. ID 


OJ990520 


_33.9819. 


C8 


J ss fe 

•t 3? 


Gene No . 


21248 




Strand 


+ 






E. = ! 


Start. 


6076 




End 


14363 






ui 


Name 


OJ990520 33.9819.C8.ol.np 




Method 


AAT/NAP 








Start 


8022 




End 


12343 






i u 


GI 


2586082 




Score 


3899 






Is si 


Exons 


8022. .12343 












Uf 
s; 


GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






:s ; j 


Seq. No. 


9965 




Seq. ID 


OJ990520 


_33.9819. 


C8 




Gene No. 


21249 




Strand 








is 


Start 


13459 




End 


13842 






!- 


Name 


OJ990520 33.9819.C8.ol.gp 




Method 


AAT/GAP 








Start 


13459 




End 


13842 






M? 


GI 


5900764 
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Method 
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Start 
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Start 22617 End 26724 

GI 342_1.R1084 Score 6701 

Exons 22617. .25866, 25985 2608 9, 26199.. 26724 

GI Descrip. ' 4 574 406/gb | AAD24042 . 1 | 0.0e+00 -(AF121139) RIM2 protein 
sativa] 1 



[Oryza 



Seq. No. 9970 Seq. ID OJ990330_20 . 98 19 . C2 

Gene No. 21257 . - Strand + 

Start 22005 End 26724 

Name OJ990330_20 . 98 19 . C2 . 08 . gp Method AAT/GAP 

Start 22621 End 26724 

GI 342_1.R1084 Score 6701 

Exons 22621. .25866, 25985 .. 2608 9, 26199.. 26724 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 





Seq. No. 


9970 


Seq. ID 


OJ990330_20. 


9819. C2 




Gene No. 


21258 


Strand 








Start 


r r Ci 

668 


End 


1604 






Name 


OJ990330_20 . 9819 . C2 . ol . gs 


Method 


GENSCAN 






Start 


668 


End 


1604 






GI 


none 


Score 


.96 




■us; 


Exons 


668. .1031, 1176. .1378, 1509. 


.1604 






y 


Seq. No. 


9970 


Seq. ID 


OJ990330_20. 


9819 . CZ 




Gene No. 


21259 


Strand 








Start 


5981 


End 


7067 






Name 


OJ990330 20. 9819 . C2 . o3 . gs 


Method 


GENSCAN 




ri 


Start 


5981 


End 


7067 




L i\ 


GI 


none 


Score 


.7 






Exons 


5981.. 6340, 6350. .6460, 6557 


. .6832, 6972. .7067 




i : 

j LI 


Seq. No. 


9970 


Seq. ID 


OJ990330_20. 






Gene No. 


21260 


Strand 






□ 


Of ivf 

orar z 


11948 


End 


12747 




"5 


Name 


OJ990330 20.9819.C2.o5.gs 


Method 


GENSCAN 






Start 


11948 


End 


12707 




*' "1 


GI 


none 


Score 


.62 




i r 


Exons 


11948. .12189, 12270. .12495, 


12612. .12707 




Q 


Seq. No. 


9970 


Seq. ID 


OJ990330_20. 


9819. C2 




Gene No. 


21260 


Strand 








Start 


11948 


End 


12747 






Name 


OJ990330 20. 9819 . C2 . ol . gp 


Method 


AAT/GAP 






Start 


12449 


End 


12747 






GI 


LIB3434-052-P1-K1-G2 


Score 


305 






Exons 


12449. .12495, 12612. .12747 










GI Descrip. 


'5852182/emb|CAB55420.1 | 9.0e-13 (AL117265) zhb0012 


.1 [Oryza 






sativa] 1 










Seq. No. 


9970 


Seq. ID 


OJ990330_20. 


9819. C2 




Gene No. 


21261 


Strand 








Start 


17421 


End 


18207 






Name 


OJ990330 20.9819.C2.o7.gs 


Method 


GENSCAN 






Start 


17421 


End 


18207 






GI 


none 


Score 


.75 






Exons 


17421. .17635, 177 63 .. 17 997 , 


18112. .18207 





10483 




Seq. No. 


9970 






Seq. ID 


OJ990330_20. 9819.C2 


Gene No. 


21262 






Strand 




Start 


18773 






End 


21094 


Name 


OJ990330 20. 


9819 . cz . oo . gs 


Method 


GENSCAN 


Start 


18773 






End 


21094 


GI 


none 






Score 


.72 


Exons 


18773. 


, .18841 


, 20294 . . ZU4 42 , 


20592. .20892, 20987.. 21094 


Seq. No. 


9970 






Seq. ID 


OJ990330_20. 9819.C2 


Gene No. 


21263 






Strand 




Start 


26988 






End 


27155 


Name 


OJ990330 20. 


9819.C2.o5.tw 


Method 


TBLASTX: Wheat 


Start 


1233 






End 


18241 


GI 


none 






Score 


113 


Exons 


1233. . 


,1370, 


1265.. 1384, 1512 


..1616., 1512.. 1607, 6719.. 6838, 



6720. .6806, 6975. .7073, 6975. .7073, 6982. .7095, 12352 .. 1247 1 , 







12353. 


.12469, 12591. 


. . 1Z / 4 3 , 


12622. .12744, 17881 .. 17 97 6, 








17882. 


.17968, 18091. 


i O n >( A 

. . loz4 U , 


18122. .18241 






Seq. No. 


9970 






Seq. ID 


OJ990330_20.9819. 


,C2 




Gene No. 


21263 






Strand 








Start 


26988 






End 


27155 






Name 


OJ990330 20. 9819. C2 . 


. o4 . tw 


Method 


TBLASTX: Wheat 




: B i 


Start 


22805 






End . 


23156 




ui 


GI 


none 






Score 


108 




m 


Exons 


22805. 


.22936, 22895. 


O "3 1 A C 
. . 1 Jl 4 D, 


22903. .23145, 22905. .23156 






Seq. No. 


9970 






Seq. ID 


OJ990330_20.9819. 




i"i 


Gene No. 


21263 






Strand 






•:. z i 


Start 


26988 






End 


27155 






Name 


OJ990330 20. 9819. C2 , 


■Ol .ts 


Method 


TBLASTX: Soybean 




I Lf 


Start 


22934 






End 


23218 






GI 


none 






Score 


237 




u 


Exons 


22934. 


.23146, 22936. 


. .23142, 


23153. .23218 




j:= : 


Seq. No.. 


9970 






Seq. ID 


OJ990330_20.9819. 


.C2 




Gene No. 


21263 






Strand 








Start 


26988 ■ 






End 


27155 






Name 


OJ990330 20. 9819. C2 < 


. o2. tc 


Method 


TBLASTX: Cress 






Start 


23333 






End 


23551 






GI 


none 






Score 


209 






Exons 


23333. 


.23551, 23335. 


. .23388, 


23428. .23523 






Seq. No. 


9970 






Seq. ID 


OJ990330_20.9819, 


.C2 




Gene No. 


21263 






Strand 








Start 


26988 






End 


27155 






Name 


OJ990330 20. 9819. C2. 


. o2.tw 


Method 


TBLASTX: Wheat 






Start, 


23372 






End 


23840 






GI 


none 






Score 


72 






Exons 


23372. 


.23425, 23380. 


. .23424, 


23426. .23530, 23437. .23526, 








23544. 


.23624, 23544. 


. .23630, 


2354 5. .23631, 23611. .23835, 








23632. 


.23835, 23634. 


. .23840 










Seq. No. 


9970 






Seq. ID 


OJ990330_20.9819. 


.C2 




Gene No. 


21263 






Strand 








Start 


26988 






End 


27155 





10484 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990330_20. 9819 . C2 . ol . tm Method 
23417 End 
none Score 
23417. .23545, 23429. 
23680. .23874 



TBLASTX: Maize 
23874 
108 

.23551, 23544. .23669, 2354 5 .. 23670 , 



9970 

21263 

26988 

OJ990330_20. 9819 . C2 . o2 . ts 

23704 

none 

23704. .23946 

9970 

21263 

26988 

OJ990330_20. 9819 . C2 . o3 . tw 

23980 

none 

23980. .24042, 23982. .24029, 
24303. .24389, 24304. .24387 

9970 

21263 

26988 

OJ990330_20. 98 19 . C2 . ol . tw 

24390 

none 

24390. .25115, 
25303. .25350, 
25392. .25532, 
25615. .25707 



24390. .25292, 
25307. .25342, 
25393. .25533, 



9970 

21263 

26988 

OJ990330_20 . 9819. C2-. o2 . tm 

24433 

none 

24433. .24747, 24444. .24746 

9970 

21263 

26988 

OJ990330_20. 9819 . C2 . ol . tc 

24674 

none 

24 674 . .24 856, 24 678 .. 25115, 
24688. .25125 

9970 

21263 

26988 

OJ990330_20. 98 19 . C2 . olO . gs 

26988 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_20. 9819.C2 
27155 

TBLASTX : Soybean 

23946 

215 



OJ990330_20. 9819.C2 
27155 

TBLASTX: Wheat 

24389 

85 



24048. .24230, 24052 .. 24270, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990330 20. 9819. C2 



27155 

TBLASTX: Wheat 
25707 
334 

24391. .25308, 25302 .. 2534 9, 
25350. .2544 5, 25354 . .25413, 
25461. .25541, 2554 6 .. 25626, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_20. 9819.C2 
27155. 

TBLASTX: Maize 

24747 

316 



OJ990330_20. 9819.C2 
27155 

TBLASTX: Cress 

25125 

172 



24678. ,25-121, 24 682 .. 25125 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_20. 9819.C2 

27155 
GENSCAN 
27155 
.73 



10485 



Exons 



26988. .27155 



Seq. No. 9971 . Seq. ID 

Gene No. • 21264 Strand 
Start 220 End 

Name OJ990330_20 . 9819 . C3 . ol . gp Method 

Start 220 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 220.. 276, 4982.. 5027, 8071.. 8094, 17700.. 17720 

GI Descrip. 1 24 98586/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990330_2O.9819.C3 
+ 

17720 
AAT/GAP 
17720 
124 



9971 

21264 

220 

OJ990330_20.9819.C3.ol.np 

1067 

4680204 



Seq. ID OJ990330_20.9819.C3 



Strand 
End 

Method 

End 

Score 



+ 

17720 
AAT/NAP 
4720 
1039 



1067.. 2503, 2578^.3675, 3785.. 3958, 4055.. 4274, 4625.. 4720 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 9971 Seq. ID 

Gene No. 21264 Strand 

Start 220 .End 

Name OJ990330_20 . 9819 .C3 . o2 . np Method 

Start 5895 End 

GI 6907106 Score 

Exons 5895.. 6088, 6242.. 6695, 6767.. 6963 
GI Descrip. 



OJ990330_20.9819.C3, 
+ 

17720 
AAT/NAP 
6963 
422 



(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 9971 Seq. ID 

Gene No. 21264 Strand 

Start 220 End 

Name OJ990330_20 . 9819 . C3 . o3 . gp Method 

Start 7125 End 

GI 15591_1.R1084 , Score 

Exons 7125.. 7160, 7230.. 7467 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990330_20.9819.C3 
+ 

17720 
AAT/GAP 
7467 
390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9971 Seq. ID 

21264 Strand 

220 End 

OJ990330_20 . 98 19 . C3 . o3 . np Method 

10461 End 

6598399 Score 
10461. .13075, 14486.. 15187 

(AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990330_20.9819.C3 
+ 

17720 
AAT/NAP 
15187 
1669 



Seq. No. 9971 Seq. ID 

Gene No. 21265 Strand 

Start 27497 End 

Name OJ990330_20 . 9819 . C3 . o4 . gp Method 

Start 27497 End 



OJ990330_20.9819.C3 
+ 

27574 

AAT/GAP 

27574 



10486 




GI 


uC-osflM202097dl0bl 


Score 


O 1 

o / 


Exons 


27497. .27574 






GI Descrip. 


'4062935/dbj I AB0034 95 . 1 1 AB0034 95 3.0e- 


14 Oryza sativa DNA for 




dihydrof lavonol 4-reductase, 


complete 


cds 1 


Seq. No. 


9971 


Seq. ID 


OJ990330_20.9819.C3 


Gene No. 


21266 


Strand 


+ 


Start 


45302 


End 


47248 


Name 


oj99uijo . yyiy . C J . ob . gs 


Method 


GENSCAN 


Start 


45302 


End 


47248 


GI 


none 


Score 


.4 


Exons 


d^D? 4S4^ft 4fi??fi 4fi^°7 


46860. .47248 


Seq. No. 


9971 


Seq. ID 


OJ990330_20.9819.C3 




21267 


Strand 




Start 


5104 


End 


5246 


Name 


OJ990330 20.9819.C3.o2.gp 


Method 


AAT/GAP 


Start 


5104 


End 


5246 


GI 


21474 1.R1084 


Score 


241 


Exons 


5104. .5246 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 



thaliana] ' 



□ 


Seq. No. 


9971 






Seq. ID 


OJ990330_ 


90 Qfi 1 Q 


. ^ ~ > 




Gene No . 


21268 






Strand 










Start 


16829 






End 


17061 






u\ 


Name 


OJ990330 20. 9819. C3 


. gs 


Method 


GENSCAN 






r ; i 

I i_Z 


Start 


16829 






End 


17061 








GI 


none 






Score 


.73 








Exons 


16829. 


.16936, 16966 


.17061 












Seq. No. 


9971 






Seq. ID 


OJ990.330_ 


20. 9819 


.C3 




Gene No. 


21269 






Strand 










Start 


18259 






End 


19531 








Name 


OJ990330 20. 9819. C3 


o3 . gs 


Method 


GENSCAN 






"■u\ 


Start 


18259 






End 


19531 








GI 


none 






Score 


.93 






;s a; 


Exons 


18259. 


.18417, 18458 


. 18665, 


18764. .18 


979, 19120. 


.19277, 




;. s i 

r\ 




19436. 


.19531 












a 


Seq. No. 


9971 






Seq. ID 


OJ990330_ 


20.9819 


.C3 




Gene No. 


21270 






Strand 










Start 


21208 






End 


27116 








Name 


OJ990330 20. 9819. C3 


o4 . gs 


Method 


GENSCAN 








Start 


21208 






End 


27116 








GI 


none 






Score 


.68 








Exons 


21208. 


.21432, 22155 


.22250, 


22645. .22706, 22978. 


.23185, 








25997. 


.26255, 26408 


.26589, 


26967. .27116 








Seq. No. 


9971 






Seq. ID 


OJ990330_ 


20.9819 


.C3 




Gene No. 


21271 






Strand 










Start 


33967 






End 


35069 








Name 


OJ990330 20. 9819. C3 


06. gs 


Method 


GENSCAN 








Start 


33967 






End 


35069 








GI 


none 






Score 


.9 








Exons 


33967. 


.34456, 34575 


.34806, 


34922. .35069 







10487 




Seq. No. 


9971 


Seq. ID 


OJ990330_20. 9819. 


C3 


Gene No. 


21272 


Strand 






btart 




End 


45098 




Name 




Method 


TBLASTX: Wheat 




Start 


1 / xu 


End 


2113 




GI 


none 


Score 


227 




Exons 


1710 1fi90 171? 1948 1712 


..1861, 1813. .1980, 1943. .2113 


Seq. No. 


9971 


Seq. ID 


OJ990330_20. 9819. 


,C3 


Gene No. 


21272 


Strand 






OtaLL 




End 


45098 




Name 


nTQQn^^n 90 qriq n6 1-w 


Method 


TBLASTX: Wheat 




btart 


"3609 ~ 


End 


4124 




GI 


none 


Score 


60 






3609 36R? 3771 3953 3821 


. .3946, 4053. .4124 




Seq. No. 


Q Q "7 1 


Seq. ID 


OJ990330_20. 9819. 


,C3 


Gene No. 


21272 


Strand 






Start 


35298 


End 


45098 




Name 


riTQQO^O 90 QR1 Q P3 ol 1-tti 


Method 


TBLASTX : Maize 




Of v»4- 

bcari 


D'ijD 


End 


6864 






none 


Score 


119 




Exons 


ezAfzz (Ccqq ccnn £/np 


..6600, 6543.. 6602, 6599.. 6730, 






..6853, 6801.. 685T, 6820. ,6864 


Seq. No. 


9971 


Seq. ID 


OJ990330_20.9819, 


.C3 


Gene No. 


21272 


Strand 






Start 




End 


45098 




Name 


nTQon^^n on qqi q r 1 ^ n4 4-^7 


Method 


TBLASTX: Wheat 




Start 


1U / OD 


End 


22553 




GI 


none 


Score 


278 




Exons 


107P6 10Q44 1 07R7 110R9 


10969. . 11088, 22434.. 22553 




Seq. No. 


9971 


Seq. ID 


OJ990330_20. 9819, 


.C3 


Gene No. 


21272 


Strand 






btart 


J 


End 


45098 




Name 




Method 


.TBLASTX: Wheat 




C 4- t -v- +- 


1 1 Qfl/ 


End 


12046 




VjjI 


none 


Score 


215 






11ft04 19046 118S4 12045 








beq . no . 




Seq. ID 


OJ990330_20.9819. 


.C3 


Gene No. 


21272 


Strand 






Start 


35298 


End 


45098 




Name 


O.TQQ0330 90 Qftl 9 P3 n? fm 


Method 


TBLASTX: Maize 




btart 


1 1 Qtl 
1 ±zfD ± 


End 


12943 






none 


Score 


86 




Exons 


11QR1 1011c; 1 onoc 19491 


12199. .12417, 124 55. .12583, 






1 966S 19fiS6 19914 19943 

IlUOJ • • IlO JUf X£.^X*l..X£.-^*4-J 








beq, ln o . 


QQ7 1 


Seq. ID 


OJ990330_20.9819, 


.C3 


Gene No. 


21272 


Strand 






Start 


35298 


End 


45098 




Name 


OJ990330 20. 9819 . C3 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


12050 


End 


12472 




GI 


none 


Score 


429 




Exons 


12050. .12472, 12053. .12373, 


12193. .12471 





10488 



Seq. No. 


9971 




Seq. ID 


OJ990330 


_20.9819 


.C3 


Gene No. 


21272 




Strand 








Start 


35298 




End 


45098 






Name 


OJ990330_20. 9819.C3 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


12329 




End 


12703 






GI 


none 




Score 


203 






Exons 


12329. . 12613, 12665 


. . 12703 










Seq. No'. 


9971 




Seq. ID 


OJ990330 


_20.9819 


.C3 


Gene No. 


21272 




Strand 








Start 


35298 




End 


45098 






Name 


OJ990330_20 . 9819 . C3 


. o2 . tw 


Method 


TBLASTX : 


Wheat 




Start 


12635 




End 


13018 






GI 


none 




Score 


408 






Exons 


12635 . . 13018, 12664 


. . 12885, 


12710. . 13015 






Seq. No. 


9971 




Seq. ID 


OJ990330 


_20.9819 


.C3 


Gene No. 


21272 




Strand 








Start 


35298 




End 


45098 






Name 


OJ990330_20. 9819. C3 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


14476 




End 


14782 






GI 


none 




. Score 


118 






Exons 


14476. . 14616, 14480 


. . 14593, 


14644. .14745, 14645 


. . 14782, 






14735. . 14782 












Seq. No. 


9971 




Seq. ID 


OJ990330 


_20. 9819 


C3 


Gene No . 


21272 




Strand 








Start 


35298 




End 


45098 






Name 


OJ990330_20 . 9819 .C3 


. o7 . gs 


Method 


GENSCAN 






Start 


35298 




End 


45098 






GI 


none 




Score 


.71 






Exons 


35298. .35324, 35526 


. . 35711, 


36929. .37211, 37700 


. . 37863, 






38034 .. 38237 , 40762 


. . 40854 , 


41484. .41E 


05, 42152 


. . 42215, 






42497 . .42602, 44265 


. .44568, 


44667. .44E 


81, 45003 


. .45098 




Seq. No. 


9972 




Seq. ID 


OJ990330 


_20.9819 


C4 


Gene No. 


21273 




Strand 








Start 


283 




End 


820 






Name 


OJ990330_20 . 9819 ,C4 


. ol . gs 


Method 


GENSCAN 






Start 


283 




End 


820 






GI 


none 




Score 


.78 






Exons 


283. . 461, 757 . . 820 












Seq. No. 


9973 




Seq. ID 


OJ990330 


_20.9819 


C5 


Gene No. 


21274 




Strand 








Start 


70 




End 


671 






Name 


OJ990330 20. 9819. C5 


. ol . gs 


Method 


GENSCAN 






Start 


70 




End 


671 






GI 


none 




Score 


.65 






Exons 


70. .258, 281. .382, 524. .671 










Seq. No. 


9974 




Seq. ID 


OJ990430_ 


_28.9819. 


CI 


Gene No. 


21275 




Strand 


+ 






Start 


1 




End 


1000 






Name 


OJ990430 28. 9819. CI 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1000 







10489 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4894628 Score 
1..276, 608. .677, 903. .1000 
(AF124369) NT3 [Nicotiana tabacum] 



68 



9974 Seq. ID 

21275 Strand 
1 End 
OJ990430_28 . 9819 . CI . ol . tm Method 
190 End 
none Score 

190. .276, 191. .277, 192. .278, 573 

746. .886, 746. .898, 753. .905, 959 



OJ990430_28.9819.C1 
+ 

1000 

TBLASTX: Maize 
1000 
142 

677, 587. .718, 587. .685, 
1000, 960.. 992 



Seq. No. 


9974 








Seq. ID 


r\ Toon / r\ 

OJ 990430 


Zo 


9819 . 


CI 


Gene No. 


21275 








Strand 


+ 








Start 


1 








End 


1 AAA 

1000 








Name 


OJ990430 28. 


9819. 


Cl.ol. 


gs 


Method 


GENSCAN 








Start 


618 








End 


677 








GI 


none 








Score 


.87 








Exons 


618. .677 


















Seq. No. 


9975 








Seq. ID 


OJ990430 


28 


9819. 


C4 


Gene No. 


21276 








Strand 


+ 








Start 


76 








End 


301 








Name 


OJ990430 28. 


9819. 


C4 .ol'. 


gs 


Method 


GENSCAN 








Start 


76 








End 


301 








GI 


none 








Score 


.83 








Exons 


76. .192, 197 


. .301 














Seq. No. 


9976 








Seq. ID 


OJ990430 


_28 


.9819. 


C5 


Gene No. 


21277 








Strand 


+ 








Start 


1555 








End 


4833 








Name 


OJ990430 28. 


9819. 


C5.ol. 


gs 


Method 


GENSCAN 








Start 


1555 








End 


4833 








GI 


none 








Score 


.61 








Exons 


1555. .1648, 


3998. 


.4149, 


4321. 


.4378, 4742. .4833 








Seq. No. 


9976 








Seq. ID 


OJ990430 


_2B 


.9819. 


C5 


Gene No. 


21278 








Strand 










Start 


5593 








End 


6706 








Name 


OJ990430 28. 


9819. 


C5.o2. 


gs 


Method 


GENSCAN 








Start 


5593 








End 


6587 








GI 


none 








Score 


.78 








Exons 


5593. .5867, 


6213. 


.6264, 


6340. 


.6587 











Seq. No. 9976 Seq. ID OJ990430_28 . 98 19 . C5 

Gene No. 21278 Strand 

Start 5593 End 6706 

Name OJ9904 30_28 . 9819 . C5 . ol . np Method AAT/NAP 

Start' 5596 End 6706 

GI 6630681 Score 1050 

Exons 5S96..5867, 6213.. 6264, 6340.. 6706 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6815073 | dbj IBAA90360.il (AP001080) hypothetical protein 

[Oryza sativa] 



Seq. No. 



9977 



Seq. ID OJ990430_28. 9819.C6 



10490 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21279 Strand, + 

294 End 5045 

OJ9904 30_28. 9819.C6.ol.gs Method GENSCAN 

294 End 5045 

none Score .7 

294. .369, 2599. .2825, 3865. .3901, 4434. .4615, 4785. .5045 



9977 . Seq. ID 

21279 Strand 
294 End 
OJ990430_28. 9819 . C6 . ol . np Method 
2232 End 
6630682 Score 
2232. .2281, 2599. .2825, 4648. .5042 

(AP000969) EST D22716 (C1010) corresponds to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815074 | dbj IBAA90361.il (AP001080) EST D22716(C1010 



OJ990430_ 
+ 

5045 
AAT/NAP 
5042 
1049 



28. 9819. C6 



of the 



corresponds to 
protein [Oryza 



a region 
sativa] 



of the predicted gene.; hypothetical 





Seq. No. 


9977 








Seq. ID 


OJ990430_28.9819.C6 




Gene No. 


21280 








Strand 






Start 


5322 








End 


7001. 


.3 c; 

i e 


Name 


OJ990430 28 


.9819. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


5322 








End 


7001 


;„! i 


GI 


none 








Score 


.59 


ri! 


Exons 


5322. .5467, 


5744. 


.5827, 


6157. 


.6232, 6623..6784, 6912. .7001 




Seq. No. 


9977 








Seq. ID 


OJ990430_28.9819.C6 




Gene No. 


21280 








Strand 






Start 


5322 








End 


7001 


Til 


Name 


OJ990430 28 


.9819. 


C6.o2. 


gp 


Method 


AAT/GAP 




Start 


5369 








End 


5757 




GI 


none 








Score 


725 


!. A 

'si 


Exons 


5369. .5757 












is dt 


Seq. No. 


9977 








Seq. ID 


OJ990430_28.9819.C6 


i ~ • 


Gene No. 


21280 








Strand 




r s \ 


Start 


5322 








End 


7001 


: E 5? 


Name 


OJ990430 28 


. 9819. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


i : 


Start 


5514 








End 


6785 




GI 


none 








Score 


119 




Exons 


5514. .5630, 


5515. 


.5631, 


5733. 


.5828, 5739..S828, 5740. .5829, 






5744. .5830, 


5744. 


.5830, 


6621. 


.6785, 6621. .6782, 6623. .6784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9977 Seq. ID 

21280 Strand 
5322 End 7001 

OJ990430_28. 9819 . C6 . o2 . np .^Method AAT/NAP 
5523 End 6784 

6630683 Score 523 

5523. .5627, 5744. .5827, 6623.-6784 
(AP000969) EST C25991 (C11435) corresponds to 
predicted gene.; Similar to similar to PHZF, 
hydroxylation of phenazine-l-carboxylic acid 
2-hydroxy-phenazine-l-carboxylic acid 
gi | 6815075 | dbj | BAA90362 . 1 | (AP001080) 



OJ990430 28. 9819. C6 



a region of the 
catalyzing the 
to 

(AC004044) [Oryza. . . 
EST C25991 (C11435) 



10491 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



corresponds to a region of the predicted gene.; Similar to 
similar to PHZF, catalyzing 



9978 Seq. ID 

21281 Strand 

182 End 

OJ990430_28 . 9819 . C7 . ol . gs Method 

182 End 

none Score 

182. .273, 402. .543 



OJ990430_28.9819.C7 
+ 

543 

GEN SCAN 
543 
.94 ■ 



OJ990430 28. 9819. C7 



198 

AAT/NAP 

198 

102 



9978 Seq. ID 

21282 Strand 
1 End 
OJ9904 30_28 . 9819 . C7 . ol . np Method 
1 End 
6630683 Score 
1..70, 169. .198 

(AP000969) EST C25991 (C11435) corresponds to 
predicted gene.; Similar to similar to PHZF, 
hydroxylation of phenazine-l-carboxylic acid to 
2-hydroxy-phenazine-l-carboxylic acid. (AC004044). [Oryza 
gi | 6815075 Idbj IBAA90362.il (AP001080) EST C25991 (C11435 ) 
corresponds to a region of the predicted gene 
similar to PHZF, catalyzing 



a region of the 
catalyzing the 



Similar to 



9978 

21283 

1087 

OJ9904 30_28. 98 19 . C7 . ol . gp 

1087 

none 

1087. .1352 



9978 

21283 

1087 

OJ990430_28. 

1245 

none 

1245. .1350 



9819.C7.o2.gs 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_28. 9819.C7 

1357 
AAT/GAP 
1352 
474 



OJ990430_28.9819.C7 

1357 
GENSCAN 
1350 
.82 



OJ990430 28. 9819. C7 



9978 Seq. ID _ 

21283 Strand 
1087 End 1357 

OJ990430_28.9819.C7.o2.np Method AAT/NAP 

1248 End 1357 

6630684 Score 144 

1248.. 1357 

(AP000969) ESTs AU070430 (S15424 ) , AU08208 6 (E11580 ) correspond to 
a region of the predicted gene.; Similar to MF1. (AB011804) 
[Oryza sativa] gi I 68 1507 6 | dbj | BAA90363 . 1 I (AP001080) ESTs 
AU070430 (S15424 ) , AU082086 (E11580) correspond to a region of the 
predicted gene.; Similar to MF1 . (AB011804) [Oryza sativa] 



Seq. No. 
Gene No. 



9979 
21284 



Seq. ID OJ990430_28.9819.C11 
Strand + 



10492 




Start 


429 


End 


852 


Name 




. np Me luOu 




o tar t 


ft Z zf 




/Do 




DO 1 jU Oj 


Score 




Exons 


4 9 q ico 

. / JO 








inrUUIUOU/ IiyjJt) tile t ICal 


protein [wxryza 


sa t i va J 




QQ7Q 






Gene No. 


21284 


Strand 


+ 


Start 


429 


End 


852 


Name 


OJ990430 28. 9819.Cll.ol 


. gs Method 


GENSCAN 


Start 


436 


End 


852 


GI 


none 


Score 


.75 


Exons 


436. . 622, 689. .852 







Seq. No. 9980 Seq. ID OJ9904 30_28 . 9819 . C12 

Gene No. 21285 Strand 

Start 303 . End 590 

Name OJ990430_28 . 9819 . C12 . ol . np Method AAT/NAP 

Start 303 End 590 

GI 6815062 Score 401 

Exons 303.. 590 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 9981 Seq. ID 

Gene No. 21286 Strand 

Start 326 End 

Name OJ990430_28 . 98 1 9 . C13 . ol . gp Method 

Start 326 End 

GI none Score 

Exons 326.. 678 



OJ990430_28.9819.C13 

1451 
AAT/GAP 
678 
538 



Seq. No. 9981 Seq. ID OJ990430_28 . 98 19 . C13 

Gene No. 21286 Strand 

Start 326 End 1451 

Name OJ990430_28 . 9819.C13.ol .np Method AAT/NAP 

Start 329 ' End 1451 

GI 6815067 Score 1789 

Exons 329.. 1451 

GI Descrip. (AP001080) ESTs AU082210 (C53655 ) , AU056546 (S20671 ) , 

AU056545 (S20671) correspond to a region of the predicted gene.; 
Similar to putative RNA-binding protein (AC004261) [Oryza 
sativa] 



Seq. No. 


9981 


Seq. ID 


OJ990430_ 


_28 


.9819 


.C13 


Gene No. 


21286 


Strand 










Start 


326 


End 


1451 








Name 


OJ990430 28. 98 19 . C13 . ol . gs 


Method 


GENSCAN 








Start 


382 


End 


1387 








GI 


none 


Score 


.52 








Exons 


382. .597, 747. .1387 












Seq. No. 


9981 


Seq. ID 


OJ990430_ 


_28 


9819 


.C13 


Gene No. 


21286 


Strand 










Start 


326 


End 


1451 









10493 



Name 

Start 

GI 

Exons 



OJ9904 30_28. 9819 . C13 . ol . tm Method TBLASTX: Maize 

675 End 13.32 

none Score 227 

675. .989, 676. .1014, 702. .1025, 749. .1018, 1081. .1143, 

1082. .1144, 1087. .1332, 1088. .1261 



Seq. No. 9981 

Gene No. 21286 

Start 326 

Name OJ9904 30_28 . 9819 . C13 . ol . tc 

Start 748 

GI none 
Exons 



Seq. ID OJ990430_28.9819.C13 
Strand 

End 1451 

Method TBLASTX : Cress 

End 1360 

Score 284 



748. .1011, 749. .1012, 760. .1014, 760. .1011, 778. .951, 872. .1000, 
1087. .1332, 1088. .1261, 1090. .1359, 1091. .1360 



Seq. No. 9981 

Gene No. 21286 

Start 326 

Name OJ9904 30_28 . 9819.C13.ol .ts 

Start 748 

GI none 

Exons 748. .1014, 749. .1018, 754. .999, 765. .1019, 815. .1012, 
1087.. 1365, 1088.. 1393, 1093.. 1332 



Seq. ID OJ990430_28. 9819.C13 
Strand 

End 1451 

Method TBLASTX : Soybean 

End 1393 

Score 232 



Seq. No. 9981 

Gene No. 21286 

Start 326 

Name 0 J9 9 0 4 3 0_2 8 . 9 8 1 9 . C 1 3 . o2 . gp 

Start 832 

GI 7329_1.R1084 

Exons 832.. 1451 

GI Descrip. 1 3402711 2.0e-33 (AC004261) putative RNA-binding protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990430_28.9819.C13 
Strand 

End 1451 

Method AAT/GAP 

End 1451 

Score 1087 



Seq. No. 


9982 








Seq. ID 


OJ990430_28.9819. 


C14 


Gene No. 


21287 








Strand 






Start 


1901 








End 


2478 




Name . 


OJ990430 28 


.9819, 


.C14.ol 


.gs 


Method 


GENSCAN 




Start 


1901 








End 


2230 




GI 


none 








Score 


.8 




Exons 


1901. .2230 














Seq. No. 


9982 








Seq. ID 


OJ990430_28.9819. 


C14 


Gene No. 


21287 








Strand 






Start 


1901 








End 


2478 




Name 


OJ990430 28 


.9819. 


.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1964 








End 


2231 




GI 


none 








Score 


157 




Exons 


1964. .2230, 


1965. 


. .2231 










Seq. No. 


9982 








Seq. ID 


OJ990430_28.9819. 


C14 


Gene No. 


21287 








Strand 






Start 


1901 








End 


2478 




Name 


OJ990430 28 


.9819, 


.C14.ol 


. np 


Method 


AAT/NAP 




Start 


1970 








End 


2478 




GI 


6815066 








Score 


253 




Exons 


1970. .2195, 


2421. 


, .2478 











10494 



# • 







f zipnni narn ttct nofis^c fpRpi9P9 ^ 


corresponds to a region of thi 






T""iY*o/H"i/" , 'l - OfH /*r o n o * Y\\ tt\ ^+*V»o't" i /"^ a 1 

picuiuLcu ytjnt;., iiypouncLicax 


protein 


[Oryza sativa] 




Seq. No. 


9983 


Seq. ID 


OJ990430_28.9819.C15 




Gene No. 


21288 


C +- ranH 


i 




C+- a yf- 
OLai L 


2093 


Hina 


A 0 O ^ 

4 z y d 




. Name 




ixie inou 






O Lai U 


909^ — 

\J ,7 o 


Hiii a. 


A 9QR 
*± c. y D 




\J7 J. 


none 


Score 


6R 




Ej A. 1 1 0 


2093 2242 3976 4057 4108 


A 9 Q5 






Seq. No. 


9983 


Seq. ID 


OJ990430_28.9819.C15 




Gene No. 


21289 




.}. 




Start 


5260 


HjI 1U. 


555^ 






OJ990430 9ft 9819 PIS n9 an 


l v Jc UllUvJ. 








5260 ~~ 




5 55^ 
JJJ j 




GI 


none 


Score 


5 61 




LAUll o 


5960 555^ 








Cpa Kin 


99ft ^ 


Seq. ID 


OJ990430_28. 9819.C15 






21290 


Strand 






Start 


1 


End 


2274 




Name 


OJ990430 28-9819. C15.ol.np 


Method 


AAT/NAP 




OLOl L 


i 

X 


End 


2184 


a 




6R 1 5066 


Score 


494 




Exons 


1 9Q Q1 7 1091 1 HQ? 11ft6 


1988. .2184 


i!f! ' 






corresponds to a region of the 


':* : : 

! t! 




y™\ v" ^ /™1 n t~* \~ s~\ rt on a • V*i t rr^i 4~ V\ ~i pal 

picuicteu yene . , nypoune ticai 


protein 


[Oryza sativa] 


Q 

: , s 


Seq. No. 


9983 


Seq. ID 


OJ990430_28. 9819.C15 


U! 

SI 


Gene No. 


21290 


Strand 






O Lai L. 


1 


End 


2274 


j'i i 

i 5? 


M a tti o 
LN autc 


OJ990430 28.9819.C15.ol.ts 


Method 


TBLASTX: Soybean 




OLall. 


926 


End 


2064 


:*"; 


P.T 


none 


Score 


48 


H 




926. .1021, 933.. 1022, 1081.. 1197, 1088 


. .1189, 1963. .2064 


M: 


Seq. No. 


9983 


Seq. ID 


OJ990430_28.9819.C15 




Gene No. 


21290 


Strand 




si 


Start 


1 


End' 


2274 


p 


Name 


OJ990430 28.9819.C15.ol.gp 


Method 


AAT/GAP 




Start 


947 


End 


2274 




GI 


none 


Score 


814 




i— I no 


947. .1021, 1093. .1188, 1989. .2274 








9983 


Seq. ID 


OJ990430_28.9819.C15 




Gene No. 


21291 


Strand 






Start 


5357 


End 


5605 




H amp 
IN CHUG 


OJ990430 28. 98 19 . C15 . ol . tm 


Method 


TBLASTX: Maize 




= rt- 


5357 


End 


5605 






none 


Score 


129 




Exons 


5357.. 5377, 5372.. 5518, 5377.. 


,5520, 5398. .5520, 5417. .5533, 






5507.. 5554, 5521.. 5598, 5522.. 


5605, 5523.. 5597 




Seq. No. 


9984 


Seq. ID 


OJ990430_28.9819.C16 




Gene No. 


21292 


Strand 


+ 




Start 


8012 


End 


12279 



10495 



Name 


OJ9904 30_28 . 98 19 . CI 6 . o2 . gs 


Method 


GENSCAN 


Start 


8012 


End 


12279 


GI 


none 


Score 


.76 


Exons 


8012.. 8170, 9329.. 9887, 9977 


..10130, 10829. .10990, 11364 .. 114 54 , 




11611 .. 11682, 11768.. 12279 






Seq. No. 


9984 


Seq. ID 


OJ9904 30_28; 9819.C16 


Gene No. 


21292 


Strand 


+ ' 


Start 


8012 


End 


12279 


Name 


OJ990430 28.9819.C16.o2.np 


Method 


AAT/NAP 


Start 


8012 


End 


12279 


GI 


6815069 


Score 


2879 


Exons 


8012.. 8170, 9329.. 9887, 9977 


. .10130, 10829. .10990, 11364. .114 54, 




11611. .11682, 11768. .12279 






GI Descrip. 


(AP001080) Similar to KIAA0731 protein 


(AB018274) [Oryza sativa] 


Seq. No. 


9984 


Seq. ID 


OJ990430_28. 9819.C16 


Gene No. 


21293 


Strand 




Start 


Tin 

/ly 


End 


6088 


Name 


OJ990430 28.9819.C16.ol.gp 


Method 


AAT/GAP 


Start 


551 


End 


707 


GI 


2798499 


Score 


212 


Exons 


551. .707 






Seq. No. 


9984 


Seq. ID 


OJ990430_28.9819.C16 


Gene No. 


21293 


' Strand 




Start 


719 


End 


6088 


Name 


OJ990430 28.9819.C16.o2.tw 


Method 


TBLASTX: Wheat 


Start 


715 


End 


1999 


GI 


none 


Score 


105 


Exons 


715. .822, 716. .823, 717. .845 


, 1814. .1999, 1853. .1999 


Seq. No. 


9984 


Seq. ID 


OJ990430_28.9819.C16 


Gene No. 


21293 


Strand 




Start 


719 


End 


6088 


Name 


OJ990430 28.9819.C16.ol.gs 


Method 


GENSCAN 


Start 


719 


End 


6088 


GI 


none 


Score 


.46 


Exons 


719. .822, 1855.. 2040, 2302.. 


2341, 2383. 


.2524, 3151. .3231, 




3560.. 3657, 3732.. 3996, 5087 


..5185, 5720. .5774, 6046. .6088 


Seq. No. 


9984 


Seq. ID 


OJ990430_28.9819.C16 


Gene No. 


21293 


Strand 




Start 


719 


End 


6088 


Name 


OJ990430 28.9819.C16.ol.np 


Method 


AAT/NAP 


Start 


722 


End 


4242 


GI 


6815068 


Score 


1427 


Exons 


722.. 822, 1855.. 2056, 2152.. 


2301, 2383. 


.2524, 3151. .3231, 




3860,. 3996, 4083. .4242 






GI Descrip. 


(AP001080) Similar to putative translin (AC006836) [Oryza 




sativa] 






Seq. No. 


9984 


Seq. ID 


OJ990430_28.9819.C16 


Gene No. 


. 21293 


Strand 




Start 


719 


End 


6088 


Name 


OJ990430 28.9819.C16.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1855 


End 


2056 



10496 



GI 


none 








Score 


65 


Exons 


1855 . .1959, 


1856 


. . 1957, 


1857 


..1991, 1950. .2012, 1952. .2011, 




2009 . .2056 












Seq. No. 


9984 








Seq. ID 


OJ990430_28.9819.C16 


Gene No. 


21293 








Strand 




Start 


719 








End 


6088 


Name 


OJ990430_28 


.9819 


.C16.ol, 


. tm 


Method 


TBLASTX : Maize 


Start 


1925 








End 


3905 


GI 


none 








Score 


171 


Exons 


1925 . . 2 (Job, 


1 Ci o c 

1 92 b 


o r\ c n 
, .205/, 


t n o o 

i y^y 


..2057, 2149. .2307, 2151. .2300, 




2152 . . 2 / , 


o o c c 
2 Job 


. . 252 / , 


Z JoU 


..2526, 3150. .3224, 3153. .3218, 




JO bU . . JyU4 / 


JO OX 


. . oy\JD , 


JODl 


. .3905 




Seq. No. 


n o o a 
y 9o4 








Seq. ID 


OJ990430_28. 9819.C16 


Gene No. 


21293 








Strand 




Start 


719 








End 


6088 


Name 


uj y y u 4 ju zo 


QQ1 Q 

. y o i y 


.LlD.Ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


21b2 








End 


3224 


GI 


none 








Score 


83 


Exons 


2162 . .2299, 


21b4 


o o n i 
. . 23U1 , 


o i a a 
2 1 b4 


..2301, 2366.-2527, 2380. .2526, 




,3150 . . J224 , 


JlDU 


. . J224 








Seq. No. 


9984 








Seq. ID 


OJ990430_28.9819.C16 


Gene No. 


21294 








Strand 




Start 


9634 








End 


10135 


Name 


OJ990430 28 


.9819 


.C16.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


9634 








End 


10135 


GI 


none 








Score 


110 


Exons 


9634. .9705, 


9635 


. .9706, 


9635 


..9706, 9636. .9707, 9696. .9887, 




9703. .9888, 


9703 


. .9888, 


9704 


..9889, 9970.. 10062, 9971.. 10060, 




10030. .10089, 10055. .10135, 


10087. .10125 


Seq. No. 


9985 








Seq. ID 


OJ990430_28. 9819. C17 


Gene No. 


21295 








Strand 


+ 


Start 


341 








End 


3327 


Name 


OJ990430 28 


.9819 


.C17.ol. 


•np 


Method 


AAT/NAP 


Start 


341 








End 


3324 


GI 


6815069 








Score 


1548 


Exons 


341. .416, 1103..: 


1407, 1703.. 


1843, 1978, 


. .2041, 2266. .2411, 




2506. .2610, 


3147 


. .3324 








GI Descrip. 


(AP001080) 


Similar to KIAA0731 protein 


(AB018274) [Oryza sativa 


Seq. No. 


9985 








Seq. ID 


OJ990430__28.9819.C17 


Gene No. 


21295 








Strand 


+ 


Start 


341 








End 


3327 


Name 


OJ990430 28 


. 9819 


.C17.ol. 


.gs 


Method 


GENSCAN 


Start 


351 








End 


3327 


GI 


none 








Score 


.78 


Exons 


351. .416, 1103. . : 


1407, 1703. . 


1843, 2506, 


,.2582, 3173.. 3327 


Seq. No. 


9985 








Seq. ID 


OJ990430_28. 9819.C17 


Gene No. 


21296 








Strand 


+ 


Start 


8004 








End 


8419 


Name 


OJ990430 28 


. 9819 


.C17.ol, 


, tm 


Method 


TBLASTX: Maize 


Start 


357 








End 


2617 


GI 


none 








Score 


71 



10497 



# 



t 



Exons 



357. .416, 1110. .1307, 1114. .1314, 1114. .1311, 1115. .1315, 
1310. .1405, 1330. .1410, 1336. .1401, 1702. .1845, 1704. .1847, 
1706. .1846, 1974. .1997, 1976. .2041, 2008. .2040, 2245. .2418, 
2267. .2410, 2268. .2417, 2474. .2617, 2510. .2602, 2510. .2602, 
2511. .2603 



Seq. No. 9985 
Gene No. 21296 
Start 8004 

Name OJ990430_28 . 9819 . C17 . ol . tc 

Start 1337 
GI none 

Exons 1337.. 1396, 1751.. 1846, 1752. 

2259... 2426, 2269.. 2415, 2501. 
3180. .3251 



Seq. ID OJ990430_28.9819.C17 

Strand + 

End 8419 

Method TBLASTX : Cress 

End 3258 

Score 69 

.1844, 1976. .2041, 2245. .2433, 
.2617, 2501. .2617, 3157. .3258, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9985 

21296 

8004 

OJ9904 30_28.9819.C17.ol.ts 

1730 

none 



Seq. ID OJ990430_28.9819.C17 

Strand + 

End 8419 

Method TBLASTX : Soybean 

End 3258 

Score 80 



1730. .1825, 1730. .1846, 1731. .1844, 1976. .2041, 2248. .2415, 
2259.. 2429, 2263.. 2418, 2495.. 2611, 2501.. 2617, 3181.. 3258 



Seq. No. 9985 Seq. ID' 

Gene No. 21296 Strand 

Start 8004 End 

Name OJ990430_28 . 9819 . C17 . o2 . tm Method 

Start 3147 End 

GI none Score 
Exons 



OJ990430_28.9819.C17 
-f 

8419 

TBLASTX: Maize 

3596 

92 



3147. .3251, 3148. .3288, 3156. .3251, 3257. .3376, 3278. .3406, 
3348. .3392, 3396. .3455, 3426. .3488, 3429. .3494, 3430. .3489, 
3525.. 3596, 3530.. 3595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9985 Seq. ID OJ9904 30_28 . 9819 . C17 

21296 Strand + 

8004 End 8419 

OJ990430_28 . 98 19 . C17 . o2 . np Method AAT/NAP 

8004 End 8419 

6815070 Score 569 

8004. .8419 

(AP001080) EST AU070319 (S10788) corresponds to a region of the 

predicted gene.; Similar to RING-H2 finger protein RHA2b 
(AC006200) [Oryza sativa] 



9986 Seq. ID 

21297 Strand 

1 End 
OJ9904 30_28 .'9819.C18 . ol . gp Method 

1 End 

5005157 Score 
1..21, 47. .401 



OJ990430_28.9819.C18 
+ 

401 

AAT/GAP 

401 

600 



Seq. No. 
Gene No. 
Start 



9986 

21298 

527 



Seq. ID 

Strand 

End 



OJ990430 28.9819.C18 



646 



10498 



♦ 



Name 


OJ990430 28 . 9819 . C18 . ol . gs 


Method 


GENSCAN 




Start 


527 


End 


64 6 




GI 


none 


Score 


. 84 




Exons 


527 ..646 








Seq. No. 


yyy / 


Seq. ID 


ujyyufiou Zo.yoiy. 


ci y 


Gene No . 




Strand 


+ 




Start 


3667 


End 


3845 




Name 


OJ990430_28.9819.C19.ol.gp 


Method 


AAT/GAP 




Start 


ODD/ 


End 


3845 




GI 


i coin o t> i r\o a 
loo / U ^ . R1U84 


Score 


256 




Exons 


ODD/. . JO 4 0 








GI Descrip. 


Zo /4Uo/aDJ | DIUooo | KICSBE1 o 


. Oe-69 Rice gene for starch 






branching enzyme' 








Seq. No. 


yyy / 


Seq. ID 


OJ990430_28.9819. 


C19 


Gene No. 


21300 


Strand 


-f 




Start 


5838 


End 


7811 




Name 


ujyyu^ou 40 . y 0 1 y . li y . oz . gs 


Method 


GENSCAN 




Start 


c 0 0 0 

0000 


End 


7700 




GI 


none 


Score 


.8 




Exons 


dojo. .oyib, bU^D.-bloo/ oooo 


..6438, 6539.. 6688, 6764.. 6817, 




/ 1 lo . . /z4y, /oo4. . / /UU 








Seq. No,. 


A A O "7 


Seq. ID 


OJ990430__28.9819. 


CI 9 


Gene No. 


21300 


Strand 


+ 




Start 


5838 


End 


7811 




Name 


OJ990430 28.9819.C19.o2.np 


Method 


AAT/NAP 




Start 


6559 


End 


7811 




GI 


6815072 


Score 


989 




Exons 


6559. .6688, 6764.. 6817, 7137 


..7249, 7347. .7689, 7783. .76 


11 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


BAC 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


9987 


Seq. ID 


OJ990430__28. 9819. 


C19 


Gene No. 


21301 


Strand 






Start 


948 


End 


5509 




Name 


OJ990430 28.9819.C19.ol.np 


Method 


AAT/NAP 




Start 


663 


End 


1513 




bl 


6815071 


Score 


248 




Exons 


663. .800, 1484. .1513 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


9987 


Seq. ID 


OJ990430_28.9819. 


C19 


Gene No. 


21301 


Strand 






Start 


948 


End 


5509 




Name 


OJ990430 28. 9819 . C19 . ol . gs 


Method 


GENSCAN 




Start 


948 


End 


5509 




GI 


none 


Score 


.6 




Exons 


948. .1003, 1484. .1585, 2216. 


.2275, 4893 


..5088, 5468. .5509 


Seq. No. 


9988 


Seq. ID 


OJ990430_28.9819. 


C20 


Gene No. 


21302 


Strand 


+ 




Start 


1 


End 


2932 




Name 


OJ990430 28.9819.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2932 




GI 


6815072 


Score 


3986 





10499 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..366, 471. .757, 1157. .2932 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



9988 

21302 

1 

OJ9904 30_28 . 98 19 . C20 . ol . tm 

53 

none 



Seq. ID OJ990430_28.9819.C20 

Strand + 

End 2932 

Method TBLASTX: Maize 

End 532 

Score 128 



53. .118, 87. .242, 116. .205, 252. .365, 469. .513, 470. .532 



9988 
21302 
1 

OJ990430_28.9819.C20.ol.gs 
226 
none 

226. .366, 471. .757, 1058. .2023 



Seq. ID OJ990430_28.9819.C20 

Strand + 

End 2932 

Method GENSCAN 

End 2023 

Score .56 



Seq. No. 9988 
Gene No. 21302 
Start 1 

Name OJ990430_28 . 9819 .C20 . o2 . tm 

Start . JK 2178 
GI none 
Exons 



Seq. ID OJ990430_28. 9819.C20 

Strand + 

End 2932 

Method TBLASTX : Mai ze 

End 2545 

Score 142 



2178. .2369, 2207. .2365, 2381. .2545 



Seq. No. 9988 

Gene No. 21302 

Start 1 

Name . OJ990430_28 . 9819.C20 .o2 .gs 

Start 2459 

GI none 

Exons 2459.. 2822 



Seq. ID OJ990430_28.9819.C20 

Strand + 

End 2932 

Method GENSCAN 

End 2822 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990430_28. 9819.C22 
Strand 

2081 
AAT/NAP 
1026 
514 



9989 
21303 
1 

OJ990430_28. 9819 . C22 . ol . np 
1 

6815057 

1..167, 669. .848, 952. .1026 

(AP001080) ESTs AU081555 (E2011 ) , C72657 (E2011 ) correspond to a 
region of the predicted gene.; Similar to putative 
phosphoglyceride transfer protein. (AC002983) [Oryza sativa] 



End 

Method 

End 

Score 



9989 
21303 
1 

OJ990430_28.9819.C22.ol.gp 
69 

LIB34 33-029-P1-K1-G10 
69. .148 

M309969/gb| AAB81870 IAAB81870 4.0e-26 (AC002983) putative 
phosphoglyceride transfer protein [Arabidopsis thaliana] 1 



Seq. ID OJ990430_28.9819.C22 
Strand 

End 2081 

Method AAT/GAP 

End 148 

Score 108 



10500 



# 



Seq. No. 


998 9 


Gene No. - 


21303 


Start 


1 


Naine 


ATQQHyi Qfl OQ QOI o poo 

ujyyu^ou zo. yoiy. uzz 


Start 


by 


GI 


none 


Exons 


by. .Id// by. .Id// / U 




QXQ i HRQ Qco i nc/i 


Seq. No. 


9989 


Gene No. 


21303 


Start 


1 


Name 


Ainnn/i on o o n o 1 n /~" o o 

oj9904io zo.yoiy.czz 


Start 


by 


GI 


none 


Exons 


69. .16/, b69..o4o, 1 


Seq. No. 


9989 


Gene No. 


21303 


btart 


i 
l 


Name 


OJ99043U zo.9oly.Czz 


Start 


657 


GI 


2428194 


Exons 


657. .848, 952. .1065, 


Seq. No. 


9990 


Gene No. 


21304 


Start 


4666 


Name 


OJ990430_28.9819.C23 


Start 


a r c c 
4 666 


GI 


uC-osroM202001f 03bl 


Exons 


4 666 . . 4 915 


GI Descrip. 


3819221/ emb | A Jz 34 4 3 




partial mRNA; clone 


Seq. No. 


9990 


Gene No. 


21304 


Start 


4666 


Name 


O TQQH/) "3n OQ QQ1Q POO 

ujyyu4ou zo.yoiy.czj 


Start 


/ /" A A 

4 699 


GI 


6815058 


Exons 


4 699. . 4 983 


GI Descrip. 


(APUUlUoU) nypotneti 


Seq. No. 


9990 


Gene No. 


21304 


Start 


A C C C 
4 ODD 


Name 


OJ99U4JU Zo.9ol9.Cz3 


Start 


4741 


GI 


none 


Exons 


4741. .4785, 4743. .47 


Seq. No. 


9990 


Gene No. 


21304 


Start 


4666 


Name 


OJ990430 28.9819.C23 


Start 


4768 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 30_28 . 9819.C22 
2081 

TBLASTX: Maize 

1060 

129 



,1060 



Seq. ID OJ990430_28.9819.C22 
Strand 

End 2081 

Method GENSCAN 

End 2081 

Score .72 



Seq. ID OJ990430_28.9819.C22 
Strand 

End 2081 

Method AAT/GAP 

End 1893 

Score 720 



Seq. ID OJ990430_28.9819.C23 

Strand + 

End 5164 

Method AAT/GAP 

End 4915 

Score 455 



Seq. ID OJ990430_28.9819.C23 

Strand + 

End 5164 

Method AAT/NAP 

End 4 983 

Score 456 



Seq. ID OJ990430_28.9819.C23 

Strand + 

End 5164 

Method TBLASTX: Maize 

End - 1 4983 

Score 64 



Seq. ID OJ990430_28.9819.C23 

Strand + 

End 5164 

Method GENSCAN 

End 5164 



10501 



GI none Score .89 

Exons 4768.. 4983, 5081.. 5164 



Seq. No. 9991 Seq. ID 

Gene No. 21305 Strand 

Start 1 End 

Name ^ OJ990430_28 . 9819 . C24 . ol . gp Method 

Start 1 " End 

GI 54260_1.R1084 Score 

Exons 1. .274 

GI Descrip. 1 58067 / emb | X52325 | ARBLSKP 2.0e-13 pBluescript SK(+) vector DNA, 

phagemid excised from lambda ZAP 1 



OJ990430_28.9819.C24 
+ 

274 

AAT/GAP 

274 

440 



Seq. No. 9991 Seq. ID 

Gene No. 21306 Strand 

Start 87 End 

Name' OJ9904 30_28 . 98 19 . C24 . ol . gs Method 

Start 87 End 

GI none Score 

Exons 87.. 154, 546.. 576 



OJ990430_28.9819.C24 
576 

GENSCAN 
576 
. 67 





Seq. No. 


9991 




Seq. ID 


OJ990430_ 


_28, 


.9819 


.C24 




Gene No. 


21307 




Strand 












Start 


1516 




End 


1614 










Name 


OJ990430 28.9819.C24 


.ol.np 


Method 


AAT/NAP 










Start 


1460 




End 


1614 . 








i. f i 


GI 


5852172 




Score 


104 








r j i 


Exons 


1460. .1614 














i'ri 


GI Descrip. 


(AL117265) zhb0002.1 


[Oryza 


sativa] 










Llf 


Seq. No. 


9991 




Seq. ID 


OJ990430_ 


_28. 


.9819 


.C24 




Gene No. 


21307 




Strand 










: st 


Start 


1516 




End 


1614 










Name 


OJ990430 28.9819.C24 


. o2.gs 


Method 


GENSCAN 








i : 


Start 


1516 




End 


1603 








* ijj 


GI 


none 




Score 


.6 








U: 


. Exons 


1516. .1603 
















Seq. No. 


9992 




Seq. ID 


OJ990430_ 


_28. 


,9819 


.C25 


a 


Gene No. 


21308 




Strand 










a 


Start 


394 




End 


1595 










Name 


OJ990430 28.9819.C25 


.ol.gp 


Method 


AAT/GAP 










Start 


194 




End 


945 










GI 


none 




■ Score 


656 










Exons 


194. .469, 870. .945 















Seq. No. 


9992 


Seq. ID 


OJ990430_ 


_28 


.9819. 


.C25 


Gene No. 


21308 


Strand 










Start - 


394 


End 


1595 








Name 


OJ990430 


28.9819. C25 . ol . gs Method 


GENSCAN 








Start 


394 


End 


1462 








GI 


none 


Score 


.46 








Exons 


394. .504, 


870. .951, 1404. .1462 










Seq. No. 


9992 


Seq. ID 


OJ990430_ 


28 


.9819. 


,C25 


Gene No. 


21308 


Strand 










Start 


394 


End 


1595 









10502 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990430_28.9819.C25.ol.np Method AAT/NAP 

867 End 1595 

6815060 Score 268 
867. .951, 1404. .1595 

(AP001080) EST C26994 (C50622) corresponds to a region of the 
predicted gene.; Similar to ADP-ribosylation factor. (D17760) 
[Oryza sativa] 



Seq. No. 9992 

Gene No. 21308 

Start 394 

Name OJ9904 30_28 . 9819 . C25 . ol . tw 

Start 870 

GI none 
Exons 



Seq. ID OJ990430_28.9819.C25 
Strand 



End 

Method 

End 

Score 



870. . 
1403. 



950, i 
.1501 



71. .951, 1401. .1502, 1401. 



1595 

TBLASTX: Wheat 

1502 

116 

,1490, 1402. .1491, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9993 

21309 

1 

OJ9904 30_28.9819.C26.ol.np 
1 

6815060 



OJ990430 28.9819.C26 



Seq. ID 
Strand 

End 2647 
Method AAT/NAP 
End 1494 
Score 475 
1..40, 514. .642, 859.-929, 1347. .1494 

(AP001080) EST C26994 (C50622) corresponds to a region of the 
predicted gene.;' Similar to ADP-ribosylation factor. (D17760) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9993 

21309 

1 

OJ99043 
452 

18316_1 
452. . 64 
'135197 
>gi_107 
>gi_107 
>gi_556 
mays] 1 



0_28. 9819.C26.ol.gp 



Seq. ID OJ990430_28.9819.C26 
Strand 

End 2647 
Method AAT/GAP 
End 2647 
R1084 Score 677 

2, 859. .929, 1347. .1515, 2551. .2647 

4/sp|P49076|ARF_MAIZE 3.0e-59 ADP-RIBOSYLATION FACTOR 

6788_pir S49325 ADP-ribosylation factor - maize 

6789_pir S53486 ADP-ribosylation factor - maize 

68 6_emb_CAA56351_ (X80042) ADP-ribosylation factor [Zea 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9993 

21309 

1 

OJ9904 30_28. 9819 . C26 . ol . gs 

523 

none 



Seq. ID OJ990430_28.9819.C26 
Strand 

End 2647 

Method GENSCAN 

End 2472 

Score .89 



523. .642, 859. .929, 1347. .1516, 2396. .2472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9993 

21310 

3503 

OJ9904 30_28 . 9819 . C26 . ol . tm 

505 

none 



Seq. ID OJ9904 30_28 . 9819.C2 6 
Strand 
End 

Method 
End 
Score 



3798 

TBLASTX: Maize 

1507 

154 



505. .645, 523. .645, 593. .649, 853. .981, 860. .931, 1321. .1506, 
1346. .1507 



10503 



Seq. No. 


9993 






Seq. ID 


OJ990430_28.9819 


.C26 


Gene No. 


21310 






Strand 






o La IT T_ 


3503 






kna 


J / y o 




Name 


OJ990430 28 


.9819.C26.ol 


. L S 


Method 


i dLAoIa : boyoean 




otdit 


508 








1 CO/l 

X0O4 






none 






Score 


1Z t> 




Exons 


508. .645, 522. .632, 523 


£A R 


o y j . . 04 y , 


OCO QQ1 OCA 

ooj . . yoX, o bu . . 


y J i , 




1321. .1500, 


1346. .1534, 


x j h y . 


. X DU X 






Seq. No. 


9993 






Seq. ID 


OJ990430_28.9819 


.C26 


Gene No. 


21310 






Strand 






Of--, y.4- 


3503 






Cjna 


o / y o 




Name 


OJ990430 28 


9819.C26.o2 


. tc 


Method 


i cXjAo i a : ere s s 






514 








QQ 1 

y y x 






none 






Score 


1Z.D 




Exons 


514. .645, 521. .643, 523 


. . O 4 D , 


j^j . .of±y, 


OCO Qpl QCQ 

ojj. . y o x , ooy. . 


y ju , 




860. .931 












Seq. No. 


9993 






Seq. ID 


OJ990430_28.9819 


.C26 


Gene No. 


21310 






Strand 






Of 1 y<f 

btdit 


3503 






£jno. 


j / y o 




Name 


OJ990430 28 


9819.C26.ol 


tw 


Method 


TOT TVOTV . T»7 K ^ -f- 

i dXjAo i a : wneat 




Start 


607 






hna 


"i c n o 




bl 


none 






Score 


UJ 




Exons 


607. .645, 608. .649, 853 


QQ1 

. y o x , 


. o o y . . y ou , 


o du . . y jx , L3Z x . 


. x 4 y 




1346. .1495, 


1346. .1501, 


1 O CI "7 


. lOUJ 






Seq. No. 


9993 






Seq. ID 


OJ990430_28.9819 


.C2 6 


Gene No . 


21310 






Strand 






btart 


3503 






End 


3798 




Name 


OJ990430 28 


9819.C26.ol 


L.C 


Method 


TBLASTX: Cress 




Q -I- a y~+- 


1329 






End 


1542 






none 






Score 


153 




Exons 


1329. .1412, 


1342. .1539, 


1 "3 A £ 


.1495, 1357.. 1542 




Seq. No. 


9993 






Seq. ID 


OJ990430_28.9819 


.C2 6 


uciie LNO . 


21310 






Strand 








3503 






End 


3798 




Name 


OJ990430 28. 


9819.C26.o2. 


gp 


Method 


AAT/GAP 




Of 2 >-+- 


3503 






End 


3798 




LdX 


5003484 






Score 


536 




Exons 


3503. .3798 












Seq. No. 


9994 






Seq. ID 


OJ990430_28.9819 


.C27 


Gene No. 


21311 






Strand 






Start 


1 






End 


2394 




Name 


OJ990430 28. 


9819.C27.pl. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2394 




GI 


6815061 






Score 


803 




Exons 


1..257, 344. 


.456, 523. .591, 702. .785, 873. .929, 1028. .1090, 



2172. .2394 

GI Descrip. (AP001080) ESTs AU068633 (C30614 ) , AU068634 (C30614 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
unknown protein. (AF049236) [Oryza sativa] 

Seq. No. 9994 Seq. ID OJ9904 30_28 . 9819 . C27 



10504 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



21311 Strand 

1 End 

OJ9904 30_28 . 98 19 . C27 . ol . tm Method 

40 End 

none Score 



2394 

TBLASTX; Maize 

2229 

108 



40. .168, 68. .172, 86. .256, 87. .257, 88.-255, 206. .289, 337. 
343. .468, 468. .500, 511. .591, 512. .592, 694. .786, 694. .786, 
873. .932, 873. .938, 1016. .1096, 1028. .1093, 2167. .2229, 
2172. .2228 



,510, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 

GI Descrip. 



9994 

21311 

1 

OJ9904 30_28 .9819.C27 .ol.gp 



Seq. ID OJ990430_28. 9819.C27 
Strand 

End 2394 

Method AAT/GAP 

88 End 737 

5003485 Score 695 

88. .257, 344. .456, 523. .591, 702. .737 

3068714 7.0e-69 (AF049236) unknown [Arabidopsis thaliana] 



9994 

21311 

1 

OJ9904 30_28.9819.C27.ol.gs 

88 

none 



Seq. ID OJ990430_28. 9819.C27 
Strand 

End 2394 

Method GENSCAN 

End 2220 

Score .42 



88.. 257, 344. .456, 523. .591, 1028. .1090, 1596. .1676, 2172. .2220 



9994 

21311 

1 

OJ9904 30_28 . 9819 . C27 . ol . tc 

146 

none 



Seq. ID OJ990430_28. 9819.C27 
Strand 

End 2394 

Method TBLASTX : Cress 

End 936 

Score 84 



146. .253, 343. .360, 406. .456, 520. .591, 693. .788, 697. .786, 
873. .929, 892. .936 



9994 

21311 

1 

OJ9904 30_28.9819.C27.ol.ts 

149 

none 



Seq. ID OJ990430_28.9819.C27 
Strand 

End 2394 

Method TBLASTX : Soybean 

End 459 

Score 66 



149. .256, 150. .254, 341. .457, 343. .456, 346. .459 



9995 

21312 

1 

OJ9904 30_28 . 9819 . C28 . ol . np 
1 

6815062 



Seq. ID OJ990430_28.9819.C28 
Strand 

End 12269 
Method AAT/NAP 
End 4441 
Score 5917 

1..392, 470. .568, 650. .995, 1039. .1244, 1337. .1528, 1605. .2002, 
2097. .2368, 2640. .2712, 2931. .4441 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence; mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 



9995 



Seq. ID OJ990430_28.9819.C28 



10505 



Gene No. 


21312 






Strand 




Start 


1 






End 


12269 


Name 


OJ990430_28 


. 9819.C28.ol 


.gs 


Method 


GENSCAN 


Start 


53 






End 


12269 


GI 


none 






Score 


.56 


Exons 


53 . . 95, 292 


. . 392, 470 . . 


568, 


650. . 944, 


1156. .1244, 1337. .152 




1605. .2002, 


2097 . .2291, 


2640 


..2712, 2852.. 4386, 5076.. 5186, 




5265 . . 5433, 


11406 . . 1148 


7, 12226.. 12269 




Seq. No. 


9995 






Seq. ID 


OJ990430_28.9819.C28 


Gene No. 


. 21312 






Strand 




Start 


1 






End 


12269 


Name 


OJ990430 28 


. 9819.C28.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


650 






End 


1773 


GI 


none 






Score 


67 


Exons 


650. .94 6, 1038. .1064, 1071. . 


1238, 1071 


. . 1238, 1319. . 1396, 




1406 . . 1447, 


1469 . . 1540, 


1602 


..1772, 1609. .1773 


Seq. No. 


9995 






Seq. ID 


OJ990430_28.9819.C28 


Gene No. 


21312 






Strand 




Start 


1 






End 


12269 


Name 


OJ990430 28 


.98l9.C28.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1776 






End 


2259 


GI 


none 






Score 


57 


Exons , 


1776. .1871, 


1780. .1875, 


1881 


..1910, 1905. .2012, 1927. .2013, 




2074. .2259, 


2081. .2257 








Seq. No. 


9995 






Seq. ID 


OJ990430_28.9819.C28 


Gene No . 


21312 






Strand 




Start 


1 






End 


12269 


Name 


OJ990430 28 


. 9819.C28.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3857 






End 


4400 


GI 


none 






Score 


39 


Exons 


3857. .4222, 


3877. .3900, 


3933 


..4223, 4131. .4223, 4241. .4396, 




4275. .4400, 


4275. .4397 








Seq. No. 


9996 






Seq. ID 


OJ990430_28.9819.C29 


Gene No. 


21313 






Strand . 




Start 


166 






End 


683 


Name 


OJ990430 28 


.9819.C29.ol 


.np 


Method 


AAT/NAP 


Start 


166 






End 


683 


GI 


6815063 






Score 


588 


Exons 


166. .449, 572. .683 








GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


9996 






Seq. ID 


OJ990430_28.9819.C29 


Gene No. 


21313 






Strand 




Start 


166 






End 


683 


Name 


OJ990430 28 


.9819.C29.ol 


.gs 


Method 


GENSCAN 


Start 


214 






End 


683 


GI 


none 






Score 


.46 


Exons 


214. .449, 572.-683 








Seq. No. 


9997 






Seq. ID 


OJ990330_17.9819.C1 


Gene No. 


21314 






Strand 


+ 


Start 


163 






End 


1376 


Name 


OJ990330 17 


.9819. CI. ol. 


gs 


Method 


GENSCAN 



10506 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1010, 1313. 



163 
none 

163. .246, 929. 

9997 

21315 

3622 

OJ990330_17 . 9819 . CI . o3 . gs 

3622 

none 



End 
Score 
1376 



1376 
.55 



Seq. ID OJ990330_17.9819.C1 

Strand + 

End 9851 

Method GENSCAN 

End 6588 

Score .98 



3622. .4386, 5277. .5297, 5486.-5653, 6148.. 6588 



Seq. No. 9997 Seq. ID 

Gene No. 21315 Strand 

Start 3622 End 

Name OJ990330_17 . 98 1 9 . CI . ol . gp Method 

Start 3840 End 

GI 71181_1.R1084 Score 

Exons 3840.. 4227 

GI Descrip. 1 2501599/sp | Q23202 | Y0M4_CAEEL 7.0e-24 HYPOTHETICAL 29.1 KD" 

PROTEIN W06E11.4 IN CHROMOSOME III >gi_669022 (U20862) W06E11.4 
gene product [Caenorhabditis elegans] ' 



OJ990330_17.9819.C1 
+ 

9851 
AAT/GAP 
4227 
737 



Seq. No. 
Gene No. 
Start 
Name 
Start 
! GI 
I Exons 
I GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9997 . 
21315 
3622 

OJ990330_17.9819.Cl.o2.np 

3928 

6686182 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3928. .4386, 5486. .5653, 6148. .6264 

HYPOTHETICAL PROTEIN CGI-97 gi | 4 929663 | gb | AAD34092 . 1 | AF151855_1 
(AF151855) CGI-97 protein [Homo sapiens] 



OJ990330_17.9819.C1 
+ 

9851 
AAT/NAP 
6264 
533 



9997 Seq. ID 

21315 Strand 
3622 End 
0 J990330_17 . 98 1 9 . CI . o3 . np Method 
5611 " End 
3876967 Score 
5611. .5641, 7674. .7846, 7919. .8119, 9832. .9851 

(Z81080) Similarity to Human KIAA0086 ORF (TR:G577303) ; cDNA EST 
yk550a3.3 comes from this gene [Caenorhabditis elegans] 



OJ990330_17.9819.C1 
+ 

9851 
AAT/NAP 
9851 
69 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



9997 Seq. ID 

21315 Strand 
3622 End 
OJ990330_17 . 9819.Cl.o2.gp Method 
6292 End 
uC-osflcyp066d02al Score 
6292. .6589, 6687. .6862 

'4558669/gb|AAD22687.1|AC007063_13 2.0e-40 (AC007063) putative 
vanadate resistance protein [Arabidopsis thaliana] 1 



OJ990330_17.9819.C1 
+ 

9851 
AAT/GAP 
6862 
912 



9997 Seq. ID 

21315 Strand 

3622 End 

OJ990330_17. 9819.Cl.o4.gs Method 



OJ990330_17.9819.C1 

+• 

9851 
GENSCAN 



10507 






Start 


7605 








T-l J 

End 


y / oo 




GI 


none 








Score 


1 




Exons 


7605 . .7793, 


t o r o 


. 0 14 O, 




Q-7CQ 






Seq. No. 


9997 








beq. iu 






Gene No. 


Z UlO 








Strand 






Start 


1 








End 


493 




Name 


OJ990330_17 


.9819. 


Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


493 




GI 


4558669 








Score 


278 




Exons 


1 . .156, 275 


. .493 












GI Descrip. 


(AC007063) ] 


putative vanadate 


resistance protein [Arabidopsi, 






thaliana] 














Seq. No. 


9997 








Seq. ID 


OJ990330_17 . 98 19. CI 




Gene No. 


21317 








Strand 






Start 


2371 








End 


2974 




Name 


OJ990330_17 


.9819. 


Cl.o2. 


gs 


Method 


GENSCAN 




Start 


2371 








End 


2974 




GI 


none 








Score 


.64 




Exons 


2371 . .244 6, 


2520. 


.2974 










Seq. No. 


9997 








Seq. ID 


OJ990330_17.9819.C1 




Gene No. 


21318 








Strand 




J 


Start 


10228 








End 


12325 


fi 


Name 


OJ990330_17 


. 9819. 


Cl.o3. 


tc 


Method 


TBLASTX: Cress 


U 


Start 


34 








End 


475 




GI 


none 








Score 


104 


3? 


Exons 


34 . . 168, 35 


. .157, 


275. . 


403, 


282. .404, 


440. .475 


*r 

"l 

=r 


Seq. No. 


9997 








Seq. ID 


OJ990330_17. 9819. CI 


T s 


Gene No. 


21318 








Strand 




y 


Start 


i n o o o 

10228 








End 


12325 




Name 


OJ990330_17 


. 9819. 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3918 








End 


4200 


: 


GI 


none 








Score 


365 




Exons 


J91o . .414o, 


3919. 


.4149, 


4146 


. .4199, 4147. .4200 




Seq. No. 


9997 








Seq. ID 


OJ990330_17. 9819. CI 




Gene No. 


21318 








Strand 




2? 


Start 


10228 








End 


12325 




Name 


OJ99U33U 1 / 


.9819. 


Cl.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3921 








End 


4251 




GI 


none 








Score 


277 




Exons 


3921 . .4109, 


3922. 


.4107, 


4108 


..4152, 4156. .4176, 4188. .4250, 






4189 . . 4251 














Seq. No. 


9997 








Seq. ID 


OJ990330_17. 9819. CI 




Gene No. 


21318 








Strand- 






Start 


10228 








End 


12325 




Name 




.9819. 


Cl.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4002 








End 


6530 




GI 


none 








Score 


513 




Exons 


4002. .4391, 


4003. 


.4386, 


5473 


..5634, 5483. .5641, 6193. .6285, 






6289. .6363, 


6433. 


.6528, 


6441 


. . 6530 






Seq. No. 


9997 








Seq. ID 


OJ990330JL7. 9819. CI 



10508 




Gene No. 


21318 








Strand 








Start 


10228 








End 


12325 






Name 


OJ990330_17 


.9819. 


Cl.o3. 


tm 


Method 


TBLASTX : 


Maize 




Start 


a o r\ f\ 








End 


6595 






GI 


none 








Score 


295 






Exons 


4200 . . 4391 , 


4 ZUl . 


/I *D O C 

. 43o 6, 


54 lz . 


.5450, 5473. .5655, 


5483. 


.5656, 




54 92 . . 5656, 


551 / . 


c c c c 
. 5666, 


61:56 . 


.6357, 6147. .6365, 


6148. 


.6372, 




/"Oyirt /"COO 

634 9 . . ootjo , 


63 / 1 . 


rz c o. c 

. 6595 , 


c ~) o n 
6 Jo 9 . 


. 6589 




^ *■ 




Seq. No. 


9997 








Seq. ID 


OJ990330 


17. 9819. CI 


Gene No. 










Strand 








Start 


10228 








End 


12325 






Name 


OJ990330 17 


.9819. 


Cl.o4 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


8008 








End 


8480 






GI 


none 








Score 


51 






Exons 


8008. .8055, 


8018. 


.8053, 


8068. 


.8154, 8072. .8155, 


8232. 


.8357, 




8234. .8356, 


8361. 


.8480, 


8366. 


.8476 









Seq. No. 

Gene No. 

Start 

Name 

Start 
U GI 
Q Exons 
rfi GI Descrip. 



9997 
21318 
10228 

OJ990330JL7. 9819. CI. o4 . np 
10228 
6598837 
10228. .12136 

^(AC010795) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990330_17.9819.C1 

Strand - . 

End 12325 

Method AAT/NAP 

End 12136 

Score 877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9997 

21318 

10228 

OJ990330_17. 
10478 
none 

10478. .10945, 
10794. .11102, 
10847. .11020, 
10919. .11773, 
11297. .11488, 
11526. .11900, 
11655. .11888, 



9819.Cl.o2.ts 



10496, 
10803. 
10871. 
10943. 
.11453. 
11549. 
11678. 



,11143, 
,11006, 
.11050, 
.11125, 
.11899, 
.11929, 
.11860, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_17.9819.C1 
12325 

TBLASTX : Soybean 

12157 

74 



10697. .11566, 10754. .10927, 

10827. .11483, 10827. .1114 4, 

10881. .10991, 10895. .11260, 

11000. .11365, 11114. .11995, 

114 62. .11632, 11477. .11659, 

11582. .11755, 11583. .11735, 
12020. .12157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9997 

21318 

10228 

OJ990330_17. 
10481 
none 

10481. . 10606, 
10637. . 10987, 
10731. . 11033, 
10859. . 11080, 
10964 . . 11191, 
11219. .11401, 
11429. .11773, 
11624. .11836, 
11726. .11932, 
12008. .12106, 



9819.Cl.ol.tc 



10484. 
10661. 
10754 . 
10871. 
11000. 
11291. 
11525. 
11639. 
11738. 
12020. 



.10561, 
.10876, 
.10981, 
.10939, 
.11359, 
.11479, 
.11896, 
.11932, 
.11947, 
.12112, 



Seq. ID 
Strand . - 
End 12325 
Method TBLASTX: 
End 12325 
Score 42 
10496. . 10882, 10544 
10677. .10733, 10688 
10775. . 11161, 10794 
10877. . 11266, 10959 
11111. . 11476, 11163 
11336. .11674, 11396 
11528. .11701, 11529 
11640. . 11822, 11711 
11933. .11989, 11942 
12038. .12202, 12140 



OJ990330 17. 9819. CI 



Cress 



,10789, 
, 11044, 
, 11144, 
,11087, 
, 11447, 
, 11605, 
11726, 
,11941, 
12001, 
12325, 



10509 



12140. .12322, 12185.. 12319 

Seq. No. 9997 
Gene No. 21318 
Start 10228 

Name OJ990330_17 . 98 19 . CI . ol . tm 

Start 10481 
GI none 
Exons 10481. 

10826. 

10929. 

11246. 

11456. 

11912. 



,10600, 10496. .10915 

,11332, 10827. .11066 

,11180, 10931 

11755, 11258 

11932, 11555 

12001 



11440, 
11755, 
11920, 



Seq. ID 
Strand 
End 

Method 

End . 

Score 
10511 
10827 
11054 
11286 
11562 



OJ990330 17. 9819. CI 



12325 

TBLASTX: Maize 
12001 
104 

11020, 10727. .11191, 

11021, 10832. .11125, 
11539, 11232. .11741, 
11441, 11351. .11860, 
11888, 11579. .11908, 



Seq. No. 9998 Seq. ID 

Gene No. 21319 Strand 

Start 6247 End 

Name OJ990330_17 . 9819 . C2 . o2 . gs Method 

Start 6247 End 

GI none Score 

Exons 6247.. 6480, 6577. .6753, 7274. .7553 



OJ990330_17.9819.C2 
+ 

7616 
GENSCAN 
7553 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9998 Seq. ID OJ990330_17 . 9819 . C2 

21319 Strand + 

6247 End 7616 

OJ990330_17. 9819.C2.o3.np Method AAT/NAP 

6268 End 6813 

6016561 Score 537 

6268. .6480, 6577. .6813 

MAGO NASHI PROTEIN HOMOLOG gi | 312 3515 | emb | CAA7 000 6 | (Y08761) 
Mago Nashi-like protein [Euphorbia lagascae] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9998 Seq. ID 

21319 Strand 
624 7 End 
OJ990330_17. 9819.C2.o5.np Method 
627 6 End . 

121632 Score 
6276.-6367, 6546. .6653, 7366. .7616 

GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 1.8 PRECURSOR (GRP 
1.8) gi | 81868 Ipir | | S01820 glycine-rich cell wall protein 1.8 
precursor - kidney bean gi | 21003 | emb | CAA31932 | (X13596) GRP 1.8 
protein (AA 1 - 465) [Phaseolus vulgaris] 



OJ990330_17.9819.C2 
+ 

7616 
AAT/NAP 
7616 
135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9998 Seq. ID 

21320 Strand 

371 End - 

OJ990330_17 . 9819 . C2 . ol . gs Method 

371 End 

none Score 

371. .543, 2688. .2819, 2827. .3020, 3043 
4370. .5975 



OJ990330_17. 9819.C2 

7351 
GENSCAN 
5975 
.55 

, .3116, 3814. .4055, 



Seq. No. 
Gene No. 
Start 



9998 

21320 

371 



Seq. ID 

Strand 

End 



OJ990330 17. 9819. C2 



7351 



10510 



Name OJ990330_17 . 98 19 . C2 . ol . np Method AAT/NAP 

Start 1559 End 3020 

GI 6907086 Score 870 

Exons 1559. .1693, 1789. .1989, 2040. .2126, 2361. .2574, 2634. .3020 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 9998 
Gene No. 21320 
Start 371 

Name OJ990330_17 . 9819 . C2 . o2 . tc 

Start 3910 
GI none 
Exons 3910. 

4155. 

4344 . 

4593. 

4987. 



.3993, 4116. 

,4541, 4171. 

,4571, 4357. 

,4961, 4704. 

,5202, 4995. 

5118. .5378, 5199. 



.4214, 4122. 

.4509, 4239. 

,4482, 4380. 

,5054, 4842. 

,5201, 5019. 

,5360, 5385. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4424, 4123 



OJ990330 17. 9819. C2 



4460, 4249 

4748, 4467 

5171, 4905 

5360, 5020 



7351 

TBLASTX : Cress 
5696 
72 

4425, 4134. .4361, 

4440, 4257. .4628, 

4823, 4566.-4688, 

5276, 4908. .5081, 

5286, 5106.. 5366, 



5480, 5406.. 5564, 5508.. 5696 





Seq. No. 


9998 






Seq. ID OJ990330_17.9819.C2 




Gene No. 


21320 






Strand 




Start 


371 






End 7351 




Name 


OJ990330 17 


.9819.C2.o2. 


np 


Method AAT/NAP 


□ 


Start 


4025 






End 6032 


q 


GI 


6598837 






Score 693 


" rs 


Exons 


4025. .4741, 


4847. .6032 






i. : t 

m 

: sr 


GI Descrip. 


(AC010795) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


9998 






Seq. ID OJ990330_17.9819.C2 




Gene No. 


21320 






Strand 




Start 


371 






End 7351 


ry 


Name 


OJ990330 17 


.9819.C2.o2. 


ts 


Method TBLASTX : Soybean 




Start 


4113 






End 5687 




GI 


none 






Score 104 


.1 s; 
: 3 if 


Exons 


4113. .4499, 


4122. .4946, 


4122. 


.4424, 4144. .4419, 4159. .4482, 


h ! 




4182. .5054, 


4182. .4370, 


4206. 


.4430, 4207. .4488, 4227. .4400, 




4275. .4646, 


4279. .4380, 


4287. 


.5159, 4312. .4509, 4332. .4505, 



4333. .4512, 4495. .4695, 4527. .4685, 4530. .5273, 4680. .4820, 

4704. .5360, 4725. .5339, 4842. .5354, 4857. .5027, 4909. .5280, 

5004. .5105, 5019. .5348, 5034. .5360, 5035. .5268, 5157. .5327, 

5358. .5507, 5382. .5507, 5382. .5504, 5388. .5639, 5523. .5687 



Seq. No. 9998 
Gene No. 21320 
Start 371 

Name OJ990330_17 . 9819 . C2 . ol . tm 

Start 4116 
GI none 

Exons 4116. .4400, 4119. .4604, 4206. 

4227. .4478, 4410. .4919, 4527. 
4669. .5121, 4731. .5204, 4842. 
5151. .5366, 5388. .5507 



Seq. ID OJ990330_17.9819.C2 
Strand 

End 7351 

Method TBLASTX : Maize 

End 5507 

Score 95 

.4694, 4207. .4401, 4212. .4505, 
.5009, 4626. .5120, 4626. .5129, 
.5339, 4921. .5280, 4935. .5360, 



Seq. No. 9998 

Gene No. 21320 

Start 371 

Name OJ990330_17 . 9819 .C2 . o4 . np 



Seq. ID OJ990330_17.9819.C2 
Strand 

End 7351 

Method AAT/NAP 



10511 




Start '4627 End 7351 

GI 5734621 Score 213 

Exons 4627.. 4723, 7097.. 7351 

GI Descrip. (AP000391) ESTs AU067 992 (C11433) , AU077424 (C11433 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 





Seq. No. 


9998 








" Seq. ID 


OJ990330_17.9819.C2 




Gene No. 


2132U 








Strand 






Start 


371 








End 


7351 




Name 


OJ990330_17 


.9819 


-C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


62 o o 








End 


6750 




GI 


none 








Score 


300 




Exons 


62o o . . o4 o o , 


a o o o 


. . 64 64 , 


DO / 4 . 


.6750, 6576. .6749 




Seq. No. 


999o 








Seq. ID 


OJ990330_17.9819.C2 




Gene No. 


21320 








Strand 






Start 


37 1 








End 


7351 




Name 


OJ990330 17 


.9819 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6286 








End 


6755 




GI 


none 








Score 


327 




Exons 


6286 . . 6483, 


6288 


. .6479, 


6412 . 


.6483, 6526. .6753, 6556. .6654 






6576 . . 6755 












.3 r- 

!j? 


Seq. No. 


9998 








Seq. ID 


OJ990330_17.9819.C2 


\-\ \ 


Gene No. 


21320 








Strand 




i sr 


Start 


371 








End 


7351 




Name 


OJ990330_17 


.9819 


.C2.pl. 


ts 


Method 


TBLASTX : Soybean 


i . = 


Start 


6286 








End 


6753 


's s? 


GI 


none 








Score 


308 


FL! 


Exons 


6286. . 6483, 


6288 


. . 6452 , 


6412 . 


.6483, 6574. .6753, 6574. .6654 






DO /D. .6/49 














Seq. No. 


9999 








Seq. ID 


OJ990330_17.9819.C3 


*t 


Gene No. 


21321 








Strand 


+ 


U. 


Start 


1560 








End 


3740 


Ci 

. ! 


Name 


OJ990330_17 


.9819 


.C3.ol. 


gs 


Method 


GENSCAN 


3 sr 
'»t 


Start 


1560 








End 


3712 




GI 


none 








Score 


.91 


3C i 


Exons 


"IT/IT 

1560 . .1743, 


1791 


. .2100, 


2363. 


.2872, 2961. .3186, 3273. .3712 




Seq. No. 


9999 








Seq. ID 


OJ990330_17.9819.C3 




Gene No. 


21321 








Strand 


+ 














End 


3740 




Name 


OJ990330 17 


.9819 


.C3.o2. 


np 


Method 


AAT/NAP 




Start 


2529 








End 


3740 




GI 


4585884 








Score 


387 




Exons 


2529. .2872, 


2961 


. .3186, 


3270. 


.3740 






GI Descrip. 


(AC005850) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


9999 








Seq. ID 


OJ990330_17.9819.C3 




Gene No. 


21322 








Strand 






Start 


1 








. End 


3765 




Name 


OJ990330 17 


.9819 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


3765 




GI 


5734621 








Score 


62 




Exons 


1..48, 568. 


.659, 


1552. . 


1728, 


3739. .3765 



10512 



GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



9999 

21322 

1 

OJ990330_17 . 9819.C3.o2.ts 

2368 

none 



Seq. ID OJ990330_17. 9819.C3 

Strand - 

End 37 65 

Method TBLASTX : Soybean 

End 2782 

Score 44 



2368. .2409, 2513. .2782, 2557. .2769 



Seq. No. 9999 

Gene No. 21322 

Start 1 

Name OJ990330_17 . 981 9 . C3 . o2 . tm 

Start 2521 
GI ' none 
Exons 



Seq. ID OJ990330_17.9819.C3 
Strand 

3765 

TBLASTX: Maize 
3051 
512 



End 

Method 
End 
Score 

2521. .2889, 2522. .2899, 2536. .2904, 2958. .3050, 2959. .3051, 
2959. .3048, 2960. .3049 



Seq. No. 9999 

Gene No. 21322 

Start 1 

Name OJ990330_17 . 9819 . C3 . ol . tw 

■Start 3018 

GI none 
Exons 



Seq. ID OJ990330_17.9819.C3 
Strand 

End 3765 

Method TBLASTX : Wheat 

End 3472 

Score 116 

3018. .3155, 3025. .3174, 3034. .3162, 3271. .3363, 3272. .3364, 
3377. .3472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9999 

21322 

1 

OJ990330_17 . 9819.C3.ol. tm 

3054 

none 



Seq. ID OJ990330_17 . 9819.C3 
Strand 

End 3765 

Method TBLASTX : Mai ze 

End 3574 

Score 213 



3054. .3188, 3055. .3390, 3055. .3390, 3248. .3394, 3294. .3404, 
3386. .3574,-' 3391. .3573, 3392. .3574 



9999 

21322 

1 

OJ990330_17.9819.C3.ol.ts 

3254 

none 



Seq. ID OJ990330_17. 9819.C3 
Strand 

End 3765 

Method TBLASTX : Soybean 

End 3550 

Score 208 



3254. .3472, 3271. .3360, 3488. .3550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10000 

21323 .. • 

1 

OJ990330_17 .9819.C4 .ol.np 
1 

4558669 



Seq. ID OJ990330_17. 9819.C4 

Strand + 

End 1405 

Method AAT/NAP 

End 1214 

Score 432 



1..59, 251. .349, 517. .671, 1097. .1214 

(AC007063) putative vanadate resistance protein [Arabidopsis 
thaliana] 



10513 



J 



Seq. No. 


10000 


Seq. ID 


OJ990330_17 . 


9819. C4 


Gene No. 


21323 


Strand 


+ 




Start 


1 


End 


1405 




Name 


OJ990330 17.9819.C4.ol.gp 


Method 


AAT/GAP 




Start 


308 


End . 


1405 




GI 


428302 


Score 


732 




Exons 


308. .349, 517. .671, 10.97. .1213, 1308.. 


1405 




GI Descrip. 


4558669/gb|AAD22687.1 IAC007063 13 2.0e 


-40 (AC007063) putative 




vanadate resistance protein 


[Arabidopsis thaliana] 




Seq. No. 


10000 


Seq. ID 


OJ990330JL7. 


9819. C4 


Gene No. 


21324 


Strand 


+ 




Start 


9729 


End 


10741 




Name 


OJ990330 17.9819.C4.o2.gs 


Method 


GENSCAN 




Start 


9729 


End 


10741 




GI 


none 


Score 


.59 




Exons 


9729. .104 8 9, 10534. .10741 








Seq. No. 


10000 


Seq. ID 


OJ990330_17. 


9819. C4 


Gene No. 


21324 


Strand 


+ 




Start 


9729 


End 


10741 




Name 


OJ990330 17.9819.C4.o3.np 


Method 


AAT/NAP 




Start 


9729 


End 


10738 




GI 


4512625 


Score 


541 




Exons 


9729.. 9921, 9960.. 10738 








GI Descrip. 


(AC004793) ESTs gb|T20423, gb|AA712864 


, gb|H76323 and gb|Z25560 




come from this gene. [Arabidopsis thaliana] 




Seq. No. 


10000 


Seq. ID 


OJ990330_17. 


9819. C4 


Gene No. 


21324 


Strand 


+ 




Start 


9729 


End- 


10741 




Name 


OJ990330 17. 9819.C4.o4.gp 


Method 


AAT/GAP 




Start 


10211 


End 


10665 




GI 


uC-osrocyp033e04bl 


Score 


859 




Exons 


10211.. 10665 








GI Descrip. 


'4512625/gb|AAD21694.1| 4 . Oe 


-11 (AC004793) ESTs gb 


T20423, 




gb AA712864, gb H76323 and gb Z25560 come from this 


gene . 




[Arabidopsis thaliana] 1 








Seq. No. 


10000 


Seq. ID 


OJ990330_17. 


9819. C4 


Gene No. 


21325 


Strand 






Start 


896 


End 


6474 




Name 


OJ990330 17.9819.C4.ol.gs 


Method 


GENSCAN 




Start 


896 


End 


6174 




GI 


none 


Score 


.82 




Exons 


896. .916, 2123. .2262, 2900.. 


3367, 3647 


..3717, 3824. 


.4026, 




5728. .6174 








Seq. No. 


10000; 


Seq. ID 


OJ990330_17. 


9819. C4 


Gene No. 


21325 


Strand 






Start 


896 


End 


6474 




Name 


OJ990330 17.9819.C4.o2.np 


Method 


AAT/NAP 




Start 


1349 


End 


6474 




GI 


6899921 


Score 


985 




Exons 


1349.. 1368, 2776. .3367, 3647 


..3717, 3824. .3998, 4225.-4338, 




5724. .5992, 6404. .6474 








GI Descrip. 


(AL138651) putative protein 


[Arabidops. 


is thaliana] 





10514 



Seq. No. 10000 Seq. ID 

Gene No. 21325 Strand 

Start 896 End 

Name OJ990330_17 . 98 19 . C4 . o2 . gp Method 

Start 1740 End 

GI 3767792 Score 

Exons 1740. .2140 



OJ990330_17.9819.C4 

6474 
AAT/GAP 
2140 
707 



Seq. No. 10000 

Gene No. 21326 

Start 9386 

Name OJ990330_17 . 98 19 . C4 . o2 . tc 

Start 1119 

GI none 

Exons 1119.. 1211, 1119. .1211, 1121. 

1488. .1541, 1490. .1525 



Seq. ID OJ990330_17.9819.C4 
Strand 

End 9879 

Method TBLASTX : Cress 

End 1541 

Score 140 

.1213, 1302.. 1406, 1303.. 1407, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10000 
21326 
9386 

OJ990330_17.9819.C4 .o3.tm 
2763 
none 
2763. 
3818. 
5746. 



.2834, 2853. .2957, 3648, 
.4000, 4223. .4345, 4224, 
.5847 



10000 
21326 
9386 

OJ990330_17.9819.C4.ol.ts 

2851 

none 

2851.. 3129, 2853.. 3212, 3166. 
3223.. 3378, 3648.. 3713 



Seq. ID OJ990330_17.9819.C4 
Strand 

End 9879 
Method TBLASTX: Maize 
End 5847 
Score 58 

.3713, 3649.-3723, 3817. .3999, 
.4331, 5731.. 5817, 5732. .5818, 



Seq. ID OJ990330_17.9819.C4 
Strand 

End 9879 

Method TBLASTX : Soybean 

End 3713 

Score 81 

.3210, 3216.. 3368, 3216. .3368, 



W Seq. No. 10000- 

Q Gene No. 21326 

n Start 9386 

Name OJ990330_17 . 98 19 . C4 . ol . tc 

Start 2904 

GI none 

Exons 2904.. 3368, 2935.. 3222, 3259. 



Seq. ID OJ990330_17.9819.C4 
Strand 

End 9879 

Method TBLASTX: Cress 

End 3369 

Score 113 
.3369 



Seq. No. 10000 

Gene No. 21326 

Start 9386 

Name OJ990330_17 . 98 19 .-C4 . ol . tm 

Start ' 2961 

GI none 

Exons 2961.. 3368, 2962.. 3366 



Seq. ID OJ990330_17.9819.C4 
Strand 

End 9879 

Method TBLASTX : Maize 

End 3368 

Score 513 



Seq. No. 10000 

Gene No. 21326 

Start 9386 

Name OJ990330 17 . 98 19 . C4 . o3 . tc 



Seq. ID OJ990330_17.9819.C4 
Strand 

End 987 9 

Method TBLASTX : Cress 



10515 




Start 


3787 






End 


4336 






GI 


none 






Score 


106 






Exons 


o /o7 . . jy y y , 


*"} O A 1 


Vl A O A /I A O 1 

.4 039, 4221 


..4334, 4223.-4336, 


4238. .4336 


Seq. No. 


10000 






Seq. ID 


OJ990330 


_17.9819 


.C4 


Gene No. 


21326 






Strand 








Start 


n o o f 






End 


9879 






Name 


0J990o 30 i / . 


a o i a 

9oiy . 


C4 . ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


3817 






End 


4345 






GI 


none 






Score 


102 






Exons 


001*7 *3 a o. n 

joi / . . jy yy , 


*7i O 1 o 


/AAA /I O A Tl 

. 4 (JUU, 


..4345, 4224. .4334 






Seq. No. 


i a a a a 

1000U 






Seq. ID 


OJ990330 


_17.9819 


.C4 


Gene No. 


21326 






Strand 








Start 


9386 






End 


9879 






Name 




no 1 o 


C4 . OZ . t S 


Method 


TBLASTX : 


Soybean 




Start 


oon 
3ol / 






End 


5812 






GI 


none 






Score 


147 






Exons 


oon ti aa a 

jy i / . . jy yy , 


O Q 1 O 


/ A A *T T) O A >1 


..4006, 4223. .4369, 


4224. .4370 




C "7 O O CQ11 

0 /2o . . bo 1 1 , 


C *7 Q O 
3 / J2 . 


c o 1 o 










Seq. No. 


10000 






Seq. ID 


OJ990330 


_17.9819 


.C4 


Gene No. 


21326 






Strand 








Start 


9386 






End 


9879 






Name 


OJ990330_17 . 


9819 . 


C4 . o3 . gp 


Method 


. AAT/GAP 






Start 


9386 






End 


9879 






GI 


2428534 






Score 


792 






Exons 


A*50/™ n yl A A 

9386 . .9409, 


94 59 . 


. 987 9 










Seq. No. 


10000 






Seq. ID 


OJ990330 


_17.9819 


.C4 


Gene No. 


21327 






Strand 








Start 


9900 






End 


10752 






Name 


OJ990330 17. 


9819. 


C4 .o2.tm 


Method 


TBLASTX: 


Maize 




Start 


9900 






End 


10752 






GI 


none 






Score 


73 






Exons 


9900. .9992, 


10104 


..10157, 10314.. 10508 


, 10323.. 


10421, 






10325. .10504, 10522. . 10656, 


10532. .10576, 10610 


. . 10741, 






10675. .10749 


, 10699.. 10.752 










Seq. No. 


10001 






Seq. ID 


OJ990330 


_17.9819 


.C5 


Gene No. 


21328 






Strand 


+ 






btart 


1698 






End 


2145 






Name 


OJ990330 17. 


9819. 


C5.ol.gs 


Method 


GENSCAN 






Start 


1698 






End 


2145 






GI 


none 






Score 


.94 






Exons 


1698. .1827, 


1961. 


.2145 










Seq. No. 


10001 






Seq. ID 


OJ990330 


_17.9819 


.C5 


Gene No. 


21329 






Strand 








Start 


5085 






End 


5816 






Name 


OJ990330 17. 


9819. 


C5.o2.gs 


Method 


GENSCAN 






Start 


5085 






End 


5816 






GI 


none 






Score 


.45 






Exons 


5085. .5327, 


5448 . 


.5816 










Seq. No. 


10002 






Seq. ID 


OJ990330 


_17.9819 


C6 


Gene No. 


21330 






Strand 









10516 






Start 


1 


End 


3754 






Name 


OJ990330_17.9819.C6.ol.np 


Method 


AAT/NAP 






b tar u 


i 
i 




3754 








4 DO u / 


Score 


957 






Exons 


1 "31 1 m c; OQi Q tic/I 










GI Descrip . 


{/\r±±4±/±j Qisease resistance 


pr ot ein 


RPM1 homolog [Sorghum 






Dicoior j 










Seq. No. 


10002 


Seq. ID 


PiTQQm^n 17 QQI Q 


. V^D 




Gene No. 


21330 


Strand 








btart 


i 


T?r>H 
CjIIU 


3754 






Name 


ujyyuj jU i / . y o i y . lo . oi . gs 


TUf /-\ ■4-' /"\ /H 


GENSCAN 






Of -i vf 

otart 


1U j 


Cjna. 


? £ "3 ? 






T 
K3± 


none 


Score 


A d 
. H D 






Exons 


i i i i Q 9Q1Q ^^^^ 

iuj . .illy, iioxy. , jojj 










Seq. No. 


10002 


Seq. ID 


PiTQQm^n 17 QQI Q 


. Id 




Gene No . 


21330 


Strand 








b tart 


X 


HjIIU 


3754 






Name 


n TQQrmn 17 qqi q /^i fm 
ujyyuoou ± / . y o ± y . l,d . o i . t.m 


TuT ^> ■+* V\ /~\ 


TBLASTX: Maize 






otart 


o y u 


tina 


875 






\jX 


none 


Score 


82 






Exons 


TQH c:c;7 QTc; 7H7 7QQ otc 








:sr 

,:i 


Seq. No. 


10002 


Seq. ID 


OJ990330_17.9819 






Gene No. 


21330 


Strand 






'!! 


otart 


i 
l 


End 


3754 






Name 


OTQQmTD 17 QQI Q r" 1 C ^ 1 +- >~. 

ujyyujju i / . yoiy . lo . 01 . tc 


Method 


TBLASTX: Cress 




!li 


btart 




End 


3057 




, ! 

: 




none 


Score 


73 




Si 

: 


Exons 


jyj. . jdj/ o/y. . / jj, oux. . o o 4 , 


1053.. 1124, 2995.. 3057 




! i 

ST 


beq. no. 


-i n n n o 
1U uuz 


Seq. ID 


OJ990330_17.9819 


. L-D 




Gene No. 


21330 


Strand 






' "I 
18? 


Start 


1 


End 


3754 




t 

1 . t 


Name 


nTQQn^^n 17 qqi q n£ ^1 +-0 


Method 


TBLASTX : Soybean 






otart 


a no 


End 


1091 






P T 


none 


Score 


75 






Exons 


409 ^£0 QQ^ trpR 71£ 


727. .873 


, 898. .960, 999..: 


i n qi 
i u y i , 


If 
"| 




1 nnn 1 071 










Seq. No. 


10002 


Seq. ID 


OJ990330_17.9819 


• CD 




Gene No. 


21330 


Strand 










1 
1 


End 


3754 






Name 


n TQQfmn 17 QQI Q p C. r\ 1 ft, 

ujyyi/jjU i / . y o 1 y . l.d . 01 . tw 


Method 


TBLASTX: Wheat 








o y i 


End 


893 








none 


Score 


105 








^ Q1 pen 7 1 R Q7D 












X \J u u o 


Seq. ID 


OJ990330_17.9819 


.C7 




Gene No. 


21331 


Strand 


+ 






Start 


624 


End 


883 






Name 


OJ990330 17.9819.C7.ol.gs 


Method 


GENSCAN 






Start 


624 


End 


883 






GI 


none 


Score 


. 61 






Exons 


624. .629, 652. .710, 739. .883 









10517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10004 
21332 
265 

OJ990330_17 .9819.C8.ol.gp 

265 

LIB3434-038-P1-K1-B5 
265. .540 

'5091610/gb|AAD39599.1 IAC007858 
[Oryza sativa] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990330_ 
+ 

1214 
AAT/GAP 
540 
452 



17. 9819. C8 



13 6.0e-42 (AC007858) 10A19I, 



10004 Seq. ID 

21332 Strand 

265 End 

OJ990330_17. 9819.C8 .ol.gs Method 

294 End 

none Score 

294. .620, 708. .1037, 1080. .1213 



OJ990330_17.9819.C8 
+ 

1214 
GEN SCAN 
1213 
.71 



Seq. No. 


10004 


Seq. ID 


OJ990330_17.9819 


C8 


Gene No. 


21332 


Strand 


+ 




Start 


265 


End 


1214 




Name 


OJ990330 17.9819.C8.ol.np 


Method 


AAT/NAP 




Start 


294 


End 


1214 




GI 


5091610 


Score 


1325 




Exons 


294. .558, 656. .1214 ■ 








GI Descrip. 


(AC007858) 10A19I.15 [Oryza 


sativa] 






Seq. No. 


10004 


Seq. ID 


OJ990330_17.9819 


C8 


Gene No. 


21332 


Strand 


+ . 




Start 


265 


End 


1214 




Name 


OJ990330 17.9819.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


314 


End 


746 




GI 


none 


Score 


355 




Exons 


314. .610, 315. .620, 706. .744 


, 708. .746 






Seq. No. 


10004 


Seq. ID 


OJ990330_17.9819 


C8 


Gene No. 


21332 


Strand 


+ 




Start 


265 


End 


1214 




Name 


OJ990330 17.9819.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


930 


End 


1208 




GI 


none 


Score 


61 




Exons 


930. .971, 941. .1066, 948. .1049, 1047.. 


1208, 1047.. 1202, 





1052. .1207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10005 Seq. ID OJ990330_17 . 9819 . C9 

21333 Strand 

1 End 2 94 8 

OJ990330_17 . 9819.C9.ol.np Method AAT/NAP 

1 End 2948 

4680207 Score 402 

1. .22, 2198. .2948 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 
Gene No. 
Start 



10005 
21333 
1 



Seq. ID 

Strand 

End 



OJ990330 17. 9819. C9 



2948 



10518 



Name 


OJ9903oU 1 / . 9o 1 9 . C9 . Ol . gs 


Method 


C T M O f~* 7\ M 




Start 


a a ci 

888 




z y^z 




GI 


none 


Score 


A 1 

. 4 1 




Exons 


888. .9bo, l/4o..lo49/ Zo^o. 


. Z DO U , Zo DU 


. . z y z z 




Seq. No. 


10006 


Seq. ID 


OJ990330_17 


. 9819. C10 


Gene No. 


21334 


Strand 




•V 


Start 


1845- 


End 


jODD 




Name 


OJ990330 17. 9819. CIO. ol.gs 


Method 






Start 


1845 


End 


jDDO 




GI 


none 


Score 


Q Q 
. O O 




Exons 


1845. .2608, 3175. .3208, 3409. .3666 






Seq. No. 


10007 


Seq. ID 


OJ990330__17 


.9819. Cll 


Gene No. 


21335 


Strand 


+ 




Start 


565 


End 


1 0 Q 
/ Z ¥ 




Name 


OJ990330 17. 9819. Cll. ol.gs 


Method 






Start 


565 


End 


/ zy 




GI 


none 


Score 


. yz 




Exons 


565. .729 








Seq. No. 


10007 


Seq. ID 




Qpl Q pi 1 

. yoiy .til 


Gene No . 


21336 


Strand.. 


+ — 




Start 


5301 


End 


'5969 




Name 


OJ990330 17.9819.Cll.o2.np 


Method 


AAT/NAP 




Start 


5301 


End 


5969 




GI 


5051773 


Score 


536 




Exons 


5301. .5351, 5377. .5969 








GI Descrip. 


(AL078637) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


10007 


Seq. ID 


OJ990330_17 


QQ1 Q C , ~\ 1 


Gene No . 


21337 


Strand 


+ 




btart 


19261 


End 


20983 




Name 


OJ990330 17.9819.Cll.o4.np 


Method 


AAT/NAP 




Start 


19261 


End 


20983 




GI 


5922619 


Score 


134 




Exons 


19261. .19285, 20877. .20983 








GI Descrip. 


(AP000.492) hypothetical protein [Oryza 


sativa] 






gil 6016852 |dbj | BAA85195 . 1 1 " 


(AP000570) 


hypothetical 


proLcin 




[Oryza sativa] 








Seq. No. 


10007 


Seq. ID 


OJ990330JL7 


qq i q mi 


Gene No. 


21338 


Strand 


+ 




Start 


24346 


End 


24926 




Name 


OJ990330 17. 9819. Cll. o6.np 


Method 


AAT/NAP 




Start 


24346 


End 


24926 




GI 


5921187 


Score 


362 




Exons 


24346. .24926 








GI Descrip. 


CYTOCHROME P450 71C2 gi | 550438 | emb | CAA57.423 | (X818 


cytocnroiue 


P450 [Zea mays] gi | 1870201 | 


emb|CAA72208 | (Y11404) 


cytochrome 




p450 [Zea mays] 








Seq. No. 


10007 


Seq. ID 


OJ990330_17 


.9819. Cll 


Gene No. 


21339 


Strand 






Start 


1719 


End 


2198 




Name 


OJ990330 17.9819.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1523 


End 


1865 





10519 




GI LIB3432-058-P1-K1-E12 Score 351 

Exons 1523. . 1865 

GI Descrip.- 1 5257255/dbj | AP000364 . 1 1 AP000364 8.0e-31 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ? 



beg. no. 


1UUU / 




beq . i u 


r\ TQQ n^QD 

uj yyu jou 


1 / . 


y y i y 


. Cll 


bene ino . 






S.t rand 










otart 








9 1 QQ 

z i y o 








Name 


OJ990330 17.9819.C11 


. o2 . gs 


Method 


GENSCAN 








Start 


1719 




End 


2198 








C T 
bi. 


none 




Score 


R A 








Exons 


1 Ti Q 01 QQ 

i / iy. . i y o 














beg. wo. 


1UUU / 




beq. iJJ 


uo yyujju 


1 "7 


yy i y . 


oil 

. bl 1 


bene ino . 
















btart 


coco 
jZjj 






C QOPi 

o y ju 








Name 


OJ990330 17.9819.C11 


. o3 . gs 


Method 


GENSCAN 








Start 


5253 




End 


5930 








bl 


none 




Score 


± 








Exons 


5253. .5930 














Seq. No. 


10007 




Seq. ID 


OJy yUooU 


1 / . 


9o iy . 


. Cll 


Gene No. 


21341 




Strand 










Start 


7180 




End 


n o o t 








Name 


OJ990330 17.9819.C11 


. o4 . gs 


Method 


GENSCAN 








Start 


7180 




End " 


9227 








GI 


none 




Score 


.99 








Exons 


7180. .7803, 8277. .9227 












beq. No. 


10007 




Seq. ID 


OJ990330_ 


17. 


9819. 


. Cll 


Gene No . 


21342 




Strand 










b car u 


10025 




End 


17446 








Name 


OJ990330 17.9819.C11 


..o5 . gs 


Method 


GENSCAN 








Start 


10025 




End 


17446 








GI 


none 




Score 


.73 








Exons 


10025. .10143, 10211. 


. 10372, 


10485. .10553, 10963. 


.11069, 






12504. .12532, 15943. 


.16046, 


17341.. 17446 








beq. jno . 


10007 




Seq. ID 


OJ990330_ 


17. 


9819, 


oi i 
,111 


Gene No . 


21343 




Strand 










Of -5 v>f 

otart 


18227 




End 


20869 








Name 


OJ990330 17.9819.C11 


. 06 . gs 


Method 


GENSCAN 








Start 


18227 




End 


19943 








GI 


none 




Score 


.86 








Exons 


1822.7. .18835, 18981. 


.19943 












Seq. No. 


10007 




Seq. ID 


OJ990330_ 


17. 


9819. 


Cll 


Gene No. 


21343 




Strand 










Start 


18227 




End 


20869 








Name 


OJ990330 17.9819.C11 


. o3.np 


Method- 


AAT/NAP 








Start 


18230 




End 


20869 








GI 


5921189 




Score 


1570 








Exons 


18230. .18835, 18981., 


.19862, 


20746. .20869 









GI Descrip. CYTOCHROME P450 71C4 gi | 550542 | emb | CAA574 25 | (X81831) cytochrome 
P450 [Zea mays] gi | 1850903 | emb | CAA721 96 | (Y11368) cytochrome 
p450 [Zea mays] 



10520 




Seq. No. 


10007 






Seq. ID 


OJ990330 


_17.9819.C11 


Gene No. 


21344 






Strand 






Start 


21121 






End 


24885 




Name 


OJ990330 17. 


y o 1 9 . Cl 1 . oj . tm 


Method 


TBLASTX: 


Maize 


Start 


5435 






End 


5942 




GI 


none 






Score 


68 




Exons 


5435. . 


5527, 


c/to ccoyi c;cm 
34/Z..00O4, ObUJ. 


.5662, 5604.. 5669, 


D 1 lo . . 5942 


Seq. No. 


10007 






Seq. ID 


OJ990330 


_17 . 9819 . Cll 


Gene No. 


21344 






Strand 






Start 


21121 






End 


24885 




Name 


OJ990330 17. 


9819.Cll.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


7138 






End 


18572 




GI 


none 






Score 


68 




Exons 


7138. . 


7269, 


/ 19o . . 12 11 , /zby. 


.7435, 7261. .7434, 


7265 . .7438, 




7432. . 


7536, 


lolyz . . Id Jl / , IbV 


39. .18313, 


18300. . 


1 O C *5 O 

18533, 




18302. 


.18460 


, lo4 0 / . . loD bo , 1 


8468. .18572 




Seq. No. 


10007 






Seq. ID 


OJ990330 


17 . 9819 . Cll 


Gene No. 


.21344 






Strand 






Start 


21121 






End 


24885 




Name 


OJ990330 17. 


9819.Cll.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


7175 






End ■ 


19316 




GI 


none 






Score 


204 




Exons 


7175. . 


7402, 


7189. .7416, 7190. 


.7417, 7389. .7745, 


7432. .7803, 




7441. . 


7752, 


7517.. 7804, 8272. 


.8361, 8277. .8423, 


o o c o o/~rvo 

8352 . . 8 603, 




8390. . 


8455, 


8434.. 8601, 18223 


..18354, 1 


8227. .18 


4 60, 




18231. 


.18458, 18233. .18460, 1 


8458. .18835, 18474 


. . 18836, 




18963. 


.19256 


, 18981. .19055, 1 


9084.. 19293, 19092 


. .19316, 




19096. 


.19314 










Seq. No. 


10007 






Seq. ID 


OJ990330 


_17. 9819. Cll 


Gene No. 


21344 






Strand 






Start 


21121 






End 


24885 





Name 


OJ990330 17.9819.Cll.ol.ts 


Method TBLASTX: 


Soybean 




Start 


7193 


End 24858 






GI 


none 


Score 152 






Exons 


7193.. 7426, 7195.. 7425, 7429 


..7638, 7436. .7636, 


7681. .7 


803, 




7697. .7804, 8682. .8963, 8737 


..8946, 8973. .9017, 


18236. . 


18697, 




18240. .18668, 187 13 .. 18835 , 


18723. . 18845, 19398 


. .19679, 






19462. .19680, 19689 .. 19730, 


24516. .24560, 24517 


. .24579, 






24624. .24857, 24628. .24858 








Seq. No. ■ 


10007 


Seq. ID OJ990330 


_17. 9819 


.Cll 


Gene No. 


21344 


Strand 






Start 


21121 


End 24885 






Name 


OJ990330 17.9819.Cll.ol.tc 


Method TBLASTX: 


Cress 




Start 


7198 


End 18835 






GI 


none 


Score 161 






Exons 


7198. .7416, 7199. .7426, 7435 


. .7803,. 7436. .7672, 


18239. . 


18835, 




18240. .18668, 18401. .18700 








Seq. No. 


10007 


Seq. ID OJ990330 


_17.9819 


.Cll 


Gene No. 


21344 


Strand 






Start 


21121 


End 24885 






Name 


OJ990330 17.9819.Cll.o2.tc 


Method TBLASTX: 


Cress 




Start 


8571 


End 24858 







10521 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
' Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



none Score 104 

8571. .8963, 8737,, 8952, 8973. .9044, 19284 .. 19370, 19398 19679, 
19462. .19665, 1968 9 19760, 24517 .. 24 636, 24628. .24858 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330 17.9819.C11 



10007 
21344 
21121 

OJ990330_17. 9819.Cll.o2.tm 
8604 
none 

8604. .8963, 8605. .8997, 8955. 
19395. .19679, 194 19 .. 19508 , 19456. . 19713, 19671 .. 19760, 
24S38..24633, 24 591 .. 24857 , 24628 24858 , 24802. .24885 



24885 

TBLASTX; Maize 

24885 

266 



,9044, 8968. .9051, 19317 19367 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330 17.9819.C11 



10007 
21344 
21121 

OJ990330_17 . 9819.Cll.ol.tw 
8721 
none 

8721. .8819, 8826. .9044, 8827. 
19558. .19758, 19683 .. 19778 , 24525 .. 24 767 , 24 526 . . 2477 1 , 
24762. .24854, 24763 .. 24855, 24799. .24855 



24885 

TBLASTX: Wheat 

24855 

208 



,9060, 19449. .19541, 19542 .. 19760, 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ990330 17.9819.C11 



10007 
21344 
21121 

OJ990330_17 . 9819.Cll.o5.np 
21121 
6630699 
21121. .21199, 22443. .22465 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



24885 
AAT/NAP 
22465 
81 



10008 Seq. ID 

21345 Strand 
1 End 
OJ990330_17 . 9819.C12.ol.np Method 
1 End 
5921189 Score 
1..164, 348. .962 

CYTOCHROME P450 71C4 gi | 550542 | emb | CAA57425 | (X81831) cytochrome 
P450 [Zea mays] gi | 1850903 | emb | CAA72196 | (Y11368) cytochrome 
p450 [Zea mays] 



OJ990330_17.9819.C12 
+ 

980 

AAT/NAP 

962 

701 



Seq. No. 


10008 




Seq. ID 


OJ990330 


Gene No. 


21345 




Strand 


+ 


Start 


1 




End 


980 


Name 


OJ990330 


_17.9819.C12.ol.gs 


Method 


GENSCAN 


Start 


48 




End 


980 


GI 


none 




Score 


.59 


Exons 


48. .164, 


348. . 980 






Seq. No. 


10008 




Seq. ID 


OJ990330 


Gene No. 


21346 




Strand 


+ 


Start 


3033 




End 


3475 



.9819.C12 



10522 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990330_17 . 9819 . C12 . o2 . gs Method GENSCAN 

3033 End 3475 

none Score .73 
3033. .3114, 3333. .3475 



10008 Seq. ID 

21347 Strand 
4656 End 
OJ990330_17. 9819.C12.o2.np Method 
4 600 End 
5921189 Score 
4600. .4763, 4825. .6267 

CYTOCHROME P450 71C4 gi | 550542 | emb | CAA57425 | (X81831) cytochrome 
P450 [Zea mays] gi 1 1850903 | emb | CAA721 96 | (Y11368) cytochrome 
p450 [Zea mays] 



OJ990330_17. 9819.C12 
+ 

6280 
AAT/NAP 
6267 
1378 



10008 Seq. ID 

21347 Strand 

4656 End 
OJ990330_17 . 9819 . C12 . o3 . gs Method 

4656 End 

none Score 

4656. .5759, 5831. .6280 



OJ990330_17.9819.C12 
+ 

6280 
GENSCAN 
6280 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1000 

2134 

9534 

OJ99 

348 

none 

348. 

732. 

4863 

5265 

5621 

6067 

6197 

8566 

8938 

9356 



0330 17.9819.C12.ol.tm 



,464, 4 
,884, 7 
.4961, 
.5489, 
.5782, 
. 6201, 
. 6244, 
.8733, 
.9099, 
. 9487, 



71. .533, 473. 
74. .884, 891, 
4930. .5244, 



5272. 
5825, 
6077. 
8192. 
8570. 
9106. 
9397. 



,5502, 
.6022, 
.6193, 
.8272, 
.8761, 
.9339, 
.9480, 



.715, 
. 956, 
4962. 
5512. 
5827. 
6077. 
8224. 
8594. 
9107. 
9398. 



Seq. ID OJ990330_17. 9819.C12 

Strand + 

End 10842 

Method TBLASTX : Mai ze 

End 9574 

Score 100 

475. .708, 576. .716, 731. .844, 
891. .956, 902. .955, 4860. .4973, 
.5261, 4964. .5260, 5246. .5446, 
.5766, 5568. .5804, 5568. .5666, 
.6021, 6038.. 6193, 6038.. 6169, 
.6169, 6079. .6201, 6197. .6235, 
.8271, 8282. .8575, 8284. .8577, 
.8758, 8867. .9007, 8900. .9121, 
.9340, 9116. .9340, 9341. .9484, 
.9487, 9494. .9574, 9494. .9574 



Seq. No. 10008 
Gene No. 21348 
Start 9534 

Name OJ990330_17 . 9819 . C12 . ol 

Start 348 
GI none 

Exons 348.. 458, 350. .454, 471 

695.. 814, 696.. 953, 4,82 
5337. .5438, 5616. .5771, 
6023. .6172, 6043. .6171, 
8282. .8581, 8413. .8502, 
9089. .9172, 9091. .9180, 
9361. .9441, 9482. .9592 



Seq. ID 

Strand 

End 

, ts Method 
. End 
Score 



OJ990330_17.9819.C12 
+ 

10842 

TBLASTX: Soybean 
9592 
95 

..533, 506. .550, 590. .712, 591. .713, 
7. .4901, 4896.- 4958, 4962. .5255, 
5825. .5878, 5876. .6028, 5908. .6018, 
6197. .6238, 8186. .8233, 8281. .8349, 
8687. .8860, 8933. .9088, 8944. .9081, 
9199. .9354, 9212. .9337, 9341. .9487, 



Seq. No. 
Gene No. 



10008 
21348 



Seq. ID OJ990330_17.9819.C12 
Strand + 



10523 




Start 


9534 




End 


10842 


Name 


OJ990330 17 


-9819.C12.ol.tc 


Method 


TBLASTX; Cress 


Start 


350 




End 


9507 




none 




Score 


67 


Exons 


350. .421, 453. .533, 473. .712 


, 576. .713, 


680. .841, 693. .953, 




768. .932, 5625. .5825, 5825.. 


6028, 5827. 


.6018, 5894. .6028, 




6037. .6174, 


6038.. 6172, 8942 


..9172, 8944.. 9336, 9114. .9245, 




9152. .9358, 


9227.. 9346, 9355 


. .9507, 9356. .9487 


Seq. No. 


10008 




Seq. ID 


OJ990330_17.9819.C12 


Gene No . 


21348 




Strand 


+ 


Start 


9534 




End 


10842 


Name 


OJ990330 17 


.9819.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


605 




End 


9565 


GI 


none 




Score 


126 


Exons 


605. .718, 606. .716, 629. .718 


, 713. .853, 


732. .890, 732. .890, 




885. .986, 5920. .6021, 5921.. 


6022, 5924. 


.6025, 6031. .6228, 






o2ob . . ozoo , 31 38 


..9339, 9239. .9355, 9239. .9340, 




ClI A ~7 ("1 A O A 

y J4 / . . y4o4 , 


yjoD..y4o/, yobi 


..9498, 9496. .9561, 9497. .9565 


Seq. No. 


i n a r\ o 




Seq. ID 


OJ990330_17.9819.C12 


Gene No. 


zlo4o 




Strand 


+ 


Start 


9534 




End 


10842 


Name 


OJ990330_17 


.9819.C12.o2.tc 


Method 


TBLASTX: Cress 


Start 






End 


8674 


GI 


none 




Score 


97 


Exons 


/OCT a cm r\ 

4ob / . . 4 y /U, 


4961.. 5353, 4962 


..5354, 8189. .8275, 8282. .8674 


Seq. No. 


i n n n o 
lUUUo 




Seq. ID 


OJ990330_17.9819.C12 


Gene No . 


21348 




Strand 


+ 


Start 


9534 




End 


10842 


Name 


OJ990330 17 


.9819.C12.o2.tw 


Method 


TBLASTX: Wheat 


btart 


4869 




End 


8512 


GI 


none 




Score 


105 


Exons 


4869. .4973, 


4893. .4961, 4961 


..5110, 4962. .5105, 5047. .5091, 




5075. .5188, 


5085. .5192, 5099 


..5188, 8201. .8275, 8255. .8419, 




8272. .8418, 


8405. .8512, "8425 


. .8505 




beq. no. 


10008 




Seq. ID 


OJ990330_17.9819.C12 


Gene No. 


21348 




Strand 


+ 


Start 


9534 




End 


10842 


Name 


OJ990330 17 


. 9819.C12.o3.np 


Method 


AAT/NAP 


btart 


9534 




End 


10842 




5777617 




Score 


70 


Exons 


9534. . 9582, 


10733. .10842 






GI Descrip. 


(AJ245900) ( 


CAA30375.1 protein [Oryza sativa] 


Seq. No. 


10009 




Seq. ID 


OJ990330_17.9819.C13 


Gene No. 


21349 




Strand 


+ 


Start 


703 




End 


1580 


Name 


OJ990330 17 


.9819.C13.ol.gp 


Method 


AAT/GAP 


Start 


703 




End 


1239 


GI 


uC-osrocyp015gl0bl 


Score 


1070 


Exons 


703. .1239 









GI Descrip. ' 5921189/sp | Q43257 | C7C4_MAIZE 2.0e-30 CYTOCHROME P450 71C4 

>gi_550542_emb_CAA57 4 25_ (X81831) cytochrome P450 [Zea mays] 
>gi_1850903_emb_CAA72196_ (Y11368) cytochrome p450 [Zea mays]' 



10524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10009 Seq. ID 

21349 Strand 
703 End 
OJ990330_17.9819.C13.ol.np Method 
786 End 
5921189 Score 
786. .1580 

CYTOCHROME P450 71C4 gi | 550542 | emb | CAA57425 | (X81831) cytochrome 
P450 [Zea mays] gi I 1850903 I emb | CAA72196 | (Y11368) cytochrome 
p450 [Zea mays] 



OJ990330_17.9819.C13 
+ 

1580 
AAT/NAP 
1580 
574' 



10009 Seq. ID 

21349 Strand 

703 End 
OJ990330_17 . 9819.C13.ol.gs Method 

849 End 

none Score 
849. .1551 



OJ990330_17.9819.C13 
+ 

1580 
GENSCAN 
1551 
. 94 



10009 
21349 
703 

OJ990330_17.9819.C13.ol.tc 
951. 
none ... 

951. .1079, 1071. .1352, 1214. 

10009 
21349 
703 

OJ990330_17.9819.C13.ol.tm 
956 
none 

956. .1048, 968. .1063, 969. .1082, 972. .1082, 1071. .1364, 
1071. .1352, 1073. .1366, 1355. .1549, 1359. .1562 



Seq. ID OJ990330_17.9819.C13 

Strand + 

End 1580 

Method TBLASTX : Cress 

End 14 60 - 

Score 87 
,1297, 1365.. 1460 

Seq. ID OJ990330_17.9819.C13 

Strand + 

End 1580 

Method TBLASTX : Maize 

End 15 62 

Score 59 



10009 
21349 
703 

OJ990330_17.9819.C13.ol.ts 

969 

none 

969.. 1079, 1070.. 1390, 1071, 

10009 
21349 
703 

OJ990330_17.9819.C13.ol.tw 

975 

none 



Seq. ID OJ990330_17.9819.C13 
Strand + 

1580 

TBLASTX : Soybean 
1415 
78 



End 

Method 
End 
Score 
,1415 



Seq. ID OJ990330_17.9819.C13 

Strand + 

End 1580 

Method TBLASTX : Wheat 

End 1300 

Score 103 



975. .1082, 978. .1082, 1070. .1207, 1071. .1208, 1172. .1300, 
1209. .1298 



Seq. No. 
Gene No. 
Start 



10010 
21350 
1 



Seq. ID OJ990330_17.9819.C14 
Strand + 
End 661 



10525 



Name OJ990330_17 . 9819 . C14 . ol . np Method AAT/NAP 

Start 1 End 661 

GI 5921187 Score 528 

Exons 1 . . 661 

GI Descrip. CYTOCHROME P450 71C2 gi | 550438 | emb | CAA57423 | (X81829) cytochrome 

P450 [Zea mays] gi 1 1870201 1 emb | CAA72208 | (Y11404) cytochrome 
p450 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
Seq. No. 



10010 
21350 
1 

OJ990330_17. 9819.C14.ol.gs 
50 

none 
50. .661 

10010 
21351 
378 

OJ990330_17. 9819.C14.ol.tc 

40 

none 



Seq. ID OJ990330_17.9819.C14 

Strand + 

End 661 

Method GENSCAN 

End 661 

Score .58 



Seq. ID OJ990330_17.9819.C14 

Strand 

End 8 64 

Method TBLASTX : Cress 

End 562 

Score 317 



40. .408, 50. .418, 224, .424, 431. .562, 453. .561 



10010 
21351 
378 

OJ990330_17. 9819.C14 .ol.tm 
40 

none 



Seq. ID OJ990330_17 . 9819.C14 

Strand 

End 8 64 

Method TBLASTX :Maize 

End 651 

Score 450 



40. .462, 41. .430, 440. .577, 454. .561, 587. .649, 589. .651 



10010 
21351 
378 

OJ990330JL7. 9819.C14 .ol.ts 

50 

hone 



Seq. ID OJ990330_17. 9819.C14 

Strand 

End 8 64 

Method TBLASTX : Soybean 

End 64 9 

Score 85 ■ ' 



50. .160, 182. .424, 214. .426, 431. .562, 433. .564, 578. .649 



10010 
21351 
378 

OJ990330_17.9819.C14.o2.tw 
50 

none 



Seq. ID OJ990330_17. 9819.C14 

Strand 

End 8 64 

Method TBLASTX : Wheat 

End 307 

Score 91 



50. .154, 58. .150, 169. .306, 170. .307 



10010 
21351 
378 

OJ990330_17.9819.C14.ol.tw 

310 

none 



Seq.. ID OJ990330_17. 9819.C14 

Strand 

End 8 64 

Method TBLASTX : Wheat 

End 657 

Score 140 



310. .411, 311. .427, 311. .412, 433. .648, 437. .652, 457. .657 
10010 Seq. ID OJ990330 17.9819.C14 



10526 



Gene No. 21351 Strand 

Start 378 End 864 

Name OJ990330_17 . 9819 . C14 . ol . gp Method AAT/GAP 

Start 378 End 864 

GI uC-osrocyp015gl0al Score 966 

Exons 378. .864 

GI Descrip. ' 5921187/sp | Q43255-I C7C2_MAIZE 1.0e-21 CYTOCHROME P450 71C2 

>gi_550438_emb_CAA57423_ (X81829) cytochrome P450 [Zea mays] 
>gi_1870201_emb_CAA72208_ (Y11404) cytochrome p450 [Zea mays] 1 



Seq. No. 10011 Seq. ID 

Gene No. 21352 ' Strand 

Start 6753 End 

Name OJ990330_17 . 9819 - C15 . ol . gp Method 

Start 6753 End 

GI 3759790 Score 

Exons 6753.. 7135 



OJ990330_17.9819.C15 
+ 

7135 
AAT/GAP 
7135 
664 



U 

SI 

w 

m 
rif 

Q 
LI 



■s si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10011 ' Seq. ID 

21353 Strand 
8935 End 
OJ990330_17 .9819.C15.ol.np Method 
8935 End 
3540206 Score 
8935.. 8982, 11302 .. 114 90 , 124 01 124 90 , 12855 
13138. .13815 

(AC004260) Hypothetical protein [Arabidopsis thaliana] 



OJ990330_17.9819.C15 
+ 

13815 
AAT/NAP 
13815 
407 

13098, 



10011 Seq. ID 

21353 Strand 

8935 End 
OJ990330_17 .9819.C15.o2.gp Method 

8935 End 

3759791 Score 

8935.. 9317, 9359.. 9383 



OJ990330_17.9819.C15 
+ 

13815 
AAT/GAP 
9383 
740 



Seq. No. 


10011 






Seq. ID 


OJ990330 


Gene No. 


21354 






Strand 


+ 


Start 


15648 






End 


18228 


Name 


OJ990330 17.9819.C15 


.o3.gp 


Method 


AAT/GAP 


Start 


15312 






End 


15743 


GI 


none 






Score 


783 


Exons 


15312. 


.15743 








Seq. No. 


10011 






Seq. ID 


OJ990330 


Gene No. 


21354 






Strand 


+ 


Start 


15648 






End 


18228 


Name 


OJ990330 17.9819.C15 


o2 . gs 


Method 


GENSCAN 


Start 


15648 






End 


18225 


GI 


none 






Score 


.77 


Exons 


15648. 


.15694, 17698. 


17929, 


18013. . 18 


225 


Seq. No. 


10011 






Seq. ID 


OJ990330 


Gene No . 


21354 






Strand 


+ 


Start 


15648 






End 


18228 


Name 


OJ990330 17.9819.C15 


o2 .np 


Method 


AAT/NAP 


Start 


15648 






End 


18228 



10527 






6382505 




Score 


1319 






15648. .15743, 16964. 


.17213, 


17348. .17555, 17698 17929, 






18013. . 18228 












(AC010704) unknown protein [Arabidopsis thaliana] 




Seq. No. 


10011 




Seq. ID 


OJ990330_17 . 9819 


.CIS 


Gene No. 


21355 




Strand 


- 




uLdl L 


18011 




End 


18571 




Name 


OJ990330 17.9819.C15 


. o4 . gp 


Method 


AAT/GAP 




o L ait. 


18011 




End 


18571 






none 




Score 


1086 




Exons 


18011. .18571 










Caa NT r\ 

oeq. in o * 


10011 




Seq. ID 


OJ990330_17. 9819, 


.CIS 


Gene No. 


21356 




Strand 






Start 


19868 




End 


20610 




Name 


OJ990330 17.9819.C15, 


.ol.ts 


Method 


TBLASTX: Soybean 




Q4- a >-+- 


7008 




End 


7730 




bi 


none 




Score 


251 




Exons 


7008.. 7202, 7021.. 7263, 7103 


..7207, 7210.. 7278, 7232.. 7297, 




7255.. 7719, 7273.. 7698, 7302 


. .7730 






Seq. No. 


10011 




Seq. ID 


OJ990330_17. 9819, 


. J. D 


Gene No. 


21356 




Strand 








19868 ' 




End 


20610 




Name 


OJ990330 17.9819.C15, 


. o3 . tm 


Method 


TBLASTX: Maize ■ 




Of i v- 4- 

otart 


7317 




End 


7713 ^ \ 






none 




Score 


161 ' 






7317. .7424, 7318. .7422, 7435 


. .7713, 7443. .7712 




oeq . no . 


10011 




Seq. ID 


OJ990330_17.9819, 


.CIS 


Gene No . 


21356 




Strand 






Start 


19868 




End 


20610 




Name 


OJ990330 17.9819.C15. 


. ol . tm 


Method 


TBLASTX: Maize 






12675 




End 


17871 






none 




Score 


70 






12675. .12746, 12936. . 


.13025, 


12941. .13042, 12942. .13031, 






13050. .13073, 13179. . 


.13664, 


13223... 1364 


18, 13473. . 13610, 






17685. .17726, 17773. . 


.17871 








Seq. No. 


10011 




Seq. ID 


OJ990330_17. 9819. 


.CIS 


Gene No. 


21356 




Strand 






oCaiL 


19868 




End 


20610 




Name 


OJ990330 17.9819.C15. 


.ol.tw 


Method 


TBLASTX: Wheat 




OLdLL 


12936 




End 


13681 




bl 


none 




Score 


73 




IT* v r*. o 


12936. .13025, 13358., 


,13681, 


13359.. 13664 




o e q . ln o . 


10011 




Seq. ID 


OJ990330_17.9819, 


.CIS 


(^ene wo . 


21356 




Strand 






Start 


19868 




End 


20610 




Name 


OJ990330 17.9819.C15. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


15633 




End 


17167 




GI 


none 




Score 


125 




Exons 


15633. . 15743, 15633. . 


, 15743, 


16960. .17166, 16961. .17167, 






16963. .17166 











10528 



Seq. No. 10011 
Gene No. 21356 
Start 19868 

Name OJ990330_17 . 98 19 . C15 . o2 . tm 

Start 15657 
GI none 
Exons 15657. 

16961. 

17340. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,15743, 15662. .15742, 15663 .. 1574 3, 16961 
,17221, 16963. .17220, 16963 .. 17238 , 17329 
,17483 



OJ990330_17. 9819.C15 
20610 

TBLASTX: Maize 

17484 

139 

17212, 
17484, 



Seq. No. 10011 
Gene No. 21356 
Start 19868 

Name OJ990330_17 . 9819 . C15 . o2 . ts 

Start 17168 
GI none 
Exons 17168. 

17695. 

18157. 



,17212, 17328. .17561, 
,17940, 17696. .17932, 
18201 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17329 

18007 



OJ990330 17.9819.C15 



20610 

TBLASTX: Soybean 
18201 
74 

17553, 17695. .17775, 
18144, 18012. .18143, 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



hJ Seq. No. 

O Gene No. 

= ; =i Start 
Name 
Start 
GI 

Exons 



10011 Seq. ID 

21356 Strand 
19868 End 
OJ990330_17 . 9819.C15.o4 .tm Method 
17872 End 
none Score 

17872. .17 940, 17876. .17 932* 

18126. .18206, 18172. .18219 

10011 

21356 Strand 
19868 End 
OJ990330_17 . 9819.C15.o3.gs Method 
19868 End 
none Score 

19868. .19893, 20296 .. 20442 , 20550.. 20610 



OJ990330_17.9819.C15 
20610 

TBLASTX: Maize 
18219 
95 ' 

18007. .18144, 18012. .1814 0, 



Seq. ID OJ990330_17 . 9819.C15 



20610 
GENSCAN 
20610 
.79 



10012 Seq. ID 

21357 Strand 

41 End 
OJ990330_17 . 9819.C17.ol.gs Method 

41 End 

none Score 
41. .143, 318. .563 



OJ990330_17. 9819.C17 
+ 

563 

GENSCAN 

563 

.67 



Seq. No. 10013 Seq. ID 

Gene No. 21358 Strand 

Start 105 End 

Name OJ990330_17 . 98 19 . C20 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105. .276 



OJ990330_17 . 9819. C20 
+ 

276 

GENSCAN 

276 

.81 



Seq. No. 10013 Seq. ID 

Gene No. 21359 Strand 

Start 1649 End 

Name OJ990330_17 . 98 19 . C20 . ol . np Method 



OJ990330_17 . 9819. C20 
+ 

2937 
AAT/NAP 



10529 




Start 1649 End 2937 

GI 3193315 Score 347 

Exons 1649.. 1872, 2546.. 2937 

GI Descrip. (AF069299) contains similarity to transcriptional activator Ra 
[Arabidopsis thaliana] 





o e q . in u • 


i noi ^ 








Cprr TD 


OJ990330_17 


.9819. 


C90 




bene lno . 


91 








Oil aiiu 










Start 


2341 








End 


4253 








Name 


OJ990330 17. 


9819. 


C20.o2. 


gs 


Method 


GEN SCAN 








Qt- a -rt- 
OLal L. 


2341 








End 


4253 








PT 


none 








Score 


.52 










9^41 ^1 ^fi 


4171 


4 9 S ^ 














Con M/-> 


10013 








Seq. ID 


OJ990330_17 


. 9819. 


C20 




bene lno • 










Strand 










Start 


2341 








End 


4253 








. Name 


OJ990330 17. 


9819. 


C20.ol. 


ts 


Method 


TBLASTX: Soybean 






otdit 


9^79 








End 


2820 










none 








Score 


157 








Exons 




9^7 7 




97 m 


.2819, 2752. .2820 








oeq . LNO . 


i nni ^ 
x u u x *t 








Seq. ID 


OJ990330_17 


QR1 Q 
. J 0 x _? • 


P9 1 

\_/ Z. J. 




Gene No . 










Strand 


+ 








Start 


1636 








End 


3077 








Name 


OJ990330 17. 


9819. 


C21.ol. 


gs 


q 4- Vi 0 /H 

L v jet-iioa. 


bHiLN obr-lLN 






h x \ 


otart 


X O J O 








End 


3077 






1 h? 


bl 


none 








Score 


.42 






1- -i 

: t i 


Exons 


IDjD. . X / ox. 


3000. 


.3077 












|-Ls 

y 


oeq. ln o . 


1 nm 4 








Seq. ID 


OJ990330_17 


. 9819 . 


C21 


m 


bene lno . 


91 "369 








Strand 


+ 








Start 


8136 








End 


12228 








Name 


OJ990330 17. 


9819. 


C21.o3. 


gs 


Method 


GENSCAN 






n 




ftl "3 6 








End 


12228 






:. : 
%| 


bX 


none 








Score 


.5 








Exons 


ff1 "36 R91 Q 


12100. .12228 












C o rr 

OtJq . LNO ■ 


mm d 

J. U W X *i 








Seq. ID 


OJ990330_17 


.9819. 


C21 


□ 




91 ^fi? 








Strand 


+ 








Start 


15105 








End 


15812 








Name 


OJ990330 17. 


9819. 


C21.o4 . 


gs 


Method 


GENSCAN 








Of a r +- 


isms 








End 


15812 








bx 


none 








Score 


.74 








IT vAn c 
JliXOIlo 


1 MHR 1 9 

1 J1UJ . . 1 JOli 


















Seq. No. 


10014 








Seq. ID 


OJ990330_17 


.9819. 


C21 




Gene No. 


21364 








Strand 


-f 








Start 


25539 








End 


26210 








Name 


OJ990330 17. 


9819. 


C21.o2. 


gp 


Method 


AAT/GAP 








Start 


25380 








End 


25622 








GI 


none 








Score 


406 








Exons 


25380. .25622 


















Seq. No. 


10014 








Seq. ID 


OJ990330_17 


.9819. 


C21 




Gene No. 


21364 








Strand 


+ 








Start 


25539 








End 


26210 







10530 



Name 


r\TQQr\QQft "1*7 QQ1 Q pOI 

ojyyuoou i/.yoiy.czi 


. 06 . gs 


Metnoa 


Gil. No CAN 




Start 


z d d o y 




hnd 


ZoZiU 




GI 


none 




Score 


c /~ 
. D O 




Exons 


z d do y . . Z OZ 1 U 










Seq. No . 


10014 




Seq. ID 


OJ990330_ 


17.9819 


Gene No. 


21365 




■" Strand 






Start - 


5056 




End 


6568 




Name 


OJ990330 17.9819.C21 


. o2 . gs 


Method 


GENSCAN 




Start 


5056 




End 


6568 




GI 


none 




Score 


.51 




Exons 


5056.. 5124, 5211.. 5294, 5502 


. .5666, 6497. . 6568 




Seq. No. 


10014 




Seq. ID 


OJ990330_ 


i / . yy iy 


Gene No. 


21366 




Strand 






Start 


16303 




End 


24544 




Name 


OJ990330 17.9819.C21 


. ol . np 


Method 


AAT/NAP 




Start 


16303 




End 


20824 




GI 


4884488 




Score 


1080 




Exons 


16303. .16370, 16646. 


.16895, 


17656. .17756, 17865. 


i q n n a 




18097. .18185, 19008. 


.19080, 


19285. .19377, 19451. 


i q a a q 




19752. .19855, 19954. 


.20026> 


20330. .20356, 20476. 


O A C O *7 




20711. .20824 










GI Descrip. 


(AB027230) FAS 2 [ Arabidopsis 


thaliana] 






Seq. No. 


10014 




Seq. ID 


OJ990330_ 


17.9819 


Gene No. 


21366 




Strand 






Start 


16303 




End 


24544 




Name 


OJ990330 17.9819.C21 


o5 . gs 


Method 


GENSCAN 




Start 


16303 




End 


24544 




GI 


none 




Score 


.88 




Exons 


16303. .16550, 16725. 


16892, 


17656. .17756, 17865. 


1 o n n o 
. loUUJ, 




19285. .19384, 19455. 


19669, 


19752. .198 


55, 19954. 


o n n o c 
. ZUUZ O, 




20330. .20356, 20476. 


20587, 


20643. .208 


57, 23850. 


.23957, 




24538. .24544 










Seq. No. 


10014 




Seq. ID 


OJ990330_ 


17.9819 


Gene No . 


21366 




Strand 






Start 


16303 




End 


24544 




Name 


OJ990330 17.9819.C21 


o2.tm 


Method 


TBLASTX: Maize 


b tart: 


16409 




End 


17948 




GI 


none 




Score 


63 




Exons 


16409. .16507, 16816. 


16893, 


17655. .17756, 17660. 


. 17758, 




17666. .17755, 17671. 


17763, 


17677. .17790, 17862. 


. 17927, 




17863. .17925, 17863. 


17946, 


17864. .17947, 17865. 


.17948 


Seq. No. 


10014 




Seq. ID 


OJ990330_ 


17.9819 


Gene No . 


21366 




Strand 






Start 


16303 




End 


24544 




Name 


OJ990330 17.9819.C21. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


17652 




End 


18175 




GI 


4396852 




Score 


73 




Exons 


17652. .17756, 17663. . 


17755, 


17862. .17984, 17864. 


. 17983, 




17864 . . 18016, 17871. . 


18017, 


18087 . . 18173, 18110. 


. 18175 



GI Descrip. 3121829/sp_Q13112_CAFA_HUMAN 2.0e-26 CHROMATIN ASSEMBLY FACTOR I 

P60 SUBUNIT (CAF-I 60 KD SUBUNIT) >gi_2134 915 jpir B56731 

chromatin assembly factor I p60 chain - human >gi_882260 



10531 



(U20980) chromatin assembly factor-I p60 subunit [Homo sapiens] 



Seq. No. 10014 
Gene No. 21366 
Start 16303 

Name OJ990330_17 . 9819 . C21 . ol . tm 

Start 18105 
GI none 
Exons 18105. 

19008. 

19285. 

19456. 



,18188, 18107. .18211, 

,19091, 19280. .19387, 

,19395, 19286. .19390, 

,19584, 19459. .19596 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18110 

19284 



OJ990330 17.9819.C21 



24544 

TBLASTX: Maize 
19596 
120 

18187, 19007. .19075, 
19385, 19285. .19386, 



19455. .19574, 194 55 .. 1957 4 , 



Seq. No. 10014 

Gene No. 21366 

Start 16303 

Name OJ990330_17 . 9819 . C21 . o2 . ts 

Start 20328 

GI none 

Exons 20328. .20360, 2032 9 .. 20370, 
20706. .20819, 20711. .20818 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_17.9819.C21 
24544 

TBLASTX: Soybean 

20819 

37 



20471. .20593, 20475 .. 20585, 



Seq. No. 10014 

Gene No. 21366 

Start 16303 

"Name OJ990330_17 . 9819 . C21 . o3 . tm 

Start 20471 

GI none 

Exons 20471. .20506, 20475 .. 20516, 
20708. .20824 



Seq. ID 

Strand 

End 

Method 
,End 
Score 



OJ990330_17. 9819.C21 

24544 ..' 
TBLASTX : Maize 
20825 
67 



20534. .20563, 20706 .. 20825 , 



Seq. No. 10014 Seq. ID 

Gene No. 21367 Strand 

Start 25707 End 

Name OJ990330_17 . 9819 . C21 . ol . tc Method 

Start 25707 End 

GI none Score 

Exons 25707. .25814, 25920.. 26150 



OJ990330_17. 9819.C21 
26150 

TBLASTX: Cress 

26150 

109 



Seq. No. 10015 Seq. ID 

Gene No. 21368 Strand 

Start 45 End 

Name OJ990330_17 . 9819 . C23 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 45.. 219, 308.. 437 



OJ990330_17.9819.C23 
437 

GENSCAN 

437 

.48 



Seq. No. 10015 Seq. ID OJ990330_17 . 9819 . C23 

Gene No. 21369 •* Strand - 

Start 401 End 736 . 

Name OJ990330_17 .9819. C23 . ol . np Method AAT/NAP 

Start 401 End 736 

GI 3386625 . Score ' 51 

Exons 401. .736 

GI Descrip. (AC004665) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



10016 



Seq. ID OJ990330 17.9819.C24 



10532 




Gene No. 


21370 




Strand 








"39 




i^na 


y 1 




Name 




gs 








OLdlL 






Hina 


Q1 




PT 


none 




Score 


. O y 




n 1 v /-\ ki o 


"39 Q1 










Cart XF /-\ 

oeq . wo . 


i nm 7 

1UU1 / 




oeq • i u 


PiTQQn^^n 17 QR1Q 


P9 7 


Gene No. 


21371 




Strand 






Start 


52 




End 


361 




Name 


OJ990330 17.9819.C27.ol. 


np 




7\ 7\ T /\7 7\ D 






52 




Hjna 


J OX 




P T 


1346530 




Score 


1. 9 A 




Exons 


52. .361 










bi uescnp . 


MAGO NASHI PROTEIN H0M0L0G 








Seq. No. 


10017 




Seq. ID 


OJ990330_17.9819 


.C27 


Gene No. 


Z 1 3 f 1 




Strand 






oLaiL 


52 






J D X 




Naine 


OJ990330 17.9819.C27.ol. 


tc 


L v Jc3 LilOvJ. 






Q+- a rf 


119 




Hina 


^1 £. 
O 1 0 




P T 


none 




Score 


1 Q9 




Exons 


119.. 316, 138.. 314 










Seq. No". 


10017 




Seq. ID 


OJ990330_17.9819 


.C27 


Gene No. 


9 1 "5 7 1 




Strand 






c +- -> f- 


52 






Jul 




Name 


OJ990330 17.9819.C27.ol. 


tm 


Method 


1 cLiAo i a : Mai ze 




Of vf 


119 




•bna 






P T 


. none 




Score 


i 




Exons 


119. .190, 119. .316, 123. 


.314 








Seq. No. 


10017 




Seq. ID 


OJ990330_17.9819 


.C27 


Gene No. 


21371 




Strand 








52 




iiina 


^ £i 

J D 1 




Name 


OJ990330 17.9819.C27.ol. 


ts 


JSlA a +- 


i dlho i a : ooyoean 




Of- r f 

jt ait 


119 




£»U.Q. 


"3 A Q 

o 4 y 




PT 
(al 


.none 




Score 






Exons 


119. .190, 119. .349, 150. 


.314 ' 








Seq. No. 


10017 




Seq. ID 


OJ990330_17.9819 


.C27 


Gene No. 


21371 




Strand 






OlaiL 


52 




i_i I id 


^6i 




Name 


OJ990330 17.9819.C27.ol. 


gs 


jxietnoa 


P T7 M Q P Zi M 




Cf a 


122 




Ltna 






P T 


none 




Score 






Exons 


122. .355 












10018 




c^rr T n 

UC^i J. 




ri 


Gene No. 


21372 




Strand 






Start 


441 




End 


1083 




Name 


OJ990310 12.9819.Cl.ol.gp 


Method 


AAT/GAP 




Start 


441 




End 


1083 




GI 


53834 1.R1084 




Score 


734 




Exons 


441. .645, 738.-825, 949. 


.1083 









GI Descrip. ' 4 835771/gb | AAD30238 . 1 | AC007202_20 5.0e-ll (AC007202) Similar to 
gi_3844599 F31D5.2 gene product from Caenorhabditis elegans 



10533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



cosrnid gb_U28941 and contains PF_00097 Zinc (Ring) finger C3HC4 
domain. ESTs gb_F19963 and gb_T42582 come from this gene. 
[Arabidops 1 



10019 
21373 
8 

OJ990310_12 . 9819 . C3 . ol . tw 
8 

none 

8. .190, 12. .206, 173. .271, 17 

10019 
21373 
8 

OJ990310JL2 . 981 9 . C3 . ol . tm 
35 

none 

35. .283, 36. .320 



Seq. ID OJ990310_12. 9819.C3 
Strand 

End 325 

Method TBLASTX: Wheat 

End 325 

Score 87 
1 . .266, 278. .325 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_12.9819.C3 
325 

TBLASTX: Maize 

320 

107 



Seq. No. 10020 Seq. ID OJ990310_12 . 9819 . C5 

Gene No. 21374 Strand 

Start 2303 End 2449 

Name OJ990310_12 . 9819 .C5 . o2 . gp Method AAT/GAP 

Start . 2303 • End 2449 

GI 21474JL.-R1084 Score 262 

Exons 2303.. 2449 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 10021 Seq._ ID 

Gene No. 21375 Strand 

Start 217 End 

Name OJ990310_12 . 9819 . C10 . ol . ts Method 

Start 217 End 

GI none Score 

Exons 217.. 588, 428.. 571 



OJ990310_12. 9819. C10 
724 

TBLASTX: Soybean 

588 

90 



Seq. No. 10021 Seq. ID 

Gene No. 21375 Strand 

Start . 217 End 

Name OJ990310_12 . 9819 . C10 . o2 . tw Method 

Start 242 End 

GI none Score 

Exons 242.. 667, 247.. 666 



OJ990310_12. 9819. C10 
724 

TBLASTX: Wheat 

667 

323 



Seq. No. 10021- Seq. ID 

Gene No. 21375 Strand 

Start 217 End 

Name OJ990310_12 . 9819 . C10 . o2 . tm Method 

Start 340 End 

GI none Score 

Exons 340.. 723, 359.. 724 



OJ990310__12. 9819. C10 
724 

TBLASTX: Maize 

724 

226 



Seq. No. 
Gene No. 
Start 



10021 
21376 
751 



Seq. ID 

Strand 

End 



OJ990310_12. 9819. C10 
1238 



10534 




Name 


OJ990310 12. 9819. CIO. ol 


.tm 


Method 


TUT RCTV«Mai 

j. tsLiAo i a : jxiai ze 


Of o r-f 


751 




End 


1 1 m 
X 1 u / 


PT 


none 




Score 


0 y 




751. .867, 751. .1107, 761. .1072 




Seq. No. 


10021 




Seq. ID 


OJ990310_12. 9819. C10 


Gene No. 


21376 




Strand 




O Lai U 


751 




End 


1Z JO 


Name 


OJ990310 12. 9819. CIO. ol 


.tw 


Method 


TT3T TS. CTY • TaTViq^ f 

i dLiAo i a : wnea u 


C f y-f 


775 




End 


1 0 *5 R 




none 




Score 


"3 Rd 


Exon s 


775. .1236, 782. .1237, 795. .1238 




Seq. No. 


10021 




Seq. ID 


OJ990310JL2. 9819. C10 


Gene No. 


21376 




Strand 




Cfa r f 


751 




End 


1Z JO 


Name 


OJ990310 12. 9819. C10. o2 


.ts 


Method 


TDT RCTY • C a\ j V\ ^an 

j. DLjr\o i a . ooy.De an 


OLdl L 


poo 




iLna 


1 1 Q7 


pT 


none 




Score 




Exons 


832. .966, 973. .1197 








Seq. No. 


10021 




Seq. ID 


OJ990310_12. 9819. CIO 


Gene No. 


21377 




Strand 




Of -a v-f- 


1429 




End 


looo 


Name 


•OJ990310_12. 981 9, C10. o3 


.tw 


Method 


i JBiiAo i a : wneat 


Cf 3 T*f 


1 A 0 Q 
1 4 Z 






1 QQQ 


P T 


none 




Score 


I/O 




1429. .1887, 1433. .1693, 


1751. 


.1888 




Seq. No. 


10022 




Seq. ID 


OJ990310_12.9819.C11 


Gene No. 


21378 




Strand 




Of o yf 


488 




End 


1 R £zl 
1 O O ft 


Name 


OJ990310 12.9819.Cll.ol, 


.gp 


Method 




Cf 3 >-f 


488 




End 


1 O Ofl 


f T 


none 




Score 


Q Q/l 

y y 4 


JjaUI 1 o 


d R R ft 11 1474 1 ft fid 

400 t .Oil/ ±H / H . . Ig D4 








Seq. No. 


10023 




Seq. ID 


OJ990310_12.9819.C13 


Gene No. 


21379 




Strand 




OLdi. L 


382 




End 


D JO 


Name 


OJ990310 12.9819.C13.ol, 


• gp 


Method 


7\ 7\T /PS D 


Cf 2 r f 


382 




End 


O jo 


PT 


none 




Score 


4 Zl R 
ft ft O 


Hi AW1 1 o 


382. . 638 








Cari Ma 


10023 




Seq. ID 


Pi TQQH^I H 19 Q ft 1 Q PI "3 




21380 




Strand 




Start 


592 




End 


1368 


Name 


OJ9.90310 12.9819.C13.ol. 


.tm 


Method 


TBLASTX: Maize 


Cf arf 
O Lai L 


592 




End 


1368 


P T 


none 




Score 


52 


Exons 


592. .687, 599. .697, 769. 


, .867, 


776. .865, 


1044. .1181, 1049. .1180, 




1049. .1186, 1053. .1187, 


1054. 


.1194, 1292. .1360, 1293. .1361, 




1297. .1368 








Seq. No. 


10023 




Seq. ID 


OJ990310_12.9819.C13 


Gene No. 


21380 




Strand 





10535 



Start 
Name 
Start 
GI 

Exons 



592 End 
OJ990310JL2. 9819.C13.ol.tc Method 

593 End 
none Score 



1368 

TBLASTX: Cress 

1361 

85 



593.-697, 598. .690, 775. .867, 776. .865, 1049. .1186, 1053. .1187, 
1292. .1360, 1293. .1361 



Seq. No. 10023 

Gene No. 21380 

Start 592 

Name OJ990310_12 . 9819 . C13 . ol . ts 

Start 613 

GI none 

Exons 613. . 690,' 766. .855, 770. .868, 
1055. .1186, 1059. .1187, 1292. 



Seq. ID OJ990310_12. 9819.C13 
Strand 
End 

Method 
End 
Score 

772. .867, 1053. .1181, 1054. .1155, 



1368 

TBLASTX: Soybean 

1364 

68 

1053. .1181, 1054, 



1360, 1293.. 1364 





Seq. No. 


10024 






Seq. ID 


OJ990310 12.9819.C14 




Gene No . 


21381 






Strand 


+ 




Start 


503 






End 


734 




Name 


OJ990310 


__12 .9819. C14 . ol 


. tc 


Method 


TBLASTX : Cress 




Start 


58 






End 


734 




GI 


none 






Score 


137 . 


la:! 


Exons 


58 . . 14 1 , 


59. . 142, 461 . . 


619, 


462 . .620, 


699 . .734 


: 


Seq. No. 


10024 






Seq. ID 


OJ990310 12.9819.C14 


u\ 


Gene No. 


21381 






Strand 


+ 


ru 


OtdX U 


503 






End 


734 




Name 


OJ990310 


_12.9819.C14.ol 


. tm 


Method 


TBLASTX: Maize 


u 


Start 


59 






End 


734 


hi 

'J "7 


GI 


none 






Score 


134 


El 


Exons 


59. .142, 


64. .141, 451.. 


564, 


462. .620, 


462. .620, 473. .625, 






696. .734 


, 699. .734 










Seq. No. 


10024 






Seq. ID 


OJ990310_12.9819.C14 


□ 


Gene No. 


21381 






Strand 


+ 


'"4 


Start 


503 






End 


734 


\ i 


Name 


OJ990310 


_12.9819.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


59 






End 


719 




GI 


none 






Score 


116 


.3 Si 

- = i 


Exons 


59. .142, 


459. .614, 462. 


.620 


, 473.. 619, 


479. .634, 699. .719 




Seq. No. 


10024 






Seq. ID 


OJ990310_12.9819.C14 




Gene No. 


21381 






Strand 


+ 




Start 


503 






End 


734 




Name 


OJ990310 


_12. 9819.C14 .ol 


.gp 


Method 


AAT/GAP 




Start 


503 






End 


734 




GI 


62345 1. 


R1084 




Score 


261 




Exons 


503. . 617 


, 699. .734 










GI Descrip. 


'4325324/gb|AAD17333| 4 


.0e- 


59 (AF125574) lysyl-tRNA synthet 



LysRS [Arabidopsis thaliana] 
>gi_6041823_gb_AAF02138. 1_AC009918_10 (AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] 1 



Seq. No. 10025 Seq. ID OJ990310_12 . 98 19 . C24 

Gene No. 21382 Strand 

Start 99 End 450 

Name OJ990310 12 . 9819 . C24 . ol . tw Method TBLASTX : Wheat 



10536 






Start 


99 




End 


450 




GI 


none 




Score 


O O 1 

281 




Exons 


an ooft i i n o a c too 
99..38U., 119..34o, Joz. 


.4 20, 


ooo a o n 
382 . . 4 2U , 


A 1 o a c n 

4 iy . . 4 OU 




Seq. No. 


10026 




Seq. ID 


OJ990310_12. 9819.C27 




Gene No. 


21383 




Strand 






Start 


202 




T-l ' J 

End 


A CI A 

4 y 4 




Name 


oj99U3iu 12 . yy i y . lz i . oi 


.gp 


Method 


AAI /bAr 




Start 


o n o 

202 




End 


a n a 
4 94 




GI 


none 




Score 


r r o 

562 




Exons 


OAO A C\ A 

202 ..494 










Seq. No. 


10027 




Seq. ID 


OJyyUolO 12.9819.C35 




Gene No. 


21384 




Strand 






Start 


77 




End 


596 




Name 


ojyyooiu iz . yy i y . Coo . oi 


. tm 


Metnod 


rp 0 T 7\ C rpv . \A -» -I ™ « 

1 BLAb IX : Mai ze 




Start 


1 f 




End 


5 9 0 




GI 


none 




Score 


4 1 




Exons 


TO 1 O O GO 1 O O IIO 
//..12/, yj..l2y, 112.. 


1 Q O 

192 , 


lib . .19b, 


1 1 O 1 Ql T A A 1 

11/. . i y / , 144. ,iy/, 






i / c 1QQ vi oc cqc >i t/: 

i4o. .lyy, 4oo..oyb, 4od 


A QQ 

. . 4 yy 


AAA CQQ 

, 4 4 4 . . o y J 


ROC R n a 

, oi b . . oy 4 




Seq. No. 


10027 




Seq. ID 


OJ990310_12.9819.C35 




Gene No. 


21384 




Strand 




Start 


O "7 

77 




End 


c r\ c 

59b 


s i 


Name 


OJ990310 12 . 9819 . C35 . ol 


. tw 


Method 


TBLASTX : wheat 


r?i 

i. ; i 


Start 


91 




End 


596 


> I 


GI 


none 




Score 


70 


.J 3; 


Exons 


91. .114, 116. .196, 117. 


. 191, 


435 . . 596, 


/I O O COO A A f C f\ C 

438. .593, 446. .595 


: i 


Seq. No. 


10028 




Seq. ID 


OJ990310_12.9819.C40 




Gene No. 


21385 




Strand 




5 ■ 1 


Start 


108 




End 


0 n n 

2 99 


'■■ «r 


Name 


ATnnmi n to coin a r\ —i 

ojyyujiu 12 . yy l y . C4 u . oi 


.gp 


Method 


AA1 /bAr 




Start 


108 




End 


0 n n 

2 99 


- -! 


GI 


none 




Score 


15/ 


» ! 
"i 


Exons 


TOO 1^*Q O C O Ortfi 

108. -168, 252. .299 










Seq. No. 


10029 




Seq. ID 


(jjyyuoiu iz.yyiy.L4i 


3=1 


Gene No . 






Strand 


+ 




Start 


171 




End 


768 


"i 


Name 


OJ990310_12. 9819.C41.ol 


.gp 


Method 


AAT/GAP 




Start 


ion 

171 




End 


768 




GI 


O ^ O 1 O T C\ Ci A 

342 1.R1084 




Score 


742 




Exons 


171 . . 308, 351 . . 768 










GI Descrip. 


1 4574406/ gb | AAD24 04 2 . 1 | 


0.0e+00 (AF121139) RIM2 protein [Oryza 






sativa] f 










Seq. No. 


10029 




Seq. ID 


OJ990310_12.9819.C41 






21386 




Strand 


+ 




Start 


171 




End 


768 




Name 


OJ990310 12.9819.C41.o2 


.gp 


Method 


AAT/GAP 




Start 


613 


End 


768 




GI 


LIB34 31-028-P1-N1-A10 




Score 


228 




Exons 


613. .683, 711. .768 










GI Descrip. 


1 4 680203/gb|AAD27566. 1 1 AF114171_7 3.0e 


-33 (AF114171) TNP2-like 



protein [Sorghum bicolor] 1 



10537 



Seq. No. 10030 

Gene No. 21387 

Start 61 

Name OJ990310_12 . 9819 . C42 . ol . gp 

Start 61 

GI 342_1.R1084 

Exons 61.. 214 6 

GI Descrip. 1 4574 406/gb IAAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
satival 1 



Seq. ID OJ990310_12.9819.C42 

Strand + 

End 2146 

Method AAT/GAP 

End 2146 

Score 3514 



Seq. No. 10030 

Gene No. 21388 

Start 1079 

Name OJ990310_12 . 98 1 9 . C4 2 . o2 . tw 

Start 172 

GI none 
Exons 



Seq. ID OJ990310_12.9819.C42 
Strand 

End 2597 

Method TBLASTX : Wheat 

End 621 

Score 113 



172. .297, 174. .302, 174. .296, 224. .301, 330. .548, 370. .552, 
558. .620, 571. .621 



Seq. No. 10030 

Gene No. 21388 

Start 1079 

Name OJ990310_12 . 9819 . C42 . o2 . ts 

Start '654 

GI none 

Exons 654.. 896 - 



Seq. ID OJ990310_12.9819.C42 
Strand 

End 2597 

Method TBLASTX : Soybean 

End 896 

Score 210 



Seq. No. 10030 

Gene No. 21388 

Start 1079 

Name OJ990310_12 . 98 19 . C42 . ol . tm 

Start 726 

GI none 

Exons 726.. 920, 930.. 1184, 930.. 1172 



Seq. ID OJ990310_12.9819.C42 
Strand 

End 2597 

Method TBLASTX : Maize 

End 1184 

Score 105 



Seq. No. 10030 

Gene No. 21388 

Start 1079 

Name OJ990310_12 . 98 19 . C42 . ol . tw 

Start 760 

GI none 
Exons 



Seq. ID OJ990310_12.9819.C42 
Strand 

End . 2597 

Method TBLASTX : Wheat 

End 1229 

Score 168 



760. .966, 760. .969, 765. .989, 967. .1059, 969. .1067, 970. .1062, 
1071. .1175, 1075. .1164, 1176. .1229, 1177. .1221 



Seq. No. 10030 

Gene No. 21388 

Start 1079 

Name OJ990310_12 . 9819 . C42 . ol . tc 

Start 1017 

GI none 

Exons 1017.. 1358, 1036.. 1173, 1213. 



Seq. ID OJ990310_12.9819.C42 
Strand 

End 2597 

Method TBLASTX : Cress 

End 1365 

Score 88 
.1365 



Seq. No. 10030 

Gene No. 21388 

Start 1079 

Name OJ990310_12 . 9819 . C4 2 . o3 . gp 

Start 1079 



Seq. ID OJ990310_12.9819.C42 
Strand 

End 2597 

Method. AAT/GAP 

End 2597 



10538 




r-j 

VJ-L 


9^1 09^R 




Score 


308 




107Q 11*34 9011 91 RO 


^ JOU 


. .2597 






Sft ft 9 /pmh 1 PAR c i c 14 90 11 

JO jLiOL/ dLLU | v^riD u .j *i ^ \J . X | 


9 Ota- 


-13 (AL117265) zhb0012.1 [Oryza 




oaLi vet J 








Seq. No. 


10030 




Seq. ID 


OJ990310_12. 9819.C42 


Gene No. 


21388 




Strand 




Start 


1 07Q 




End • . 


' 2597 


Name 


n.TQQO^IO 19 QQ1 Q P49 nl 


. Lb 


Method 


TBLASTX: Soybean 


O Lai L 


1 OQft ~~ 




End 


1527 


rir 

O X 


n fin o 




Score 


117 


DAU11D 


109ft 1 *3°>4 1 1 1 1 "3*37 

lu JO • ■ X J J *i , X X X v . • X J .J) / / 


1 "3 ft 9 
x o o z> 


..1451, 1444. .1527, 1452. .1526 


Seq. No. 


10030 




Seq. ID 


OJ990310_12.9819.C42 


Gene No . 


21388 




Strand 




ij Lai. l 


1079 




End 


2597 


Mama 
Lvalue; 


f),TQQ0?10 19 Qftl Q P49 


. LW 


Method 


TBLASTX: Wheat 


u Lai U 


1 4 4 "3 ~~ 




End 


1799 


GI 


none 




Score 


158 




144^ 1700 144ft 1 fiQQ 


1 4 Sfi 

X *i J O i 


..1709, 1459. .1701, 1692. .1799 


Seq. No. 


10031 




Seq. ID 


OJ990310_12. 9819.C46 


Gene No. 


21389 




Strand 




O Lai L, 


^^1 




End 


840 


Name 


n.TQQO^I n 19 QQ1 Q CA& /^1 


. LW 


Method 


TBLASTX: Wheat 


OLdlL 


jjI 




End 


712 




none 




Score 


17 1 

X 1 X 


Exons 


^*3i 71 i ^^9 £i o 

JJl . . /XX, jD^, . .OIU, OOD 


719 
. . / 1Z 






Seq. No. 


10031 




Seq. ID 


OJ990310_12. 9819.C46 


Gene No. 


21389 




Strand 




Start 






End 


840 


Name 






Method 


TBLASTX: Maize 


O Ldi L 


4 ft 7 ~ 

HOI 




End 


840 


yjx 






Score 


187 




4R7 S^4 S9fi ft40 R^Q 


■ • ou j 






OCLj • LN L> . 


1 00^9 




Seq. ID 


OJ990310_12.9819.C50 


Gene No. 


21390 




Strand 




Start 


74 




End 


1109 


Name 


OiTQQ0?10 19 QPI Q rSD n1 


■ L o 


Method 


TBLASTX: Soybean 


O Lai. L 


7 4 ~~ 




End 


1109 


-L 


n r\n o 




Score 


186 


T7 v n q 


74 ^^4 1 94 907 9P0 


"3 "3*3 
. JJJ/ 


613. .714, 


614. .715, 731. .781, 




7 "36 7 R0 97 9 1109 








Seq. No. 


10033 




Seq. ID 


OJ990310_12.9819.C51 


Gene No. 


21391 




Strand 




O L d. i- L 


20 




End 


246 


LN ailLt; 


OJ990310 12.9819.C51.ol. 


.tc 


Method 


TBLASTX: Cress 


O Lai L 


20 




End 


244 


GI 


none 




Score 


71 


Exons 


20. .91, 98. .244, 115. .219 






Seq. No. 


10033 




Seq. ID 


OJ990310_12. 9819.C51 


Gene No. 


21391 




Strand 




Start 


20 




End 


246 



10539 



Name 

Start 

GI 

Exons 



OJ990310_12 . 9819 . C51 . ol . tm Method 
20 End 
none Score 
20. .91, 98. .241, 115. .243, 115. .216 



TBLASTX: Maize 

243 

72 



Seq. No. 10033 

Gene No. 21391 

Start - ■ 20 . 

Name OJ990310_12 . 9819 . C51 . ol . ts 

Start 29. 

GI none 
Exons 



Seq. ID OJ990310_12. 9819.C51 
Strand 

End 246 

Method TBLASTX : Soybean 

End 24 6 

Score 260 



29. .151, 32. .244, 115. .246, 115. .219 



Seq. No. 10034 

Gene No. 21392 

Start 463 

Name OJ990310_12 . 98 19 . C52 . ol . tc 

Start 463 

GI none 
Exons 



OJ990310 12.9819.C52 



Seq. ID 
Strand 
End 

Method 
End 
Score 

463. .579, 468. .578, 594. .629, 602. .634, 787. .858, 959. .1000, 
1054. .1155, 1055. .1150, 1237. .1290, 1248. .1289 



1290 

TBLASTX: Cress 

1290 

89 



Seq. No. 10034 Seq. ID 

Gene No. 21392 Strand 

Start 4 63 ' End 

Name OJ990310_12 . 9819 . C52 . ol . ts Method 

Start ' 787 End 

GI none Score 

Exons 787.. 912, 988.. 1038, 1027.. 1152, 1046. 
1264. .1290 



OJ990310_12.9819.C52 
1290 

TBLASTX : Soybean 

1290 

101 

.1147, 1233. .1289, 



Pi i 


Seq. No. 


10035 




Seq. ID 


OJ990310_12.9819.C53 




Gene No. 


21393 




Strand 






Start 


226 




End 


430 


□ 


Name 


OJ990310 12.9819.C53.ol 


.gp 


Method 


AAT/GAP 




Start 


226 




End 


430 


11 3? 


GI 


none 




Score 


347 


: = £ 


Exons 


226. .430 








si. 

u 


Seq. No. 


10036 




Seq. ID 


OJ990310_12.9819.C55 


□ 


Gene No. 


21394 




Strand 


+ 




Start 


87 




End 


3487 




Name 


OJ990310 12.9819.C55.ol 


.gp 


Method 


AAT/GAP 




Start 


87 




End 


2091 




GI 


21728 1.R1084 




Score 


617 




Exons 


87. .143, 559. .650, 892. 


.939, 


1685. .1805, 1884. .1930, 2060. .2091 




GI Descrip. 


* 6015106/sp| P78575IER24 


_ASCIM 


2.0e-14 


C-14 STEROL REDUCTASE 



(STEROL C 1 4 - RE DUCTAS E ) >gi_1805625_emb_CAA7 1650_ (Y10624) sterol 
C-14 reductase [Ascobolus immersus] 1 



Seq. No. 10036 

Gene No. 21394 

Start 87 

Name OJ990310_12 . 9819 . C55 . ol . tm 

Start 87 

GI none 
Exons 



Seq. ID OJ990310_12.9819.C55 



Strand 
End 

Method 

End 

Score 



+ 

3487 

TBLASTX: Maize 

3487 

81 



87. .179, 540. .653, 559. .657, 602. .661, 882. .947, 892. .942, 



10540 






lb lb . . loU4 , 


1 C O Ck 

1 bo 9 


i o n c 
. . loU5, 


i ton 


.1805, 1708. .1806, 1872.. 1931, 




lo/4. . lyoo, 


1000 
loo3 


1 O O O 

. . 1933, 


2Uo3 . 


.2170, 2070. .2165/ 2084 . .2206, 




2377 . . 24 60, 


2379 


. .2456, 


2561 . 


.2680, 2562.. 2681, 2569.. 2682, 




314 / . . 3221 , 


314 / 


0001 
. . 322 1 , 


3152 . 


.3226, 3291.. 3455, 3292.. 3459, 




32 9 3 . . 34 o / 












Seq. No. 


10036 








Seq. ID 


OJ990310_12.9819.C55 


Gene No. 


21394 








Strand 


+ 


Start 


87 








End 


3487 


Name 


OJ990310 12. 


9819. 


.C55.01 


. ts 


Method 


TBLASTX : Soybean 


Start 


90 








End 


3459 


GI 


none 








Score 


77 


Exons 


90. .179, 540. .653, 544. 


. 65 / , i 


892. . 942, 


893. . 940, 1676. .1807 




1689. .1820, 


1699, 


. .1833, 


lo / 5 . 


.1931, 2070. .2165, 2072. .2170, 




2084. .2170, 


2377, 


. .2460, 


23 / y . 


.2459, 2S62..2678, 2567. .2677, 




ZD fV . . ZboV , 


Ol4 / , 


"3 O O 1 

. . 3ZZ 1 , 


3152. 


.3226, 3291. .3404, 3292. .3390, 




J J J4 . . J4 Dy , 


*3 "5 C C\ 










Seq. No. 


1UU3 / 








Seq. ID 


OJ990310_12.9819.C56 


Gene No. 


o i "3 n c 

21395 








Strand 




Start 


1593 








End 


1976 


Name 


OJ990310 12. 


9819. 


.C56.ol, 


. tw 


Method 


TBLASTX : Wheat 


Start 


1593 








End 


1976 


GI 


none 








Score 


42 


Exons 


1593 . . 1736, 


i t n n 

1 /UO . 


. .19/5, 


1731 . 


.1976, 1884. .1976 


Seq. No. 


1003 / 








Seq. ID 


OJ990310_12. 9819.C56 


Gene No. 


21395 








Strand 




Start 


1593 








End 


1976 


Name 


OJ990310 12. 


9819. 


,C56.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


1715 








End 


1976 


GI 


none 








Score 


373 


Exons 


111 C 1 QTC 


1 *7 9 9 
L 1 ZZ . 


, . i y / d , 


1884 . 


. 1976 




Seq. No. 


IUUj / 








Seq. ID 


OJ990310_12. 9819.C56 


Gene No. 










Strand 




Start 


loy j 








End 


1976 


Name 








, ts 


Method 


TBLASTX : Soybean 


Start 


1736 








End 


1976 


GI 


none 








Score 


375 


Exons 


1736. .1972, 


1737. 


, .1976, 


1 O O A 

loo 4 . 


.1976 




Seq. No. 


10037 








Seq. ID 


OJ990310_12. 9819.C56 


Gene No. 


21395 








Strand 




Start 


1593 








End 


1976 


Name 


OJ990310 12. 


9819. 


C56.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


> 1827 








End 


1976 


GI 


none 








Score 


227 


Exons 


1827. . 1976, 


1853. 


.1960 








beq. no. 


10038 








Seq. ID 


OJ990310_12.9819.C66 


Gene No. 


21396 








Strand 


+ 


Start 


1070 








End 


1907 


Name 


OJ990310 12. 


9819. 


C66.0I. 


gp 


Method 


AAT/GAP 


Start 


1070 








End 


1896 


GI 


none 








Score 


846 


Exons 


1070. . 1212, 


1401. 


.1556, 


1631. . 


.1693, 1777. .1896 



10541 



Seq. No. 10038 

Gene No. 21396 

Start 1070 

Name OJ990310_12 . 9819 . C66 . ol . tm 

Start 1460 

GI none 
Exons 



Seq. ID OJ990310 12.9819.C66 



Strand 
End 

Method 

End 

Score 



+ 

1907 

TBLASTX: Maize 

1907 

131 



1460.. 1555, 1468. .1566, 1470. .1556, 1471. .1563, 1628. .1705, 
1630. .1710, 1630. .1704, 1772. .1906, 1777. .1905, 1785. .1907 



Seq. No. 10039 

Gene No. 21397 

Start 3970 

Name OJ990310_12 . 9819 . C67 . o2 . tm 

Start 90 

GI none 
Exons 



Seq. ID OJ990310_12.9819.C67 

Strand + 

End 4 4 68 

Method TBLASTX : Maize 

End 1463 

Score 182 



90. .215, 90. .215, 103. .216, 103. .219, 726. .836, 730. .837, 
755. .841, 756. .842, 936. .1061, 937. .1068, 1355. .1462, 
1374. .1463, 1382. .1462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Uf 

rii 

^ Seq. No. 
\Ia Gene No. 
%} Start 

Name 
^ Start 

GI 

U Exons 



10039 
21397 
3970 

OJ990310_12. 9819.C67.ol.tm 

■1781 

none 

1781. .1855, 1785. .1844, 2376. 
2578. .2733, 3348. .3452, 3506. 
3671. .3802, 3672. .3836, 3764. 
3975. .4031, 3977. .4036, 3979. 
4127. .4195, 4263. .4364, 4301. 

10039 
21397 
3970 

OJ990310_12. 9819.C67.ol.gp 

3970 

none 

3970. .4032, 4127. .4218, 4302. 



OJ990310_12. 9819.C67 
+ 

4468 

TBLASTX: Maize 

4364 . 

91 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2486, 2377.. 2481, 2578. .2718, 
.3598, 3507.. 3599, 3508.. 3600, 
.3895, 3801. .3911, 3801. .3911, 
.4053, 4125. .4184, 4126. .4185, 
.4363 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4362, 4440. .4468 



OJ990310_12.9819.C67 
+ 

4468 
AAT/GAP 
4468 
340 



Seq. No. 10040 Seq. ID 

Gene No. 21398 Strand 

Start 1 End 

Name OJ990310_12 . 9819 . C68 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .278 



OJ990310_12. 9819.C68 
+ 

278 

AAT/GAP 

278 

480 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10040 
21399 
198 

OJ990310_12. 9819.C68.ol.tm 

198 

none 



Seq. ID OJ990310_12.9819.C68 
Strand 

End 501 • 

Method TBLASTX : Mai ze 

End 501 

Score 134 



198. .374, 255.-374, 256. .378, 286. .375, 454. .501 



Seq. No. 



10041 



Seq. ID OJ990310_12.9819.C69 



10542 



Gene No. 21400 Strand 

Start 4 62 End 605 

Name OJ990310_12 . 9819 . C69 . ol . gp ' Method AAT/GAP 

Start 462 End 605 

GI LIB3431-027-P1-K1-D5 Score 251 

Exons 4 62. . 605 

GI Descrip. 1 2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084). [Arab'idopsis thaliana] 1 



Seq. No. 10042 

Gene No. 21401 

Start 2946 

Name OJ990310_12 . 98 19 . C7 1 . o2 . tw 

Start 2946 

GI none 

Exons 2946.. 3098, 3099.. 3281 

Seq. No. 10042 

Gene No. 21401 

Start 2946 

Name OJ990310_12 . 9819 . C71 . ol . tm 

Start 3027 

GI none 

Exons 3027'. .3452, 3038.. 3451 



Seq. ID OJ990310_12. 9819.C71 
Strand 

End ' 3452 

Method TBLASTX : Wheat 

End 3281 

Score 78 



Seq. ID OJ990310__12. 9819.C71 
Strand 

End - 3452 

Method TBLASTX : Maize 

End 3452 

Score 456 



Seq. No. 10042 

Gene No. 21402 

Start 3455 

Name OJ990310_12 . 9819. C71 . o2 .tm 

Start 3455 

GI none 
Exons 



Seq. ID OJ990310_12. 9819.C71 
Strand 

End 4295 

Method TBLASTX : Mai ze 

End 4 060 

Score 98 

3455. .3523, 3456. .3533, 3501. .4058, 3551. .3709, 3788. .4060 



Seq. No. 10042 

Gene No. 21402 

Start 3455 

Name OJ990310_12 . 9819 . C71 . ol . ts 

Start 3678 

GI none 
Exons 



Seq. ID OJ990310_12. 9819.C71 
Strand 

End 42 95 

Method TBLASTX : Soybean 

End 4217 

Score 14 6 



3678. .4028, 4035. .4058, 4089. .4217 



Seq. No. 10042 

Gene No. 21402 

Start 3455. 

Name OJ990310_12 . 9819 . C71 . ol . tw 

Start 3699 
GI " none 
Exons 



Seq. ID OJ990310_12. 9819.C71 
Strand 

End 4 2 95 

Method TBLASTX : Wheat 

End 4139 

Score 234 



3699. .3995, 3701. .3991, 3981. .4139, 4046. .4135 



Seq. No. 10042 

Gene No. 21402 

Start 3455 

Name OJ990310_12 . 9819 . C71 . o4 . tm 

Start 4077 

GI none 

Exons 4077.. 4295, 4094.. 4294 



Seq. ID OJ990310_12. 9819.C71 
Strand 

End 4295 

Method TBLASTX : Mai ze 

End 4295 

Score 225 



10543 






Seq. No. 


10042 






Seq. ID 


OJ990310_12. 9819.C71 




Gene No. 


21403 






Strand 






Start - 


4626 






End 


5096 




Name 


OJ990310 


12.9819.C71.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4626 






End 


4908 




GI 


none 






Score 


293 




Exons 


4626. .4907, 4632. .4844, 


.4633 


. .4908 






Seq. No. 


10042 






Seq. ID 


OJ990310_12. 9819.C71 




Gene No. 


21403 






Strand 






Start 


4626 






End 


5096 




Name 


OJ990310 


12. 9819.C71.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


4695 






End 


5096 




GI 


none 






Score 


95 




Exons 


4695. .4844, 4902. .5096 










Seq. No. 


10043 






Seq. ID 


OJ990310_12.9819.C72 




.Gene No. 


21404 






Strand 






Start 


916 






End 


1090 




Name 


OJ990310 


12. 9819.C72.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


916 






End 


1090 




GI 


none 






Score 


108 


"1 


Exons 


916. . 990, 


930.. 989, 983 


..1090., 1001.. 1045. 


s: 


Seq. No. 


10044 






Seq. ID 


OJ990310_12. 9819.C7 4 


" i 1 

E ! " 


Gene No. 


21405 






Strand 






Start 


94 






End 


1645 




Name 


OJ990310 


12. 9819.C74.ol 


.tc 


Method 


TBLASTX: Cress 


"1 

:S 


Start 


94 






End 


1645 


: 


GI 


none 






Score 


100 


v -I 


Exons 


94. .165, 


95. .172, 369.. 


470, 


369. .470, 


370. .471, 567. .653, 


"ii 




568. .651, 


569. .655, 771 


. .872 


, 772. .876 


, 1600. .1644, 1601. .li 




Seq. No. 


10044 






Seq. ID 


OJ990310_12.9819.C74 


;s? 


Gene No. 


21405 






Strand 




■*l 


Start 


94 






End 


1645 


: s: 


Name 


OJ990310 


12. 9819.C74.ol 


.tm 


Method 


TBLASTX: Maize 


C ! 


Start 4i- 


. 94 






End 


: 876 




GI" 


none 






Score 


115 




Exons 


94. .165, 


95. .184, 361.. 


462, 


368. .469, 


369. .470, 369. .470, 


-t 




370. .471, 


S64..644, 567 


. .653 


, 568.. 651 


, 579. .695, 758. .871, 






771. .872, 


772. .876, 772 


. .876 








Seq. No. 


10044 






Seq. ID 


OJ990310_12.9819.C74 




Gene No. 


21405 






Strand 






Start 


94 






End 


1645 




Name 


OJ990310 


12.9819.C74.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


94 






End 


1645 




GI 


none 






Score 


98 




Exons 


94. .183, 


95. .172, 369.. 


470, 


370. .471, 


565. .651, 567. .653, 






758. .868, 


771.. 872, 772 


. .876 


, 772. .876 


, 1601.. 1645 




Seq. No. 


10045 






Seq. ID 


OJ990310_12.9819.C75 




Gene No. 


21406 






Strand 






Start 


1 






End 


1318 




Name 


OJ990310 


12.9819.C75.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


175 



10544 




GI none Score 169 

Exons 1..135, 2. .136, 5. .151, 84. .158, 133. .174, 134. .175 



Seq. No. 


10045 




Seq. ID 


OJ990310_12 . 9819 . C75 


Gene No. 


21406 




Strand 




Start 


1 




End 


1318 


Name 


OJ990310 12.9819.C75.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


1318 


GI 


none 




Score 


183 


Exons 


2. .319, 37. .180, 329. .367, 1044. .1160, 


1277. .1318 


Seq. No. 


10045 




Seq. ID 


OJ990310_12.9819.C75 


Gene No. 


21406 




Strand 




Start 


1 




End 


1318 


Name 


OJ990310 12. 9819.C75.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


179 




End 


1318 


GI 


none 




Score 


299 


Exons 


179. .430, 185. .445, 265. 


.432, 


523. .600 


, 523.. 609, 524.. 601, 




1034 . . 1159, 1042. . 1188, 


1043. 


.1156, 1044. .1160, 1273. .1317, 




1277. .1318, 1277. .1318 








Seq. No. 


10046 




Seq. ID 


OJ990310_12. 9819.C76 


Gene No. 


21407 




Strand 




Start 


629 




End 


1029 


Name 


OJ990310 12. 9819.C76.ol. 


tc . 


Method 


TBLASTX: Cress 


Start 


629 




End 


1026 


GI 


none 




^Score 


65 


Exons 


629. .802, 660. .812, 667. 


.909, 


769. .798 


, 888. .962, 915. .947, 




916..993, 977. .1024, 98c 


. .1026 




Seq. No. 


10046 




Seq. ID 


OJ990310_12. 9819.C7 6 


Gene No. 


21407 




Strand 




Start 


629 




End 


1029 


Name 


OJ990310 12.9819.C76.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


676 




End 


1029 


GI 


none 




Score 


254 


Exons 


676. .960, 692. .964, 760. 


.966, 


895. .1029, 990. .1028 


Seq. No. 


1 C\ f\ A "7 




Seq. ID 


OJ990310_12. 9819.C79 


Gene No. 


21408 




Strand 




Start 


88 




End 


297 


Name 


OJ990310 12.9819.C79.ol. 


gp 


Method 


AAT/GAP 


Start 


88 




End 


297 


GI 


none 




Score 


150 


Exons 


88. .165, 249. .297 








Seq. No. 


10048 




Seq. ID 


OJ990310_12.9819.C81 


Gene No . 


21409 




Strand 




Start ' 


1140 




End 


1203 


Name 


OJ990310 12. 9819.C81.ol. 


gp 


Method 


AAT/GAP 


Start 


1140 




End 


1203 


GI 


3760640 




Score 


69 


Exons 


1140. . 1203 








GI Descrip. 


417 6420/dbj IBAA37167 | 2. 


0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 








Seq. No. 


10049 




Seq. ID 


OJ990310_12. 9819.C82 



10545 






Gene No. 


21410 




Strand 






Start 


4 662 




End 


4 920 




Name 


OJ990310 12 . 9819 . C82 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4662 




End 


* 4 920 




GI 


none 




Score 


202 




Exons 


>l **"/** O All**) VI "J t O < A O A 

4662. .4712, 4753. .4920, 


4839 . 


.4 919 






Seq. No. 


10050 




Seq. ID 


OJ990310_12.9819.C83 




Gene No. 


21411 




Strand 


+ 




Start 


1136 




End 


2082 




Name 


OJ990310 12 . 9819 . C83 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1092 




End 


1519 




GI 


none 




Score 


226 




Exons 


1 O O O 1 O O O TOO/1 11*30 

1092. .1382, 1094. .1132, 


1 1 *i 0 
1119 . 


.1385, 1142. .1384, 1147. .1386, 






iooo i>ioo i /on icit 

1388. .1420, 1428. .1517, 


1 A *3 O 

1430 . 


.1519 






Seq. No. 


10050 ' 




Seq. ID 


OJ990310_12.9819.C83 




Gene No. 


21411 




Strand 


+ 




Start 


1 1 0 /*■ 
1136 




End 


2082 




Name 


-rr\/~\OOiO 10 /"\ ri *i O n O _i 

OJ990310_12 .9819.C83.ol 


• gp 


Method 


AAT/GAP 




Start 


1136 




End 


2082 




GI 


r~ o o o ^ o t 

5003507 




Score 


1311 




Exons 


1 1 O -1 1— -1 -1 -1 ^ OOOO 

1136. .1511, 1767. .2082 










Seq. No.' 


10051 




Seq. ID 


OJ990310_12.9819.C84 


V a 
! i 


Gene No. 


21412 ' 




Strand 


+ 




Start 


60 




End 


421 




Name 


OJ990310_12.9819.C84 .ol 


.gp 


Method 


AAT/GAP 


J. J 


Start 


60 




End 


421 


'sal 


GI 


uC-osf lM202068h09bl 




Score 


666 


ni 


Exons 


60 . .421 










GI Descrip. 


' 4 176420/dbj |BAA37167| 


2.0e-ll (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 








•t sr 
%f 


Seq. No. 


10051 




Seq. ID 


OJ990310_12.9819.C84 




Gene No. 


21413 




Strand 


+ 




Start 


603 




End 


1315 


'a s: 


Name 


/~\tooooio 10 onio c\ a ^ o 

OJ990310_12 . 9819 . C84 . o2 


. tm 


Method ' : 


TBLASTX: Maize 


■5 J 


Start 


155 




End 


433 




GI 


none 




Score 


132 




Exons 


1 C C 1 /*" /l OC/T OOO 

155. .433, 164. .256, 233 


. .304, 


302. .430 






Seq. No. 


10051 




Seq. ID 


OJ990310_12.9819.C84 




Gene No. 


21413 




Strand 


+ 




Start 


603 




End 


1315 




Name 


s~\ -r/^rso*~»io "IO 00*10 /~i O jl 0 

OJ990310 12 . 98 19 . C8 4 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


194 




End^ 


596 




GI 


none 




Score 


104 




Exons -. 


194. .355, 377. .595, 497 


. .595, 


498. .596 






Seq. No. 


10051 




Seq. ID 


OJ990310_12.9819.C84 




Gene No. 


21413 




Strand 


+ 




Start 


603 




End 


1315 




Name 


OJ990310 12.9819.C84.o2 


.gp 


Method 


AAT/GAP 




Start 


603 




End 


1315 




GI 


5003506 




Score 


1392 




Exons 


603. .1315 









10546 



Seq. . No. 


10051 








Gene No. 


O 1 A 1 A 

21414 








Start 


2608 








Name 


/— > to n a t 1 r\ 1 o 

OJ990310_12 


.9819 


C84 . ol 


. tm 


Start 


2608 








GI 


none 








Exons 


2608 . .3603, 


2669 


. 3319, 


3395 . 


Seq. No. 


10051 








Gene No. 


21414 








Start 


2oUO 








Name 


OJ990310_12 


.9819 


C84 . ol 


. ts 


Start 


2665 








GI 


none 








Exons 


2665 . . 2955, 


i r r r 

2666 


. 29b3 f 


2b 30 . 




2957 . . 3109, 


3197 


.3319, 


3395 . 


Seq. No. 


10051 








Gene No. ■ 


21414 








Start 


O £C ft o 

26Uo 








Name 


OJ990310_12 


. 9819 


C84 . ol 


tc 


Start 


2668 








GI 


none 








Exons 


2668 . .2967, 


2683 


.2781, 


2687 . 




3232 . . 3273, 


3272 


. 3319, 


3274 . 


Seq. No. 


10051 








Gene No. 


21414 








Start 


2608 








Name 


OJ990310_12 


.9819. 


C84 . o2 


tw 


Start 


2687 








GI 


none 








Exons 


2687 . . 2857 , 


o f o n 

268 9. 


o o o o 

. 2823, 


O O O A 

2824 . 




2869 . . 3045, 


2872 , 


. 3045 




Seq. No. 


10051 








Gene No. 


21414 








Start 


2608 








Name 


OJ990310 12 


.9819. 


C84 .ol 


tw 


Start 


3208 








GI 


none 








Exons 


3208. .3603, 


3209. 


.3319, 


3395. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



10052 
21415 
3989 

OJ990310_12.9819.C87.ol.gp 
3989 

38012_1.R1084 
3989. .4059 

M097947/gb|U72255 IOSU72255 2 
beta-1, 3-glucanase precursor 

10053 
21416 
3025 



Seq. ID OJ990310_12. 9819.C84 
Strand 

End 3612 

Method TBLASTX: Maize 

End . 3612 

Score 723 
.3595, 3538.. 3612 

Seq. ID OJ990310_12.9819.C84 
Strand 

End 3612 

Method TBLASTX: Soybean 

End 3609 

Score 345 
.2961, 2938.. 3099, 2956.. 3606, 
.3598, 3532.. 3609 

Seq. ID OJ990310_12. 9819.C84 
Strand 

End 3612 

Method TBLASTX : Cress 

End . 3519 . 

Score 78 
.2968, 2965.. 3138, 2966.. 3109, 
.3519, 3395.. 3493 

Seq. ID OJ990310_12.9819.C84 
Strand 

End 3612 

Method TBLASTX : Wheat 

End 3045 

Score 168 
.2868, 2825.-2866, 2843. .3037, 



Seq. ID OJ990310_12.9819.C84 
Strand 

End 3612 

Method TBLASTX : Wheat 

End 3612 

Score 143 
.3595, 3526.. 3612 

Seq. ID OJ990310_12.9819.C87 
Strand 

End 4059 

Method AAT/GAP 

End 4059 

Score 82 

. 0e-23 Oryza sativa 

(Gns9) gene, complete cds ' 

Seq. ID OJ990310_12. 9819.C92 
Strand + 
End 3493 



10547 



Name 

Start 

GI 

Exons 



• 



OJ990310_12.9819.C92.ol-ts Method TBLASTX: Soybean 
1851 End 3309 

none Score 126 

1851. .1955, 1868. .1954, 2018. .2080, 2034. .2081, 2097. .2186, 
2099. .2191, 2267. .2317, 2269. .2304, 2318. .2389, 2323.-2388, 
2455.. 2583, 2483.. 2617, 3011.. 3058, 3177.. 3203, 3205.. 3309 



Seq. No. 10053 
Gene No. 21416 
Start 3025 

Name OJ990310_12 . 9819 . C92 . ol . tm 

Start 1863 
GI none 

Exons 1863.. 1955, 1865.. 1957, 1918. 

2099.. 2185, 2270.. 2302, 2303. 
2483. .2617, 2993. .3058, 3205. 



Seq. ID OJ990310_12.9819.C92 

Strand + 

End 3493 

Method TBLASTX : Mai ze 

End 3297 

Score 126 
.1974, 2034. .2084, 2076. 



.2389, 2323. 
.3297 



.2388, 2482. 



.2189, 
.2583, 



Seq. No. 10053 

Gene No. 21416 . 

Start 3025 

Name OJ990310_12 . 9819 . C92 . ol . tc 

Start 1866 

GI none 
Exons 



Seq. ID OJ99031'0_12. 9819.C92 

Strand + 

End 3493 

Method TBLASTX : Cress 

End 2506 

Score 110 



1866. .1955, 1868. .1954, 2061. .2189, 2108. .2185, 2270. .2302, 
2311. .2388, 2321. .2389, 2479. .2505, 2483. .2506 



Seq. No. 10053 

Gene No. 21416 

Start 3025 

Name OJ990310_12 . 9819 . C92 . ol .gp 

Start 3025 

GI 53834_1.R1084 

Exons 3025.. 3109, 3184.. 3311, 3435 
GI Descrip. 



OJ990310_12.9819.C92 
+ 

3493 
AAT/GAP 
3493 
4 67 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3493 

' 4835771/gb|AAD30238.1 |AC007202_20 5.0e-ll (AC007202) Similar to 
gi_3844599 F31D5.2 gene product from Caenorhabditis elegans 
cosmid gb__U28941 and contains PF_00097 Zinc (Ring) finger C3HC4 
domain. ESTs gb_F19963 and gb_T42582 come from this gene. 
[Arabidops f 



Seq. No. 10054 

Gene No. 21417 

Start 1538 

Name OJ990310_12 . 9819 . C93 . ol . tm 

Start 412 

GI none 
Exons 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990310 12.9819.C93 



1966 

TBLASTX: Maize 
1598 
159 

412. .570, 455. .526, 466. .552, 466. .570, 468.-575, 654. .707, 
1088. .1372, 1089. .1370, 1090. .1371, 1096. .1395, 1178. .1354, 
1179. .1352, 1286. .1372, 1542. .1598, 1542. .1592 



Seq. No. 10054 Seq. ID 

Gene No. 21417 Strand 

Start 1538 End 

Name OJ990310_12 .9819. C93 . ol . tc Method 

Start 4 66 End 

GI none Score 
Exons 



OJ990310_12. 9819.C93 
1966 

TBLASTX: Cress 

1610 

147 



466. .570, 466. .552, 466. .570, 468. .572, 468. .539, 1088. .1369, 
1089. .1370, 1110. .1370, 1179. .1352, 1541. .1603, 1542. .1610 



10548 



Seq. No. 


10054 


Seq. ID 


OJ990310_12.9819.C93 


Gene No. 


21417 


Strand 




Start 


1538 


End 


t n c. a 

iy 00 


Name 


OJ990310 12.9819.C93.ol.tw 


Method 


TBLASTX : Wheat 


Start 


466 


End 




GI 


none 


Score 


o4 


Exons 


466. .555, 1140. .1370, 1187. .1366 




Seq. No. 


10054 


Seq. ID 


OJ990310_12.9819.C93 


Gene No. 


21417 


Strand 




Start 


1538 


End 


1966 


Name 


ujyyujiu iz.yoiy.v^yj.oi.ts 


Method 


TBLASTX: Soybean 


Start 


466 


End 


1610 


GI 


none 


Score 


143 


Exons 


466. .570, 466. .552, 468. .560, 


1082. .1159, 1083. .1160, 




1136. .1366, 1140. .1370, 1179. 


.1367, 1542. .1610 


beq . ino . 


10054 


Seq. ID 


OJ990310_12.9819.C93 


Gene No. 


21417 


Strand 




Start 


15 Jo 


End 


1966 


Name 


OJ990310 12.9819.C93.ol.gp 


Method 


AAT/GAP 


Start 


1538 


End 


1966 


GI 


5573 1.R1084 


Score 


822 


Exons 


1538. .1966 






GI Descrip. 


' 168525/gb|M74566|MZENBPAA 3. 


0e-ll Zea 


mays nucleic acid-binding 




protein (NBP) 1 






Seq. No. 


10055 


Seq. ID 


OJ990310_12 . 9819 .'C94 


Gene No. 


21418 


Strand 




Start 


66 


End 


124 


Name 


ATQQmiH 19 QQ1Q CQA rri~\ 


Method 


AAT/GAP 


Start 


66 


End 


124 


GI 


none 


Score 


95 


Exons 


66. .124 






Seq. No. 


10055 


Seq. ID 


OJ990310_12.9819.C94 




.21419 


Strand 




Start 


634 


End" 


916 


Name 


ojyyuoio iz.y0iy.cy4.0z.gp 


Method 


AAT/GAP 


Start 


634 


End 


916 


GI 


uC-osrocyp017e04al 


Score 


463 


Exons 


634. .916 






GI Descrip. 


'2586089/gb|U72728|OLRDRGFl 2 


.0e-ll Oryza longistaminata 




receptor-like kinase protein 


(Xa21), family member F, pseudogene 




sequence 1 






Seq. No. 


10056 


Seq. ID 


OJ990310_12 . 9819 .C101 


Gene No. 


21420 


Strand 




Start 


459 


End 


643 


Name 


OJ990310 12.9819.C101.ol.tc 


Method 


TBLASTX: Cress 


Start 


459 


End 


643 


GI 


none 


Score 


242 


Exons 


459. .641, 468. .641, 470. .643, 


470. .643 




Seq. No. 


10057 


Seq. ID 


OJ990310_12.9819.C104 


Gene No. 


21421 


Strand 





10549 



Start 


99 


End 


301 


Name 


OJ990310 12 . 9819 . C104 . ol . tw 


Method 


TBLASTX : Wheat 


Start 


99 


End' 


301 


GI 


none 


Score 


106 


Exons 


99. .221, 101. .244, 218. .301, 


219 . .299 




Seq. No. 


10058 


Seq. ID 


ojyyujiu l^.yyiy.ciuo 


Gene No. 


21422 


Strand 




Start 


186 


End 


468 


Name 


OJ990310 12.9819.C105.ol.gp 


Method 


AAT/GAP 


Start 


186 


End 


468 


GI 


uC-osrocyp017e04al 


Score 


463 


Exons 


186. .468 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



1 2586089/gb | U72728 | 0LRDRGF1 2.0e-ll Oryza longistaminata 
receptor-like kinase protein (Xa21), family member F, pseudogene 
sequence 1 



10059 
21423 
240 

OJ990310_12.9819.C110.ol.gp 

240 

none 

240. .583 



Seq. ID OJ990310_12. 9819. C110 

Strand + 

End 583 

Method AAT/GAP 

End 583 

Score 651 



Seq. ID OJ990310_12.9819.C111 
Strand + 

1709 
AAT/GAP 
1709 



10060 
21424 
1645 

OJ990310_12. 9819.Clll.ol.gp 
1645 

16490_1.R1084 
1645. .1709 

? 4584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 1 



End 

Method 
End 
Score 



Seq. ID OJ990310_12. 9819.C123 
Strand 

End 999 

Method AAT/GAP 

End 998 

Score 1737 



10061 
21425 
1 . 

OJ990310_12.9819.C123.ol.gp 
1 

342JL.R1084 
1..998 

■ 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



10061 
21425 
1 

OJ990310_12.9819.C123.ol.tw 
30 

none 



Seq. ID OJ990310_12. 9819.C123 
Strand 

End 999 

Method TBLASTX : Wheat 

End 988 

Score 131 



30. .110, 38. .178, 39. .179, 126. .221, 158. .217, 224. .268, 
229. .264, 263. .331, 279. .332, 294. .359, 305. .694, 306. .593, 
327. .980, 334. .972, 713. .988 



10061 
21425 



Seq. ID OJ990310_12.9819.C123 
Strand 



10550 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990310_12. 9819.C123.ol.tc 

444 

none 



End 

Method 

End 

Score 



999 

TBLASTX: Cress 

895 

188 



444. .881, 444. .887, 448. .891, 454. .891, 713. .895 



10061 
21425 
1 

OJ990310_12.9819.C123.ol.tm 

822 

none 

822. .998, 850. .999 



Seq. ID OJ990310_12.9819.C123 
Strand 

End 999 

Method TBLASTX : Mai ze 

End 999 

Score 88 



Seq. No. 10062 

Gene No. 21426 

Start 206 

Name OJ990310_12 . 98 1 9 . C125 . ol . tw 

Start 206 

GI none 

Exons 206.. 391, 207.. 392 



Seq. ID OJ990310_12.9819.C125 
Strand 

End 392 

Method TBLASTX : Wheat 

End 392 

Score 114 



'si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



10063 
21427 
1 

OJ990310_12.9819.C133.ol.gp 
1 

65544_1.R1084 
1..255, 385. .436 

' 1709203/sp|P54926|MYOl_LYCES 4.0e-59 MYO-INOSITOL-1 (OR 
4) -MONOPHOSPHATASE 1 (IMP 1) (INOSITOL MONOPHOSPHATASE 1) 
>gi_1098977 (U39444) myo-inositol monophosphatase 1 
[Lycopersicon esculentum] 1 



Seq. ID OJ990310_12.9819.C133 
Strand 

654 

AAT/GAP 
436 
400 



End 

Method 

End 

Score 



10063 
21427 
1 

OJ990310_12. 9819.C133.o2.gp 
37 

65544_1.R1084 
37. .255, 385. .435, 551. .654 

, 1709203/sp|P54926|MYOl_LYCES 4.0e-59 MYO-INOSITOL-1 (OR 
4) -MONOPHOSPHATASE 1 (IMP 1) (INOSITOL MONOPHOSPHATASE 1)' 
>gi_1098977 (U39444) myo-inositol monophosphatase 1 
[Lycopersicon esculentum] 1 



Seq. ID OJ990310_12.9819.C133 
Strand 

End 654 

Method AAT/GAP 

End 654 

Score 543 



10063 
21427 
1 

' OJ990310_12.9819.C133.ol.tc 
43 

none 



Seq. ID OJ990310_12.9819.C133 
Strand 

End 654 - f 

Method TBLASTX : Cress 

End 439 

Score 69 



43. .111, 44. .109, 160. .258, 167. .256, 362. .439, 364. .438 



10063 
21427 
1 



Seq. ID OJ990310_12.9819.C133 

Strand 

End 654 



10551 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990310_12 . 9819 . C133 . ol . ts Method TBLASTX : Soybean 

43 End 438 

none Score 81 

43. .111, 44. .112, 160. .258, 167. .259, 362. .436, 364. .438 



10063 
21427 
1 

OJ990310_12. 9819.C133.ol.tm 
43 

none 



Seq. ID OJ990310_12.9819.C133 

Strand . - 

End 654 

Method TBLASTX : Mai ze 

End 633 

Score 231 



43. .258, 47. .256, 223. .264, 362. .436, 364. .438, 384. .446, 
552. .617, 565. .633 



10064 
21428 
61 

OJ990310_12. 9819.C134 .ol.gp 
61 

73416_1.R1084 
61. .202, 310. .402, 518. .586 

'3548803 1.0e-38 (AC005313) putative DNA-binding protein 
[Arabidopsis thaliana] >gi_4335770_gb_AAD17 4 47_ (AC006284) 
putative SMUBP-2 [mouse] DNA-binding protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990310_12. 9819.C134 

Strand + 

End 596 

Method AAT/GAP 

End 586 

Score 545 





Seq. No. 


10064 






Seq. ID 


OJ990310_12.9819.C134 


• M 


Gene No. 


21428 






Strand 


+ 




Start 


61 






End 


596 




Name 


OJ990310 


12.9819.C134.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


145 






End 


596 




GI 


none 






Score 


76 




Exons 


145. .228, 


146. .202, 151.. 


.204, 


309. .401, 


336. .401, 346. .414, 


m 

.7 Zj, 




352. .411, 


508. .552, 515.. 


.586, 


518. .586, 


552. .596 


!..! 

'si 


Seq. No. 


10065 






Seq. ID 


OJ990310_12.9819.C135 


M< 


Gene No. 


21429 






Strand 






Start 


25 






End 


200 




Name 


OJ990310 


12.9819.C135.ol. 


. tc 


Method 


TBLASTX: Cress ■ 


P 


Start 


25 






End 


200 


ci! 


GI 


none 






Score 


210 




Exons 


25. .171, 


36. .200 









Seq. No. 


10065 










Seq. ID 


OJ990310_12.9819. 


C135 


Gene No. 


21429 










Strand 






Start 


"25 










End 


200 




Name 


OJ990310 


12. 


9819. 


C135, 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


25 










End 


183 




GI 


none 










Score 


226 .. 




Exons 


25. .171, 


27. 


.182, 


33. . 


.182, 70 


. .183 






Seq. No. 


10065 










Seq. ID 


OJ990310_12.9819. 


C135 


Gene No. 


21429 










Strand 






Start 


25 










End 


200 




Name 


OJ990310 


12. 


9819. 


C135. 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


25 










End 


188 




GI 


none 










Score 


209 





10552 





9S 1 fift 


97 1 ft ft 








Seq. No. 


10065 




Seq. ID 


OJ990310_12.9819. 


C135 


Gene No. 


21429 




Strand 






O Loi. L. 


9s 






900 






D.TQQO^I 0 


19 QR1 Q pi ^ nl 




i oxj/io i a . wneat, 




OLdlL 


o u 






1 £7 
ID / 






none 




". • Score 


1 7Q 
x / y 




17 von Q 

Ej A.\Ji 1 O 


^o i 67 


4 0 1 fiS 








Seq. No. 


10066 




Seq. ID 


OJ990330_19.9819. 


CI 


Gene No. 


21430 




Strand 






O Lai L 


99^ 






6^4 




Name 


o.tqqo ^ *^o 


1 Q Q ft 1 Q pi n 1 /-tq 








OLal L 


99 ^ ~~ 

3 






6^4 
O O 4 




r;T 


1 ILJi 1 1: 




Score 








£. ~J * • *i VJ .J , 


S77 6^4 








Seq. No. 


10067 




Seq. ID 


OJ990330 19.9819. 


C2 


Gene No. 


21431 




Strand 


+ 




u Lai l 








70Q 




Name 


d.tqqo ^o 


1 Q Qft 1 Q CO r»1 rrc: 


rlcLilUU 






oLdl L 


R4 ft _ 




CillU 


7 0 Q 




V3X 


none 




Score 






F vnn c 
£j AUilo 


R4 ft 70 Q 










Qpa No 


10068 




Seq. ID 


OJQQO^^O 1 Q Qftl 9 




Gene No. 


21432 




Strand 


+ _ 




Start 


694 




End 


10243 




Name 


OJ990330 


19. 9819.C3.ol.gs 


Method 


GEN SCAN 




Start 


694 




End 


10243 




GI 


none 




Score 


.55 




Exons 


694. .696, 


868. .1218, 1515 


..1572, 2164. 


.2279, 2944. .2987, 





3282. .3339, 3511. .3693, 3990. .4105, 4357. .4400, 4639. .4754, 

5051. .5108, 5405. .5462, 5714. .5816, 6113. .6170, 6407. .6522, 

6819. .6876, 7115. .7230, 7527. .7643, 7756. .7938, 8110. .8292, 

8696. .8764, 8944. .9060, 9173. .9355, 9651. .9708, 9714. .9826, 
10006. . 10063, 10158.. 10243 



Seq. No. 10068 Seq. ID 

Gene No. 21433 Strand 

Start 10850 End 

Name OJ990330_1 9 . 98 1 9 . C3 . o2 . gp Method 

Start 10673 End 

GI uC-osflcyp033a04bl Score 

Exons 10673.. 11053 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ990330_19. 9819.C3 
+ 

12751 
AAT/GAP 
11053 
686 



Seq. No. 10068 Seq. ID 

Gene No. 21433 Strand 

Start 10850 End 

Name OJ990330_19 . 98 19 . C3 . o2 . gs Method 

Start 10850 End 

GI none Score 

Exons 10850. .10921, 11942.. 12751 



OJ990330_19'. 9819. C3 
+ 

12751 
GEN SCAN 
12751 
.84 



10553 




Seq. No. 


10068 


Seq. ID 


OJ990330 19. 


9819 


C3 


Gene No. • 


21434 


Strand 


+ 






Start 


13000 


End 


17520 






Name 


ojyyoooO ±y . y o i y . Co . 02 . np 


Method 


AAT/NAP 






Start 


13000 


End 


17520 






GI 


4680179 


Score 


5340 






Exons 


1 3000 . . 14 085 , 14119. ,1/o^U 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


T A a r o 

10068 


Seq. ID 


OJ990330_19. 


001 n 

9819 


Co 


vjene ino . 


21435 


Strand 








Start 


10606 


End 


11700 






Name 


OJ990330 19. 9819.C3.ol.np 


Method 


AAT/NAP 






Start 


10606 


End 


11700 






GI 


4680186 


Score 


371 






Exons 


10606. .10806, 11645. .11700 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 







Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19. 9819. C3 . o7 . tw 

Start 13236 

GI none 

Exons 13236. .13595, 13237.. 13596 



Seq. ID OJ990330_19. 9819.C3 
Strand 

End 20935 

Method TBLASTX : Wheat 

End 13596 

Score 293 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19 . 98 19 . C3 . 06 . tm 

Start 13477 

GI none 

Exons 13477. .13782, 13491.. 13607 



Seq. ID OJ990330_19. 9819.C3 
Strand 

End 20935 

Method TBLASTX: Maize 

End 13782 

Score 231 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19 . 981 9 . C3 . o7 . tm 

Start 14110 

GI none 

Exons 14110. . 14463 



Seq. ID OJ990330_19. 9819.C3 
Strand 

End 20935 

Method TBLASTX: Maize 

End 14463 

Score 184 



Seq. No. 10068 Seq. ID OJ990330_19 . 98 19 . C3 

Gene No. 21436 Strand 

Start 15641 End 20935 

Name OJ990330_19 . 98 19 . C3 . 08 . tw Method TBLASTX : Wheat 

Start 14146 End 14583 

GI none Score 163 

Exons 14146. .14355, 14202 .. 14 354 , 14 400 .. 14 513, 14 401 .. 14514 , 
14542.. 14583 



Seq. No. 10068 Seq. ID OJ990330_19 . 9819 . C3 

Gene No. 21436 ' Strand 

Start 15641 End 20935 

Name OJ990330_19 . 9819 . C3 . o4 . tw Method TBLASTX : Wheat 

Start 14679 End 15165 

GI none Score 52 



10554 



Exons 



14679. . 15122, 14 683 .. 14733, 14788. .15165 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19. 9819 . C3 . o5 . tm 

Start 14694 

GI none 

Exons 14694. .14984, 14695.. 14982 



Seq. ID OJ990330_19.9819.C3 
Strand 

End 20935 

Method TBLASTX : Mai ze 

End 14984 ■ -. . 

Score 264 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19 . 9819 . C3 . o3 . tm 

Start 15052 

GI none 

Exons 15052. . 15231, 15060 .. 15179, 15238 .. 15552, 15303 .. 15422, 
15459. .15509 



Seq. ID OJ990330__19.9819.C3 
Strand 

End 20935 

Method TBLASTX : Mai ze 

End 15552 

Score 160 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19 . 98 19 . C3 . ol . ts 

Start 15106 

GI none 

Exons 15106. .15138, 15lt>8 .. 15137 , 
■ 15210,. 15500 



Seq. ID OJ990330_19.9819.C3 
Strand 

End 20935 

Method TBLASTX : Soybean 

End 15501 

Score 57 
15142. .15501, 15144. .15179, 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330JL9 . 98 19 . C3 . o5 . tw 

Start 15214 

GI none 

Exons 15214. .15516, 15216.. 15500 



Seq. ID OJ990330_19.9819.C3 
Strand 

End 20935 

Method TBLASTX : Wheat 

End 15516 

Score 379 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19 . 9819 . C3 . o3 . tw 

Start 15517 

GI none 

Exons 15517. .15939, 15549.. 15938 



Seq. ID OJ990330_19.9819.C3 
Strand 

End 20935 

Method TBLASTX : Wheat 

End 15939 

Score 587 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19 . 981 9 . C3 . o3 . ts 

Start 15523 .. 

GI none 

Exons 15523. .15768, 15540.. 15767 



Seq. ID OJ990330_19.9819.C3 
Strand 

End 20935 

Method TBLASTX : Soybean 

End 15768 

Score 197 



Seq. No. 10068 

Gene No. 21436 

Start 15641 

Name OJ990330_19 . 9819 . C3 . o2 . tm 

Start 15588 



Seq. ID OJ990330_19.9819.C3 
Strand 

End 20935 

Method TBLASTX : Mai ze 

End 15951 



10555 




GI 


none 




Score 


471 




Exons 


i o o o o . . loyjo, loooy. 


. ioy4z, 


15589. .15951 




Seq. No. 


1UU bo 




Seq. ID 


OJ990330_19.9819. 


. Lo 


Gene No. 


21436 




Strand 






Start. 


15641 




End 


20935 




Name 


ujyyuoou iy.yoiy.oo. 


o3 . np 


Method 


AAT/NAP 




Start 


10 b4 1 




* End 


20935 




GI 


cocoi on 

ooozlou 




Score 


4 52 




Exons 


1 C/-/I 1 1 C C 1 1 1 Q O O 1 

lob4 1 . . 15 b / 1 , lozzl. 


1 Q C7 Q 

. iy b / y , 


18731. .18851, 20895. .20935 




GI Descrip. 


(ALII /zoo) znoUUUlU. 


1 [Oryza 


sativa] 






Seq. No. 


10068 




beq . 1 JJ 


ujyyu jou ly.yoiy. 


.C3 


Gene No. 


21436 




btrana 






Start 


i c c a i 
10 b4 1 






o n Q O C 




Name 


rwGQmo.n i G qoiq r*i. 

ujyyuoou iy. yoiy.Lo. 


oz . tw 


Metnoa 


l oitAo i a : wneat 




Start 


ioy4z ■ 






i djU y 




GI 


none 




Score 


Cjc 

b Jo 




Exons 


ioy4z. . lDouo/ ioy/o. 


. loouy 








Seq. No. 


10068 




Seq. ID 


OJ990330_19.9819. 


.C3 


Gene No. 


21436 




Strand 






Start 


ICC/11 

lob4 1 




End 


20935 




Name 


OJyyOooU iy.yoiy.Co. 


oz . ts 


Method 


TBLASTX: Soybean 




Start 


lbz9 / 




End 


16557 




GI 


none 




Score 


285 




Exons 


i c o m iccct i c o n o 
1 bz 9 / . . 1 boo / , lboUz. 


i c c c c 
. Iboob 








Seq. No. 


10068 




Seq. ID 


OJ990330_19.9819. 


,C3 


Gene No. 


21436 




Strand 






Start 


1 C C A 1 

lo b4 1 




End 


20935 




Name 


oj y y0oo0_iy . yyiy . cj . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 C "D C C 

lbooo 




End 


16647 




GI 


none 




Score 


78 




Exons 


1 C O C C 1 C C 1 C 1 C Q C C 

lbooo .. lbolb, Iboob. 


1 C C /I Q 

. 1 b b 4 o , 


16357. .16647 




Seq. No. 


10068 




Seq. ID 


OJ990330_19.9819. 


.C3 


Gene No. 


21436 - 




Strand 






otart 


1 CC / 1 




End 


20935 




Name 


ujyyuoou iy . yoiy .lj. 


Ol . tw 


Method 


TBLASTX: Wheat 




Start 


i c c i c 
1 bol b 




End 


17142 




GI 


none 




Score 


704 




Exons 


1 C C 1 C ITI/IO 1 CCT) 

1 b 0 1 b . . 1 / 1 4 Z , IbO/Z. 




16888.. 17139 




Seq. No. 


10068 




Seq. ID 


OJ990330_19.9819, 


.C3 


Gene No. 


21436 




Strand 






Start 


10 b4 1 




End 


20935 




Name ^ . 


ujyyuoju iy . yoiy .lj. 


ol . tm 


Method 


TBLASTX: Maize 




Start ^ 


1 C C Q C 

l..b b y D 




End 


17295 




GI 


none 




Score 


231 




Exons 


1CCOC 1COCT 1C7H/I 

lbbyb . . lboo / , lb/U4. 


1 CQcr\ 

. lbooU, 


16855. .17295, 16857. .1727 9 




Seq. No. 


10068 




Seq. ID 


OJ990330_19.9819. 


,C3 


Gene No. 


21436 




Strand 






Start 


15641 




End 


20935 




Name 


OJ990330 19. 9819. C3. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


17142 




End 


17475 





10556 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

17142. .17411, 17143. .17475 



Score 317 



OJ990330 19. 9819. C3 



10068 Seq. ID 

21436 Strand 
15641 End 20935 

OJ990330_19.9819.C3.o4.np Method AAT/NAP 

18382 . - End 19439 

5042448 Score 402 

18382. .18756, 18968. .19439 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 

10068 Seq. ID OJ990330_19 . 9819 . C3 

21436 Strand 

15641 End 20935 

OJ990330_19. 9819.C3.o5.np Method AAT/NAP 

18587 End 20648 

6721561 Score 115 

18587. .18662, 20543. .20648 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No v 


10068 






Seq. ID 


OJ990330_ 


19. 


9819 


-C3 


Gene No." 


21436 






Strand 










Start 


15641 






End 


20935 








Name 


OJ990330 19. 9819. C3 


.o4, 


.gs 


Method 


GENSCAN 








Start 


19155 






End 


19505 








GI 


none 






Score 


.52 








Exons 


19155. .19505 
















Seq. No. 


10069 






Seq. ID 


OJ990330_ 


19. 


9819 


.C4 


Gene No. 


21437 






Strand 










Start 


165 






End 


969 








Name 


OJ990330 19. 9819. C4 


.ol, 


.gs 


Method 


GENSCAN 








Start 


165 






End 


969 








GI 


none 






Score 


.48 








Exons 


165. .370, 873. .969 
















Seq. No. 


10070 






Seq. ID 


OJ990330_ 


19. 


9819 


.C5 


Gene No. 


21438 






Strand 










Start 


332 






End 


428 








Name 


OJ990330 19. 9819. C5 


.ol. 


.gs 


Method 


GENSCAN 








Start 


332 






End 


428 








GI 


none 






Score 


.52 








Exons 


332. .428 
















Seq. No. 


10071 






Seq. ID 


OJ990330_ 


19. 


9819 


,C7 


Gene No. 


21439 






Strand 










Start 


1 






End 


759 








Name 


OJ990330 19. 9819. C7 


.ol, 


.np 


Method 


AAT/NAP 








Start 


1 






End 


759 








GI 


2498930 






Score 


1206 








Exons 


1. .759 

















10557 



GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



beq. wo. 


1UU / X 


Seq. ID 


ojyyuojo iy.9oi9.c7 


Gene No. 


O 1 A "3 Q 


Strand 




btart 


1 


End 


/by 


Name 


ojyyujoU ly.yyiy.c/.oi.gs 


Method 


r~i M o 7\ VI 

■ GENSCAN - 


Start 


Id 


End 


"7 A ~7 

707 




none 


Score 


. o / 


Exons 


15. .707 






Seq. No. 


10072 


Seq. ID 


OJ990330_19.9819.C8 


Gene No. 


21440 . 


Strand 




Start 


177 


End 


236 


Name 


OJ990330 19.9819.C8.ol.np 


Method 


AAT/NAP 


otart 


177 


End 


236 


bl 


2498930 


Score 


48 


Exons 


177. .236 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT ION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


10072 


Seq. ID 


OJ990330_19.9819.C8 


Gene No. 


21441 


Strand 




Start 


177 


End 


236 


Name 


OJ990330 19.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


177 


End 


236 


GI 


none 


Score 


.94 


Exons 


177. .236 






Seq. No. 


10073 


Seq. .ID 


OJ990330_19.9819.C9 


Gene No. 


21442 


Strand 


+ 


Start 


1 


End 


10701 


Name 


OJ990330 19.9819.C9.ol.np 


Method 


AAT/NAP 


brart 


1 


End 


2599 


bl 


4586056 


Score 


238 


Exons 


1..26, 180. .681, 1238. .1352, 


2570. .2599 


GI Descrip. 


(AC007020) unknown protein [Arabidopsis thaliana] 


Seq. No. 


10073 


Seq. ID 


OJ990330_19'.9819.C9 


Gene No. 


21442 


Strand 


+ 


Start 


1 


End 


10701 


Name 


OJ990330 19.9819.C9.ol.gs 


Method 


GENSCAN 


Start 


1932 


End 


10701 


GI 


none 


Score 


.53 


Exons 


1932. .2009, 3260. .3320, 3543. 


.3837, 7759. .7940, 8852. .8909, 



9220.. 9263, 9502.. 9617, 9926. 
10611. .10701 



,9969, 9997. .10101, 10207 .. 10323, 



Seq. No. 10073 Seq. ID 

Gene No. 21443 Strand 

Start 14895 End 

Name OJ990330_19 . 98 19 . C9 . o4 . gp Method 

Start 14895 End 

GI uC-osf Icypl58c04al Score 

Exons 14895. .14958 

GI Descrip. 1 4 58 1164 /gb | AAD24 64 7 . 1 | AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] ' 



OJ990330_19. 9819.C9 
+ 

14958 
AAT/GAP 
14958 
87 



10558 



Seq. No. 10073 Seq. ID 

Gene No. 21444 Strand 

Start 1969 End 

Name OJ990330_19 . 9819 . C9 . o2 . np Method 

Start 1969 End 

GI 4586056 Score 

Exons 1969.. 1996, 3885.. 4386 

GI Descrip. (AC007020) unknown protein [Arabidopsis thaliana] 



OJ990330_19.9819.C9 

4386 
AAT/NAP 
4386 
193 . 



Seq. No. 10073 

Gene No. 21445 

Start 6031 

Name OJ990330_19 . 9819 . C9 . ol . ts 

Start ' 218 

GI none 

Exons 218.. 259, 221.. 253, 326.. 361, 



Seq. ID OJ990330_19.9819.C9 
Strand 
End 

Method 
End 
Score 
357. .527, 



8664 

TBLASTX: Soybean 
4350 
53 

360. .494, 361. .525, 



489. .680, 490. .681, 1238. .1300, 1240. .1320, 3887. .4078, 
3888. .4079, 4041. .4211, 4074. .4208, 4207. .4242, 4309. .4350, 
4315. .4347 



Seq. No. 


10073 




Seq. ID 


OJ990330_19.9819.C9 


Gene No. ■■ 


21445 




Strand 




Start 


6031 




End 


8664 


Name 


OJ990330 19 


9819.C9.o2.gp 


Method 


AAT/GAP 


Start 


6031 




End 


8445 


GI 


none 




Score 


1405 


Exons 


6031. .6346, 


7358.. 7453, 7821 


.7979, 8 


054. .8163, 8311. .8445 


Seq. No. 


10073 




Seq. ID 


OJ990330_19.9819.C9 


Gene No. 


21445 




Strand 




Start 


6031 




End 


8664 


Name 


OJ990330 19. 


9819.C9.o4 .np 


Method 


AAT/NAP 


Start 


6892 




End 


8458 


GI 


1872521 




Score 


84 


Exons 


6892. .7019, 


8326. .8458 






GI Descrip. 


(U87833) zinc-finger protein 


Lsdl [Arabidopsis thaliana] 



gi I 1872523 (U87834) zinc-finger protein Lsdl [Arabidopsis 
thaliana] gi | 5262161 | emb | CAB45804 . 1 | (AL080253) zinc-finger 
protein Lsdl [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10073 Seq. ID 

21445 Strand 

6031 End 

OJ990330_19. 9819.C9.o3.np Method 

7 7 99 End 

2245059 Score 
7799. .7979, 8543. .8664 

(297342) transcription factor like protein [Arabidopsis 
thaliana] 



OJ990330_19.9819.C9 

8664 
AAT/NAP 
8664 
80 



Seq. No. 10074 Seq. ID 

Gene No. 21446 Strand 

Start 93 End 

Name OJ990330_19 . 9819 . Cll . ol . np Method 

Start 93 End 

GI 4732116 Score 



OJ990330JL9. 9819. Cll 
318 

AAT/NAP 

318 

86 



10559 



Exons 


93 . . 318 












GI Descrip. 


( AFlzyu f Z) I 


beta-galactosidase 


[ Cloning 


vector pWD4 2 


_n q i 

-uy j 




Seq. No. 


10075 




Seq. ID 


OJ990330_19. 


9819, 


.C12 


Gene No. 


21447 




Strand 


+ 






Start 


17 b 




17 i-i j-\ 


1 d Q 
ZOO 






Name 


OJ990330 19 


.9819. C12 . ol . gs 


Metnoa 








Start 


17 6 




Lna 


o a q 






GI 


none 




Score 


. 9 / 






Exons 


1 / O . . 1 DO 












Seq. No. 


10076 




Seq. ID 


OJ990330_19. 


9819, 


.C13 


Gene No. 


21448 




Strand 








Start 


174 




End 


1270 






Name 


OJ990330 19 


.9819.C13.ol.gs 


Method 


GENSCAN 






Start 


174 




End 


1270 






GI 


none 




Score 


.51 






Exons 


174. .358, 507. .564, 861. .1007, 


1013. .1044, 1213. .1270 




Seq. No. 


10U / / 




Seq. ID 


uj yyuoj u i y . 


Oft 1 Q 

y o i y . 




Gene No. 


21449 




Strand 


+ 






Start 


1 




End 


710 






Name 


OJ990330 19 


.9819.C14.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


710 






GI 


5257279 




Score 


120 






Exons 


1..65, 535. 


.710 










GI Descrip. 


(AP000364) , 


Similar to Transposon MAGGY 


gag and pol 


gene 






homologues . 


(L35053) [Oryza sativa] 








Seq. No. 


10077 




Seq. ID 


OJ990330 19. 


9819, 


.C14 


Gene No. 


21450 




Strand 


- 






Start 


340 




End 


573 






Name 


OJ990330 19 


.9819.C14.ol.gs 


Method 


GENSCAN 






Start 


340 




End 


573 






GI 


none 




Score 


.48 






Exons 


340. .573 












Seq. No. 


10078 




Seq. ID 


OJ990330_19. 


9819, 


.C15 


Gene No. 


21451 




Strand 








Start 


658 




End 


819 






Name 


OJ990330 19 


.9819.C15.ol.gs 


Method 


GENSCAN 






Start 


658 




End 


819 






GI 


none 




Score 


.68 






Exons 


658. .819 












Seq. No. 


10079 




Seq. ID 


OJ990330_19. 


9819, 


.C16 


Gene No. 


21452 




Strand 


+ 






Start 


44 




End 


238 






Name 


OJ990330 19 


.9819.C16.ol.gs 


Method 


GENSCAN 






Start 


44 




End 


238 






C T 


none 




Score 


.53 






Exons 


44 . .88, 181 


. .238 










Seq. No. 


10080 




Seq. ID 


OJ990330_19. 


9819, 


,C20 


Gene No. 


21453 




Strand 








Start 


385 




End 


781 






Name 


OJ990330 19 


.9819.C20.ol.gs 


Method 


GENSCAN 







10560 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



385 
none 

385.-442, S36..567, 738. .781 

10081 
21454 
281 

OJ990330_19.9819.C21.ol . gs 

281 

none 

281. .360, 1011. .1068 

10082 
21455 
56 

OJ990330_19.9819.C22,ol.gs 
56 

none , 



End 
Score 



781 
. 68 



Seq. ID OJ990330_19.9819.C21 

Strand + 

End 1068 

Method GENSCAN 

End 1068 

Score .52 



Seq. ID OJ990330_19.9819.C22 

Strand + 

End 1545 

Method GENSCAN 

End 1545 

Score .71 



56. .58, 352. .409, 645. .760, 932. .1114, 1353. .1467, 1532. .1545 



10083 
21456 
44 

OJ990330_19.9819.C23.ol.gs 
44 

n'o'he 

44 . .87, 325. . 440, 679.-793 

10084 
21457 
264 

OJ990330_19.9819.C24 .ol.gs 

264 

none 

264. .329, 384. .496, 502. .598 

10085 
21458 
353 

OJ990330_19.9819.C25.ol.gs 

353 

none 

353. .449 



Seq. ID OJ990330_19.9819.C23 

Strand + 

End 7 93 

Method GENSCAN 

End 7 93 

Score .44 



Seq. ID OJ990330_19.9819.C24 
Strand 

End 598 

Method GENSCAN 

End 598 

Score .45 



Seq. ID OJ990330_19.9819.C25 

Strand + 

End 44 9 

Method GENSCAN 

End 44 9 

Score .51 



10086 
21459 
1 

OJ990330_19.9819.C28.o2.np 
1 

4680183 

1..30, 4926. .4996, 5606. .5695 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990330__19. 9819.C28 

Strand + 

End 6562 

Method AAT/NAP 

End 5695 

Score 212 



10086 
21459 
1 

OJ990330_19. 9819.C28.ol.np 



Seq. ID OJ990330_19.9819.C28 

Strand + 

End 6562 

Method AAT/NAP 



10561 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2793 End 
5852180 Score 
2793.. 2848, 3780.. 4330, 6537.. 6562 
(AL117265) zhbOOOlO.l [Oryza sativa] 



10086 
21459 
1 

OJ990330_19. 9819.C28.o3.np 

6388 

6721560 

6388. .6562 

(AP001073) hypothetical 
gi| 6815085|dbj IBAA90371 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6562 
449 



OJ990330_ 
+ 

6562 
AAT/NAP 
6562 
112 



19.9819.C28 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10087 Seq. ID 

21460 Strand 
8 End 
OJ990330__19 . 9819 . C29 . ol . gs Method 
8 End 
none Score 

8. .241, 286. .601, 694. .766, 867. .957 



OJ990330_19.9819.C29 
+ 

957 

GENSCAN 

957 

.58 



Seq. No.^ 10087 Seq. ID 

Gene No. 21461 Strand 

Start 10622 End 

Name OJ990330_19 . 98 19 . C29 . ol . gp Method 

Start 10622 End 

GI uC-osflcyp033a04bl Score 

Exons 10622. .11003 

GI Descrip. 1 601684 5/dbj i AP000570 . 1 j AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990330_19.9819.C29 
+ 

11003 
AAT/GAP 
11003 
643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10087 Seq. ID 

21462 Strand 

3713 End 
OJ990330_19.9819.C29.ol.np Method 

3713 End 

5922631 Score 

3713. .6229, 6836. .7761, 7888. .7910, 



OJ990330 19.9819.C29 



16881 
AAT/NAP 
15869 
6653 
12419. . 12547, 



,12872 



to 



12590 

14441. .14735, 14781 .. 14950, 15218 .. 1548 6, 15745. .15869 
(AP000492) ESTs C26347 (C1214 5 ) AU078074 (C12145) correspond 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-i; (AF049110) [Oryza sativa] 
gi|6016864 |dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ . 



10087 
21462 
3713 

OJ990330_19.9819.C29.o3.gs 

14424 

none 



Seq. ID OJ990330_19. 9819.C29 
Strand 

End 16881 

Method GENSCAN 

End 16881 

Score .49 



14424. .14856, 15033 .. 15251, 15253 154 80 , 15745 .. 15825, 



10562 



16409. .16643, 16746. .16881 



Seq. No. 10087 Seq. ID 

Gene No. 21462 Strand 

Start 3713 End 

Name OJ990330_1 9 . 98 1 9 . C2 9 . o2 . np Method* 

Start 15181 End 

GI * 5902444 Score 

Exons 15181.. 15869 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ990330_19.9819.C29 

16881 
AAT/NAP 
15869 
730 



Seq. No. 10087 

Gene No. 214 63 

Start 18498 

Name OJ990330_19 . 9819 . C2 9 . o5 

Start 3689 

GI none 

Exons 3689.. 3826, 3812.. 3976, 

Seq. No. 10087 

Gene No. 21463 

Start 18498 

Name OJ990330_19 . 9819 . C29 . o4 

Start 3728 

GI none 

Exons 3728.. 3829, 3756.. 3830, 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

.tw Method TBLASTX : Wheat 

End 4303 

Score 82 
4025. .4303, 4041. .4142, 4197. .4283 

Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

.tm Method TBLASTX : Maize 

End 397 9 ' 

Score '82 
380'9.. 3979, 3810.. 3929 



Seq. No. 10087 

Gene No. 21463 

Start 18498 

Name OJ990330_19 . 9819 . C29 . 06 

Start 4073 

GI none 

Exons 4073.. 4159, 4169.. 4252, 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

tm Method TBLASTX: Maize 

End 4346 

Score 45 
4182. .4256, 4247. .4345, 4248. .4346 



Seq. No. 10087 

Gene No. 21463 

Start 18498 

Name OJ990330_19-,-981 9 . C2 9 . o3 

Start 4418 

GI none 

Exons 4418.. 4804, 4419.. 4463, 

Seq. No. 10087 

Gene No. 21463 

Start 18498 

Name OJ990330_19 . 9819 . C29 . ol 

Start 4448 

GI none 

Exons 4448. .4495, 4484. .4804, 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

tw Method TBLASTX: Wheat 

End 4807 

Score 4 4 
4427. .4603, 4494. .4805, 4640. .4807 

Seq. ID OJ990330_19. 9819.C29 
Strand 

End 30963 

tm Method TBLASTX: Maize 

End 4804 

Score -24 5 
4485. .4790 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



10087 

21463 

18498 

OJ990330 

5135 

none 



19. 9819.C29.o4 .tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_19. 9819.C29 
30963 

TBLASTX: Wheat 

5545 

212 



10563 



Exons 



5135. .5545, 5199. .5543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10087 
21463 
18498 

OJ990330JL9. 

5166 

none 

5166. .5405, 



9819.C29.o2.ts 



Seq. ID OJ990330_19. 9819. C29 
Strand 

End 30963 

Method TBLASTX : Soybean 

End 5554 

Score 105 



5168. .5410, 5450. .5554, 5460. .5546 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10087 
21463 
18498 

OJ990330_19. 

5219 

none 

5219. .5317, 



9819.C29.o5. tm 



5318. .5491 



Seq. ID OJ990330_19. 9819.C29 
Strand 

End 30963 

Method TBLASTX: Maize 

End 5491 

Score 142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10087 
21463 
18498 

OJ990330_19. 

5582 

none 

5582. . 6010, 



9819.C29.o2. tw 



5826. . 6011 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

Method TBLASTX : Wheat 

End 6011 

Score 96 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10087 
21463 
18498 

OJ990330J.9. 

5669 

none 

5669. .5695, 
6078. .6101 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

Method TBLASTX : Maize 

End 6101 

Score 62 

5693. .5836, 5708. .5839, 5858. .6082, 5859. .6083, 



9819.C29.o3.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10087 
21463 
■18498 

OJ990330_19. 

5780 

none 

5780. . 6079, 



9819.C29.ol.ts 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

Method TBLASTX : Soybean 

End 6170 

Score 50 



5814. .5984, 6081. .6170, 6091. .6153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10087 
21463 
18498 

OJ990330_19. 

6081 

none 

6081. . 6362, 



9819.C29.o6.tw 



6088. .6363 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

Method TBLASTX : Wheat 

End 6363 

Score. 140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



10087 
21463 
18498 

OJ990330_19, 

6102 

none 



9819.C29.o7.tm 



Seq. ID OJ990330_19.9819.C29 
Strand 

End 30963 

Method TBLASTX : Mai ze 

End 632 9 

Score 188 



10564 




DAUIlo 


OlUt • • u *j ^. .7 








Seq. No. 


10087 


Seq. ID 


OJ990330_19.9819 


.C29 


Gene No. 


21463 


Strand 






q -5 


1 ft 4 Qft 


FnH 






Nsiue 


n.TQQn^n i q qpiq r9Q n9 tm 


Mo +* Vi f^H 


TRT ZVCjfry • Ma n 7e 

1 DJjnO 1 A ■ Via X c 




o l ar l 




FnH 


66ft Q 






none 


Score 


1 ft ^ 






fi^^^ fififtQ 6^4"} 664ft 








Seq. No. 


10087 


Seq. ID 


OJ990330_19.9819 


.C29 


Gene No. 


21463 


Strand 








1 Q/QQ 
X O 4 ;? O 


Hi 1 1H 






Name 


OTQQD^^n 1 Q Qfll Q P9Q n1 f-w 


Mot" h/^iH 
Lie L I1L>U 


TRT Z\ CITY • Whpal- 






DODO 


FnH 

Hi 1 ILL 


fiftl Q 
D O X .7 






none 




9 SQ 

^ O -7 




Exons 


fi^tfi^ fiftlft 6^64 fiftlQ 








o e q . ln o . 


i nnft 7 

1UU0 / 


Seq. ID 


OJ990330_19.9819 


P9 Q 


Gene No. 


21463 


Strand 






Start 


18498 


End 


30963 




Name 


D.TQQD^^n 1 Q QR1Q P9Q o7 t-w 


Method 


TBLASTX: Wheat 




oT_a.IT u 


/uoz 


End 


16815 




ux 


none 


Score 


102 




Exons 


7 H £ 9 -' 7 9 9 £ 7 H 7 ft TOO/I 7 9 0 H 


I..7319, 7220. .7462, 16408.. 


x O O x fi , 




x Oft x O . . IOj / 1DDU j . . IDOlJ 








Seq. No. 


10087 


Seq. ID 


OJ990330_19.9819 


.C29 


Gene No. 


21463 


Strand 






o l ar t 


X O *4 .7 O 


End 


30963 




Name 


nTQQH^^n 1 Q Qpi q poq f- UT 
vJU :7i?U-5JU 1^ . joIj . LZ j . Oo . LW 


Method 


TBLASTX: Wheat 




o l ar l 


1 94 R1 


End 


12813 




PT 


none 


Score 


38 




1? VAT1 O 


194 SI 1 9R1 ^ 19^4^ 1 9 69*ft 


12680. .12799 




oeq . lno . 


1 OOP 7 
1UUO / 


Seq. ID 


OJ990330_19.9819 


P9 Q 


Gene No. 


21463 


Strand 






Start " 


18498 


End 


30963 




Name 


O.TQQfn^O 1 Q Qfil Q P9Q o4 rrc; 

VJU_/_7VJJJVJ X _7 • _70X-7.^£,_7.LJ t i . y o 


Method 


GENS CAN 




o Lei IT L 


1 ft 4 Qft _ 
1 O ft -?o 


End 


23432 






none 


Score 


.74 




Exons 


1R4Qft 1 Q^9ft 901 QD 9071 ^ 


21028. .21298, 21437 .. 214 97, 






9^47 9?4 "39 








oeq. in o . 


i nnft 7 

X U U O / 


Seq. ID 


OJ990330JL9.9819 


P9 Q 


taene ino . 


914 6^ 


Strand 








1 ft 4 Qft 
x o *i y o 


End 


30963 




Name 


OJ990330 19.9819.C29.o3.np 


Method 


AAT/NAP 




Start 


18721 


End 


30963 




VJJ X 


5091513 


Score 


1743 




Exons 


18721. .19347, 20100 .. 20564 , 


23168. .23314, 23370 23523, 






24573. .25117, 25869 .. 26051, 


27815. .27963, 30364 .. 30585, 






30920. .30963 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


10087 


Seq. ID 


OJ990330_19.9819 


.C29 


Gene No. 


21463 


Strand 







10565 




Start 


18498 


End 


30963 






Name 


ujyyujju i y . y o ± y . l*: y . oo . gs 


Method 


GENSCAN 






Start 


^otf yu 


End 


30464 






GI 


none 


Score 


.44 






Exons 


Zoo yu . . oiu , z4 oy o . . ^4 / by , 


24792. .25172, 26683 








z/iz±. . z / 4 o y , z / jjj . . z / oz l , 


29929. .30044, 30139 






beq. no. 


iUUoo 


Seq. ID 


OJ990330 


i y . yyiy 




Gene No . 


21464 


Strand 


+ 






Start 


5584 


End 


18751 






Name 


OJ990330 19.9819.C30.o2.gs 


Method 


GENSCAN 






Start 


5584 


End 


18751 






GI 


none 


Score 


. 4 






Exons 


5584.. 5876, 5894. .6031, 6086 


..6131, 6819. .7661, 


/ / U / . . / ( 


3-7/1 




8945. .9062, 10293 .. 104 97 , 11319 11376, 11693.. 


ii y jo , 






12268. .12332, 12568. .12661, 


12797. .12937, 13489 


i q c n a 






13782. .144 4 0, 14552. .14 665, 


14736. .14831, 15812 


. . 1 DUUU , 






16088. .16300, 16308. .16547, 


16750. .17164, 17695 


. . lo /Dl 




beq. No. 


10088 


Seq. ID 


OJ990330 


_19. 9819 


.C30 


Gene No . 


21464 


Strand 


+ 






Start 


5584 


End 


18751 






Name 


OJ990330 19.9819.C30.o3.np 


Method 


AAT/NAP 






Start 


7485 


End 


13862 






GI 


4510418 


Score 


711 






Exons 


7485.. 7639, 7760.. 7878, 8672 


. .8*884, 8 


954. .9154, 


9368. .9453, 




9558. .9633, 98 66. .9918, 10001. .10122, 


10293. .10497, 






11319. .1137 6, 11555. .11611, 


11693. .11938, 12268 


. .12333, 






12433. .12488, 12568 12661 , 


12797. .12941, 13017 


. .13086, 






13823. .13862 










GI Descrip. 


(AC006929) hypothetical protein [Arabidopsis thaliana] 




beg. no. 


10088 


Seq. ID 


OJ990330 


_19. 9819 


C30 


Gene No. 


21464 


Strand 


+ 






Start 


5584 


End 


18751 






Name 


OJ990330 19.9819.C30.o4 .np 


Method 


AAT/NAP 






Start 


12973 


End 


14912 








6598851 


Score 


539 






Exons 


12973. .13110, 13934. .14 4 4 0, 


14736. .14912 






GI Descrip. 


(AC010556) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


10088 


Seq. ID 


OJ990330_ 


_19.9819 


C30 


Gene No. 


21464 


Strand 


+ 






btart 


5584 


End 


18751 






Name 


OJ990330 19.9819.C30.ol.gp 


Method 


AAT/GAP 






Start 


14077 


End 


14408 








3762258 


Score 


664 






Exons 


14077. .14408 










oeq . lno . 


10088* 


Seq. ID 


OJ990330_ 


_19. 9819. 


C30 


Gene No. 


21464 


Strand 


+ 






Start 


5584 


End 


18751 






Name 


OJ990330 19.9819.C30.o2.gp 


Method 


AAT/GAP 






Start 


14554 


End 


15092 






GI 


3762257 


Score 


862 






Exons 


14554 14665, 14736. .15092 











10566 




Seq. No. 


10088 


Seq. ID 


OJ990330_19 . 98 19 . C30 


Gene No. 


21464 


Strand 


+ 


Start 


5584 


End 


18751 


Name 


OJ y y U JJU iy.yol9.CoO.oo.np 


Method 


7\ TV <"p / XT 7\ T") 

AAT / NAP 


Start 


18164 


End 


i o r f "7 

lo 667 


GI 


4204263 


Score 


298 


Exons 


18164 . . 18667 






GI Descrip. 


(AC005223) 40409 [Arabidopsis 


thaliana] 




Seq. No. 


10088 


Seq. ID 


OJ990330 19.9819.C30 


Gene No. 


_ 1 4 Of! 


Strand 


+ 


Start 


5584 


End 


18751 


Name 


OJ990330 19. 9819.C30.o4 .gp 


Method 


AAT /GAP 


Start 


18280 


End 


18728 


GI 


LIB34 34-017-P1-K1-A10 


Score 


750 


Exons 


18280. .18305, 18341. .18728 






GI Descrip. 


1 29824 66/embl CAA18230.il l.Oe- 


-19 (AL022223) putative protein 



[Arabidopsis thaliana] 1 





Seq. No. 


10088 


Seq. ID 


OJ990330_ 


_19.9819.C30 




Gene No. 


21465 


Strand 








Start 


297 


End 


5503 






Name 


OJ990330 19.9819.C30.ol 


.np Method 


AAT /NAP 




□ 


Start 


297 


End 


1886 






GI 


2832244 


Score 


139 






Exons 


297. .363, 1563. .1886 








!=!! 

i sr 


GI Descrip. 


(AF031569) hypothetical 


protein [Zea mays] 




a : 
i. - I 


Seq. No. 


10088 


Seq. ID 


OJ990330_ 


_19.9819.C30 


-UJ 


Gene No. 


21465 


Strand 








Start 


297 


End 


5503 






Name 


OJ990330 19.9819.C30.o2 


. np Method 


AAT /NAP 






Start 


1110 


End 


5503 






GI 


5042463 


Score 


280 




HI! 


Exons 


1110. .1341, 2667. .2816, 


2860. .3016, 3718. .3915, 


5475. .55.03 


: M 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




. «i 

: 


Seq. No. ■ 


10088 . 


Seq. ID 


OJ990330_ 


_19.9819.C30 


: cr 


Gene No. 


21465 


Strand 






u 


Start 


297 


End 


5503 




:. 


Name 


OJ990330 19.9819.C30.ol 


. gs Method 


GENSCAN 






Start 


1562 


End 


5499 






GI 


none 


Score 


.41 






Exons 


1562. . 1727, 1932. .2265, 


2435.. 2816, 371 


.8. .3751, 


4323. .4430, 



4708. .4791, 4973. .5059, 5224. .5300, 5368. .5499 



Seq. No. 10088 Seq. ID 

Gene No. 21466 Strand 

Start .. 17637 End 

Name OJ990330_1 9.9819. C30 . o3 . gp Method 

Start 17637 End 

GI none Score 

Exons 17637. .17914 



OJ990330_19. 9819.C30 

17914 
AAT /GAP 
17914 
504 



Seq. No. 
Gene No. 
Start 



10088 
21467 
19621 



Seq. ID 

Strand 

End 



OJ990330 19.9819.C30 



.20134 



10567 



Name 

Start 

GI 

Exons 



OJ990330_19. 9819.C30.o4 . tm 

7791 

none 

7791. .7865, 7796. .7864, 8514. 
8 664. .8828, 8 668. .88 65, 8 668. 



Method TBLASTX : Maize 
End 8871 
Score 8 9 

.8606, 8525. .8608, 8654. 
.8871 



.8812, 



Seq. No. 10088 
Gene No. 21467 
Start 19621 

Name OJ990330_19 . 98 19 . C30 . ol . tm 

Start 8986 
GI none 

Exons 8986.. 9060, 9550.. 9636, 9555 

9712. .9780, 9716. .9781, 9716 
10000. .10167, 10001. .10162, 
10002. .10175, 10287. .10376, 
10292. .10498, 11310 .. 11375, 
11315. .11377, 11551. .11613, 
11692. .11931, 1224 4. .12333, 
12418. .124 83, 12420 .. 124 88, 
12569. . 12661, 12571 .. 12 684 , 
12797. .12886, 12797 .. 12886, 
12984. .13094, 13000. .13095, 



Seq.-'- ID 
Strand 
End 

Method 
End 
Score 

9632, 9556. 
9784, 9856. 
10001. .10174, 



OJ990330 19.9819.C30 



10291. 
11313. 
11552. 
12270. 
12421. 
12574. 
12883. 
13016. 



20134 

TBLASTX : Maize 
13096 
80 

9633, 
9924, 
10002 
10291 



,10497, 

,11375, 11314. 

,11611, 11687. 

,12332, 12413. 

.12489, 12566. 

.12684, 12796. 



.12924, 
.13096 



12887 



9693 
9866 
. 10175, 
.10497, 
.11376, 
. 11944, 
. 12484, 
. 12661, 
. 12885, 
. 12940, 



9779, 
9919, 



Seq. No. 10088 Seq. ID 

Gene No. 214 67 Strand 

Start 19621 End 

Name OJ990330_19 . 9819 . C30 . o4 . ts Method 

Start 9860 End 

GI none Score 

Exons 9860. .9919, 10002. .10163 



Seq. No. 10088 Seq. ID 

Gene No. 214 67 Strand 

Start 19621 End 

Name OJ990330_19 . 9819 . C30 . o5 . ts Method 

Start 11552 End 

GI none Score 

Exons 11552. .11611, 11554 11583, 11681 .. 11737 , 11692 
11729. .11938 



OJ990330_19. 9819.C30 
20134 

TBLASTX : Soybean 

10163 

72 



OJ990330 19.9819.C30 



20134 

TBLASTX : Soybean 
11938 
75 

11727, 



Seq. No. 


10088 






Seq. ID 


OJ990330__19. 9819 


.C30 


Gene No. 


21467 






Strand 






Start 


19621 






End 


20134 




Name 


OJ990330 19.9819.C30 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13909 






End 


14196 




GI 


none 






Score 


264 




Exons 


13909. 


.14196, 13927. 


.14040, 


14064. .14195 




Seq. No. 


10088 






Seq. ID 


OJ990330_19. 9819 


.C30 


Gene No. 


21467 






Strand 






Start 


19621 






End 


20134 




Name 


OJ990330 19.9819.C30 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


13917 






End 


14863 




GI 


none 






Score 


34 




Exons 


13917. 


.13952, 13922. 


.13999, 


13981. .14196, 13981. .14 040, 






14001. 


.14195, 14146. 


.14355, 


14365. .14 424, 14547 .. 14 663, 





10568 






14 DDI . . 14 Db4 , 14/Zo.. 


, 14 O OZ , 


14735. .14863, 14735 


1 a o c o 

. . 14o oJ 




Seq. No. 


10088 




Seq. ID 


OJ990330 


JL9.9819. 


.C30 


Gene No. 


21467 




Strand 


- 






O 4 ^ v- 4- 

oiart 


iyt>zi 




End 


20134 






Name 


ujyyujou iy.yoiy.uju. 


. Oo . tS 


Method 


TBLASTX: 


Soybean 




OA 1 v 4- 

otart 


14D01- 




End 


14860 






C T 


none 




Score 


125 






Exons 


1 4 3 D 1 . . 1 4 D 04 , 14 / jj . . 


i a q 

, 14 O OU 










Seq. No. 


10088 




Seq. ID 


OJ990330 


_19.9819, 


.C30 


Gene No. 


21467 




Strand 








Of -i 

otart 


1 Q/T01 




End 


20134 






Name 


ATQQmTn 1 Q QQ1 Q PQA 

ujyyuoou iy.yoiy.bou. 


rt 1 4- rt 

Ol . tc 


Method 


TBLASTX: 


Cress 




C 4- -i -w- 4- 

otart 


its 1 / 0 




End 


18478 






C T 
bl 


none 




Score 


145 






Exons 


lOl/D. . i o zoz , ioi/y. . 


1 QOOQ 

lo z o y / 


18335. .18478, 18337 


1 Q A £CL 
. . 104 DO 




beq. no. 


i nnoo 
lUUoo 




Seq. ID 


OJ990330 


1 Q QQIQ 

i y . y o i y , 


. boU 


Gene No. 


21467 




Strand 








Start 


19621 




End 


20134 






Name 


nTQQm^n i q qqiq r^n 
ujyyujju ly.yoiy.uou. 


rt O 4-rrt 

oz . tm 


Method 


TBLASTX: 


Mai ze 




O A , v 4- 

ot art 


1 Q1 QQ 

i o i y y 




End 


18751 








none 




Score 


443 






Exons 


Idiyy. . .1 0 4 O 0 , 1 O Z U J . . 


1 Q /I Q Q 

lo 4 yy , 


18323. .18493, 18571 


i OC3fl 
. . looJU, 






loo /z . . lob / o, lo / jl. . 


lo /ol 










Seq. No. 


10088 




Seq. ID 


OJ990330 


JL9.9819. 


.C30 


Gene No. 


21467 




Strand 








C -1 . -v- 4- 

btart 


i y bz i 




End 


20134 






Name 


ujyyuoju iy.ybiy.cju. 


rt O 4- rt 

OZ . ts 


Method 


TBLASTX: 


Soybean 




O 4 . „ 4- 

btart 


1 QOC/l 




End 


18484 








none 




Score 


43 






Exons 


i qoqq 1 ooqe 
1 o Z D 4 . . 1 o Z o y , Iojjj. . 


1 Q A Q /I 
lo 4 o4 , 


18337. .18459 






Seq. No. 


10088 




Seq. ID 


OJ990330 


J.9.9819. 


,C30 


Gene No. 


21467 




Strand 








b t art 


i y oz i 




End - 


20134 






Name 


ujyyujju iy.yoiy.uou. 


o3 . gs 


Method 


GENSCAN 






otart 


i y oz i 




End 


20134 






C T 
bl 


none 




Score 


.46 






Exons 


i y oz i . . iy / j / , zuuo4. . 


ZU 1 04 










Seq. No. 


10089 




. Seq. ID 


OJ990330 


J.9.9819. 


,C31 


Gene No. 


21468 




Strand 


+ 






Of 2 v-4- 

bt art 


o n Q /! 
Z U o 4 




End 


2235 






Name 


ATQQmTn 1Q QQIQ P"31 

vjjyyuoou iy. yoiy.boi. 


ol.gp 


Method 


AAT/GAP 






btart 


Z U o 4 




End 


2235 






r* t 
bl 


none 




Score 


245 






Exons 


Z U o 4 . . ZZ JD 












Seq. No. 


10089 




Seq. ID 


OJ990330 


_19.9819. 


C31 


Gene No. 


21469 




Strand 








Start 


4268 




End 


4353 






Name 


OJ990330 19.9819.C31. 


o2.gp 


Method 


AAT/GAP 






Start 


4268 




End 


4353 






GI 


LIB3477-003-P1-K1-E9 




Score 


93 







10569 




Exons 4268.. 4353 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


10090 


Seq. ID 


OJ990330_19. 9819 


Gene No. 


21470 


Strand 




Start 


159 


End 


609 


Name 


OJ990330_19 . 9819 . C32 . ol . gs 


Method 


GEN SCAN 


Start 


159 


End 


609 


GI 


none 


Score 




Exons 


159. .274, 513. .609 






Seq. No. 


10091 


Seq. ID 


OJ990330_19.9819 


Gene No. 


21471 


Strand 


+ 


Start 


184 


End 


2703 


Name 


OJ990330 19.9819.C33.ol.gs 


Method 


GENS CAN 


Start 


184 


End 


2703 


GI 


none 


Score 


.55 


Exons 


184. .227, 466. .581, 1232.. 


1289, 1880.. 


1995, 2167.. 2349, 




2521. .2703 







Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



10092 Seq. ID 

21472 Strand 

2700 End 

OJ990330_19. 9819.C34 .ol.np Method 

2700 End 

6907087 Score 



OJ990330_19. 9819.C34 
+ 

4451 
AAT/NAP 
4451 
1076 



2700. .3068, 3113. .3798, 4350. .4451 

(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


10092 




Seq. ID 


OJ990330 


_19. 


9819. C34 


Gene No. 


21473 




Strand 


+ 






Start 


4916 




End 


5297 






Name 


OJ990330 19.9819.C34.ol 


.gp 


Method 


AAT/GAP 






Start 


4916 




End 


5297 






GI 


uC-osflcyp033a04bl 




Score 


651 






Exons 


4916. .5297 












GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


10092 




Seq. ID 


OJ990330 


_19. 


9819. C34 


Gene No. 


21474 




Strand 


+ 






Start 


6991 




End 


7483 






Name 


OJ990330 19. 981.9. C34.o2 


.gp 


Method 


AAT/GAP 






Start 


6991 




End 


7483 






GI 


none 




Score 


393 .. 






Exons 


6991. .7014, 7162. .7271, 


7346. 


. 7483 








Seq. No. 


10092 




Seq. ID 


OJ990330 


_19. 


9819. C34 


Gene No. 


21475 




Strand 








Start 


4844 




End 


5049 






Name 


OJ990330 19.9819.C34.o2 


.np 


Method 


AAT/NAP 






Start 


4844 




End 


5049 






GI 


4680186 




Score 


241 







10570 




Exons 


4844 . . 5049 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


10093 


Seq. ID 


OJ990330 19. 


9819 . C35 


Gene No. 


21476 


Strand 


+ 




Start 


203 


End 


5343 




Name 


OJ990330 19.9819.C35.ol.gs 


Method 


GENSCAN 




Start 


203 


End 


5343 




GI 


none 


Score 


.57 




Exons 


203. .287, 1461. .1704, 1797 


..1888, 1933 


..2188, 2479. 


O C "7 1 

.2577, 




4135. .4246, 4501. .4714, 4747. .4887, 5120. .5343 




Seq. No. 


10093 


Seq. ID 


OJ990330_19. 


9819 . C35 


Gene No. 


O 1 A T a 


Strand 


+ 




Start 


203 


End 


5343 




Name 


OJ990330 19.9819.C35.o2.np 


Method 


AAT/NAP 




Start 


1141 


End 


2189 




GI 


6523547 


Score 


270 




Exons 


1141. .2189 








GI Descrip. 


(AJ24254 0) hydroxyproline- 


rich glycoprotein DZ-HRGP 


[Volvox 




carteri f. nagariensis] 








Seq. No. 


10093 


Seq. ID 


OJ990330_19. 


9819. C35 


Gene No . 


21477 


Strand 






Start 


1 


End 


2268 




Name 


OJ990330 19. 9819.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2268 




GI 


6523547 


Score 


237 




Exons 


1..825, 2155. .2268 








GI Descrip. 


(AJ242540) nydroxyproline- 


rich glycoprotein DZ-HRGP 


[Volvox 




carteri f. nagariensis] 








Seq. No. 


10094 


Seq. ID 


OJ990330_19. 


9819. C36 


Gene No. 


21478 


Strand 


+ 




Start 


227 


End 


522 




Name 


OJ990330 19.9819.C36.ol.gs 


Method 


GENSCAN 




Start 


227 


End 


522 




GI 


none 


Score 


.42 




Exons 


227. .273, 498. .522 








Seq. No. 


10095 


Seq. ID 


OJ990330_19. 


9819. C40 


Gene No. 


21479 


Strand 






Start 


510 


End 


574 




Name 


OJ990330 19.9819.C40.ol.gs 


Method 


GENSCAN 




Start 


510 


End 


574 




GI 


none 


Score 


.76 




Exons 


510. .574 








Seq. No. 


10096 


Seq. ID 


OJ990330_19. 


9ol9 . C4 1 


uclie 1NO . 


21480 


Strand 






Start 


1 


End 


744 




Name 


OJ990330 19.9819.C41.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


744 




GI 


5091513 


Score 


328 




Exons 


1..21, 22S..744 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 





10571 



Seq. No. 10096 Seq. ID 

Gene No. 21480 Strand 

Start 1 End 

Name OJ990330_1 9 . 9819 . C4 1 . ol . gs Method 

Start 326 End 

GI none Score 

Exons 326. .481 



OJ990330_19. 9819.C41 
744 

GENSCAN 

481 

.47 



Seq. No. 10097 Seq. ID 

Gene No. 21481 Strand 

Start 512 End 

Name OJ990330_1 9 . 98 19 . C42 . ol . gs Method 

Start 512 End 

GI none Score 

Exons 512 . . 663 



OJ990330_19.9819.C42 
+ 

663 

GENSCAN 

663 

.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10097 Seq. ID 

21482 Strand 

588 End 
OJ990330_19. 9819.C42.ol.np Method 

588 End 

2244752 Score 
588. .728 

(Z97335) hypothetical protein [Arabidopsis thalianaj 



OJ990330_19. 9819.C42 
+ 

728 

AAT/NAP 
728 
74 



10098 Seq. ID 

21483 Strand 

553 End 

OJ990310JD4 . 9819.Cl.ol.np Method 

553 End 

6721559 Score 
553. .1026, 1056. .1192 

(AP001073) hypothetical protein [Oryza sativa] 

gil 6815084 |dbj | BAA90370. 1 | (AP001081) hypothetical protein 

[Oryza sativa] 



OJ990310_04.9819.C1 
+ 

2747 
AAT/NAP 
1192 
370 



Seq. No. 10098 

Gene No. 21483 

Start 553 . . 

Name OJ990310_04 . 98 19 . CI . ol . gs 

Start 933 

GI none 

Exons 933.. 1006, 1533.. 1684, 1808, 
2634. .2747 



Seq. ID OJ990310_04 . 9819. CI 

Strand + 

End 2747 

Method GENSCAN 

End 2747 

Score .78 
1915, 2142. .2279, 2385. .2527, 



Seq. No. 10098 Seq. ID OJ990310_04 . 9819 . CI 

Gene No. 21484 Strand + 

Start 2661 End 5158 

Name OJ990310_04 . 9819 . CI . o2 . np Method AAT/NAP 

Start 2661 End 3638 

GI 6815107 Score 485 

Exons 2661. .3638 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



BAC 



Seq. No. 
Gene No. 



10098 
21484 



Seq. ID OJ990310_04.9819.C1 
Strand + 



10572 



m 

m 
a 

i .1 



Start 


zool 






hna 


CI CO 


Name 




. yyiy . 


. CI . ol . tm 


Metnoa 


TBLASTX : Maize 


Start 


n o o *3 






End 


"D C "3 "7 


GI 


none 






Score 


or /- 

ZOO 


Exons 


JZO J . . Joo 5, 


ozyu . 


. ODO / 






Seq. No. 


100.98 






Seq. ID 


OJ990310 04. 9819. CI 


Gene No. 


21484 






Strand 




Start 


O C C 1 

Z DDI 






hna 


c i c Q 


Name 


ojyyuoio 04 


. yy 19 . 


Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3J14 






End 


JboU 


GI 


none 






Score 


O *7 
Z / U 


Exons 


3 J14 . . 3o4 o , 










Seq. No. 


i nnno 






beq. iu 


ujyyuoiu u4.yyiy.L,i 


Gene No . 


Z 1 H O H 






Strand 


+ 


Start 


2661 






End 


5158 


Name 


OJ990310_04 


.9819. 


Cl.o3.np 


Method 


AAT/NAP 


Start 


jo4 4 






End 


5158 


GI 


4 4 Jz / 94 






Score 


53 


Exons 


3o4 4 . . o4 lo , 


4962. 


.5158 






GI Descrip. 


( ACUUo4 o / ) 


putative TNP2-like 


transposon protein [Arabidopsis 




thaliana] 










Seq. No. 


10099 






Seq. ID 


OJ990310 04. 9819. C4 


Gene No. 


. 21485 






Strand 


+ 


Start 


150 






End 


280 


Name 


OJ990310 04 


.9819. 


C4 .ol.gs 


Method 


GENS CAN 


Start 


150 






End 


280 


GI 


none 






Score 


.98 


Exons 


150. .280 











Seq. No. 10100 Seq. ID 

Gene No. 21486 Strand 

Start 2062 End 

Name OJ990310_04 . 9819 . C5 . ol . gp Method 

Start '2062 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 2062. .2115 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



OJ990310_04.9819.C5 
+ 

2115 
AAT/GAP 
2115 
60 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



10100 
21487 
582 

OJ990310 
582 
none 
582. .688 



04 . 9819. C5. ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_04.9819.C5 
688 

GENSCAN 
688 
.69 , 



Seq. No. 10101 Seq. ID 

Gene No. 21488 Strand 

Start 842 End 

Name OJ990310_04 . 9819 . C7 . ol . gs Method 

Start 842 End 

GI none Score 



OJ990310_04 . 9819. C7 

2725 
GENSCAN 
2725 
.47 



10573 




Exons 


842 . . 1U12, 


i i on 
lloU. 


i o n fi 


1 O A T 

129 1 . 


.1381, 2566.. 2725 






Seq. No. 


10102 








Seq. ID 


OJ990310 


_04. 9819. 


C8 


Gene No. 


21489 








Strand 


+ 






Start 


755 








End 


2606 






Name 


OJ990310 04 


.9819 


. Co . Ol . 


gs 


Method 


GENSCAN 






Start 


755 








End 


1379 






GI 


none 








Score 


.87 






Exons 


755. .890, 1179.. 


13/9 












Seq. No. 


10102 








Seq. ID 


OJ990310 


U4 . yd 1 9 . 


Co 


Gene No. 


21489 








Strand 


+ 






Start 


755 








End 


2606 






Name 


OJ990310 04 


.9819 


.C8 .ol. 


np 


Method 


AAT/NAP 






Start 


931 








End 


2468 






GI 


3461821 








Score 


165 






Exons 


931. .1041, 


2123. 


.2468 - 












GI Descrip. 


(AC004138) 


putative nucleoside triphosphatase [Arabidopsis 




thaliana] 
















Seq. No. 


10102 








Seq. ID 


OJ990310 


_04 . 9819. 


C8 


Gene No. 


21489 








Strand 


+ 






Start 


755 








End 


2606 






Name 


OJ990310 04 


. 9819 


.C8 .o2 . 


gs 


Method 


GENSCAN 






Start 


1935 








End 


2606 






GI 


none 








Score 


. 64 






Exons 


1935. .2030, 


2067 


. . 2453, 


2523 


..2606 








Seq. No. 


10102 








Seq. ID 


OJ990310 


_04.98l9. 


C8 


Gene No. 


21489 








Strand 


+ 






Start 


755 








End 


2606 






Name 


OJ990310 04 


. 9819 


.C8.ol. 


tm 


Method 


TBLASTX : ] 


Maize 




Start 


2006 








End 


2315 






GI 


none 








Score 


279 






Exons 


'2006. .2047, 


2115 


. .2312, 


2121 


..2315, 2126. .2314 






Seq. No. 


10102 








Seq. ID 


OJ990310 


JD4.9819. 


C8 


Gene No. 


21489 








Strand 


+ 






Start 


755 








End 


2606 






Name 


OJ990310 04 


. 9819 


.C8.ol. 


tc 


Method 


TBLASTX : < 


Cress 




Start 


2202 








End 


2473 






GI 


none 








Score 


82 






Exons 


2202. .2312, 


2228 


. .2311, 


2321 


..2473, 2328. .2468 






Seq. No. 


10102 








Seq. ID 


OJ990310 


_04.98l9. 


C8 


Gene No . 


21489 








Strand 


+ 






Start 


755 








End 


2606 






Name 


OJ990310 04 


.9819 


.C8.ol. 


gp 


Method 


AAT/GAP 






Start 


2285 








Enp! 


2463 






GI 


49573 1.R10 


84 






Score 


340 






Exons 


2285. .2463 
















GI Descrip. 


'3461821 2. 


Oe-49 


(AC004138) ; 


putative nucleoside 


triphosphatase 




[Arabidopsis thaliana] f 












Seq. No. 


10102 








Seq. ID 


OJ990310^ 


_04.98l9. 


C8 


Gene No. 


21489 








Strand 


+ 






Start 


755 








End 


2606 







10574 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990310_04 . 9819.C8.o2.tm Method 

2321 End 

none " Score 
2321.. 2473, 2323.-2454, 2325.-2468 

10103 Seq. ID 

21490 Strand 

1 End 

OJ990310_04 . 9819.C9.ol.np Method 

1 End 

3461821 Score 

1..24, 340.-469, 737. .844, 1411. .1706, 



TBLASTX: Maize 

2473 

135 



OJ990310_04.9819.C9 
+ 

12829 
AAT/NAP 
2778 
539 

2230. .2426, 2526.-2778 



(AC004138) 
thaliana] 



putative nucleoside triphosphatase [Arabidopsis 



!'»» 



I s ! i 



Seq. No. 10103 

Gene No. 21490 

Start 1 

Name OJ990310_04 . 9819 . C9 . ol . gs 

Start 178 

GI none 
Exons 



Seq. ID OJ990310_04.9819.C9 

Strand + 

End 12829 

Method GENSCAN 

End 11716 

Score .76 



178. .232, 737. .844, 945.-987, 1468. .1650, 2050. .2147, 
2230.. 2333, 2526.-2756, 3068.. 3188, 3500.. 3577," 3972.. 4048, 
5855.-5987, 6663. .6868, 7495. .7614, 7676.-7763, 7841. .7874, 
8322.-8452, 8669. .8742, 8883-.- . 8961, 9415. .9488, 10331 .. 104 18, 
10668. .10794, 10878 .. 10982 , 114 60 11583, 11665 . :"117 16 



Seq. No. 10103 

Ul Gene No. 214 90 

i t ;l Start 1 

!> ; I Name 0 J9 9 0 3 1 0_0 4.9819.C9.ol.gp 

Start 941 

L GI none 

Q Exons 941.. 14 64 



Seq. ID OJ990310_04.9819.C9 

Strand + 

End 12829 

Method AAT/GAP 

End 14 64 

Score 999 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

GI Descrip. 



10103 Seq. ID OJ990310_04 . 98 19 . C9 

21490 Strand + 

1 ' End 12829 

OJ990310JD4 . 9819.C9.o2.np Method AAT/NAP 

3835 End 3917 

6630699 Score 95 

3835. .3917 . 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



10103 Seq. ID 

21490 Strand 

1 End 

OJ990310_04 . 9819.C9.o3.np Method 

4045 End 

6539570 Score 
4045. .4247, 4394. .4460 

(AP000836) hypothetical protein [Oryza sativa] 



OJ990310_04.9819.C9 
+ 

12829 r..: . 

AAT/NAP 
4460 
227 



10103 
21490 



Seq. ID OJ990310_04 . 9819.C9 
Strand + 



10575 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 12829 

OJ990310_04 . 9819.C9.o4 .np Method AAT/NAP 

8927 End 12829 

2894600 Score 455 

8927. .8961, 9068. .9157, 9415. .9488, 10331 104 18 , 10668 .. 10794 , - 

10878. .10986, 11615 .. 11716, 12794.. 12829 

(AL021889) putative protein [Arabidopsis thaliana] ' 



OJ990310_04.9819.C9 
+ 



10103 Seq. ID 

21490 Strand 
1 End 12829 

OJ990310_04 . 9819.C9.o3.gp Method AAT/GAP 

9413 End 11532 

2443118 Score 846 

9413. .9488, 10331 .. 104 18, 10668 107 94 , 10878 .. 10982 , 
11460. .11532 

2894600/emb|CAA17134.1| 1.0e-47 .(AL021889) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


10103 






Seq. ID 


OJ990310_04.9819. 


.C9 


Gene No. 


21491 






Strand 






Start 


3834 






End 


4260 




Name 


OJ990310 


04 . 9819. C9. 


,o2. ts 


Method 


TBLASTX : Soybean 




Start 


343 






End 


477 




GI 


none 






Score 


183 ' ... 




Exons 


343. .471, 


344. .472, 


3511 .476, 


400. .477 






Seq. No. 


10103 






Seq. ID 


OJ990310_04 . 9819, 


,C9 


Gene No . 


21491 






Strand 






Start 


3834 






End 


4260 




Name 


OJ990310 


_04.9819.C9. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


353 






End 


995 




GI 


none 






Score 


180 




Exons 


353. .469, 


356. .472, 


400. .477, 


732. .839, 


733. .843, 734. A 


344 




744 . .863, 


925. . 987, 


938. .988, 


942. .995 







Seq. No. 10103 

Gene- No. 21491 

Start 3834 

Name OJ990310_04 . 9819 . C9 . ol . ts 

Start 743 

GI none 
Exons 



Seq. ID OJ990310_04.9819.C9 
Strand 
End 

Method 
End 
Score 



4260 

TBLASTX: Soybean 

2775 

101 



743. .841, 1542. .1646,. 2048. .2164, 2049. .2195, 2193. .2426, 
2227. .2427, 2524. .2586, 2541. .2585, 2706. .2771, 2707. .2775 



Seq. No. 10103 
Gene No. 21491 
Start 3834 

Name OJ990310_Q4 . 9819 . C9 . ol . tm 

Start 1469 
GI none 

Exons 1469.. 1522, 1473.. 1520, 1474. 

1550. .1645, 2048. .2152, 2049. 
2220. .2435, 2227. .2436, 2506. 
2531. .2659 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 04. 9819. C9 



4260 

TBLASTX : Maize 
2659 
83 

1527, 1536.. 1646, 1547.. 1648, 
2147, 2049.. 2153, 2220.. 2339, 
2586, 2521.. 2652, 2523.-2657, 



Seq. No. 



10103 



Seq. ID OJ990310_04.9819.C9 



10576 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21491 
3834 

OJ990310_04. 9819.C9.ol.tc 

2048 

none 



Strand 

End 4260 

Method TBLASTX : Cress 

End 2628 

Score 132 



2048. .2131, 2049. .2147, 2193. .2435, 2227. .2436, 2524. .2628 



10103 
21491 
3834 

OJ990310_04. 9819.C9.o3.tm 

2661 

none 



Seq. ID OJ990310_04.9819.C9 
Strand 

End . 4260 

Method TBLASTX : Mai ze 

End 2880 

Score 194 



2661. .2813, 2664. .2876, 2707. .2814, 2794. .2832, 2841. .2870, 
2851. .2880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Q Exons 

i s j GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10103 Seq. ID OJ990310_04 . 9819 . C9 

21491 Strand 

3834 End 4260 

OJ990310_04 . 9819.C9.o2.gp Method AAT/GAP 

3834 End 4260 

LIB3479-006-Q6-K1-B11 Score 609 

3834. .4260 

'5734616/dbj | AP000391.il AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone: P0538C01 ' 



10103 
21492 
11453 

OJ990310_04 . 9819 . C9. o2 . tm 

11453 

none 

11453. .11584, 11458. .11514, 
11666. .11725 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_04.9819.C9 
11725 

TBLASTX: Maize 

11725 

186 



114 63. .11585, 11663. .11716, 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



04. 9819. C10 



10104 Seq. ID OJ990310 

21493 Strand + 

942 End 1385 

OJ990310_04 . 9819. C10. ol.gp Method AAT/GAP 

942 End 1385 

none Score 835 
942. .1385 



10104 Seq. ID OJ990310_04 . 98 19 . C10 

21493 Strand + 

942 End 1385 

OJ990310_04 . 9819. C10. ol.np Method AAT/NAP 

950 End 1104 

6138901 Score 75 

950.. 1104 

(AL132675) hypothetical integral membrane protein 
[Schizosaccharomyces pombe] 



10104 
21494 
1584 

OJ990310 04. 9819. C10. o2. 



np 



Seq. ID OJ990310_04. 9819. C10 

Strand + 

End 3440 

Method AAT/NAP 



10577 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1584 End 3440 

231574 Score 172 

1584. .1618, 2901. .3081, 3112. .3440 
L -AS P ARAG I NAS E (L-ASPARAGINE AMIDOHYDROLASE) 

gi|81837 Ipir MS22523 asparaginase (EC 3.5.1.1) - tree lupine 
(fragment) gi | 1 9137 | emb | CAA36824 | (X52588) asparaginase [Lupinus 
arboreus] 



10104 
21495 - 
10561 

OJ990310_04.9819.C10.o2.gs 

10561 

none 



Seq. ID OJ990310J34. 9819. C10 

Strand + 

End 12773 

Method GEN SCAN 

End 12773 

Score .68 



10561. .10634, 11160. .11314, 1137 6 11474 , 11581 .. 11689, 
11712. .11822, 11994. .12192, 12385. .12773 



Seq. ID OJ990310_04. 9819. C10 
Strand 

End 5436 
Method TBLASTX : Mai ze 
End 1165 
Score 8 9 

82. .150, 9-6. .143,* 710. .811, 712. .810, 729. .815, 952. .1113, 
954. .1121, 957. .1112, 958 .. 1113, .1028 .. 1165 ■ 



10104 
21496 
2363 

OJ990310_04 .9819.C10.o2.tm 
82 

none 



..10104 
' 21496 
2363 

OJ990310_04 .9819.C10.ol.gs 

2363 

none 



Seq. ID OJ990310J)4. 9819. C10 
Strand 

End 5436 

Method GENSCAN 

End 5436 

Score .88 



2363. .2802, 2825. .2976, 2982. .3174, 3218. .3397, 5313. .5436 



10104 
21496 
2363 

OJ990310_04 . 9819.C10/ol.ts 

2900 

none 



Seq. ID OJ990310_04. 9819. C10 
Strand 

End 5436 

Method TBLASTX : Soybean 

End 3386 

Score 128 



2900. .2989, 2901. .2990, 3102. .3203, 3102. .3203, 3103. .3204, 
3103. .3207, 3201. .3257, 3202. .3255, 3202. .3258, 3270. .3386, 
327S..3385 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



10104 
21496 
2363 

OJ990310_04. 9819.C10.ol.tm 

3207 

none 



Seq. ID OJ990310_04. 9819. C10 
Strand 

End 5436 

Method TBLASTX: Maize 

End 3386 

Score 62 



3207. .3257, 3208. .3255, 3270. .3386, 3270. .3371, 3272. .3385 



10105 
21497 
907 

OJ990310_04. 9819.C13.ol.gs 
907 



Seq. ID OJ990310_04.9819.C13 
Strand 

End 1355 

Method GENSCAN 

End 1355 



10578 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



none 

907. .1355 



Score 



56 



Seq. ID OJ990310_04.9819.C14 
Strand 

3462 
AAT/NAP 
344 
548 



10106 
21498 
1 

OJ990310_04 .9819.C14.ol.np 

1 

82307 
1. .344 

myb protein 306 - garden snapdragon gi | 256828 | bbs | 115017 Myb 
oncoprotein homolog {clone 306} [Antirrhinum ma jus=snapdragons, 
Jl:522, flowers, Peptide, 316 aa] 



End 

Method 

End .... 
Score 



10106 
21498 
1 

OJ990310_04 . 9819.C14.ol.tc 
3 

none 

3. .353, 223. .357 

10106 
21498 
1 

OJ990310JD4 . 9819.C14.ol.ts 
3 

none 

3. .338, 220. .339 

10106 
21498 
1 

OJ990310_04 . 9819.C14.ol.tw 
6 

none 

6.. 353, 223.. 342 

10106 
21498 
1 

OJ990310_04 . 9819.C14 .ol.tm 
12 

none 

12. .383, 223. .345 

10106 
21498 
1 

OJ990310_04 . 9819.C14.ol.gs 
31 

none 



Seq. ID OJ990310_04 . 9819.C14 
Strand 

End 34 62 

Method TBLASTX : Cress 

End 357 

Score 129 



Seq. ID OJ990310_04 . 9819.C14 
Strand 

End 34 62 

Method TBLASTX : Soybean 

End 339 

Score 130 



Seq. ID OJ990310_04 . 9819.C14 
Strand 

End 34 62 

Method TBLASTX : Wheat 

End 353 

Score 88 



Seq. ID OJ990310_04 . 9819.C14 
Strand 

End 34 62 

Method TBLASTX : Mai ze 

End 383 

Score 157 



Seq. ID OJ990310_04 . 9819.C14 
Strand 

End 34 62 

Method GENSCAN 

End 34 62 

Score .69 



31. .98, 276. .410, 560. .706, 1693. .1761, 3144. .3462 



10106 
21498 
1 



Seq. ID OJ990310_04.9819.C14 
Strand 

End 34 62 



10579 




Name 


OJ990310 04.9819.C14.o2.np 


Method 


r\r\ L / vir\tr 






Start 


474 


End 


£R 1 
Do 1 






GI 


6539571 


Score 


^A 
O ft 






Exons 


474. .681 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sat i va J 






Seq. No. 


10107 


Seq. ID 


n tq Qfi n 


Cid 

U 4 


QR 1 Q PI R 


Gene No. 


21499 


Strand 


+ 






Start 


1 


End 


4540 






Name 


OJ990310 04.9819.C15.ol.np 


Method 








Start 


1 


End 


ft D H U 






GI 


5852180 


Score 


-DC o 






Exons 


1..155, 3112. .3165, 4153. .4270, 4322.. 


A S A fl 
fl D ft U 






GI Descrip. 


(AL117265) znDOOOlO.l [Oryza 


sativa] 








Seq. No. 


10107 


Seq. ID 


OJ990310 


_04 


9819. C15 


Gene No. 


21500 


Strand 








Start 


534 


hjna 


X D J / 






Name 


OJ990310 04 . 98 19 . C15 . ol . gs 


Method 








Start 


534 


End 


IDj / 






GI 


none 


Score 








Exons 


534. .1637 










Seq. No. 


10107 


.Seq. ID 


OJ990310 


_04 


9819.C15 


Gene No. 


.21501 


Strand 








Start 


2543 


End 


ft O 1 D 






Name 


OJ990310 04.9819.C15.o2.gs 


Method 


p IT M C C 7\ M 






Start 


2543 


End 


A "3 T £ 
1 O 






GI 


none 


Score 








Exons 


2543.. .2571, 4175.. 4316 










Seq. No. 


10107 


Seq. ID 




U fi 


QR 1 Q PIS 


Gene No. 


21501 


Strand 








Start 


2543 


End 


4316 






Name 


OJ990310 04.9819.C15.ol.gp 


Method 


AAT/GAP 






Start 


3014 


End 


^ QR 
o j .? o 






GI 


uC-osflcyp033a04bl 


Score 


DO D 






Exons 


3014.. 3398 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 




sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


10108 


Seq. ID 




_04 


.9819. C16 


Gene No. 


21502 


Strand 








Start 


763 


End 


1117 






Name 


OJ990310 04.9819.C16.ol.gs 


Method 


GENSCAN 






Start 


763 


End 


1117 






GI 


none 


Score 


.99 






Exons 


763. .1117 











Seq. No. 10109 Seq. ID 

Gene No. 21503 Strand 

Start 450 End 

Name OJ990310_04 . 9819 . C17 . ol . gs Method 

Start 450 End 

GI none Score 

Exons 450.. 563, 612.. 746 



OJ990310_04.9819.C17 
+ 

746 

GENSCAN 

746 

.53 



10580 



Seq. No. 


10110 






Seq. ID 


OJ990310_04 


. 9819, 


.C18 


Gene No. 


21504 






Strand 








Start 


261 






End 


423 






Name 


OJ990310 04 . 9819. CI 8 


. ol , 


.gs 


Method 


GENSCAN 






Start 


261 






End 


423 






GI 


none 






Score 


. 66 






Exons 


261 . .290, 378 . . 423 














Seq. No. 


10111 






Seq. ID 


OJ990310_04 


.9819. 


.C20 


Gene No. 


21505 






Strand 


+ 






Start 


4333 






End 


4749 






Name 


OJ990310_04 . 9819. C20 


.o4 . 


.gs 


Method 


GENSCAN 






Start 


4333 






End 


4749 






GI 


none 






Score 


. 95 






Exons 


4333 . . 4749 














Seq. No. 


10111 






Seq. ID 


OJ990310 04 


. 9819. 


.C20 


Gene No. 


21506 






Strand 


- 






Start 


864 






End 


1204 






Name 


OJ9 90310 04.9819.C20 


.ol. 


.gs 


Method 


GENSCAN 






Start 


864 






End 


1204 






GI 


none 






Score 


. 89 






Exons 


864. .985, 1046. .1204 














Seq. No. 


10111 






Seq. ID 


OJ990310_04 


. 9819. 


.C20 


Gene No. 


21507 






Strand 








Start 


2174 






End 


2656 






Name 


OJ990310_04 . 9819. C20 


.o2. 


.gs 


Method 


GENSCAN 






Start 


2174 






End 


2656 






GI 


none 






Score 


. 98 






Exons 


217 4 . . 2656 














Seq. No. 


10112 






Seq. ID 


OJ990310_04 


. 9819. 


.C21 


Gene No. 


21508 






Strand 


+ 






Start 


4 






End 


333 






Name 


OJ990310_04 . 9819.C21 


.ol. 


.gs 


Method 


GENSCAN 






Start 


4 






End 


333 






GI 


none 






Score 


.49 ■ 






Exons 


4 . . 333 














Seq. No. 


10112 






Seq. ID 


OJ990310_04 


. 9819. 


.C21 


Gene No. 


21509 






Strand 








Start 


2012 






End 


2551 






Name 


OJ990310 04.9819.C21 


,o2. 


.gs 


Method 


GENSCAN 






Start 


2012 






End 


2551 






GI 


none 






Score 


. 93 






Exons 


2012 . . 2551 














Seq. No. 


10112 






Seq. ID 


OJ990310_04 


. 9819, 


. C21 


Gene No. 


21510 






Strand 








Start 


3071 






End 


7157 






Name 


OJ990310 04.9819.C21 


.ol, 


.np 


Method 


AAT/NAP 






Start 


3068 






End 


7157 






GI 


4335731 






Score 


2813 






Exons 


3068. .5346, 5377. .6400, 


6491. 


.7157 








GI Descrip. 


(AC006248) putative 


retroelement pol polyprotein [Arabidopsis 



thaliana] 



10581 





Seq. No. 


10112 








Seq. ID 


OJ990310_04.9819. 


■ C21 




Gene No. 


21510 








Strand 








Start 


3071 








End 


7157 






Name 


OJ990310_04 , 


,9819 


. C21 . o3 , 


,gs 


Method 


GENSCAN 






Start 


3071 








End 


7148 






GI 


.none 








Score 


.88 






Exons 


3071 . . 4334, 


44 61 


. .5606, 


5918 . 


.6305, 6377. .7148 






Seq. No. 


10112 








Seq. ID 


OJ990310_04.9819. 


.C21 




Gene No. 


21511 








Strand 








Start 


8419 








End 


12564 






Name 


OJ990310_04 . 


.9819 


. C21 . ol . 


, tc 


Method 


TBLASTX: Cress 






Start 


3083 








End 


3742 






GI 


none 








Score 


64 






Exons 


3083 . . 3313, 


3129 


. . 3314 , 


O O f\ 

33zU . 


.3445, 345 


18. .3541, 3557. .3742 




Seq. No. 


10112 








Seq. ID 


OJ990310_04.9819. 


. CZ 1 




Gene No. 


21511 








Strand 








Start 


8419 








End 


12564 






Name 


OJ9903l0_04 , 


.9819 


. C21 . ol . 


, tm 


Method 


TBLASTX: Maize 






Start 


3083 








End 


3730 






GI 


none 








Score 


42 




j"| 


Exons 


3083. .3301, 


3225 


. . 3293, 


3326 . 


.3730, 3327.. 3533 






Seq. No. 


10112 








Seq. ID 


OJ990310_04.9819, 


. CZ 1 


i i c 


Gene No. 


21511 








Strand 






; sr 
• s s; 


Start 


8419 








End 


12564 




: r s? 

i { | 


' Name 


OJ990310_04 , 


.9819 


. C21 . o3 . 


. tw 


Method 


TBLASTX: Wheat 






Start 


3113 








End 


3589 






GI 


none 








Score 


38 




■ *>' 


Exons 


3113 . . 3310, 


3225 


. . 3311, 


3324 . 


.3563, 332 


!6. .3589 






Seq. No. 


10112 








Seq. ID 


OJ990310_04. 9819, 


.C21 




Gene No. 


21511 








Strand 






« j 


Start 


8419 








End 


12564 






Name 


OJ990310_04 


. 98 19 


. C21 . o4 , 


. ts 


Method 


TBLASTX : Soybean 






Start 


3206 








End 


3524 




0 


GI 


none 








Score 


115 






Exons 


3206 . . 3523, 


o o r\ c\ 

3209 


. .34 00, 


3Z 1 D . 


.3524 








Seq. No. 


10112 








Seq. ID 


OJ990310_04.9819 


■ C21 




Gene No. 


21511 








Strand 








Start 


8419 








End 


12564 






Name 


OJ990310 04 


.9819 


. C2 1 . o3 , 


. ts 


Method 


TBLASTX : Soybean 






Start 


3536 








End 


3961 






GI 


none 








Score 


302 






Exons 


3536 . . 3961, 


3537 


. . 3.94 4 












Seq. No. 


10112 








Seq. ID 


OJ990310_04.9819, 


.C21 




Gene No. 


21511 








Strand 








Start 


8419 








End 


12564 






Name 


OJ990310 04 


.9819 


.C21.ol, 


. tw 


Method 


TBLASTX: Wheat 






Start 


3773 








End 


4430 






GI 


none 








Score 


90 






Exons 


3773. .3871, 


3884 


. .4090, 


4085. 


.4429, 4299. .4430 





10582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI f 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10112 Seq. ID 

21511 Strand 

8419 End 
OJ990310_04 . 9819 . C21 . o3 . tm Method 

3965 End 

none Score 

3965. .4429, 4122. .4271, 4293. .4430 



OJ990310_04.9819.C21 
12564 

TBLASTX: Maize 

4430 

68 



10112 Seq. ID 

21511 Strand 

8419 End 

OJ990310_04 .9819. 021. o2.ts Method 

4094 End 

5509260 Score 



OJ990310_04 . 9819. C21 
12564 

TBLASTX : Soybean 

4606 

64 



4094. .4606, 4122. .4178, 4196. .4279, 4245. .4598, 4319. .4603 



10112 
21511 
8419 

OJ990310JD4. 9819.C21.o3.tc 

4211 

none 

4211. .4483, 4245. . 4484 



Seq. ID OJ990310_04 . 9819.C21 
Strand 

End 12564 

Method TBLASTX : Cress 

End 4484 

Score 125 



10112 
21511 
8419 

OJ990310JD4 .9819.C21.ol.ts 

4886 

none 

4886. .5362, 4989. .5360 



Seq. ID OJ990310_0 f 4 .'9819.021 
Strand 

End 12564 

Method TBLASTX : Soybean 

End 5362 

Score 254 



10112 
21511 
8419 

OJ990310_04 . 9819.C21.o2.tc 

4898 

none 

4898.-5329, 4904. .5347 



Seq. ID OJ990310_04 . 9819.021 
Strand 

End 12564 

Method TBLASTX : Cress 

End 5347 

Score 104 



10112 
21511 
8419 

OJ990310JD4. 9819.C21.o2.tm 

4901 

none 

4901. .5470, 5172. .5471, 5471. 



Seq. ID OJ990310_04 . 9819.021 
Strand 

End 12564 

Method TBLASTX : Mai ze 

End 5539- 

Score 130 
.5539 



10112 
21511 
8419 

OJ990310_04 . 9819.C21.o2.tw 

4919 

none 

4919. .5059, 5024. .5125, 5135. 



Seq. ID OJ990310_04 .9819.021 
Strand 

End 12564 

Method TBLASTX : Wheat 

End 5596 

Score 89 

.5596, 5147. .5464, 5148. .5531 



10583 




Seq. No. 


10112 








Seq. ID 


OJ990310 04.9819 


■ C21 


Gene. No. 


21511 








Strand 






Start 


8419 








End 


12564 




Name 


OJ990310 04 


. 9819 


.C21 . o5 


. ts 


Method 


TBLASTX : Soybean 




Start 


5399 








End 


5731 




GI 


none 








Score 


147 




Exons 


5399 5731, 


5409 


. . 5699, 


5558 


. .5635 






Seq. No. 


10112 








Seq. ID 


OJ990310_04 . 9819 


-C21 


Gene No. 


21511 








Strand 






Start 


8419 








End 


12564 




Name 


OJ990310 04 


9819 


,C21.o6 


. ts 


Method 


TBLASTX : Soybean 




Start 


6025 








End 


6971 




GI 


none 








Score 


245 




Exons 


6025 . . 6153, 


6567 


. . 6971 










Seq. No. 


10112 








Seq. ID 


OJ990310_04.9819 


.C21 


Gene No. 


21511 








Strand 






Start 


8419 








End 


12564 




Name 


OJ990310 04 


. 9819 


.C21.o4 


. tc 


Method 


TBLASTX: Cress 




Start 


6690 








End 


7058 




GI 


none 








Score 


262 




Exons 


6690. .7058 














Seq. No. 


10112 








Seq. ID 


OJ990310_04 . 9819 


.C21 


Gene No . 


21511 








Strand 






Start 


8419 








End 


12564 




Name 


OJ990310 04 


.9819 


.C21.o4 


.gs 


Method 


GENSCAN 




Start 


8419 








End 


12564 




GI 


none 








Score 


.57 




Exons 


8419. .8578, 


8629 


. .8749, 


9058 


..9156, 10? 


397. .10921, 11051 


. . 11145, 




11398. .11426, 11903. .12077, 


12097. .12346, 12421. .12564 




Seq. No. 


10113 








Seq. ID 


OJ990310_04 . 9819 


.C22 


Gene No. 


21512 








Strand 


+ 




Start 


1378 








End 


2467 




Name 


OJ990310 04 


.9819 


.C22.ol 


.gs 


Method 


GENSCAN 




Start 


1378 






End 


2467 




GI 


none 








Score 


.48 




Exons 


1378. .1459, 


2346 


. .2467 










Seq. No. 


10113 








Seq. ID 


OJ990310_04.9819 


.C22 


Gene No. 


21513 








Strand 






Start 


3898 








End 


7785 




Name 


OJ990310 04 


.9819 


.C22.o2 


.gs 


Method 


GENSCAN 




Start 


3898 








End 


7785 




GI 


none 








Score 


.45 




Exons 


3898. .4024, 


4639 


. . 4767, 


5381 


..5435, 5630. .6611, 6885.-7785 


Seq. No. 


10113 








Seq. ID 


OJ990310_04 . 9819 


.C22 


Gene No. 


21513 








Strand 






Start 


3898 








End 


7785 




Name 


OJ990310 04 


9819 


.C22.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5670 








End 


6015 




GI 


none 








Score 


88 




Exons 


5670. .5840, 


5671 


. .5844, 


5880 


..6014, 5911. .6015 





10584 




Seq. No. 


10113 






Seq. ID 


OJ990310 


JD4.9819 


X22 


Gene No. 


21513 






Strand 








Start 


3898 






End 


7785 






Name 


a thah o 1 a f\ A 

OJ990310 04 


A O 1 A /-« O A ~ 1 

. 9819. C22 . ol . 


tin 


Method 


TBLASTX : 


Maize 




Start 


6029 






End 


6463 






GI 


none 






Score 


93 






Exons 


6029 . .6196, 


6033 . . 6200, 


6037 . 


.6204", 6196.. 6447, 


6207. .6455, 




6248 . .64 63 














Seq. No. 


* 10113 






Seq. ID 


/~\ T A A A A 1 A 

OJ990310 


J)4.9819 


C22 


Gene No. 


21513 






Strand 








Start 


3898 






End 


7785 






Name 


OJ9903lO_04 


. 9819 . C22 . o2 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


6594 






End 


7016 






GI 


none 






Score 


40 






Exons 


6594 . . 6734 , 


6595 . . 6630, 


6670 . 


.6744, 67 


62 . .7016, 


6772. .7002 


Seq. No. 


10113 






Seq. ID 


OJ990310 


_04.9819. 


C22 


Gene No. 


21513 






Strand 








Start 


3898 






End 


7785 






Name 


/"\TAAAOTA A A 

OJ990310 04 


. 9819.C22.o3. 


np 


Method 


AAT/NAP 






Start 


7330 






End 


7658 






GI 


4587256 






Score 


517 






Exons 


7330 . . 7658 














GI Descrip. 


(AB022172 ) 


T580-9 [Oryza sativa] 








Seq. No. 


10114 






Seq. ID 


OJ990310 


_04 . 9819. 


C23 


Gene No. 


21514 






Strand 


+ 






Start 


474 






End 


2452 






Name 


OJ990310 ; -04 


. 9819.C23.ol. 


gs 


Method 


GENS CAN 






Start 


474 






End 


2452 






GI 


none 






Score 


. 55 






Exons 


474. .507, 2334. .2452 












Seq. No. 


10114 






Seq. ID 


OJ990310 


_04.9819. 


C23 


Gene No. 


21515 






Strand 








Start 


2963 






End 


3649 






Name 


OJ.990310 04 


.9819.C23.o2. 


gs . 


Method 


GEN SCAN 






Start 


2963 






End 


3649 






GI 


none 






Score 


.49 






Exons 


2963. .3082, 


3332. .3356, 


3434. 


.3649 








Seq. No. 


10115 






Seq. ID 


OJ990310 


_04.9819. 


C24 


Gene No. 


21516 






Strand 








Start 


1061 






End 


2643 






Name 


OJ990310 04 


.9819.C24.ol. 


gs 


Method 


GENSCAN 






Start 


1061 






End 


2643 






GI 


none 






Score 


.72 






Exons 


1061. .1123, 


2205. .2318, 


2365. 


.2477, 2532.. 2643 






Seq. No. 


10116 






Seq. ID 


OJ990310 


_04.9819. 


C25 


Gene No. 


21517 






Strand 








Start 


720 






End 


2018 






Name 


OJ990310 04 


. 9819.C25.ol. 


gs 


Method 


GENSCAN 






Start 


720 






End 


2018 






GI 


none 






Score 


. 96 






Exons 


720. .814, 951. .1066, 1753. .2018 









10585 



Seq. No. 


10116 






Seq. ID 


OJ990310_ 


_04 


. 9819 


.C25 


Gene No. 


21517 






Strand 










Start 


720 






End 


2018 








Name 


OJ990310_04 . 9819. 


C25.ol 


.np 


Method 


AAT/NAP 








Start 


1762 






End 


2018 








GI 


5734781 






Score 


82 








Exons 


1762 . . 2018 
















GI Descrip. 


(AC007980) 89719 


[Arabidopsis 


thaliana] 








Seq. No. 


10117 






Seq. ID 


OJ990310_ 


J) 4 


.9819 


.C26 


Gene No. 


21518 






Strand 


+ 








Start 


431 






End 


848 








Name 


OJ990310 04.9819. 


C26.ol 


. as 


Method 


GENSCAN 








Start 


431 






End 


848 








GI 


none 






Score 


.57 








Exons 


431. .580, 788. .848 














Seq. No. 


10117 






Seq. ID 


OJ990310_ 


_04 


.9819 


.C26 


Gene No. 


21519 






Strand 


+ 








Start 


5455 






End 


7618 








Name 


OJ990310 04.9819. 


C26.o3, 


.gs 


Method 


GENSCAN 








Start 


5455 






End 


7618 








GI 


none 






Score 


.6 








Exons* 


5455. ..5984, 7010. 


.7199, 


7279. . 


,7459, 7473. .7618 








Seq. No. 


10117 






Seq. ID 


OJ990310_ 


_04 


.9819, 


.C26 


Gene No. 


21520 






Strand 


+ 








Start 


16574 






End 


18306 








Name 


OJ990310 04.9819. 


C26.o6, 


.gs 


Method 


GENSCAN 








Start 


16574 






End 


18306 








GI 


none 






Score 


.76 








Exons 


16574. .16642, 17107 .. 17340, 17854. .18306 








Seq. No. 


10117 






Seq. ID 


OJ990310_ 


_04 


.9819. 


.C26 


Gene No. 


21521 






Strand 


+ 








Start 


21388 






End 


21597 








Name 


OJ990310 04.9819. 


C26.o8, 


.gs 


Method 


GENSCAN 








Start 


21388 






End 


21597 








GI 


none 






Score 


.45 








Exons 


21388. .21597 
















Seq. No. 


10117 






Seq. ID 


OJ990310_ 


_04 


.9819, 


,C26 


Gene No. 


21522 






Strand 










Start 


2057 






End 


4097 








Name 


OJ990310 04.9819. 


C26.o2. 


.gs 


Method 


GENSCAN 








Start 


2057 




End 


4017 








GI 


none 






Score 


.42 








Exons 


2057. ..2153, 3027. 


.3260, 


3294. . 


3408, 3990.. 4017 








Seq. No. 


10117 






Seq. ID 


OJ990310_ 


04 


.9819. 


C26 


Gene No. 


21522 






Strand 










Start 


2057 






End 


4097 








Name 


OJ990310 04.9819. 


C26.ol. 


np 


Method 


AAT/NAP 








Start 


2072 






End 


4017 ' 








GI 


6440857 






Score 


548 








Exons 


2072.. 2233, 3027. 


.3408, 


3990. . 


4017 











1058.6 



GI Descrip. (AU066528) 40S ribosomal protein S9 [Chlamydomonas sp.] 



OJ990310 04.9819.C26 



Seq. No. 10117 Seq. ID 

Gene No. 21522 Strand 

Start 2057 End 4097 

Name OJ990310_04 . 9819 . C26 . ol . gp Method AAT/GAP 

Start 3044 - End 4097 

GI 16929_1.R1084 . Score 868 

Exons 3044.. 3408, 3990.. 4097 

GI Descrip. ' 4 50674 5/ref I NP_001004 . 1 | pRPS9 | 5.0e-35 ribosomal protein S9 
>gi_1173285_sp_P46781_RS9_HUMAN 40S RIBOSOMAL PROTEIN S9 
>gi 1362936 pir S55917 ribosomal protein S9 - human >gi_550023 
(U14971) ribosomal protein S9 [Homo sapiens] 

>gi_1096943_prf 2113200F ribosomal protein S9 [Homo sapiens] 1 



Seq. No. 


10117 






Seq. ID 


OJ990310_04.9819, 


.C26 


Gene No. 


21523 






Strand 






Start 


4460 






End 


6749 




Name 


OJ990310 04 


.9819.C26.o2. 


.np 


Method 


AAT/NAP 




Start 


4460 






End 


6749 




GI 


5758910 






Score 


195 




Exons 


4460. .4856, 


6724. .6749 










GI Descrip. 


(AF168942) 


ATP synthase 


beta 


subunit 


[Ruscus aculeatus] 




Seq. No. 


10117 






Seq. ID 


OJ990310_04.9819, 


,C26 


Gene ■ No". 


21524 






Strand 






Start 


8137 






End 


9681 




Name 


OJ990310 04 


.9819.C26.o4. 


.gs 


Method 


GENSCAN 




Start 


8137 






End 


9681 




GI 


none 






Score 


.79 




Exons 


8137. .8577, 


8733. .8890, 


9062. 


,.9180, 9611. .9681 





Seq. No. 10117 Seq. ID 

Gene No. 21524 Strand 

Start 8137 End 

Name OJ990310_04 . 9819 . C26 . o2 . gp Method 

Start 9062 End 

GI 2311243. ( Score 

Exons 9062. . 9180 • 



OJ990310_04.9819.C26 

9681 
AAT/GAP 
9180 
190 



Seq. No. 10117 Seq. ID 

Gene No. 21525 Strand 

Start 9598 End 

Name OJ990310_04 . 9819 . C26 . o3 . gp Method 

Start 9598 End 

GI 2311243 Score 

Exons 9598.. 9716, 9836.. 9938 



OJ990310_04.9819.C26 

9938 
AAT/GAP 
9938 
350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10,117 Seq. ID 

21526 Strand 

13206 End 

OJ990310_04 .9819.C26.o3.np Method 

13206 End 

6752888 Score 



OJ990310_04.9819.C26 

15930 
AAT/NAP 
15930 
2158 



13206. .13428, 13516 .. 13593, 14050 .. 14 4 39, 14 569 148 63, 
14953. .15163, 15289.. 15930 



GI Descrip. (AF220204) unknown [Malus domestical 



10587 



Seq. No. 10117 Seq. ID 

Gene No. 21526 Strand 

Start 13206 End 

Name OJ990310_04 . 9819 . C26 . o5 . gs Method 

Start 13206 End 

GI none Score 

Exons ' 13206. .13428, 13516 13593, 

14953. .15163, 15289.. 15927 



OJ990310_04.9819.C26 

15930 
GEN SCAN 
15927 
.79 

. 14050. .14481, 14569. . 14863, 



Seq. No. 10117 Seq. ID 

Gene No. 21527 Strand 

Start 19279 End 

Name OJ990310_04 . 9819 . C2 6 . o7 . gs Method 

Start 19279 End 

GI none Score 

Exons 19279. .19465, 20616.. 20671 



OJ990310_04.9819.C26 

20671 
GENS CAN 
20671 
.76 



Seq. No. 10117 

Gene No. ' 21528 
Start 22036 

Name OJ990310_04 . 9819 . C2 6 . o2 . tm 

Start 2099 
GI none 

Exons 2099.. 2125, 2105.. 2182, 2115. 

2185.. 2235, 2186.. 2236, 2192. 



Seq. ID OJ990310_04 . 9819.C26 
Strand 

End 25435 
Method TBLASTX : Maize 
End 3418 
Score 35 

,2186, 2119. .2148, 2146. .2190, 
,2236, 3005. .3388, 3011. .3418 



Seq. No. 10117 

Gene No. 21528 

Start 22036 

Name OJ990310J34 . 9819 . C2 6 . o2 . ts 

Start 2103 

GI none 

Exons 2103.. 2180, 2118.. 2147, 2185, 
3011.. 3418 



Seq. ID OJ990310_04.9819.C26 
Strand 

End 25435 

Method TBLASTX : Soybean 

End 3418 

Score 56 

.2235, 2186. .2236, 3005.. 3382, 



Seq. No. 10117 

Gene No. 21528 

Start 22036 

Name OJ990310J34 . 9819 . C26 . o2 . tc 

Start 2118 

GI none 

Exons 2118.. 2147, 2130.. 2180, 2185. 
3011.. 3418 



OJ990310_04. 9819.C26 
25435 

TBLASTX: Cress 

3418 

54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2235, 2186. .2236, 3002. .3388, 



Seq. No. 10117 

Gene No. 21528 

Start 22036 

Name "OJ990310_04 . 9819 . C26 . ol . tw 

Start 2185 

GI none 

Exons 2185. .2235, 2186. .2236, 3011. .341 
3207. .3407 



Seq. ID OJ990310__04.9819.C26 
Strand 

End 25435 

Method TBLASTX : Wheat 

End 3418 

Score 65 

3021. .3146, 3029. .3391, 



Seq. No. 
Gene No. 
Start 



10117 
21528 
22036 



Seq. ID 

Strand 

End 



OJ990310_04. 9819.C26 
25435 



10588 



Name 

Start 

GI 

Exons 



OJ990310_04 .9819.C26.o4 .tc 

4430 

none 

4430. .4639, 4459. .4644, 4628, 



Method TBLASTX : Cress 
End 4774 
Score 165 
.4771, 4666. .4773, 4667, 



,4774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10117 
21528 
22036 

OJ990310_04 .9819.C26.o7.tm 

4455 

none 

4455. .4610, 4456.-4632, 4458. 
4638.-4772, 4667.-4774 

10117 
21528 
22036 

OJ990310_04 .9819.C26.o3.ts 

4456 

none 

4456. .4632, 4459. .4644, 4460, 
4666. .4773, 4667. .4774 

10117 
21528 
,22036 

OJ990310_04 .9819.C26.o4 . tm 

5455 

none 

5455. .5487, 5578. .5685, 5580. 
5833. .5985, 5835.-5894, 7011. 



Seq. ID OJ990310_04.9819.C26 
Strand 

End 25435 

Method TBLASTX : Maize 

End 4774 

Score 118 

.4631, 4460..4639, 4628. .4771, 



Seq. ID OJ990310_04. 9819.C26 
Strand 

End 25435 

Method TBLASTX : Soybean 

End 4774 

Score 143 

.4639, 4637. .4771, 4638. .4772, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 04.9819.C26 



25435 

TBLASTX: Maize 
7049 
39 

5678, 5709.. 5738, 5710.. 5751, 
7049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10117 
21528 
22036 

OJ990310_04 .9819.C26.o6.tm 

7137 

none 

7137. .7229, 7143. .7202, 7272. 
7317. .7487, 7318. .7488, 7319. 

10117 
21528 
22036 

OJ990310_04 - 9819-C26.o5-tw 

8305 

none 

8305. .8376, 8316. .8375, 8348. 
8444..8S75, 8445. .8570, 8446. 
8725. .8844, 8727. .8789, 8732. 
8829. .8855 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 04.9819.C26 



25435 

TBLASTX: Maize 
7490 
75 

.7316, 7279. .7317, 7279. .7317, 
.7489, 7320. .7490 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 04.9819.C26 



25435 

TBLASTX: Wheat 
8856 
48 

8398, 8381.. 8437, 8390.. 8422, 
8577/' '8447. .8578, 8714. .8824, 
8800, 8740. .8823, 8821. .8856, 



Seq. No. 10117 Seq. ID 

Gene No. 21528 Strand 

Start 22036 End 

Name OJ990310_04 . 9819 . C26 . o3 . tm Method 

Start 13167 End 



OJ990310_04.9819.C26 
25435 

TBLASTX: Maize 
14093 



10589 



GI 

Exons 



none 



Score 



295 



13167. .13460, 13170. .13457, 13560 .. 13598, 13560 13592, 
14049. .14093 



Seq. No. 10117 

Gene No. 21528 

Start 22036 

Name OJ990310_04 . 9819 . C26 , 

Start 13204 

GI none 

Exons 13204. .13371, 13211., 

13513. .13593, 13515.. 
14037. .14093, 14049., 
14111. .14284, 14121., 
14954. .15163, 14955., 
15286. .15696, 15289., 
15788. .15871 



ol.ts 



13351, 
13598, 
14102, 
14441, 
15164, 
15693, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13212. 

13515. 

14100. 

14613. 

14955. 

15730. 



OJ990310_04. 9819.C26 
25435 

TBLASTX : Soybean 

15873 

103 

13227 
13525 
14107 
14623 
15281 



13457, 13227. .13400, 

13592, 13525. .13593, 

14438, 14107. .14217, 

14870, 14623. .14871, 

15164, 15281. . 15679, 

15792, 15784. .15873, 



Seq. No. 10117 Seq. ID 

Gene No. 21528 Strand 

Start 22036 End 

)CSt Name OJ990310_04 . 9819 .C26 . o3 . tc Method 

W Start 13227 End 

; =ll GI none Score 
u\ Exons 



OJ990310_04. 9819.C26 
25435 

TBLASTX: Cress 

14102 

127 



13227. .13448, 13228. .13431, 13503. .13598, 13518. .13592, 
14049. .14102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10117 
21528 
22036 

OJ990310_04 . 98 19 . C2 6 . o3 . tw 
13362 
none 
13362 
14049 



OJ990310 04.9819.C26 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13448, 13513. .13593, 13515 .. 13592 , 14 04 4 .. 14220, 
14372, 14269. .14361 



25435 

TBLASTX: Wheat 

14372 

57 



10117 
21528 
22036 

OJ990310_04 . 9819.C26.ol.tc 
14166 
none 

14166. .14378, 14166. . 14438, 14173 .. 14439, 14418 
14568. .14864, 14568 .. 14873, 14 611 .. 14 874 , 14937 
14950. .15186, 14950. .15117, 14 954 .. 15163, 15281 
15286. .15738, 1528 9 .. 15696, 15552 .. 15725, 15730 
15786. .15860, 15796 .. 15873, 15797 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310 04.9819.C26 



25435 

TBLASTX: Cress 
15873 
150 



,14441, 
,15164, 
,15694, 
,15792, 



,15871 



10117 
21528 
22036 

OJ990310_04 
14172 
none 
14172. 
14566. 
14955. 



9819.C26.ol.tm 



.14438, 
. 14874, 
.15164, 



14173. 
14568. 



14220, 
14873, 



15281. .15337, 



Seq. ID OJ990310_04. 9819.C26 
Strand 

End 25435 

Method TBLASTX: Maize 

End 15394 

Score 54 
14269. .14439, 14 560 .. 14862 , 
14947. .15030, 14 954 .. 15163, 
15286. .15339, 15338 15394 , 



10590 




15340. .15393 



Seq. No. 


10117 






Seq. ID 


OJ990310_04 .9819. 


C26 


Gene No. 


21528 






Strand 






Start 


22036 






End 


25435 




Name 


OJ990310 04.9819.C26. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14373 






End 


14874 




GI - ' 


none 






Score 


70 




Exons 


' 14373. . 


14483, 14374.. 


14439, 


14560. .148 62, 14561 . . 14 8 63, 






14566. . 


14874, 14568.. 


14873 








Seq. No. 


10117 






Seq. ID 


OJ990310_04.9819. 


C26 


Gene No. 


21528 






Strand 






Start 


22036 






End 


25435 




Name 


OJ990310 04.9819.C26. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14994 






End 


15498 




GI 


none 






Score 


148 




Exons 


14994. . 


15164, 14996.. 


15163, 


15010. .15177, 15054. .15164, 






15281. . 


15469, 15286.. 


15498, 


15289. .15498 




Seq. No. 


10117 






Seq. ID 


OJ990310_04.9819 


D 


Gene No. 


21528 






Strand 






Start 


22036 






End 


25435 




Name 


OJ990310 04.9819.C26. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


15553 






End 


15873 




GI 


none 






Score 


105 




Exons 


15553. . 


15663, 15553.. 


15873, 


15737 . . 15868 




Seq. No. 


10117 






Seq. ID 


OJ990310_04 . 9819 




Gene No. 


21528 






Strand 






Start 


22036 






End 


25435 




Name 


OJ990310 04.9819.C26. 


o9 . gs 


Method 


GEN SCAN 




Start 


22036 






End 


25435 




GI 


none 






Score 


.46 




Exons 


22036. . 


22206, 24527. 


24674, 


25339. .25435 




Seq. No. 


10118 






Seq. ID 


OJ990310_04 .9819 




Gene No. 


21529 






Strand 


+ 




Start 


24 






End 


155 




Name 


OJ990310 04.9819.C27 


ol . gs 


Method 


GENSCAN 




Start 


24 






End 


155 




GI 


none 






Score 


.89 




Exons 


24. .155 










Seq. No. 


10118 






Seq. ID 


OJ990310_04.9819 


.C27 


Gene No. 


21530 






Strand 






Start 


1 






End 


2935 




Name 


OJ990310 04.9819.C27 


. ol .np 


Method 


AAT/NAP 




Start 


1 






End 


2935 




GI 


5091513 




Score 


935 




Exons 


1. .39, 


1361. .1670, 1822. .1898, 2411. .2935 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


10118 






Seq. ID 


OJ990310_04.9819 


.C27 


Gene No. 


21530 






Strand 






Start 


1 






End 


2935 




Name 


OJ990310_04 .9819.C27 


. o2.gs 


Method 


GENSCAN 





10591 




Start 


1344 


End 


2859 


GI 


none 


Score 


.5 


Exons 


1344.'. 1713, 2296. .2687, 2710 


. . 2859 




Seq. No. 


10119 


Seq. ID 


OJ990310 04.9819.C28 


Gene No. 


21531 


Strand 


+ 


Start 


574 


End 


1346 


Name 


OJ990310 04.9819.C28.ol.gs , 


Method 


GENSCAN 


Start 


574 


End 


1346 


GI 


none 


Score 


.59 


Exons 


574. .670, 785. .1036, 1330. .1346 




Seq. No. 


10119 


Seq. ID 


OJ990310_04.9819.C28 


Gene No. 


21532 


Strand 


+ 


Start 


1733 


End 


6177 


Name 


OJ990310 04.9819.C28.o2.gs 


Method 


GENSCAN 


Start 


1733 


End 


5784 


GI 


none 


Score 


.5 


Exons 


1733. .1846, 3146. .3274, 3384 


..3497, 4659. .4794, 5333.-5784 


Seq. No. 


10119 


Seq. ID 


OJ990310_04.9819.C28 


Gene No . 


21532 


Strand 


+ 


Start 


1733 


End 


6177 


Name 


OJ990310 04..9819.C28.ol.np 


Method 


AAT/NAP 


Start 


5036 


End 


6177 


GI 


6907086 


Score 


967 


Exons 


5036. .5812, 5926. .6177 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


10119 


Seq. ID 


OJ990310_04.9819.C28 


Gene No. 


21533 


Strand 




Start 


3089 


End 


3601 


Name 


OJ990310 04.9819.C28.ol.gp 


Method 


AAT/GAP 


Start 


3089 


End 


3601 


GI 


38782 1.R1084 


Score 


826 


Exons 


3089. .3601 






GI Descrip. 


' 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 • 




Seq. No. 


10120 


Seq. ID 


OJ990310_04.9819.C31 


Gene No. 


21534 


Strand 


+ 


Start 


391 


End 


1998 


Name 


OJ990310 04.9819.C31.ol.gs 


Method 


GENSCAN 


Start 


391 


End 


1660 


GI 


none 


Score 


.81 


Exons 


391. .529, 1131. .1234, 1309..: 


1407, 1478. 


. .1660 


Seq. No. 


10120 


Seq. ID 


OJ990310_04.9819.C31 


Gene No. 


21534 


Strand 


+ 


Start 


391 


End 


1998 


Name 


OJ990310 04.9819.C31.ol.np 


Method 


AAT/NAP 


Start 


860 


End 


1998 


GI 


6815062 


Score 


320 


Exons 


860.. 1110, 1969.. 1998 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence;mudrA 


like protein (AC004561) [Oryza 



sativa] 



10592 




Seq. No. 


10121 


Seq. ID 


OJ990310JD4.9819 


.C32 


Gene No. 


21535 


Strand 


+ 




Start 


20 


End 


1314 




Name 


OJ990310 04.9819.C32.ol.gs 


Method 


GENSCAN 




Start 


20 


End 


1047 




GI 


none 


Score 


.79 




Exons 


20. .93, 123. .159, 274. .412, 


959. .1047 






Seq. No. 


10121 


Seq. ID 


OJ990310_04.9819 


.C32 


Gene No. 


21535 


Strand 


+ 




Start 


20 


End 


1314 




Name 


OJ990310 04 . 9819.C32.ol.np 


Method 


AAT/NAP 




Start 


550 


End 


1314 




GI 


4680183 


Score 


193 




Exons 


550. .620, 1225. .1314 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


10122 


Seq. ID 


OJ990310 04 9819 


.C33 


Gene No. 


21536 


Strand 






Start 


258 


End 


386 




Name 


OJ990310 04.9819.C33.ol.gs 


Mpt hod 


GENSCAN 




Start 


258 


End 


386 




GI 


none 


Score 


. 77 




Exons 


258. .386 








Seq. No. 


10123 


q pa ID 


OJ990310 04 9819 


.C36 


Gene No. 


21537 


Qf- rand 


-|- 




Start 


458 


End 


688 




Name 


OJ990310 04.9819.C36.ol.gs 


Mpt hod 


GENSCAN 




Start 


458 


End 


688 




GI 


none 


Score 


. 81 




Exons 


458. .688 








Seq. No. 


10124 


Seq. ID 


OJ990310_04.9819 


.C37 


Gene No. 


21538 


Strand 






Start 


173 


End 


308 




Name 


OJ990310 04.9819.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


173 


End 


308 




GI 


none 


Score 


152 




Exons 


173. .307, 174 . .308 








Seq. No. 


10125 


Seq. ID 


OJ990310_04.9819 


.C38 


Gene No. 


21539 


Strand 


+ 




Start 


240 


End 


428 




Name 


OJ990310 04.9819.C38.ol.gs 


Method 


GENSCAN 




Start 


240 


End 


428 




GI 


none 


Score 


.94 




Exons 


240. .428 




'i 




Seq. No. 


10126 


Seq. ID 


OJ990330_05.9819 


.CI 


Gene No. 


21540 


Strand 






Start 


191 


End 


949 




Name 


OJ990330 05.9819.Cl.ol.gs 


Method 


GENSCAN 




Start 


191 


End 


808 




GI 


none 


Score 


.82 




Exons 


191. .808 









10593 



• 



Seq. No. . 


10126 


Seq. ID 


OJ990330_05. 


9819. 


XI 


Gene No. 


21540 


Strand 








Start 


191 


End 


949 






Name 


OJ990330_05 .9819.Cl.ol.np 


Method 


AAT/NAP 






Start 


200 


End 


949 






GI 


4049346 


Score 


63 






Exons 


200. . 381, 896. . 949 






. * y ; - 




GI Descrip. 


(AL034567) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


10127 


Seq. ID 


OJ990330_05. 


9819. 


.C2 


Gene No. 


21541 


Strand 


+ 






Start 


1509 


End 


1634 






Name 


OJ990330_05 . 98 19 . C2 . ol . gs 


Method 


GENSCAN 






Start 


1509 


End 


1634 






GI 


none 


Score 


.57 






Exons 


1509. . 1634 










Seq. No. 


10128 


Seq. ID 


OJ990330_05. 


9819. 


.C3 


Gene No. 


21542 


Strand 


+ 






Start 


425 


End 


2580 






Name 


OJ990330 05.9819.C3.ol.np 


Method 


AAT/NAP 






Start 


425 


End 


2580 






GI 


4966352 


Score 


161 






Exons 


.425. .496, 622. .906, 2553. .2580 








GI Descrip. 


• r "(AC006341) >F309.11 [Arabidopsis thaliana-]. 






Seq. No. 


10128 


Seq. ID 


OJ990330_05. 


9819 . 


. C3 


Gene No. 


21543 


Strand 








Start 


1244 


End 


1469 






Name 


OJ990330 05.9819.C3.ol.gp 


Method 


AAT/GAP 






Start 


1244 


End 


1469 






GI 


2312838 


Score 


80 






Exons 


1244. .1265, 1408. .1469 










GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. 0e-21 Oryza rufipogon 








4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


10128 


Seq. ID 


OJ990330_05. 


9819. 


.C3 


Gene No. 


21544 


Strand 








Start 


2331 


End 


2501 






Name 


OJ990330 05.9819.C3.ol.gs 


Method 


GENSCAN 






Start 


2331 


End 


2501 






GI 


none 


Score 


.44 






Exons 


2331. .2501 











Seq. No. 10129 Seq. ID OJ990330_05 . 98 19 . C4 

Gene No. 21545 Strand + 

Start 1 End 4 58 

Name OJ990330_05 . 9819 . C4 . ol . np Method AAT/NAP 

Start 1 End 458 

GI 6523547 Score 57 

Exons 1. .48, 169. .458 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



Seq. No. 
Gene No. 



10129 
21546 



Seq. ID OJ990330_05.9819.C4 
Strand + 



10594 




Start 


512 




End 


742 


Name 


OJ990330JD5. 9819.C4 ,ol. 


gs 


Method 


GENSCAN 


Start 


512 




End 


716 


GI 


none 




Score 


. 54 


Exons 


512. .716 








Seq. No. 


10129 




.Seq. ID 


OJ990330_05 . 9819.C4 


Gene No. 


21546 




Strand 


+ 


Start 


512 




End 


742 


Name 


OJ990330 05. 9819.C4 .o2. 


np 


Method 


AAT/NAP 


Start 


512 




End 


742 


GI 


1514643 




Score 


119 


Exons 


512. .742 








GI Descrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela polyrrhiza] 


Seq. No. 


10130 




Seq. ID 


OJ990330 05. 9819. C5 


Gene No. 


21547 




Strand 


+ 


Start 


589 




End 


804 


Name 


OJ990330_05 . 98 19 . C5 . ol . 


gs 


Method 


GENSCAN 


Start 


589 




End 


804 


GI 


none 




Score 


. 66 


Exons 


589. . 660, 754 . . 804 








Seq. No. 


. 10131 




Seq. ID 


OJ990330_05. 98I9.C6 


Gene No. 


21548 




Strand 




Start 


1023 




End 


2867 


Name 


OJ990330 05.9819.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


1023 




End 


1706 


GI 


10291 1.R1084 




Score 


1159 


Exons 


1023. . 1455, 1533. . 1706 








GI Descrip. 


* 1514 64 3/emb | CAA94 437 | 


9.0e- 


51 (Z70524) 


PDR5-like ABC 




transporter [Spirodela 


polyrrhiza] 1 




Seq. No. 


10131 




Seq. ID 


OJ990330_05.9819.C6 


Gene No. 


21548 




Strand 




Start 


1023 




End 


2867 


Name 


OJ990330_05 . 9819.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


.1266 




End 


1643 


GI 


* none 




Score 


216 


Exons 


1266. .1454, 1276. .1446, 


1284 


..1463, 1406. .1456, 1530. .1634 




15 32.. 1642, 1533.. 1643 








Seq. No. 


10131 




Seq. ID 


OJ990330_05. 9819.C6 


Gene No. 


21548 




Strand 




Start 


1023 




End 


2867 


Name 


OJ990330_05. 9819.C6.ol. 


gs 


Method 


GENSCAN 


Start 


1287 




End 


1703 


GI 


none 




Score 


.77 


Exons 


1287. .1455, 1533. .1703 




■j 




Seq. No. 


10131 




Seq. ID 


OJ990330_05.9819.C6 


Gene No. 


21548 




Strand 




Start 


1023 




End 


2867 


Name 


OJ990330 05.9819.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1287 




End 


1707 


GI 


none 




Score 


243 


Exons 


1287. .1454, 1291. .1455, 


1293 


..1463, 1532. .1705, 1533. .1706 



10595 



1597. .1707 





Seq. No. 


10131 




Seq. ID 


OJ990330_05.9819 


C6 




Gene No. 


21548 




Strand 








Start 


1023 




End 


2867 






Name 


OJ990330 05. 9819.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1293 




End 


2867 






GI 


4874301 




Score 


438 






Exons 


1293. .1455, 1533. .1716, 


2800 


. .2867 








GI Descrip. 


(AC006053) putative vacuolar 


ATP synthase proteolipid subunit 






[Arabidopsis thaliana] 












Seq. No. 


10131 




Seq. ID 


OJ990330_05.9819 


.C6 




Gene No. 


21548 




Strand 








Start 


1023 




End 


2867 






Name 


OJ990330 05. 9819.C6.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


1293 




End 


1711 






GI 


none 




Score 


205 






Exons 


1293. .1454, 1294. .1449, 


1302 


..1460, 1406. .1459, 1530. .1706, ' 






1532. .1705, 1532. .1711, 


1533 


. .1706 








Seq. No. 


10132 




Seq. ID 


OJ990330_05.9819 


.C7 




Gene No. 


21549 




Strand 








Start 


1 




End 


1165 






Name 


OJ990330 05.9819.C7.ol. 


np - 


• Method 


AAT/NAP 






Start 


1 




End 


1020 






GI 


4874301 




Score 


202 






Exons 


1..121, 708. .785, 899.. 


1020 










GI Descrip. 


(AC006053) putative vacuolar 


ATP synthase proteolipid subunit 


11 




[Arabidopsis thaliana] 










ST 


Seq. No. 


10132 




Seq. ID 


OJ990330_05.9819 


.C7 




Gene No. 


21549 




Strand 






"i 


Start 


1 




End 


1165 




-7 


Name 


OJ990330 05.9819.C7.ol. 


gs 


Method 


GENSCAN 




Hi 


Start 


308 




End 


1011 






GI 


none 




Score 


.97 




'i 
cr 


Exons 


308. .425, 708. .785, 899 


. .1011 








Seq. No. 


10132 




Seq. ID 


OJ990330_05.9819 


.C7 


l\ 


Gene No. 


21549 




Strand 








Start 


1 




End 


1165 






Name 


OJ990330 05.9819.C7.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


705 




End 


1018 






GI 


none 




Score 


109 






Exons 


705. .809, 707. .808, 898 


..1011, 899. .1018 






Seq. No. 


10132 




Seq. ID 


OJ990330_05.9819 


.C7 




Gene No. 


21549 . . -j 




Strand 








Start 


1 




End 


1165 






Name 


OJ990330 05.9819.C7.ol. 


gp 


Method 


AAT/GAP 






Start 


708 




End 


1165 






GI 


10291 1.R1084 




Score 


631 






Exons 


708. .785, 899. .1165 












GI Descrip. 


' 1514 64 3/emb|CAA94437 | 


9.0e- 


51 (Z70524) 


PDR5-like ABC 





transporter [Spirodela polyrrhiza] 1 



10596 






Seq. No. 


10132 


Seq. ID 


OJ990330_05. 9819 


.C7 




Gene No. 


21549 


Strand 








Otdl L 


1 


End 


1165 






iName 


PiTOjQn*5'5n qqi q n ^1 *-m 
uuyyu j ou uo. ^oiy.b / .01. tm 


Method 


TBLASTX: Maize 






C ■(- -3 >~ f- 


7 HP. 
/UO 


End 


1018 






PT 

ol 


none 


Score 


130 








7HP. Q n Q 1C\Q IQCk Tin ono 
/Uo . . 0 u y , /Uo. . / 0 O , /1U. . 0U0, 


898. .1011, 902. .1018 






Seq. No. 


10132 


Seq. ID 


OJ990330_05. 9819 


.C7 




Gene No. 


21549 


Strand 










1 


End 


1165 






Name 


OJ990330 05. 9819 . C7 . ol . tw 


Method 


TBLASTX: Wheat 






Otdll. 


708 


End 


1009 






bl 


none 


Score 


127 






Exons 


708. .809, 711. .809, 898. .1008, 902. .1009 






Seq. No. 


10132 


Seq. ID 


OJ990330_05.9819, 


.C7 




Gene No. 


21549 


Strand 










1 


End 


1165 






Name 


UU J OU UO. SOI? .b / .O-L.UC 


Method 


TBLASTX: Cress 






otart 


708 


End 


999 






PT 


none 


Score 


106 






Exons 


708. .809, 710. .808, 898. .999, 


899. .994 






st 
's s? 


Seq. No. 


10133 


Seq. ID 


OJ990330 05.9819. 


.C8 


■: ' f 


Gene No. 


21550 


Strand 


+ 




n I 




112 


End 


1469 






Name 


ojyyuoou uo . y 0 1 9 . Co . ol . gs 


Method 


GEN SCAN 






otart 


112 


End 


1469 






PT 


none 


Score 


.89 






Exons 


112. .204, 1265. . 1469 










oeq . wo . 


10133 


Seq. ID 


OJ990330_05. 9819. 


, C8 


'iS 




21551 


Strand 








Start 


1 


End 


559 




' 


Name 


OJ990330 05. 9819 . C8 . ol . gp 


Method 


AAT/GAP 








1 


End 


559 






PT 


5424 1.R1084 


Score 


1017 






17" v /"\ r~i c? 


1..559 










bi uescrip. 


, 1420932/gb|U61383|ORU61383 7 


,0e-21 Oryza rufipogon 




q 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 






Seq. No. 


10134 


Seq. ID 


OJ990330_05.9819. 


C9 




Gene No. 


21552 


Strand 










2895 


End 


3499 






Name 


OJ990330 05. 98 19 . C9 . o2 . gs 


Method 


GENSCAN 








2895 


End 


3499 






PT 
lj J. 


none 


Score 


.74 






Exons 


2895. ..3103, 3427. .3499 










beq. no. 


10135 


Seq. ID 


OJ990330_05. 9819. 


C1C 




Gene No. 


21553 


Strand 


+ 






Start 


280 


End 


392 






Name 


OJ990330 05.9819.C10.ol.gs 


Method 


GENSCAN 






Start 


280 


End 


392 






GI 


none 


Score 


.84 






Exons 


280. .392 









10597 




Seq. No. 


10135 








Seq. ID 


OJ990330_05. 9819. C10 


Gene No. 


21554 








Strand 


+ 


Start 


3038 








End 


5066 


Name 


OJ990330 05 


. 9819 


.C10.o2 


.gs 


Method 


GENSCAN 


Start 


3038 








End 


4826 


GI 


none 








Score 


. 42 


Exons 


3038. .3190, 


4248 


. .4372, 


4 4 60 


. .4826 




Seq. No. 


10135 








Seq. ID 


OJ990330__05. 9819. C10 


Gene No. 


21554 








Strand 


+ 


Start 


3038 








End 


5066 


Name 


OJ990330 05 


.9819 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


4347 








End 


5066 


GI 


1514643 








Score 


309 


Exons 


4347. .4808, 


5022 


. .5066 








GI Descrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela- polyrrhiza] 


Seq. No. 


10135 








Seq. ID 


OJ990330_05. 9819. C10 


Gene No. 


21554 








Strand 


+ 


Start 


3038 








End 


5066 


Name 


OJ990330 05 


.9819 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4388 








End 


4823 


GI 


none 








Score 


44 


Exons 


4388. .4453, 


4491 


. .4553, 


4587 


. .4823, 4721. .4819 


Seq. No. 


10136 








Seq. ID 


OJ990330_05.9819.C11 


Gene No . 


21555 








Strand 


+ 


Start 


1 








End 


3079 


Name 


OJ990330 05 


.9819 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


3079 


GI 


1514643 








Score 


1613 


Exons 


1..48, 893. 


.967, 


1082. . 


1331, 


1433. .1509, 1675. .1728, 1837. .1927, 




2002. .2303, 


2399 


. .2680, 


2765 


. .3079 




GI Descrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela polyrrhiza] 


Seq. No. 


10136 








Seq. ID 


OJ990330_05. 9819.C11 


Gene No. 


21555 








Strand 


+ 


Start 


1 








End 


3079 


Name 


OJ990330 05 


.9819 


.Cll.ol 


. gs 


Method 


GENSCAN 


Start 


884 








End 


2680 


GI 


none 








Score 


.83 


Exons 


884. .972, 1087.. 


1331, 1433.. 


1509, 1675 


..1728, 1837. .1927, 




2002. .2303, 


2399 


. .2680 








Seq. No. 


10136 








Seq. ID 


OJ990330_05.9819.C11 


Gene No. 


21555 








Strand 


+ 


Start 


1 








End 


3079 


Name 


: OJ990330 05 


.9819 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1834 








End 


2222 


GI 


none 








Score 


146 


Exons 


1834. .1929, 


1834 


. .1929, 


1836 


..1934, 1997.. 2221, 1998.. 2222, 




2001. .2222 












Seq. No. 


10136 








Seq. ID 


OJ990330_05.9819.C11 


Gene No. 


21555 








Strand 


+ 


Start 


1 








End 


3079 



10598 






Name 


OJ990330_05 


. 9819 . 


Cll . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2039 








End 


2500 




GI 


none 


- 






Score 


382 




Exons 


2039 . . 2305, 


2043 . 


. 2306, 


2384 . 


.2500, 2398.. 2499 




Seq. No. 


10136 








Seq. ID 


OJ990330 05. 9819. Cll 




Gene No. 


21555 








Strand 


+ 




Start 


1 








End 


3079 




Name 


OJ990330_05 


. 9819 . 


Cll . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2123 








End 


2524 




GI 


none 








Score 


253 




Exons 


2123 . . 2305, 


2124 . 


. 2306, 


O *3 O A 

2384 . 


.2524, 2386.. 2505 




Seq. No. 


10136 








Seq. ID 


OJ990330JD5. 9819. Cll 




Gene No. 


21555 








Strand 


+ 




Start 


1 








End 


3079 




Name 


OJ990330__05 


. 9819 . 


Cll . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2624 








End 


3019 




GI 


none 








Score 


68 




Exons 


2624 . .2683, 


2831 . 


.2956, 


O O A A 

2840 . 


.3019, 2848. .2961 




Seq. No. 


10136 








Seq. ID 


OJ990330_05. 9819. Cll 




Gene No. 


21555 








Strand 


+ 




Start 


1 








End 


3079 




Name 


OJ990330_05 


. 9819. 


Cll . o2 


. ts 


Method 


TBLASTX : Soybean 


w 


Start 


2876 - 








End 


3022 


i : ; i 


GI 


none 








Score 


193 


; n 


Exons 


2876 . . 3022, 


2876. 


.2974, 


2878 . 


.3009 






Seq. No. 


10136 








Seq. ID 


OJ990330_05. 9819. Cll 


••- -! 


Gene No. 


21555 








Strand 


+ 


:s : : 


Start 


1 








End 


3079 


! U 


Name 


OJ990330__05 


. 9819 . 


Cll . ol 


. tw 


Method 


TBLASTX: Wheat 


i = 


Start 


2906 








End 


3022 


';=? 


GI 


none 








Score 


190 


''"4 


Exons 


2906 . . 3022, 


2911 . 


. 3012 








SI 


Seq. No.' 


10137 








Seq. ID 


OJ990330_05.9819.pi2 




Gene No. 


21556- ' ' 








Strand 


+ 


- J 


Start 


1 








End 


1614 




Name 


OJ990330 05 


.9819. 


C12.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1614 




GI 


1514643 








Score 


1415 




Exons 


1..367, 464 


. .754, 


843. . 


926, 1030. .1163, 


1265.. 1492, 1576.. 1614 




GI Descrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela polyrrhiza] 




Seq. No. 


10137 • 








Seq. ID 


OJ990330 05.9819.C12 




Gene No. 


21556 








Strand 


+ 




Start 


1 








End 


1614 




Name 


OJ990330 05 


.9819. 


C12.ol 


.ts 


Method 


TBLASTX : Soybean 




Jtail. 


7 








End 


1490 




GI 


none 








Score 


235 




Exons 


7. .366, 18. 


.368, 


31. .366, 32. 


.370, 32.. 


370, 461. .757, 461. .523, 






463. .657, 596. .754, 840 


. .926, 


842. .931, 


1021. .1164, 1038. .1160, 






1055. .1168, 


1260. 


.1490, 


1298. 


.1489 






Seq. No. 


10137 








Seq. ID 


OJ990330_05.9819.C12 



10599 




Gene No. 


21556 








Strand 


+ 


Start 


1 








T-> _ _J 

End 


1 b 1 4 


Name 


OJ990330 


05 , 


, 9819 . 


C12 . ol .'tc 


Method 


TBLASTX : Cress 


Start 


10 








End 




GI 


none 








Score 


134 


Exons 


10 . . 339, 


34 . 


. . 360, 


38 . .364, 


4 DO . . DO / , 


/ c a ccq c: Q a CCA 


beq. wo. 


1U1J / 








beq. lu 




Gene No. 


21556 








Strand 


+ ~ 


Start 


1 








End 


1614 


Name 


' OJ990330 


_05. 


, 9819. 


C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


11 








End 


570 


GI 


none 








Score 


434 


Exons 


11. .370, 


34. 


. .366, 


461. .568, 


463. .570 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10137 
21556 
1 

OJ990330__05.9819.C12.ol.gs 
38 

none 



Seq. ID OJ990330_05.9819.C12 



Strand 
End . 
Method 
End 
Score 



+ 

1614 
GENS CAN 
1492 
.71 



38. .367, 464. .754, 843. .926, 1030. .1163, 1265. . 1492 



10137 Seq. ID 

2155 6 > . Strand 

.- 1 : ' End 
OJ990330_05 . 9819 . C12 . ol . tm Method 

601 End 

none Score 

601. .657, 602. .757, 605. .754, 840. .926, 



OJ990330_05.9819.C12 
+ 

1614. fc ' * 

TBLASTX: Maize 

1502 

152 

842. .925, 1021. .1164, 



1038. .1157, 1260. .1502, 1266. .1373, 1298. .1501 



Seq. No. 10137 Seq. ID 

Gene No. 21556 Strand 

Start 1 End 

Name OJ990330_05 . 9819 . C12 . ol . tw Method 

Start 626 End 

GI none Score 

Exons 626..7S7, 626. .754, 840. .926, 854. .931, 1021. .1164, 1032. .1160, 
1260. .1487, 1298. .1507 



OJ990330_05.9819.C12 
+ 

1614 

TBLASTX: Wheat 

1507 

111 



Seq. No. 10137 

Gene No. 21556 

Start 1 

Name OJ990330_05 . 9819 . C12 . o2 . tc . 

Start 665 

GI none 

Exons 665.. 751, 706. .759, 707. .757, 
1038. .1157, 1263, .1484, 1298. 



Seq. ID OJ990330_05.9819.C12 

Strand + 

End 1614 

Method TBLASTX: Cress 

End 1492 

Score 89 

840. .926, 851. .925, 1021. .1164, 
1492 



Seq. No. 10137 Seq. ID 

Gene No. 21556 Strand 

Start 1 End 

Name OJ990330_05 .9819. C12 . ol . gp Method 

Start 1368 End 

GI 96732_1.R1084 Score 

Exons 1368.. 1492, 1576.. 1614 



OJ990330_05 . 98 19 . C12 
+ 

1614 
AAT/GAP 
1614 
296 



10600 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 1514643/emb|CAA94437| 2.0e-43 ( Z70524 ) ■ PDR5-like ABC 
transporter [Spirodela polyrrhiza] 1 



10138 
21557 
1 

OJ990330_05..9819.C13.ol.np 
1 

1514643 



Seq. ID OJ990330_05.9819.C13 

Strand + 

End 4 905 

Method AAT/NAP 

End 4 902 

Score 2576 



1..105, 192. .457, 712. .956, 1056. .1388, 1711. .2001, 2196. .2279, 
2367. .2500, 3616. .3843, 3929. .4100, 4295. .4549, 4645. .4902 
(Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 



10138 
21557 
1 

OJ990330_05.9819.C13.ol.gs 
30 

none 



Seq. ID OJ990330_05.9819.C13 

Strand + 

End 4 905 

Method GENSCAN 

End 4 905 

Score .82 



30. .105, 158. .457, 511. .582, 712. .956, 1056. .1388, 1711. .2001, 
2196. .2279, 2367. .2500, 3616. .3843, 3929. .4100, 4295. .4549, 
4645. .4905 



Seq. No. 10138 Seq. ID 

Gene No. 21558 Strand 

Start * 4 669 End 

Name OJ990330_05. 98 19 . C13 . ol . gp Method 

Start 4 669 End 

GI none Score 

Exons 4669.. 5183 



OJ990330_05.9819.C13 

5183 
AAT/GAP 
5183 
1026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



10138 
21559 
5741 

OJ990330_05. 98 19 . C13 . ol . ts 
27 

none 

27. .98, 30. .95, 197. .229, 206, 
313.. 453, 762. .956, 880.. 957, 
1053.. 1391, 1053.. 1322, 1055., 
1710. .2003, 2186. .2278, 2195., 
2393. .2491, 3610. .3828, 3611., 
3937. .4101, 3941. .4102, 3941., 
4295. .4387, 4442. .4549, 4641., 
4647. .4784, 4753. .4812 

10138 
21559 
5741 

OJ990330_05.9819.C13.o3.tw 
27 

none 



Seq. ID OJ990330_05. 9819.C13 
Strand 

End 6265 

Method TBLASTX : Soybean 

End 4 812 

Score 74 " 

.229, 232. .306, 312. .470, 
881.. 961, 884.. 964, 1052. .1387, 
1387, 1216. .1422, 1708. .2004, 
2278, 2205.. 2279, 2349.. 2501, 
3841, 3611. .3757, 3613. .3840, 
4108, 3942. .4109, 4294. .4530, 
4733, 4645..475S, 4645. .4731, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_05. 9819.C13 
6265 

TBLASTX: Wheat 

4737 

52 



27. .104, 167. .226, 4373. 
4648. .4731, 4651. .4737 

10138 
21559 



.4552, 4381. .4548, 4647. .4733, 



Seq. ID 
Strand 



OJ990330 05.9819.C13 



10601 






Start 


5741 








End 


6265 




Name 


OJ990330 05 


.9819 


.C13.02, 


.tc 


Method 


TBLASTX: Cress 




Start 


167 








End 


4810 




GI 


none 








Score 


70 




Exons 


167. .229, 1911.. 


2006, 1912. . 


2010, 1949 


..2017, 2205. .2279, 






2376. .2501, 


3611 


. .3838, 


3619 


..3693, 3721. .3843, 3924. .4103, 






3941. .4090, 


4265 


. .4525, 


4273 


..4548, 4295. .4387, 4442. .4549, 






4602. .4724, 


4627 


. .4737, 


4646 


. .4810, 4647. .4730 




Seq. No. 


10138 








Seq. ID 


OJ990330_05. 9819.C13 




Gene No. 


21559 








Strand 






Start 


5741 








End 


6265 




Name 


OJ990330 05 


.9819 


.C13.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


846 








End 


1911 




GI 


none 








Score 


100 




Exons 


846. .953, 884. .1003, 1055. .1369, 1056. 


. 1385, 1711. . 1911, 






1752. .1910 














Seq. No. 


10138 








Seq. ID 


OJ990330 05.9819.C13 




Gene No. 


21559 








Strand 






Start 


5741 








End 


6265 




Name 


OJ990330 05 


.9819 


.C13.ol. 


. tm 


Method 


TBLASTX : Maize 




Start 


879 








End 


1394 


safe 


GI 


none 








Score 


92 


p ! 


Exons 


879. .953, 1055.. 


1393, 1056.. 


1394 ■ 


•7'" 


.I 1 


Seq. No. 


10138 








Seq. ID 


OJ990330_05. 9819.C13 




Gene No. 


21559 








Strand 




: »? 


Start 


5741 








End 


6265 


:U 


Name 


OJ990330 05 


.9819 


.C13.o3. 


. tm 


Method 


TBLASTX: Maize 


: S? 


Start 


1714 








End 


1953 




GI 


none 








Score 


361 


Lj 


Exons 


1714. .1953, 


1752 


. .1952 










Seq. No. 


10138 








Seq. ID 


OJ990330_05.9819.C13 




Gene No. 


21559 








Strand 






Start 


5741 








End 


6265 




Name 


OJ990330 05 


.9819 


.C13.o2, 


. tw 


Method 


TBLASTX: Wheat 


J 


Start 


1872 








End 


3790 


.! 


GI 


none 








Score 


107 




Exons 


1872. .2000, 


1872 


. .2000, 


1873 


..2004, 2205. .2279, 2207. .2278, 






2349. .2501, 


2402 


. .2428, 


3611 


..3790, 3613. .3789 




Seq. No. 


10138 








Seq. ID 


OJ990330_05. 9819.C13 




Gene No. 


21559 








Strand 






Start 


5741 








End 


6265 




Name 


OJ990330 05 


.9819 


.C13.o4. 


.tm 


Method 


TBLASTX: Maize 




Start 


1954 








End 


3851 




GI 


none 








Score 


89 




Exons 


1954 . .2004, 


1955 


. .1999, 


1963 


..2001, 21: 


86. .2278, 2193. .2279, 






2205. .2279, 


234 9 


. .2501, 


2379 


..2501, 2380. .2502, 3611. .3847, 






3616. .3846, 


3617 


. .3847, 


3618 


. .3851, 3657. .3851 




Seq. No. 


10138 








Seq. ID 


OJ990330_05. 9819.C13 




Gene No. 


21559 








Strand 






Start 


5741 








End 


6265 




Name 


OJ990330 05 


.9819 


.C13.ol. 


,tw 


Method 


TBLASTX: Wheat 



10602 






Start 


3800 








End 


4372 






GI 


none 








Score 


68 






Exons 


3800... 3844, 


3932. 


.4132, 


3933. 


.4109, 4278.-4343, 


4294 . . 4371, 






4295. .4372 
















Seq. No. 


10138 








Seq. ID 


OJ990330 


_05. 9819. C13 




Gene No. 


21559 








Strand 








Start 


5741 








End 


6265 






Name 


OJ990330_05 


.9819. 


C13.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3986 








End 


4886 






GI 


none 








Score 


173 






Exons 


3986. .4102, 


3987 . 


.4109, 


4287 . 


.4535, 4294. .4542, 


4294 . .4548, 






4442 . .4549, 


4638 . 


.4757, 


4641 . 


.4697, 4645. .4707, 


4708 . .4749, 






4759. .4815, 


4761 . 


.4886, 


4772 . 


.4834 








Seq. No. 


10138 








Seq. ID 


OJ990330 


_05.9819.C13 




Gene No. 


21559 








Strand 








Start 


5741 








End 


6265 






Name 


OJ990330_05 


. 9819. 


C13 . o2 


. gs 


Method 


GEN SCAN 






Start 


5741 








End 


6265 






GI 


none 








Score 


. 7 






Exons 


5741 . . 5844, 


6115 . 


. 6265 










I! 


Seq. No. 


10139 








Seq. ID 


OJ990330 


_05. 9819.C14 


s i' 

~: 


• Gene No. 


21560 








Strand 


+ 




3i 

! : 


Start 


64 








End 


147 




i i 


Name 


OJ990330 05 


. 9819. 


C14 .ol 


.gs 


Method 


GENSCAN 






Start 


64 








End 


147 




= i 


GI 


none 








Score 


.86 






Exons 


64 . . 147 
















Seq. No. 


10139 








Seq. ID 


OJ990330 


_05. 9819.C14 




Gene No. 


21561 








Strand 








Start 


431 








End 


-904 




"i 

si 


Name 


OJ990330 05 


.9819. 


C14.o2 


.gs 


Method 


GENSCAN 






Start 


431 








End 


904 




it 


GI 


none 








. Score 


.97 




-i 


Exons 


431. .450, - 826. . 904 










=i 

™r 


Seq. No. 


10140 








Seq. ID 


OJ990330 


_05. 9819. C15 


II 


Gene No. 


21562 








Strand 


+ 






Start 


1 








End 


1960 






Name 


OJ990330 05 


.9819. 


C15.ol 


. np 


Method 


AAT/NAP 






Start 


1 








End 


1960 






GI 


6358765 








Score 


118 






Exons 


1..39, 1704 


. .1960 












GI Descrip. 


(AC011665) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


10140 








Seq. ID 


OJ990330 


_05. 9819. qi5 




Gene No. 


21562 








Strand 


+ 






Start 


1 








End 


1960 






Name 


OJ990330 05 


.9819. 


C15.ol 


.gs 


Method 


GENSCAN 






Start 


114 








End 


1889 






GI 


none 








Score 


.59 






Exons 


114. .195, 283. .379, 746 


. .858, 


1425.. 1556, 1678. 


.1889 




Seq. No. 


10141 








Seq. ID 


OJ990330 


_05.9819.C16 



10603 



Gene No. 21563 . Strand 

Start 315 End 649 

Name OJ990330_05. 9819.C16.ol.gs Method GENSCAN 

Start 315 End 649 

GI none Score .71 

Exons 315. .402, 511.. 649 



Seq. No. 10142 Seq. ID OJ990330_05 . 9819 . C17 

Gene No. 21564 Strand 

Start 10011 End 10104 

Name OJ990330_05 . 98 19 . C17 . ol . gp Method AAT/GAP 

Start 10011 End 10104 

GI LIB3477-003-P1-K1-E9 Score 109 

Exons 10011.. 10104 

GI Descrip. ' 24 98586/sp I Q40638 | MPOljORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


10143 








Seq. ID 


OJ990330_05.9819.C18 


Gene No. 


21565 








Strand 




Start 


3153 








End 


3266 


Name 


OJ990330 05. 


9819. 


C18.o2 


.gs 


Method 


GENSCAN 


Start 


3153 








End 


3266 


GI 


none 








Score 


.71 


Exons 


3153. .3266 












Seq. No. 


10144 








Seq. ID 


OJ990330_05.9819.C19 


Gene No. 


21566 








Strand 


+ 


Start 


1 








End 


2111 


Name 


OJ990330 05. 


9819. 


C19.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End . 


2111 


GI 


1514643 








Score 


1144 


Exons 


1..296, 504. 


.588, 


858. . 


1017, 


1144. .1220, 1338. .1391, 1480. .1570, 




1663. .1964, 


2050. 


.2111 








GI Descrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela polyrrhiza] 


Seq. No. 


10144 








Seq. ID 


OJ990330_05.9819.C19 


Gene .No. 


21566 








Strand 


+ 


Start 


1 








End 


2111 


Name 


OJ990330 05. 


9819. 


C19.ol 


.gs 


Method 


GENSCAN 


Start 


46 








End 


1964 


GI 


none 








Score 


.81 


Exons 


46. .296, 504 


. .588 


, 858. 


.1017, 


1144. .1220, 1480.. 1570, 1663.. 1964 


Seq. No. 


10144 








Seq. ID 


OJ990330_05.9819.C19 


Gene No. 


21566 








Strand 


+ 


Start 


1 








End 


2111 


Name 


OJ990330 05. 


9819. 


C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


14 77 ■'" 








End 


1883 ... 


GI 


none 








Score 


163 


Exons 


1477. .1575, 


1479. 


.1574, 


1656. 


.1883, 1661.. 1882 



Seq. No. 10144 Seq. ID 

Gene No. 21566 Strand 

Start 1 End 

Name OJ990330_05 . 98 19 . C19 . ol . gp Method 

Start 1683 End 



OJ990330_05.9819.C19 
+ 

2111 

AAT/GAP 

2111 



10604 






GI 


426651 




Score 


653 




Exons 


1683. .1964, 2050. .2111 










GI Descrip. 


1514 64 3/emb|CAA94 4 37 | 9 


.0e-51 (Z70524) 


PDR5-like ABC transporte 






[Spirodela polyrrhiza] 










Seq. No. 


10144 




Seq. ID 


OJ990330_05. 9819.C19 




Gene No. 


21566 ' 




Strand 


+ ; 




Start 


1 




End 


2111 




Name 


OJ990330 05. 9819.C19.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1700 




End 


2109 




GI 


none 




Score 


389 




Exons 


1700 .. 1972, 1704. .197 3, 


2044 


..2109, 2049. .2108 




Seq. No. 


10144 




Seq. ID 


OJ990330 05.9819.C19 




Gene No. 


21566 




Strand 


+ 




Start 


1 




End 


2111 




Name 


OJ990330_05 . 9819 . CI 9 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1784 




End 


2109 




GI 


none 




Score 


269 




Exons 


1784. .1972, 17 85. .1973, 


2044 


..2109, 2049. .2102 




Seq. No. 


10145 




Seq. ID 


OJ990330_05.9819.C20 


ssf 


Gene No. 


21567 




Strand 


+ 


.A 


Start 


1 




. End 


,1951 


-ft 


Name 


OJ990330 05. 9819.C20.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1951 


' ; 1 

Ir? 


GI 


1514643 




Score 


1416 


*=? 


Exons 


1. .308, 419. .579, 666. . 


932, 


1020. .1270 


, 1355. .1687, 1765. .1951 


: 3 


GI Descrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela polyrrhiza] 


j t 


Seq. No. 


10145 




Seq. ID 


OJ990330_05.9819.C20 




Gene No. 


21567 




Strand 


+■ 




Start 


1 




End 


1951 




Name 


OJ990330 05.9819.C20.ol 


.gs 


Method 


GENSCAN 




Start 


16 




End 


1843 




GI 


none 




Score 


.71 


at 
"i 


Exons 


16. .308, 419. .579, 666. 


.932, 


1020. .1270, 1355. .1687, 17 65. . 184-3 


?! 


Seq. No. 


10145 




Seq. ID 


OJ990330_05.9819.C20 




Gene No. 


21567 




Strand 


+ 




Start 


1 




End 


1951 




Name 


OJ990330 05.9819.C20.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


63 




End 


931 




GI 


none 




Score 


221 




Exons 


63. .287, 64 . .309, 420. . 


572, 


680. .772, 


788. .931, 790. .921 




Seq. No. 


10145 




Seq. ID 


OJ990330_05.9819.C20 




Gene No. 


21567 




Strand 


+ 




Start 


1 




End-, 


1951 




Name 


OJ990330 05.9819.C20.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


103 




End 


267 




GI 


none 




Score 


211 




Exons 


103. .267, 105. .266 










Seq. No. 


10145 




Seq. ID 


OJ990330_05.9819.C20 




Gene No. 


21567 




Strand 






Start 


1 




End 


1951 



10605 



Name 


OJ990330 05. 


9819 


.C20.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


136 








End 


703 


GI 


none 








Score 


258 


Exons 


136. .309, 141. .311/ 182 


. . 316, 


416. . 577, 


420. .578, 655. .702, 




671. .703 












Seq. No. . 


10145 








Seq. ID 


OJ990330 05 . 9819 . C20 


Gene No. 


21567 








Strand 


+ 


Start 


1 








End 


1951 


Name 


OJ990330 05. 


9819 


.C20.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


268 








End 


1896 


GI 


none 








Score 


69 


Exons 


268. .309, 276. .314, 416 


. .562, 


423. .578, 


500.. 604, 593.. 766, 




671.. 766, 675.. 773, 676 


. .768, 


787. .897, 


788. .928, 1193. .1270, 




1195. .1272, 


1198 


. .1278, 


1351 . . 


1686, 1352. .1690, 1353. .1676, 




1354 . . 1686, 


1762 


. . 1896, 


17 64. . 


1895, 1809. .1847 


Seq. No. 


10145 








Seq. ID 


OJ990330_05.9819.C20 


Gene No. 


21567 








Strand 


+ 


Start 


1 








End 


1951 


Name 


OJ990330 05. 


9819 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1187 








End 


1871 


GI 


none 








Score 


74 


Exons 


1187. .1267, 


1349 


. .1615, 


1353. . 


1667, 1354.. 1686, 1355.. 1690, 




1762. . 1869, 


1764 


. .1871, 


17 64,- - 


1871 




Seq. No. 


10145 








Seq. ID 




Gene No . 


21567 








Strand 


+ _ 


Start 


1 








End 


1951 


Name 


OJ990330 05. 


9819 


.C20.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1193 








End 


1896 


GI 


none 








Score 


104 


Exons 


1193. . 1267, 


1198 


. . 1266, 


1337 . . 


1660, 135 


4. .1668, 1355. .1684, 




1765. . 1896, 


1821 


. .1895 








Seq. No. 


10145 








Seq. ID 


OJ990330_05. 9819.C20 


Gene No. 


21567 








Strand 


+ 


Start 


1 








End. 


1951 


Name 


OJ990330 05. 


9819 


.C20.ol 


• gp 


Method 


AAT/GAP 


Start 


1798 








Enid 


1897 


GI 


uC-osflcypl21d01bl 




Score 


178 


Exons 


1798. . 1897 












GI Descrip. . 


1 1514-64 3/emb|CAA94 4 37 | 


1.0e-60 (Z70524) 


PDR5-like ABC 




transporter 


[Spirodela 


polyrrhiza] 1 




Seq. No. 


10146 








Seq. ID 


OJ990330_05.9819.C21 


Gene No. 


21568 








Strand 




Start 


57 








End 


350 


Name 


OJ990330 05. 


9819 


.C21.ol 


.gp 


Method 


AAT/GAP 


Start 


57 








End 


350 




none 








Score 


525 


Exons 


57. .350 












Seq. No. 


10146 








Seq. ID 


OJ990330_05. 9819.C21 


Gene No. 


21569 








Strand 




Start 


469 








End 


1022 


Name 


OJ990330 05. 


9819 


•C21.ol 


.gs 


Method 


GENSCAN 



10606 




Start 


469 


End 


1022 


GI 


none 


Score 


.77 


Exons 


469. . 570, 


903 . . 1022 




Seq. No. 


10147 


Seq. ID 


OJ990330_05 . 9819 -C22 


Gene No. 


21570 


Strand 


+ 


Start . 


168 


End .. 


2315 


Name 


OJ990330 


05 . 9819.C22 .ol .gs Method 


GEN SCAN 


Start 


168 


End 


1919 


GI 


none 


Score 


.88 


Exons 


168. .538, 


644.-853, 1145. .1229, 1564.. 


1723, 1843 . . 1919 


Seq. No. 


10147 


Seq. ID 


OJ990330_05. 9819. C2 2 


Gene No. 


21570 


Strand 


+ 


Start 


168 


End 


2315 


Name 


OJ990330 


05 . 98 1 9 . C22 . ol . np Method 


AAT/NAP 


Start 


171 


End 


2315 


GI 


1514643 


Score 


702 


Exons 


171. .538, 


644 . .848, 1140. .1229, 1564.. 


1723, 1843.. 1919, 




2033.. 2090, 2276.. 2315 




GI Descrip. 


(Z70524) 


PDR5-like ABC transporter [Spirodela polyrrhiza] 


Seq. No. 


10147 


Seq. ID 


OJ990330_05.9819.C22 


Gene No. 


21570' 


Strand 


+ 


Start 


168 ■ 


End 


2-315 


Name 


OJ990330 


05. 9819.C22.ol.ts Method 


TBLASTX: Soybean 


Start 


315 


End . 


797 


GI 


none 


Score 


81 


Exons 


315. .374, 


426..S63, 632.-796, 642.-797 




Seq. No. 


10148 


Seq. ID 


OJ990330_05.9819.C23 


Gene No. 


21571 


Strand 




Start 


153 


End 


683 


Name 


OJ990330 


05. 9819.C23.ol.gs Method 


GENSCAN 


Start 


153 


End 


683 


GI 


none 


Score 


.81 


Exons 


153. .358, 


491. .683 




Seq. No. 


10149 


Seq. ID 


OJ990330_05. 981-9. C25 


Gene No. 


21572 


Strand 


+ 


Start 


1 


End 


1068 


Name 


OJ990330 


05. 9819.C25.ol.np Method 


AAT/NAP 


Start 


1 


End 


1068 


GI 


1514643 


Score 


661 


Exons 


1..165, 252. .385, 485. .710, 788. .1068 




GI Descrip. 


(Z70524) 


PDR5~like ABC transporter [Spirodela polyrrhiza] 


Seq. No. 


10149 


Seq. ID 


OJ990330_05.9819.C25 


Gene No. 


21572 


Strand 


+ 


Start 


1 


End • 


1068 


Name 


OJ990330 


05. 9819.C25.ol.tc Method 


TBLASTX: Cress 


Start 


79 


End 


989 


GI 


none 


Score 


103 


Exons 


79. .165, 


82. .162, 90. .164, 249. .386, 257. .385, 273.-389, 




471. .707, 


488. .709, 785. .964, 787. .951, 839. .970, 861. .989 


Seq. No. 


10149 


Seq. ID 


OJ990330_05. 9819.C25 



10607 



Gene No . 


21572 




Strand 


+ 


Start 


1 




End 


1068 


Name 


OJ990330_05 . 9819 .C25 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


79 




End 


739 


GI 


none 




Score 


148 


Exons 


79. .165, 81. .164, 249.. 


386, 


260. . 385, 


261 . . 386, 477 . . 710, 




479. .739, 485 . . 715 








Seq. No. 


10149 




Seq. ID 


OJ990330 05.9819.C25 


Gene No. 


21572 




Strand 


+ 


Start 


1 




End 


1068 


Name 


OJ990330_05 . 9819.C25.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


79 




End 


709 


GI 


none 




Score . 


89 


Exons 


79. .165, 249. .386, 270. 


.365, 


477 . . 704, 


479 . . 709, 482 . . 709 


Seq. No. 


10149 




Seq. ID 


OJ990330 05.9819.C25 


Gene No. 


21572 




Strand 


+ 


Start 


1 




End 


1068 


Name 


OJ990330_05 . 9819.C25 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


79 




End 


964 


GI 


none 




Score 


128 


Exons 


79. . 165, 81 . . 170, 249. . 


386, 


250. . 390, 


251. .376, 469. . 621, 




477. .710, 482. .739, 518 


. .721 


, 788.. 964 


, 802. .963, 803. .964 


Seq. No.- 


10149 




Seq. ID 


OJ990330_05. 9819.C25 


Gene No. 


21572 




Strand 


+ 


Start 


1 




End 


1068 


Name 


OJ990330 05.9819.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


81 




End 


384 


GI 


uC-osflcypl21d01bl 




Score 


396- 


Exons 


81. .165, 252. .384 








GI Descrip. 


' 1514 64 3/embl CAA94 4 37 | 


l.Oe- 


60 (Z70524) PDR5-like ABC 




transporter [Spirodela 


polyrrhiza] 1 




Seq. No. 


10149 




Seq. ID 


OJ990330_05. 9819.C25 


Gene No. 


21572 




Strand 


+ 


Start 


1 




End 


1068 


Name 


OJ990330_05. 9819.C25.ol 


.gs 


Method 


GENSCAN 


Start 


82 




End 


961 


GI 


none 




Score 


.95 


Exons 


82 . . 165, 252 . . 385, 485 . 


.712, 


790. .961 




Seq. No. 


10149 




Seq. ID 


OJ990330_05.9819.C25 


Gene No. 


21572 




Strand 


+ 


Start 


1 




End 


1068 


Name 


OJ990330_05 . 9819.C25 .o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


794 




End 


964 


GI 


none 




Score 


258 


Exons 


794. .964, 796. .963, 797 


. .964 






Seq. No. 


10149 




Seq. ID 


OJ990330_05.9819.C25 


Gene No. 


21572 




Strand 


+ 


Start 


1 




End 


1068 


Name 


OJ990330 05.9819.C25.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


818 




End 


964 


GI 


none 




Score 


238 



10608 




Exons 


818. .964, 


820. .963 








Seq. No. 


10150 






Seq. ID 


OJ990330_05. 9819.C26 


Gene No . 


21573 






Strand 


+ 


Start 


131 






End 


993 


Name 


OJ990330 


05.9819.C26.ol 


.np 


Method 


AAT/NAP 


Start 


131 






End 


993 


GI 


1514643 






Score 


894 


Exons 


131. .232, 


306. .607, 685 


. .993 






GI Descrip. 


(Z70524) 


PDR5-like ABC 


transporter [Spirodela polyrrhiza] 


Seq. No. 


10150 






Seq. ID 


OJ990330_05. 9819.C26 


Gene No. 


21573 






Strand 


+ 


Start 


131 






End 


993 


Name 


OJ990330 


05.9819.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


137 






End 


526 


GI 


none 






Score 


149 


Exons 


137. .226, 


139.. 234, 141 


. .233, 


304 . .525, 


305. .526 





Seq. No. 


10150 






Seq. ID 


OJ990330_05. 9819. 


■ C26 




Gene No. 


21573 






Strand 


+ 






Start 


131 






End 


993 






Name 


OJ990330 


05.9819.C26.ol, 


.gs . 


Method 


GENSCAN 




Q 


Start 


172 






End 


966 




Q 


GI 


none 






Score 


.81 




i!\ 


Exons 


• 172. .232, 


306. .607, 685. 


. .966 








riS 

: s? 


Seq. No. 


10150 






Seq. ID 


OJ990330_05.9819. 


,C26 


• . i 


Gene No. 


21573 






Strand 


+ 






Start 


131 






End 


993 




Q 


Name 


OJ990330 


05.9819.C26.ol, 


.ts 


Method 


TBLASTX : Soybean 




i a J i 
i : i 
: sr 


Start 


343 






End 


788 




■ : = 


GI 


none 






Score 


387 




.931 

u 


Exons 


343. .612, 


347. .613, 353, 


. .613, 


679. .786, 


684. .788 




s h.i 

-i 


Seq. No. 


10150 






Seq. ID 


OJ990330_05.9819, 


.C26 


U 


Gene No. 


21573 






Strand 


+ 






Start 


131 






End 


993 




r 3 ! 


Name 


OJ990330 


05.9819.C26.ol. 


■ tc 


Method 


TBLASTX: Cress 






Start 


427 






End 


810 






GI 


none 






Score 


268 






Exons 


427. . 612, 


428. .613, 679. 


. .810, 


682. .810 







Seq. No. 10150 Seq. ID 

Gene No. 21573 Strand 

Start 131 End 

Name OJ990330_05 . 98 19 . C2 6 . o2 . t s Method 

Start 813 End 

G£ none . Score 

Exons 813.. 968, 814.. 969 



OJ990330_05.9819.C26 
+ 

993 

TBLASTX : Soybean 

969 

186 



Seq. No. 10151 Seq. ID 

Gene No. 21574 Strand 

Start 11 End 

Name OJ990330_05 . 9819 . C27 . ol . gs Method 

Start 11 End 

GI none Score 



OJ990330_05. 9819.C27 
+ 

484 

GENSCAN 

484 

.53 



-10609 



Exons 


t i ion 
11 . .18/, 


O C (2 A O A 

zoo ..484 










Seq. No. 


10152 






Seq. ID 


OJ990330_05.9819 


.C30 


Gene No. 


21575 






Strand 


+ 




Start 


O "7 C 

875 






hna 


QQQ 

y o y 




Name 


OJ990330_ 


05 . 9819 . C30 . ol . 


gs 


Method 


t? vr o 7\ M 




Start 


875 






End 


QQQ 

y o y 




GI 


none 






Score 


. yo 




Exons 


875 . .989 












Seq. No. 


10153 






Seq. ID 


OJ990330_05.9819 


POT 

. Col 


Gene No. 


21576 






Strand 






Start 


233 






End 


3500 




Name 


OJ990330 


05. 9819.C31.ol. 


np 


Method 


AAT/NAP 




Start 


233 






End 


3500 




GI 


3059129 






Score 


1008 




Exons 


233. .488, 


561. .918, 2459 


..2804, 2881. .2979, 3007. .3500 




GI Descrip. 


(AJ000477) cytochrome P450 [Helianthus 


tuberosus] 




Seq. No. 


10153 






Seq. ID 


OJ990330_05.9819 


. Cil 


Gene No. 


21576 






Strand 






Start 


233 






End 


3500 




Name 


OJ990330 


05.9819.C31.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


242 






End 


3239 




GI 


none 






Score 


7 9 




Exons 


242. .469, 


279.-449/ 563. 


.796, 


570. .776, 


805.. 912, 806'.. 


913, 




2456. .2545, 2591. .2632, 


2883. 


.2981, 2994. .3239 




Seq. No. 


10153 






Seq. ID 


OJ990330_05. 9819 


. Col 


Gene No. 


21576 






Strand 






Start 


233 






End 


3500 




Name 


OJ990330 


05. 9819.C31.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


263 






End 


930 




GI 


none 






Score 


61 




Exons 


263. .469, 


301. .480, 320. 


.448, 


363. .470, 


562. .621, 563.. 


/ y d, 




567. .776, 


805. .930, 806. 


.910 








Seq. No. 


10153 






Seq. ID _ 


OJ990330_05.9819 


. Col 


Gene No. 


21576 






Strand 






Start 


233 






End 


3500 




Name 


OJ990330 


05.9819.C31.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


263 






End 


930 




GI 


none 






Score 


61 




Exons 


263. .469, 


301.. 480, 320. 


.448, 


363. .470, 


562.. 621, 563.. 


/ y d, 




567. .776, 


805. .930, 806. 


.910 








Seq. No. 


10153 






Seq. ID 


OJ990330_05.9819 


.C31 


Gene No. 


21576 






Strand 






Start 


233 






End 


3500 




Name 


OJ990330 


05. 9819.C31.ol. 


gs 


Method 


GENS CAN 




Start 


265 






End 


3500 




GI 


none 






Score 


.89 




Exons 


265. .488, 


567. .751, 799. 


.924, 


2465. .2807, 2881. .3500 




Seq. No. 


10153 






Seq. ID 


OJ990330_05.9819 


.C31 


Gene No. 


21576 






Strand 






Start 


233 






End 


3500 





10610 






Name 


OJ990330 05 


.9819.C31.ol 


. tw 


Method 


TBLASTX : wheat 






Start 


623 






End 


0 c c 1 

2551 






GI 


none 






Score 


/ O 






Exons 


623. .802, 630. .758, 805 




one en o 

oU D . . yij, 








Seq. No. . 


10153 






Seq. ID 


OJ990330_05.9819. 


C31 




Gene No. 


21576 






Strand 








Start 


233 






End 


3500 






Name 


OJ990330 05 


.9819.C31.o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


2603 






End 


3401 






GI 


none 






Score 


56 






Exons 


2603 . .2632, 


2708 . . 2806, 


2883 . 


.2999, 3012.. 3239, 3299.. 3376, 






3336. .3401 














Seq. No. 


10153 






Seq. ID 


OJ990330_05.9819. 


C31 




Gene No . 


21576 






Strand 








Start 


233 






End 


3500 






Name 


OJ990330 05 


.9819.C31.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2705 






End 


3353 






GI 


none 






Score 


44 






Exons 


2705. .2809, 


2904. .2987, 


2913 . 


.2963, 2985.. 3137, 3073. .3138, 






3138. .3236, 


3187. .3237, 


3297 . 


.3353 








i. 3 j 


Seq. No. 


10154 






Seq. ID 


OJ990330_05.9819. 


C32 


=1 


Gene No . 


21577 






Strand 






m 


Start 


1259 






End . 


1971 




)•■ S 1 


Name 


OJ990330 05 


.9819.C32.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


26 






End 


1950 




!..! 


GI 


none 






Score 


75 




u? 


Exons 


26. .100, 1259. .1492, 1302. .1472, 1578.. 


1805, 1594. .1815, 








1600. .1833, 


1607. .1837, 


1816. 


.1950, 1817.. 1918 




rii 


Seq. No. 


10154 






Seq. ID 


OJ990330_05. 9819. 


C32 




Gene No. 


21577 






Strand 






t : 
nr 


Start 


1259 






End 


1971 




! ; J 


Name 


OJ990330 05 


.9819.C32.ol 


.np 


Method 


AAT/NAP 




H ! 


Start 


1256 






End 


1971 






GI 


3059129 






Score 


564 






Exons 


1256. .1504, 


1591. .1971 










cf 

,1 31 


GI Descrip. 


(AJ000477) 


cytochrome P450 [Helianthus 


tuberosus] 






Seq. No. 


10154 






Seq. ID 


OJ990330_05.9819. 


C32 




Gene No. 


21577 






Strand 








Start 


1259 






End 


1971 






Name 


OJ990330 05 


.9819.C32.o2 


.gs 


Method 


GENS CAN 






Start 


1259 






End 


1962 






GI 


none 






Score 


.49 






Exons 


1259. .1511, 


1604. .1962 












Seq. No. 


10154 






Seq. ID 


OJ990330JD5. 9819. 


C32 




Gene No. 


21577 






Strand 








Start 


1259 






End 


1971 






Name 


OJ990330 05 


. 9819.C32.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


1286 






End 


1968 






GI 


none 






Score 


73 






Exons 


1286. .1504, 


1349. .1471, 


1386. 


.1493, 1594. .1704, 1600. .IE 


(39, 






1604. .1840, 


1816. .1968 











10611 



Seq. No. 10154 

Gene No. 21577 

Start 1259 

Name OJ990330__05 . 9819 . C32 . ol . ts 

Start 1286 

GI none 
Exons -•' 



Seq. ID OJ990330_05.9819.C32 
Strand 

End 1971 

Method TBLASTX : Soybean 

End 1968 

Score 73 



1286. .1504, 1349. .1471, 1386. .1493, 1594 .. 1704 1600 .. 1839, 
1604. .1840, 1816. .1968 



Seq. No. 10154 

Gene No. 21577 

Start 1259 

Name OJ990330_05 . 9819 . C32 . ol . tw 

Start 1660 

GI none 
Exons 



Seq. ID OJ990330_05. 9819.C32 
Strand 

End 1971 

Method TBLASTX : Wheat 

End 1950 

Score 123 



1660. .1833, 1667. .1834, 1843. .1950, 1844. .1918 



Seq. No. .10155 

Gene No. 21578 

Start 2130 

Name OJ990330_05 . 98 19 . C34 . ol . gs 

Start 2130 

GI none 
Exons 



Seq. ID OJ990330_05. 9819.C34 
Strand 

End 4728 

Method GENSCAN 

End 4728 

Score .64 



2130. .2329, 2514. .2518, 2742. .2878, 3802. .3933, 4570. .4728 



Seq. No. 10156 
Gene No. 21579 ' 

Start 132 

Name OJ990330_05 . 98 19 . C35 . ol . np 

Start 132 
GI 5915842 
Exons 132. .825 

GI Descrip. CYTOCHROME P450 81E1 (ISOFLAVONE 2 1 -HYDROXYLASE ) (P450 91A4) 

(CYP GE-3) gi|2443348|dbj IBAA22422.il (AB001379) cytochrome P450 
[Glycyrrhiza echinata] 



Seq. ID OJ990330_05.9819.C35 

Strand + 

End 825 

Method AAT/NAP 

End 825 

Score 262 



Seq. No. 


10156 






Seq. ID 


OJ990330_05. 9819 


.C35 


Gene No. 


21579 






Strand 


+ 




Start 


132 






End 


825 




Name 


OJ990330 


05. 9819.C35.ol 


.gs 


Method 


GENSCAN 




Start 


140 






End 


743 




GI 


none 






Score 


.55 




Exons 


140. .190, 


278... 743 










Seq. No. 


10156 






Seq. ID 


OJ990330_05.9819 


.C35 


Gene No. 


21579 






Strand 


+ 




Start 


132 






End 


825 




Name 


OJ990330 


05. 9819.C35.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


236 






End 


572 




GI 


none 






Score 


91 




Exons 


236. .289, 


243. .323, 261 


.323, 


386. .544 


, 387. .572 




Seq. No. 


10156 






Seq. ID 


OJ990330_05. 9819 


.C35 


Gene No. 


21579 






Strand 


+ 




Start 


132 






End 


825 




Name 


OJ990330 


05.9819.C35.ol 


ts 


Method 


TBLASTX: Soybean 





10612 



Start 261 

GI none 

Exons 261.. 323, 384.. 572, 663.. 740 

Seq. No. 10156 

Gene No.. 21579 

Start 132 

Name OJ990330_05. 9819 .C35 . ol . tc 

Start 261 

GI none 

Exons 261.. 299, 384.. 566, 663.. 752 

Seq. No. 10157 

Gene No. 21580 

Start 433 

Name OJ990330_05 . 9819 . C36 . ol . np 

Start 269 

GI 5902445 

Exons 269.. 945 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 10157 

Gene No. 21580 

Start 433 

Name OJ?90330_05 . 9819 . C36 . ol . tw. 

Start 278 

GI none 

Exons 278.. 409, 454.. 879, 599.-736, 



Ly Seq. No. 


10157 


i,"S Gene No. 


21580 


»\i Start 


433 


Name 


OJ990330 


L Start 


317 


□ GI 


none 


sj Exons 


317. .418 


,n Seq. No. 


10157 


,!s! Gene No. 


21580 


! ;=; Start 


433 


'sal Name 


OJ990330 



Start 433 

GI none 

Exons 433..834 

Seq. No. 10158 

Gene No. 21581 

Start 222 

Name OJ990330_05 . 9819 . C37 . ol . gs 

Start 222 

GI none 

Exons 222.. 274, 414.. 492 

Seq. No. 10158 

Gene No. 21582 

Start 159 

Name OJ990330_05 . 9819 .C37 . ol . np 



End 


740 




Score 


54 




Seq. ID 


OJ990330_05 . 9819 


.C35 


Strand 


+ 




End' 


825 




Method . 


TBLASTX: Cress 




End 


752 




Score 


48 




Seq. ID 


OJ990330_05.9819 


.C36 


Strand 






End 


945 




Method 


AAT/NAP 




End 


945 




Score 


903 




[Oryza sativa] 




Seq. ID 


OJ990330 05.9819 


.C36 


Strand 






■■End 


945 




Method 


TBLASTX: Wheat 




End 


879 




Score 


82 




803. .871 






Seq. ID 


OJ990330 05.9819 


.C36 


Strand 






End 


945 




Method 


TBLASTX: Maize 




End 


570 




Score 


93 




448. .570 






Seq. ID 


OJ990330_05.9819 


.C36 


Strand 






End 


945 




Method 


GENSCAN 




End 


834 




Score 


.68 




Seq. ID 


OJ990330_05.9819 


. C37 


Strand 


+ 




End 


492 




Method 


GENSCAN 




End 


492 




Score 


.95 




Seq. ID 


OJ990330_05.9819 


.C37 


Strand 






End 


3331 




Method 


AAT/NAP 





10613 




Start 159 End 3277 

GI 5922631 Score 3207 

Exons 159.. 657, 1188.. 2169, 2290.. 2441, 2484.. 3062, 3108.. 3277 

GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





Seq. No. 


10158 




Seq. ID 


OJ990330_05 .9819. 


C37 




Gene No. 


21582 




Strand 








Start 


159 




End 


3331 






Name 


OJ990330 05.9819.C37.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


177 




End 


585 






GI 


none 




Score 


44 






Exons 


177. .296, 177. .308, 324 


. .584, 


330. .584, 


331. .585 






Seq. No. 


10158 




Seq. ID 


OJ990330_05. 9819. 


C37 




Gene No. 


21582 




Strand 








Start 


159 




End 


3331 






Name 


OJ990330 05. 9819.C37.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


252 




End 


653 






GI 


none 




Score 


157 




cfi 


Exons 


252.. 653, 286.. 636 










ry 

i"i 


Seq. No. 


10158 




Seq. ID 


OJ990330_05 . 9819. 


C37 


s * 


Gene No. 


21582 




Strand 


— 




: . I 


Start 


159 




End 


3331 




O 


Name 


OJ990330_05. 9819.C37.o2 


. tw 


Method 


TBLASTX: Wheat 




rii 


Start 


307 




End 


656 






GI 


none 




Score 


235 




I s 8 i 

'as? 


Exons 


307.. 633, 312.. 656 












Seq. No. 


10158 




Seq. ID 


OJ990330_05. 9819. 


C37 


is a: 


Gene No. 


21582 




Strand 








Start 


159. 




End 


3331 




i"i 


Name 


OJ990330_05. 9819.C37.o2 


.gs 


Method 


GENSCAN 




•k sr 
.a=; 


Start 


635 




End 


3331 




: l 3? 


GI 


none 




Score 


.7 






Exons 


635.. 1078, 1265.. 2736, 


2804 . . 


3331 








Seq. No. 


10158 




Seq. ID 


OJ990330J35.9819'. 


C37 




Gene No. 


21582 




Strand 








Start 


159 




End 


3331 






Name 


OJ990330 05.9819.C37.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


740 




End 


1096 






GI 


none 




Score 


164 






Exons 


740. .1096, 768. .1055 












Seq. No. 


10158 




Seq. ID 


OJ990330_05. 9819. 


C37 




Gene No. 


21582 




Strand 








Start 


159 




End 


3331 






Name 


OJ990330 05.9819.C37.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


770 




End 


1226 






GI 


none 




Score 


248 





10614 






Exons 


770. .1225, 771. . 


1226 










Seq. No. 


10158 






Seq. ID 


OJ990330 05.9819.C37 




Gene No. 


21582 






Strand 






Start 


159 






End 


3331 




Name 


OJ990330 05.9819 


.C37.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


821 






End 


1186 




GI 


none ■ 






Score 


140 




Exons 


821. .955, 962. . 1186 










Seq. No. 


10158 






Seq. ID 


OJ990330_05. 9819.C37 




Gene No. 


21582 






Strand 






Start 


159 






End 


3331 




Name 


OJ990330 05.9819 


.C37.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


1226 






End 


1903 




GI 


none 






Score 


147 




Exons 


1226. .1342, 1446 


. .1685, 


1448 


. .1678, 1727. .1903 




Seq. No. 


10158 






Seq. ID 


OJ990330 05.9819.C37 




Gene No. 


21582 






Strand 






Start 


159 






End 


3331 




Name 


OJ990330 05.9819 


.C37.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1418 






End 


1595 


Q 


GI 


none 






Score 


118 




Exons 


1418.. 1594, 1449 


. .1595 








m 

ru 


Seq. No. 


10158 






Seq. ID 


OJ990330_05.9819.C37 




Gene No. 


21582 






Strand 






Start 


159 






End 


3331 




Name 


OJ990330 05.9819 


.C37.o4 


tw 


Method 


TBLASTX: Wheat 


: = E 


Start 


2477 






End 


2880 




GI 


none 






Score 


68 




Exons 


2477. .2740, 2734 


. .2880, 


2748 


. .2879 






Seq. No. 


10159 






Seq. ID 


OJ990330_05.9819.C38 




Gene No. 


21583 






Strand 


+ 


hi: 


Start 


829 






End 


2747 




Name " 


OJ990330 05.9819 


.C38.o2 


gs 


Method 


GENSCAN ■ 


q 


Start 


829 






End 


2665 




GI 


none 






Score 


.92 


'53? 


Exons 


829.. 853, 1289.. 


1344, 1426.. 


1550, 1636 


..1792, 2591. .2665 




Seq. No. 


10159 






Seq. ID 


OJ990330_05.9819.C38 




Gene No. 


21583 






Strand 


+ 




Start 


829 






End 


2747 




Name 


OJ990330 05.9819 


.C38.ol 


gp 


Method 


AAT/GAP 




Start 


1288 






End 


2747 




GI 


549 2.R1084 






Score 


842 




Exons 


1288. .1344, 1415 


. . 1550, 


1636 


..1792, 2591.. 2747 




GI Descrip. 


'3355468 1.0e-34 


(AC004218) 


putative ribosomal protein L35 






[Arabidopsis thaliana] ' 










Seq. No. 


10159 






Seq. ID 


OJ990330_05.9819.C38 




Gene No. 


21583 






Strand 


+ 




Start 


829 






End 


2747 




Name 


OJ990330 05.9819 


.C38.o2. 


np 


Method 


AAT/NAP 




Start 


1411 






End 


2662 



10615 




GI 3355468 Score 417 

Exons 1411. .1550, 1636. .1792, 2591. .2662 

GI Descrip. (AC004218) 60S ribosomal protein L35 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



10159 
21584 
1 

OJ990330_05. 9819.C38 . ol .np 
1 

5902444 
1. .352 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990330_05. 9819.C38 
Strand 

End 352 . 

Method AAT/NAP 

End 352 

Score 370 



Seq. No. 10159 Seq. ID 

Gene No. 21584 Strand 

Start 1 End 

Name 0 J990330_05 .9819. C38 . ol . gs Method 

Start . 14 End 

GI none Score 

Exons 14.. 352 



OJ990330_05. 9819.C38 
352 

GENSCAN 

352 

.99 



Seq. ID OJ990330_05. 9819.C38 
Strand 
End 

Method 
End 
Score 

1416. .1550, 1417. .1551, 1633. .1794, 1637. .1795, 2580. .2660, 
2588. .2674, 2590. .2673 



Seq.. No. 10159 

Gene No. 21585 

Start 1416 

1 Name OJ990330JD5 .9819. C38 . ol . tm 

Start 1416 

GI none 
Exons 



2709 

TBLASTX: Maize 

2674 

117 



Seq. No. 10159 
Gene No. 21585 
Start 1416 

Name OJ990330_05 .9819. C38 . ol 

Start 1416 
GI none 

Exons 1416.. 1550, 1417. .1551, 

1638. .1715, 1718. .1795, 
2590. .2655 

Seq. No. 10159 

Gene No. 21585 

Start 1416 

Name OJ990330_05 . 9819 . C38 . ol 

Start 1417 

GI none 

Exons 1417.. 1551, 1515.. 1550, 
2590. .2664. 

Seq. No. 10159 

Gene No. 21585 

Start 1416 

Name OJ990330_05 . 98 1 9 . C38 . ol 

Start 1417 

GI none 

Exons 1417.. 1551, 1515.. 1550, 
2588. .2671, 2590. .2709 . 



Seq. ID OJ990330_05. 9819.C38 
Strand 

End 2709 
.tw Method TBLASTX : Wheat 
' End 2656 
Score 124 
1636. .1716, 1637. .172 9, 1637. .1711, 
1762. .1794, 2580. .2651, 2588. .2656, 



Seq. ID OJ990330_05. 9819.C38 
Strand 

End 2709 

.tc Method TBLASTX : Cress 

End 2665 

Score 109 
1633. .1788, 1637. .1792, 2588. .2665, 



Seq. ID OJ990330_05.9819.C38 
Strand 

End 2709 

.ts Method TBLASTX : Soybean 

End 2709 

Score 110 
1633. .1710, 1637. .17 95, 17 62. .17 94, 



10616 



Seq. No. 10160 Seq. ID 

Gene No. 21586 Strand 

Start 1 . End 

Name OJ990330_05 . 9819 . C39 . ol . gp Method 

Start 1 End 

GI 3762940 Score 

Exons 1 . . 168 



OJ990330_05.9819.C39 
168 

AAT/GAP 

168 

191 



Seq. No. 10161 

Gene No. 21587 

Start 58 

Name OJ990330_05 . 98 19 . C4 1 . ol . gp 

Start 58 

GI none 

Exons 58. .326, 425. .552 



Seq. ID OJ990330_05.9819.C41 
Strand 

End 1333 

Method AAT/GAP 

End 552 

Score 702 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10161 
21587 
58 

OJ990330_05.9819.C41.ol. tm 
66 

none 



Seq. ID OJ990330_05. 9819.C41 
Strand 

1333 . 

TBLASTX: Maize 
1333 
283 



End 

Method 
End 
Score 

66. .335, 97. .327, 99. .335, 404 547,' 405 545, 421. .546, 

425. .550, 722. .868, 789. .881, 792 .. 872, 1230 .. 1295, 1242. .1310, 

1294. .1332, 1295. .1333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10161 
21587 
58 

OJ990330_05.9819.C41.ol.tc 

147 

none 



Seq. ID OJ990330_05. 9819.C41 
Strand 

End 1333 

Method TBLASTX : Cress 

End 881 

Score 181 



147. .335, 148. .327, 242. .337, 416. .547, 423. .545, 425. .550, 
620. .679, 789. .881, 794. .865 



Seq. No. 10161 

Gene No.. 21587 

Start 58 

Name OJ990330_05 . 9819 . C41 . ol . gs 

Start 150 

GI none 

Exons 150.. 365, 425.. 544, 1242.. 1330 

Seq. No. 10161 

Gene No. 21587 

Start 58 

Name OJ990330_05 . 9819 . C4 1 . o2 . gp 

Start 794 .. 

GI 3107604 

Exons 794. .872 



Seq. ID OJ990330_05. 9819.C41 
Strand 

End 1333 

Method GENSCAN 

End 1330 

Score .9 



Seq. ID OJ990330_05. 9819.C41 
Strand 

End 1333 

Method AAT/GAP 

End 872 

Score 119 



Seq. No. 10162 

Gene No. 21588 

Start 816 

Name OJ990330__05 . 9819 . C42 . ol . gs 

Start 816 



Seq. ID OJ990330_05.9819.C42 
Strand 

End 2065 

Method GENSCAN ' 

End 2065 



10617 



GI 

Exons 



none Score 
816. .876, 1386. .1465, 1989. .2065 



.86 



Seq. No. 10163 Seq. ID 

Gene No. 21589 Strand 

Start 1 End 

Name OJ990330_05 . 98 1 9 . C4 3 . ol . np Method 

Start 1 End 

GI 100226 Score 
Exons 1..720, 748.. 1031 

GI Descrip. hypothetical protein - tomato gi 1 19275 | emb | CAA7 8112 | (Z12127) 

protein of unknown function [Lycopersicon esculentum] 

gi I 445619 | prf | 1 1909366A Leu zipper protein [Lycopersicon 
esculentum] 



OJ990330_05.9819.C43 
+ 

1031 
AAT/NAP 
1031 
479 



Seq. No. 10163 

Gene No. 21589 

Start 1 

Name OJ990330_05 . 981 9 . C43 . ol . tm 

Start 59 

GI none 
Exons 



59. .322, 59. .217, 61. .354, 61. .321, 69 
396. .692, 396. .680, 418. .684 



Seq. ID OJ990330_05.9819.C43 

Strand + 

End 1031 

Method TBLASTX : Maize 

End 692 

Score' 342 

356, 254. .352, 389. .685, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10163 Seq. ID 

21589 . Strand 

1 End 
OJ990330_05. 9819 . C43 . o2 . ts Method 

59 End . 

none Score 

59. .118, 79. .321, 113. .322 



OJ990330_05.9819.C43 
+ 

1031 

TBLASTX : Soybean 

322 

65 



10163 
21589 
1 

OJ990330_05. 98 19 . C43 . ol . gp 
67 

699987 
67. .4 61 . 

4587550/gb|AAD25781.1|AC006577_17 6.0e-ll (AC006577) EST 
gb_R64848 comes from this gene. [Arabidopsis thaliana] 



Seq. ID OJ9903S0_05.9819.C43 

Strand + 

End 1031 

Method AAT/GAP 

End 4 61 

Score 790 



10163 Seq. ID 

21589 Strand 

1 End 
OJ990330_05. 9819 . C43 . ol . gs Method 

80 End 

none Score 
80..,. 908 



OJ990330_05. 9819.C43 
+ 

1031 
GENSCAN 
908 
.65 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10163 
21589 
1 

OJ990330_05.9819.C43.ol.tc 

263 

none 



Seq. ID OJ990330_05.9819.C43 
Strand 
End 

Method 
End 
Score 



+ 

1031 

TBLASTX: Cress 

871 

77 



263. .322, 389. .565, 466. .576, 566. .685, 743. .871 



10618 



J 



Seq. No. 10163 

Gene No. 21589 

Start 1 

Name OJ990330_05 . 9819 . C4 3 . ol . ts 

Start 398 

GI none 

Exons 398.. 685, 460.. 684, 7*48.. 94£ 



Seq. ID OJ990330_05. 9819.C43 

Strand + 

End 1031 

Method TBLASTX : Soybean 

End 952 

Score 226 

749. .952 



Seq. No. 10163 

Gene No. 21589 

Start 1 

Name OJ990330_05 . 9819 . C4 3 . ol . tw 

Start 419 

GI none 
Exons 



Seq. ID OJ990330_05.9819.C43 

Strand + 

End 1031 

Method TBLASTX : Wheat 

End 853 

Score 201 



419. .685, 482. .685, 736. .789, 742. .792, 743. .853 



Seq. No. 10163 

Gene No. 21589 

Start 1 

Name OJ990330_05 . 98 19 . C4 3 . o2 . tm 

Start 743 

GI none 
Exons 



Seq. ID OJ990330_05. 9819.C43 

Strand + 

End 1031 

Method TBLASTX : Mai ze 

End 961 

Score 99 



743. .820, 757.. 792, 821. .961, 850. .960 



Seq. No. 10164 

Gene No. 21590 

Start 457 

Name OJ990330_05 . 9819 . C4 4 . ol . gs 

Start . 457 

GI none 

Exons 457.. 983, 1100.. 1751 



Seq. ID . OJ990330_05. 9819.C44 
Strand 

End 1751 
Method GENSCAN 
End 1751 
Score . 64 



Seq. No. 10165 

Gene No. 21591 

Start 8434 

Name OJ990330_05 . 9819 . C45 . o4 . np 

Start 8347 

GI 5042454 

Exons 8347.. 8515, 8925.. 8985 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990330_05. 9819.C45 

Strand + 

End 9769 

Method AAT/NAP 

End 8985 

Score 150 



Seq. No. 10165 

Gene No. 21591 

Start 8434 

Name OJ990330_05 . 9819 . C4 5 . o2 . gs 

Start 8434 

GI none 
Exons 



Seq. ID OJ990330_05. 9819.C45 

Strand + 

End 9769 

Method GENSCAN 

End 9769 

Score .81 



8434. .8525, 8649. .8706, 8941. .9102, 9566. .9769 



Seq. No. 10165 

Gene No. 21592 

Start 12666 

Name OJ990330J35 . 981 9 . C4 5 . o3 . gp 

Start 12666 

GI uC-osflm202002b08bl 

Exons 12666. . 13064 



Seq. ID OJ990330_05. 9819.C45 

Strand + 

End 13064 

Method AAT/GAP 

End 13064 

Score 601 



10619 




GI Descrip. ' 4587550/gb | AAD2578 1 . 1 | AC006577_17 6.0e-ll (AC006577) EST 
gb_R64848 comes from this gene. [Arabidopsis thaliana] 1 



Seq. No. 


10165 






Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21593 






Strand 




Start 


94 






End 


7254 


Name 


OJ990330 05.9819, 


,C45.ol 


.np 


Method 


AAT/NAP 


Start 


• 94 






End 


1335 * 


GI 


2792210 






Score 


539 


Exons 


94.. 228, 283.. 1335 








GI Descrip. 


(AF032683) NBS-LRR type 


resistance protein [Hordeum vulgare 


Seq. No. 


10165 






Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21593 






Strand 




Start 


94 






End 


7254 


Name 


OJ990330 05.9819, 


,C45.ol 


. gs 


Method 


GENSCAN 


Start 


188 






End 


7254 


GI 


none 






Score 


.47 


Exons 


188. .1824, 2353.. 


,2645, 


3492. 


.3528, 3728. .3775, 3797.. 3895, 




4036. .4305, 4383. 


, .4490, 


6275 


..6355, 6443. .6635, 6752. .7254 


Seq. No. 


10165 






Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21593 






Strand 




Start 


94 






End 


7254 


Name 


OJ990330 05.9819. 


,C45.ol 


• gp 


Method 


AAT/GAP 


Start 


3635 






End 


4512 


GI 


43388 1.R1084 






Score 


885 


Exons 


3635. .3775, 4036. 


, .4305, 


4383 


. .4512 




GI Descrip. 


•3395429 3.0e-23 


(AC004 


683) 


hypothetical protein [Arabidops: 




thaliana] ' 










Seq. No. 


10165 






Seq. ID 


OJ990330_05.9819.C45 


Gene No . 


21593 






Strand 




Start 


94 






End 


7254 


Name 


OJ990330 05.9819. 


C45.o2 


.np 


Method 


AAT/NAP 


Start 


3675 






End 


7254 


GI 


3395429 






Score 


349 


Exons 


3675.. 3775, 4036. 


.4322 : , 


4400 


..4490, 6257. .6355, 6443. .6576, 




6732.. 7093, 7127. 


.7254. 








GI Descrip. 


(AC004683) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


10165 






Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21593 






Strand 




Start 


94 






End 


7254 


Name 


OJ990330 05.9819. 


C45.o2 


.gp 


Method 


AAT/GAP 


Start 


6830 






End 


7133 


GI 


uC-osrocyp026e06al 




Score 


573 


Exons 


6830. .7133 










GI Descrip. 


'3176667 1.0e-17 


(AC004393) 


Similar to 


hypothetical 41.9KD 




protein gb_1001369 from sequence of Synechocystis sp. 




gb_D64006 . [Arabidopsis 


thaliana] 1 




Seq. No. 


10165 






Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21594 






Strand 




Start 


10569 






End 


13589 


Name 


OJ990330 05.9819. 


C45.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


280 






End 


651 



10620 




GI 


none 




Score 


249 


Exons 


280. . 651 








Seq. No. 


10165 




Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21594 




Strand 




Start 


10569 




End 


13589 


Name 


OJ990330_05. 9819.C45.o2 


. ts 


Method 


- TBLASTX: Soybean 


Start 


793 •> 




End 


1149 


GI 


none 




Score 


69 


Exons 


793. .879, 800. .895, 895 


. . 975, 


991. .1080, 998. .1114, 1084. .1149 


Seq. No. 


10165 




Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21594 




Strand 




Start 


10569 




End 


13589 


Name 


OJ990330_05. 9819.C4 5 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


817 




End 


1156 


GI 


none 




Score 


65 


Exons 


817..972, 823. .942, 991 


. . 1155 


, 1013..: 


1069, 1124. .1156 


Seq. No. 


10165 




Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21594 




Strand 




Start 


10569 




End 


13589 


Name 


OJ990330_05. 9819.C4 5.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3677 




End 


4261 


GI 


none 




Score 


69 


Exons 


36.77. .37 69, 3679. .3777 , 


3993. 


.4250, 4029. .4259, 4034. .4261, 




4036. . 4260 








Seq. No. 


10165 




Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21594 




Strand 




Start 


10569 




End 


13589 


Name 


OJ990330_05 . 9819.C4 5 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6808 




End 


7065 


GI 


none 




Score 


43 


Exons 


68 08.. 7065, 6845.. 6877, 


6950 . 


.6988 




Seq. No. 


10165 




Seq. ID 


OJ990330_05.9819.C45 


Gene No. 


21594 




Strand 




Start 


10569 




End 


13589 


Name 


OJ990330 05.9819.C45.o3 


.gs 


Method 


GENSCAN 


Start 


10569 




End 


13589 


GI 


none 




Score 


.8 


Exons 


10569. .10990, 11065. .11252, 13576. .13589 


Seq. No. 


10166 




Seq. ID 


OJ990330_05.9819.C46 


Gene No. 


21595 




Strand 


+ 


Start 


1 




End 


2700 


Name 


OJ990330 05.9819.C46.ol 


-np 


Method 


AAT/NAP 


Start 


1 




End 


2302 


GI 


4544372 




Score 


664 


Exons 


1..282, 403. .2302 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


10166 




Seq. ID 


OJ990330_05. 9819.C46 


Gene No. 


21595 




Strand 


+ 


Start 


1 




End 


2700 



10621 




Name 


OJ990330 05. 98 19 . C4 6 . ol . gs 


Method 


GENSCAN 


Start 


546 


End 


2700 


GI 


none 


Score 


.59 


Exons 


546.-959, 1053. .1241, 1490.. 


1573, 2030. 


.2165, 2387 . . 2700 


Seq. No. 


10166 


Seq. "ID 


OJ990330_05. 9819. C4 6 


Gene No. 


21596 


Strand 




Start 


56 


End 


668 


Name 


OJ990330 05.9819.C46.ol.gp 


Method 


AAT/GAP 


Start 


56 


End 


325 


GI 


5455576 


Score 


382 


Exons 


56. .325 






GI Descrip. 


4544372/gb|AAD22283.1|AC006920_7 6.0e-26 (AC006920) putative 




reverse transcriptase [Arabidopsis thaliana] 


Seq. No. 


10166 


Seq. ID 


OJ990330 05.9819.C46 


Gene No. 


21596 


Strand 




Start 


56 


End 


668 


Name 


OJ990330 05. 9819.C46.ol . ts 


Method 


TBLASTX : Soybean 


Start 


188 " 


End 


605 


GI 


none 


Score 


183 


Exons 


188. .304, 189. .326, 189. .326 


, 362. .430, 


363 . . 605, 488 . . 601 


Seq. No. 


10166 


Seq. ID 


OJ990330 05.9819.C46, 


Gene No. 


21596 


Strand 




Start 


56 


End 


668 


Name 


OJ990330 05. 98 19 . C4 6 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


234 " 


End 


668 


GI 


none 


Score 


82 


Exons 


234.. : 323, 377.. 451, 384.. 668 


, 482. .583 




Seq. No. 


10166 


Seq. ID 


OJ990330 05.9819.C46 


Gene No. 


21597 


Strand 




Start 


1319 


End 


1840 


Name 


OJ990330 05. 98 19 . C4 6 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1319 


End 


1699 


GI 


none 


Score 


81 


Exons 


' 1319. .1480, 1475. .1699 - 






Seq. No. 


10166 


Seq. ID 


OJ990330_05.9819.C46 


Gene No. 


21597 


Strand 




Start 


1319 


End 


1840 


Name 


OJ990330 05.9819.C46.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1325 


End 


1720 


GI 


none 


Score 


242 


Exons 


1325.. 1720, 1358.. 1603, 1426 


. .1620 




Seq. No. 


10166 


Seq. ID 


OJ990330_05.9819.C46 


Gene No. 


21597 


Strand 




Start 


1319 


End 


1840 


Name 


OJ990330 05.9819.C46.o2.tw 


Method 


TBLASTX: Wheat 


Start * 


1481 


End 


1840. 


GI 


none 


Score 


184 


Exons 


1481. .1840 






Seq. No. 


10166 


Seq. ID 


OJ990330_05.9819.C46 


Gene No. 


21598 


Strand 





10622 




Start 


2063 






End 


2308 




Name 


OJ990330 05.9819 


.C46.o3 


,ts 


Method 


TBLASTX : Soybean 




Start 


2063 






End 


2308 




GI 


none 






Score 


234 




Exons 


2063 . .2308, 2077 


. .2193, 


2269. 


. 2304 






Seq. No. 


10167 




- 


Seq. ID 


OJ990330 05.9819 


.C49 


Gene No. 


21599 




... 


Strand 


+ ~~ 




Start 


168 






End 


1185 




Name 


OJ990330 05.9819 


.C49.ol 


.gs 


Method 


GEN SCAN 




Start 


168 






End 


1185 




GI 


none 






Score 


.9 




Exons 


168 . .213, 1022 . . 


1185 










Seq. No. 


10167 






Seq. ID 


OJ990330 05.9819 


.C4 9 


Gene No. 


21600 






Strand 


+ 




Start 


1713 






End 


2257 




Name 


OJ990330 05.9819 


.C49.o2 


.gs 


Method 


GENSCAN 




Start 


1713 






End 


2257 




GI 


none 






Score 


.86 




Exons 


1713. . 1922, 2120 


. . 2257 










Seq. No. 


10168 






Seq. ID 


OJ990330 05.9819 


C50 


Gene No. 


21601 






Strand 






Start 


1385 






End 


2383 




Name 


OJ990330 05.. 9819 


.C50.ol 


.gs 


Method 


GENSCAN 




Start 


1385 






End 


2383 




GI 


none 






Score 


.73 




Exons 


1385.. 1637, 1773 


. .2096, 


2106. 


.2383 






Seq. No. 


10169 






Seq. ID 


OJ990330_05. 9819 


C51 


Gene No. 


21602 






Strand 


+ 




Start 


1223 






End 


2029 




Name 


OJ990330 05.9819 


.CSl.ol 


,gp 


Method 


AAT/GAP 




Start 


1223 






End 


2027 




GI 


30324 1.R1084 






Score 


1010 




Exons 


1223. .1527, 1667 


. .1817, 


1918. 


.2027 






GI Descrip. 


? 4544372/gb|AAD22283. 1 |AC006920^ 7 6.0e 


-26 (AC006920) putative 




reverse transcriptase [Arabidopsis thaliana] 1 




Seq. No. 


10169 






Seq. ID 


OJ990330_05.9819 


C51 


Gene No. 


21602 






Strand 


+ 




Start 


1223 






End 


2029 




Name 


OJ990330 05.9819 


.CSl.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1333 






End 


2017 




GI 


none 






Score 


254 




Exons 


1333.. 1527, 1359 


. .1532, 


1666. 


.1752, 1667. .1810, 1913. .2017, 




1917. .2015 












Seq. No. 


10169 






Seq. ID 


OJ990330_05. 9819. 


C51 


Gene No. 


21602 






Strand 


+ 




Start 


1223 






End 


2029 




Name 


OJ990330 05.9819 


.CSl.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1357 






End 


2017 




GI 


none 






Score 


238 




Exons 


1357.. 1524, 1359 


. .1532, 


1666. 


.1752, 1667.. 1753, 1895.. 2017, 



1917. .2015 



10623 




Seq. No. 


10169 




Seq. ID 


OJ990330_05.9819. 


C51 


Gene No. 


21602 




Strand 


+ 




Start 


1 o o o 




End 


2029 




Name 


OJ99Q33Q 05 . 98 19 . C51 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 O C T 

1357 




End 


2029 




GI 


none 




Score 


264 




Exons 


i QCi i con 1 "3 C O. i COQ 

loo/. , loz / f ijoy . . iozy, 




.1470, 1666. .1806, 1667. .1807, 




T /T /" "7 1 O /I TOOT O A O n 

1667.. 1834, 1907.. 2029, 


1 Ai T 

191 / . 


. Z U 1 D 






Seq. No. 


10169 




Seq. ID 


OJ990330_05.9819. 


C51 


Gene No . 


21602 ~- 




Strand 


+ 




Start 


1 O o o 

1223 




ana 


O O O Q 

zuz y 




Name 


OJ990330 05 . 9819 . C51 . Ol 


.gs 


Method 






Start 


1360 




bna 


i on 




GI 


none 




Score 


o o 
. 9o 




Exons 


1360. .152 /, lob/. . lol / 










Seq. No. 


10170 




Seq. ID 


OJ990330JD5.9819. 


C53 


Gene No . 


21603 




Strand 


+ 




Start 


inn 

1 1 y 




End 


9b / 




Name 


OJ990330 05 . 98 19 . C53 . Ol 


. t s 


Method 


TBLASTX : Soybean 




Start 


104 




End 


472 




GI 


none 




Score 


14 8 




Exons 


1 A / O O O O O O /I T O 

104 . . 322, 338 . . 472 










Seq. No. 


10170 




Seq. ID 


r\ *roooo'30 o c 001 n 

OJ990330 05.9819. 


C53 


Gene No. 


21603 




Strand 


+ 




Start 


119 




End 


967 




Name 


OJ990330 05 . 9819 . C53 . ol 


.gs 


Method 


GENSCAN 




Start 


119 




End 


807 




GI 


none 




Score 


.44 




Exons 


Tin fi /IOC COT rTA 

119.. 329, 405.. 581, 630 


TOO 

. .729, 


780. .807 






Seq. No. 


10170 




Seq. ID 


OJ990330_05.9819. 


C53 


Gene No. 


21603 




Strand 


+ 




Start 


119 




End 


967 




Name 


OJ990330 05. 9819.C53.ol 


. np 


Method 


AAT/NAP 




Start 


119 




End 


967 




GI 


5902445 




Score 


457 




Exons 


119. .815, 914. .967 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


10170 




Seq. ID 


OJ990330J)5.9819. 


C53 


Gene No. 


21603 




Strand 


+ 




Start 


119 




End 


967 




Name 


OJ990330 05. 9819.C53.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


266 




End 


675 




GI 


none 




Score 


592 




Exons 


266. .673, 286. .606,- 289 


. .675, 


395. .622 






Seq. No. 


10170 




Seq. ID 


OJ990330_05.9819. 


C53 


Gene No. 


21603 




Strand 


+ 




Start 


119 




End 


967 




Name 


OJ990330 05. 9819.C53.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


326 




End 


541 




GI 


none 




Score 


291 





10624 




Exons 


326. .541, 328. .540, 329. .541 








Seq. No. 


10170 


Seq. ID 


OJ990330 05. 


9819 


.C53 


Gene No. 


21603 


Strand 


+ 






Start 


119 


End 


967 






Name 


OJ990330 05.9819.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


542 


End 


808 






GI 


none 


Score 


382 






Exons 


542. .808, 542. .805 










Seq. No. 


10171 


Seq. ID 


OJ990330 05. 


9819 


.C55 


Gene No. 


21604 


Strand 


+ 






Start 


165 


End 


1116 






Name 


OJ990330 05. 9819 . C55 . ol . gs 


Method 


GENSCAN 






Start 


165 


End 


1116 






GI 


none 


Score 


. 58 






Exons 


165. .336, 1097. .1116 










Seq. No. 


10171 


Seq. ID 


OJ990330__05 . 


9819 


.C55 


Gene No. 


21605 


Strand 








Start 


2808 


End 


3013 






Name 


OJ990330 05. 98 19 . C55 . o2 . gs 


Method 


GENSCAN 






Start 


2808 


End 


3013 






GI 


none 


Score 


.64 






Exons 


2808. .3013 

* 










Seq. No. 


10172 


Seq. ID 


OJ990330J)5. 


9819 


.C56 


Gene No. 


21606 


Strand 


+ 






Start 


1 


End 


1675 






Name 


OJ990330 05. 9819 . C56 . ol . gp 


Method 


AAT/GAP 






Start 


1 


End 


754 






GI 


7388 1.R1084 


Score 


1425 






Exons 


1. .754 










GI Descrip. 


'3176664 2.0e-29 (AC004393) 


Contains similarity to 


beta 


scruin 




gb Z47541 from Limulus polyphemus. ESTs gb T04493 


and 






gb_AA585955 come from this 


gene. [Arabidopsis thaliana] 




Seq. No. 


10172 


Seq. ID - 


OJ990330 05. 


9819 


.C56 


Gene No. 


21606 


Strand 


+ 






Start 


1 


End 


1675 






Name 


OJ990330 05. 9819 . C56 . ol . gs 


Method 


GENSCAN 






Start 


286 


End 


1675 






GI 


none 


Score 


.76 






Exons 


286. .815, 1048. .1675 










Seq. No. 


10172 


Seq. ID 


OJ990330_05. 


9819 


.C56 


Gene No. 


21606 


Strand 


+ 






Start 


1 


End 


1675 






Name 


OJ990330 05. 98 19 . C56 . ol . np 


Method 


AAT/NAP 






Start 


325 


End 


167*2 






GI 


6382520 


Score 


1053 






Exons 


325. .815, 1048. .1672 










GI Descrip. 


(AC011020) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


10172 


Seq. ID 


OJ990330_05. 


9819 


.C56 


Gene No. 


21607 


Strand 








Start 


1477 


End 


2016 







10625 




Name 


OJ990330_05 . 98 19 . Co 6 . o3 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


12 




End 


0*10 

212 




GI 


none 




Score 


OTA 

210 




Exons 


"1 O Oil"* 1 J O A O 

12 . . 212, 14 . . 202 










Seq. No. 


10172 




Seq. ID 


OJ990330J35.9819 


.C56 


Gene No. 


21607 




Strand 






Start 


1477 




End 


2U1 o 




Name 


OJ990330_05 . 9819 . C56 . ol . 


tc 


Method 


TBLASTX : Cress 




Start 


426 




End 


/A*J 

603 




GI 


none 




Score 


191 




Exons 


i a /■ /~ a o ion /~ao 

426 . . 602 , 427 . . 603 










Seq. No. 


10172 




Seq. ID 


OJ990330_05.9819 


.C56 


Gene No. 


21607 




Strand 






Start 


14 77 




bna 


2U 1 D 




Name 


/^taaaooa ac ftAi r\ /~i r~ /~ _ o 

OJ990330 05 . 9819 . C56 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


433 




End 


c c o. 
D03 




GI 


none 




Score 


o c o 




Exons 


jiOO f A d A O C /"CO ^O^T 

433. .648, 435.-653, 436. 


C A O 

. o4b 








Seq. No. 


10172 




Seq. ID 


OJ990330_05.9819 


. Cod 


Gene No. 


21607 




Strand 






Start 


1477 




End 


2016 




Name 


y-\-rAAAOOA A I - A A *1 A /"I f~ /" 1 

OJ990330_05 . 9819 . C56 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


586 




End 


1342 




GI 


none 




Score 


353 




Exons 


586. .819, 587. .832, 588. 


. 833, 


1045. .1269, 1046. .1267, 






-lAI -1- ! 1 A /" A -1 1 *~) O -1 AT/""" 

1057.. 1269, 1172.. 1276, 


1310 . 


.1342 






Seq. No. 


10172 




Seq. ID 


OJ990330_05. 9819 


.C56 


Gene No. 


21607 




Strand 






Start 


1477 




End 


2016 




Name 


y^i -rAAAOOA AC AA1A /*» (T /" "1 

OJ990330_05 . 98 19 . C56 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


1231 




End 


1687 




GI 


none 




Score 


623 




Exons 


1231.. 1674, 1232.. 1675, 


1 O O o 

1233 . 


.1676, 1259.. 1687 




Seq. No, - 


10172 




Seq. ID 


OJ990330JJ5'.' 9819 


.C56 


Gene No. 


21607 




Strand 






Start 


1477 




End 


2016 




Name 


/"\TA.OOOOA AC A O 1 r\ r> c r o 

OJ990330 05 . 98 19 . C56 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


1474 




End 


1687 




GI 


none 




Score 


262 




Exons 


1474. .1677, 1475. .1675, 


1478 . 


.1687 






Seq. No. 


10172 




Seq. ID 


OJ990330_05. 9819 


or / 

. Cod 


Gene No. 


21607 




Strand 






Start 


1477 * % 




End 


2016 




Name 


OJ990330 05.9819.C56.o2. 


gp 


Method 


AAT/GAP 




o t art 


1477 




End 


2016 




GI 


2509 1.R1084 




Score 


947 




Exons 


1477.. 2016 










GI Descrip. 


'4587550/gb|AAD25781.1|AC006577 17 6.0e-ll (AC006577) EST 




gb R64848 comes from this gene. [Arabidopsis thaliana] 1 




Seq. No. 


10173 




Seq. ID 


OJ990330_05.9819 


.C57 



10626 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



21608 Strand + 

1256 ' End 5189 

OJ990330_05 . 9819.C57 . ol . gs Method GENSCAN 

1256 End 4947 

none Score .78 

1256.. 1337, 1694.. 1855, 3540.. .3685, 4119.. 4172, 4449.. 4529, 

4607. .4652, 4915. .4947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10173 
21608 
1256 

OJ990330_05. 98 19 . C57 . ol . np 
1985 
119791 
1985. .2027, 
4745. .4839, 



3482. 
4915. 



3685, 
,4947, 

3-OXOACYL- [ACYL-CARRIER 
(3-KETOACYL-ACYL CARRIER 



4119 
5064 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_ 
+ 

5189 
AAT/NAP 
5189 
467 



05. 9819.C57 



4449. .4529, 4607. .4652, 



4172, 
5189 

PROTEIN] REDUCTASE PRECURSOR 
PROTEIN REDUCTASE) 



gi | 1084385 | pir | | S22450 3-oxoacyl- [acyl-carrier-protein] 
reductase (EC 1.1.1.100) precursor - Cuphea lanceolata 
gi 1 18046 | emb | CAA45866 | (X64566) 3-oxoacyl- [acyl-carrier protein] 
reductase [Cuphea lanceolata] gi | 228929 | prf || 1814446A beta 
ketoacyl-ACP reductase [Cuphea lane 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10173 
21608 
1256 

OJ990330_05. 9819.C57 .ol.tm 

3602 
none 

3602. .3688, 3607. .3687, 4116. 
4447. .4530, 4448. .4531, 4597. 
4741. .4839, 4743.-4847, 4743. 
5057. .5152, 5064. .5138 



Seq. ID OJ990330_05.9819.C57 

Strand + 

End 5189 

Method TBLASTX : Mai ze 

End 5152 

Score 131 

.4178, 4446. .4529, 4446. .4529, 
.4671, 4607. .4678, 4739. .4846, 
.4847, 4903. .4947, 4908. .4958, 



Seq. No. 10173 
Gene No. 21608 
Start . 125.6 . 

Name OJ990330_05 . 98 19 . C57 . ol . ts 

Start 3602 
GI none 

Exons 3602.. 3688, 3607.. 3687, 4116. 

4448. .4525, 4595. .4663, 4610. 
4743. .4835, 5049. .5138, 5051. 



Seq. ID OJ990330_05.9819.C57 

Strand + 

End 5189 

Method TBLASTX : Soybean 

End 5138 

Score 129 

.4178, 4446. .4526, 4448. .4528, 
.4654, 4611. .4655, 4741. .4839, 
.5134 



Seq. No. 10174 Seq. ID 

Gene No. 21609 Strand 

Start 211 End 

Name OJ990330_05 . 9819 . C5.8 . ol . gs Method 

Start 211 End 

GI none Score 

Exons 211. .334 



OJ990330_05. 9819.C58 
334 

GENSCAN 

334 

.88 



Seq. No. 10175 Seq. ID 

Gene No. 21610 Strand 

Start 61 End 

Name OJ990330_05 .9819. C61 . ol . np Method 



OJ990330_05.9819.C61 

3973 
AAT/NAP 



10627 



Start 61 End 2147 

GI 2149051 Score 962 

Exons 61. .127, 218. .295, 381. .560, 636. .725, 1304. .1421, 1510. .1566, 

2075. .2147 

GI Descrip. (U73810) small Ras-like GTP-binding protein [Arabidopsis 
thaliana] 



Seq. No. 10175 

Gene No. 21610 

Start 61 

Name OJ990330_05. 9819.C61 .ol. tw 

Start 72 

GI none 
Exons 



Seq. ID OJ990330_05. 9819.C61 
Strand 

End 3973 

Method TBLASTX : Wheat 

End 2329 

Score 38 



72. .107, 217. .294, 218. .295, 377. .562, 380. .562, 381. .563, 
381. .566, 382. .564, 635. .724, 635. .724, 636. .725, 636. .725, 
637. .726, 1303. .1416, 1304.'. 1351, 1306. .1419, 1343. .1426, 
1511. .1567, 1519. .1566, 1533. .1595, 2082. .2144, 2091. .2144, 
2092.. 2145, 2234.. 2329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10175 Seq. ID 

21610 Strand 

61 End 

OJ990330_05. 98 1 9 . C61 . ol . ts Method 

217 End 

none Score 



OJ990330_05.9819.C61 
3973 

TBLASTX : Soybean 

2145 

96 



217. .294, 218. .295, 374. .562, 380. .565, 381. .563, 626. .724, 
627. .725, 634. .729, 642. .725, 652. .726, 1304. .1411, 1306. .1419, 
1343. .1426, 1511. .1567, 1512. .1568, 1533. .1595, 2070. .2135, 
2091. .2144, 2092. .2145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10175 
21610 
61 

OJ990330_05. 9819 . C61 . ol . tm 

217 

none 



Seq. ID OJ990330_05.9819.C61 
Strand 

End 3973 

Method TBLASTX : Mai ze 

End 2145 

Score 71 



217. .294, 218. .295, 380. .562, 381. .563, 381. .566, 382. .564, 
63S..724, 636.-725, 651. .725, 664 .. 726, 1303 .. 14 16, 1304. .1351, 
1306. .1419, 1343. .1426, 1511. .1567, 1533 .. 1595, 2073 .. 214 4 , 
2091. .2144, 2092. .2145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10175 Seq. ID 

21610 Strand 

61 End 

OJ990330_05. 9819.C61.ol. tc Method 

217 End 

none Score 



OJ990330_05.9819.C61 
3973 

TBLASTX: Cress 

1368 

87 



217. .294, 218. .295, 380. .562, 381. .563, 396.-566, 397. .564, 
397.. 570., 635.-724, 636.. 725, 637.. 732, 1303.. 1368, 1304.. 1351, 
1306. . 1368 



Seq. No. 10175 Seq. ID 

Gene No. 21610 Strand 

Start 61 End 

Name OJ990330_05 . 9819 . C61 . ol . gs Method 

Start 218 End 

GI none Score 



OJ990330_05. 9819.C61 

3973 
GENSCAN 
3973 
.52 



10628 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



218. .295, 381. .560, 636. .725, 1304. .1421, 1510. .1566, 
2075. .2144, 3457. .3779, 3781. .3973 



10175 
21610 
61 

OJ990330_05. 98 19 . C61 . ol . gp 

514 ' ■ 

30676 1.R1084 



Seq. ID OJ990330_05.9819.C61 
Strand 

End 3973 

Method AAT/GAP 

End 2376 

Score 863 



514. .560, 636. .725, 1304. .1421, 1510. .1566, 2075. .2144, 
2255. .2376 

'2507281/ sp | P41917 | RAN2_ARATH 5.0e-55 GTP-BINDING NUCLEAR 
PROTEIN RAN- 2 >gi_l 668706_emb_CAA6604 8_ (X97380) atran2 
[Arabidopsis thaliana] ' 



Seq. ID OJ990330_05.9819.C62 
Strand 

End 2104 

Method AAT/GAP 

End 1442 

Score 1577 



10176 
21611 
1011 

OJ990330_05.9819.C62.ol.gp 
577 

32788_1.R1084 
577. .1442 

•3043426/emb|CAA06490| 2.0e-40 (AJ005345) hypothetical protein 
[Cicer arietinum] 1 



' 10176 
21611 
1011 

OJ990330_05. 9819 . C62 . ol . tm 

750 

none 



Seq. ID OJ990330_05.9819.C62 
Strand 

End 210*4 

Method TBLASTX : Maize 

End 2073 

Score 63 



750. .875, 778. .897, 1017. .1553, 1039. .1548, 1447. .1563, 
1554. .1652, 1557. .1784, 1558. .1770, 1752. .2057, 1774. .2073 



10176 
21611 
1011 

OJ990330_05. 9819 . C62 . ol . gs 

1011 

none 

1011... 2056 



Seq. ID OJ990330_05.9819.C62 
Strand 

End 2104 

Method GEN SCAN 

End 2056 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



10176 
21611 
1011 

OJ990330_05. 9819 . C62 . ol . ts 

1035 

none 



Seq. ID OJ990330_05.9819.C62 
Strand 

End 2104 

Method TBLASTX : Soybean 

End 2061 

Score 63 



1035. .1094, 1045. .1110, 1134. .1748, 1135. .1749, 1749. .2030, 
1750. .2022, 1992. .2057, 2023. .2061 



10176 
21611 
1011 

OJ990330_05 . 9819 . C62 . ol . np 

1038 

1621268 



Seq. ID OJ990330_05.9819.C62 
Strand 

End 2104 

Method AAT/NAP 

End 2104 

Score 1264 



10629 



• 



Exons 1038.. 2104 

GI Descrip. (Z81012) unknown [Ricinus communis] 



Seq. No. 


10176 








Seq. ID 


/"^TAAAAAA AC AOTA A 

OJ990330_05 . 9819 .C62 


Gene No. 


21611 








Strand 




Start 


1011 








End 


2104 


Name 


OJ990330 05 


a a i a 

9819 . 


CbZ . ol 


. tc 


Method 


TBLASTX : Cress 


Start 


1068 








End 


1758 


GI 


none 








Score 


523 


Exons 


1068. .1091, 


1095. 


.1757, 


1096. 


.1758 




Seq. No. 


10176 








Seq. ID 


/■\TAAAAAA AC AOIA f~* f~ A 

OJ990330 05.9819.C62 


Gene No. 


21611 








Strand 




Start 


1011 








End 


2104 


Name 


OJ990330 05 


A O "1 A 

9819. 


Coz . ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


1518 








End 


1790 


GI 


none 








Score 


108 


Exons 


1518. .1586, 


1548. 


.1790, 


1549. 


.1788 




Seq. No. 


10176 








Seq. ID 


OJ990330_05.9819.C62 


Gene No. 


21611 








Strand 




Start 


1011 








End 


2104 


Name 


OJ990330_05 


9819 . 


r> r o -.a 

C62 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1758 








End 


2064 


Gl' 


none 








Score 


216 


Exons 


1758. .2021, 


1759. 


.2031, 


2007. 


.2057, 2011.. 2064 


Seq. No. 


10177 








Seq. ID 


OJ990330_05. 9819.C63 


Gene No. 


21612 








Strand 




Start 


702 








End 


777 


Name 


OJ990330 05 


9819. 


C63.ol 


.gs 


Method 


GENSCAN 


Start 


702 








End 


777 


GI 


none 








Score 


1 



Exons 702.. 777 



Seq. No. 10177 Seq. ID 

Gene No. 21613 Strand 

Start 702 End 

Name OJ990330_05 . 9819 . C63. ol. gp Method 

Start 702 End 

GI 41091_2.R1084 Score 

Exons 702.. 900 

GI Descrip. 1 1621268/emb | CAB02653 | 1.0e-86 
communis] ' 



OJ990330_05. 9819.C63 
900 

AAT/GAP ' 

900 

304 



(Z81012) unknown [Ricinus 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10177 Seq. ID 

21614 Strand 

94 9 End 
OJ990330_05 . 98 19 . C63 . o2 . gs Method 

94 9 End 

none Score 

949. .1075, 1129. .1264, 1449. .1556 



OJ990330_05.9819.C63 

1556 
GENSCAN 
1556 
.54 



Seq. No. 10178 

Gene No. 21615 

Start 1 

Name OJ990330 05 . 98 19 . C66 . ol . np 



Seq. ID OJ990330_05.9819.C66 
Strand 

End 2119 

Method AAT/NAP 



10630 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 2119 

5042463 Score 134 

1..36, 715. .812, 864. .1038, 1701. .1867, 1961. 
(AC007789) unknown protein [Oryza sativa] 



,2119 



10179 
21616 
111 

OJ990330_05 . 98 19 . C68 . ol . np 
111 

3551950 



Seq. ID 
Strand 
End 

Method 
End 
Score 

111. .183, 3107. .3169, 3570. .3816 

(AF082028) senescence-associated protein 3 [Hemerocallis hybrid 
cultivar] 



OJ990330J)5.9819.C68 
+ 

3816 
AAT/NAP 
3816 
189 



Seq. No. 


10179 








Seq. ID 


OJ990330_05. 9819 


.C68 


Gene No. 


21616 








Strand 


+ 




Start 


111 








End 


3816 




Name 


OJ990330 05 


.9819 


.C68.0I 


.gs 


Method 


GEN SCAN 




Start 


293- 








End 


1185 




GI 


none 








Score 


. 9 




Exons 


293. .485, 725. .1185 










Seq. 'No. 


10179 








Seq. ID 


OJ990330_05 . 9819 


.C68 


Gene ^No . 


■ 21616 








Strand 


+ 




Start 


111 








End 


3816 




Name 


OJ990330 05 


. 9819 


.C68.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


3555 








End 


3773 




GI 


none 








Score 


240 




Exons 


3555. .3728, 


3557 


. .3754, 


3558 


. . 3773 






Seq. No. 


10179 








Seq. ID 


OJ990330_05 . 9819 


.C68 


Gene No. 


21616 








Strand 


+ 




Start 


111 








End 


3816 




Name 


OJ990330 05 


.9819 


.C68.0I 


.ts 


Method 


TBLASTX: Soybean 




Start 


3567 








End 


3782 




GI 


none 








Score 


207 




Exons 


3567. .3782, 


3581 


. .3685 










Seq. No. 


10179 








Seq. ID 


OJ990330JD5.9819 


.C68 


Gene No. 


21616 








Strand 


+ 




Start 


111 








End 


3816 




Name . 


OJ990330 05 


.9819 


.C68.0I 


.tc 


Method 


TBLASTX: Cress 




Start 


3573 








End 


3797 




GI 


none 








Score 


209 




Exons 


3573. .3797 














Seq. No. 


10180 








Seq. ID 


OJ990330_05.9819 


.C70 


Gene No. 


21617 








Strand 






Start 


970 








End 


1338 




Name 


OJ990330 05 


.9819 


.C70.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


970 








End 


1338 




GI 


none 








Score 


157 




Exons 


970. .1095, 


987. . 


1094, 1120.. 


1338, 1125 


. .1241 




Seq. No. 


10181 








Seq. ID 


OJ990330_05.9819 


.C71 


Gene No. 


21618 








Strand 







10631 






Start 


1 




End 


764 






Name 


OJ990330 05.9819.C71.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


764 






GI 


5902445 




Score 


1002 






Exons 


1. .764 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


10181 




Seq. ID 


OJ990330JD5. 9819. 


C71 




Gene No. 


21618 




Strand 








Start 


1 




End 


764 






Name 


OJ990330 05.9819.C71.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


72 




End 


345 






GI 


none 




Score 


220 






Exons 


72. .344, 79.-345 












Seq. No. 


10181 




Seq. ID 


OJ990330_05. 9819. 


C71 




Gene No. 


21618 




Strand 








Start 


1 




End 


764 






Name 


OJ990330 05. 9819.C71.ol 


.tw 


Method 


' TBLASTX: Wheat 






Start 


72 




End 


449 






GI 


none 




Score 


79 






Exons 


72 . .449, 79. . 324 










q 


Seq. No. 


10181 




Seq. ID 


OJ990330 05.9819. 


C71 


•■. 1 


Gene No. 


21618 




Strand 






i=f!' 
:.: I 


Start 


1 




End 


764 




ry 


Name 


OJ990330 05.9819.C71.o2 


.tw 


Method 


TBLASTX: Wheat 




ii\ 


Start 


507 




End 


728 






GI 


none 




Score 


97 




. *J 


Exons 


507. .725, 513.'. 728 










i"l ! 
: us 


Seq. No. 


10182 




Seq. ID 


OJ990330_05.9819. 


C72 




Gene No. 


21619 




Strand 








Start 


83 




End 


728 






Name 


OJ990330 05.9819.C72.ol 


tm 


Method 


TBLASTX: Maize 




t: 


Start 


72 




End 


431 




! =• 


GI 


none 




Score 


64 






Exons 


72. .116, 74. .118,r;74. .121, 153. .212, 


155. . 187, 188. .316, 




U 




189.. 290, 221.. 316, 408 


.431 








I* c i 


Seq. No. 


10182 




Seq. ID 


OJ990330_05. 9819. 


C72 




Gene No. 


21619 




Strand 








Start 


83 




End 


728 






Name 


OJ990330 05.9819.C72.ol 


gs 


Method 


GENSCAN 






Start 


83 




End 


728 






GI 


none 




Score 


.67 






Exons 


83. .340, 430. .602, 725. 


728 










Seq. No. 


10183 




Seq. ID 


OJ990330_05.9819. 


C75 




Gene No. 


21620 




Strand 


+ 








221 




End 


406 






Name 


OJ990330 05.9819.C75.ol, 


gs 


Method 


GENSCAN 






Start 


221 




End 


406 






GI 


none 




Score 


.93 






Exons 


221. .406 












Seq. No. 


10183 




Seq. ID 


OJ990330_05. 9819. 


C75 



10632 






Gene No. 


21620 


Strand 


+ 




Start 


221 


End 


406 




Name 


OJ990330 05. 9819 . C75 . ol . tm 


Method 


TBLASTX: Maize 




Start 


226 


End 


351 




GI 


none 


Score 


180 




Exons 


226. .351, 227. .349 








Sea ' No . 


10184 


Seq. ID 


OJ990330_05. 9819.C7 6 




Gene No. 


21621 


Strand 


+ 




Start 


613 


End 


1236 




Name 


OJ990330 05. 9819 . C7 6 . ol . gs 


Method 


GENSCAN 




Start 


613 


End 


1236 




GI 


none 


Score 


. 92 




Exons 


613. .1236 








Seq. No. 


10184 


Seq. ID 


OJ990330_05.9819.C76 




f;einp No 


21622 


Strand 






Start 


595 


End 


5876 




Name 


OJ990330 05.9819.C76.ol.tm 


Method 


TBLASTX: Maize 




Start 


592 


End 


3536 




GI 


none 


Score 


87 




Exons 


592. .630, 682. .750, 757. .843, 


757. .1182, 881. .1168, 3042. .3218 


= ? 




3042. .3125, 3044. .3217, 3204.. 


3536, 3218.. 3535 


= : 


Seq. No. 


10184 


Seq. ID * 


OJ990330_05.9819.C76 


fi 


Gene No. 


21622 


Strand 




y 


Start 


595 


End 


5876 




Name 


OJ990330 05.9819.C76.ol.np 


Method 


AAT/NAP 


~; 

, ! 


Start 


595 


End 


3658 


?r 


GI 


3915029 


Score 


1262 


=i 
: 

ST 


Exons 


595. .1164, 3044. .3658 






l! 

ST 


GI Descrip. 


ACYL- [ACYL-CARRIER PROTEIN] DESATURASE 


PRECURSOR (STEAROYL-ACP 




DESATURASE) gi | 97 6257 | dbj I BAA07 631 | (D38753) stearyl-ACP 


:\ 




desaturase [Oryza sativa] 








Seq. No. 


10184 


Seq. ID 


OJ990330_05.9819.C76 


it 




21622 


Strand 




I! 


Start 


595 


End 


5876 


~\ 


Name 


OJ990330 -05.9819.C76.ol.tc 


Method 


TBLASTX: Cress 




Start 


682 


End 


3585 




GI 


none 


Score 


49 




Exons 


682. .750, 757. .1182, 766. .837, 


881. .1168, 3042. .3218, 






3044.. 3217, 3204.. 3554, 3218.. 


3535, 3544.. 3585 




Seq. No. 


10184 


Seq. ID 


OJ990330_05. 9819.C7 6 




Gene No. 


21622 


Strand 






Start 


595 


End 


5876 




Name 


OJ990330 05.9819.C76.ol.ts 


Method 


TBLASTX: Soybean 




Start 


682 


End 


3629 




GI 


none 


Score 


47 




Exons 


682. .750, 757. .1182, 767. .820, 


881. .1168, 3042. .3218, 






3044. .3217, 3204. .3461, 3218.. 


3460, 3443.. 3535, 3455.. 3601, 






3459. .3629, 3546. .3605 








Seq. No. 


10184 


Seq. ID 


OJ990330_05.9819.C76 




Gene No. 


21622 


Strand 






Start 


595 


End 


5876 



10633 



Name 

Start 

GI 

Exons 



OJ990330_05 . 9819 . C76 . ol . tw Method TBLASTX : Wheat 
703 End 1056 

none Score 94 

703. .750, 757. .837, 757. .1056, 881. .982 



Seq. No. 10184 

Gene No. 21622 

Start 595 

Name OJ990330_05 . 9819 . C76 . o2 . gs 

Start 2360 

GI none 
Exons 



Seq. ID OJ990330_05. 9819.C76 
Strand 

End 5876 

Method GEN SCAN 

End 5876 

Score . 63 



2360. .2524, 3044. .3567, 4196. .4292, 5534. .5693, 5803. .5876 



Seq. No. 10185 Seq. ID 

Gene No. 21623 Strand 

Start 122 End 

Name OJ990330_05 . 9819 . C78 . ol . np Method 

Start 122 End 

GI 6498441 Score 

Exons 122.. 826 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990330_05.9819.C78 
826 

AAT/NAP 

826 

1036 



Seq. No. 


10185 


Seq. ID' 


OJ990330_05.9819 


.C78 


Gene No. 


21623 


Strand 






Start 


122 


End 


826 




Name 


OJ990330 05. 9819 . C78 . ol . gs 


Method 


GENSCAN 




Start 


171 


End 


802 




GI 


none 


Score 


. 6 




Exons 


171. .470, 579. .714, 728. .802 








Seq. No. 


10185 


Seq. ID 


OJ990330_05.9819 


.C78 


Gene No. 


21623 


Strand 






Start 


122 


End 


826 




Name 


OJ990330 05.9819.C78.ol.tw 


Method 


TBLASTX: Wheat 




Start 


376 


End 


764 




GI 


none 


Score 


101 




Exons 


376. .633, 410. .649, 616. .702, 


617. .700, 


7215". .764 




Seq. No. 


10186 


Seq. ID 


OJ990330_05.9819 


.C79 


Gene No. 


21624 


Strand 






Start 


1 


End 


1212 




Name 


OJ990330 05.9819.C79.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1212 




GI 


6498441 


Score 


1789 




Exons 


1. .1212 








GI Descrip. 


(AP000815) EST C7278 6 ( E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 " type -> 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 10186 Seq. ID 

Gene No. 21624 Strand 

Start 1 End 

Name OJ990330_05 . 9819 . C79 . ol . gs Method 

Start 36 End 

GI none Score 



OJ990330_05.9819.C79 

1212 
GENSCAN 
1129 
. 91 



10634 



Exons 



36. .1129 



Seq. No. 10186 

Gene No. 21624 

Start 1 

Name OJ990330_05 . 9819 . C79 . ol . tw 

Start 96 

GI none . 

Exons 96- -152, 98.-487, 174.. 464 



Seq. ID OJ990330_05.9819.C79 
Strand 

End 1212 

Method TBLASTX : Wheat 

End 4 87 . 

Score 50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10186 
21624 
1 

OJ990330_05. 9819 . C79 . ol . tm 

128 

none 



Seq. ID OJ990330_05.9819.C79 
Strand 

End . 1212 

Method TBLASTX : Maize 

End 4 90 

Score 99 



128. .175, 147. .281, 158. .370, 167. .490, 180. .473 



Seq. ID OJ990330_05.9819.C79 
Strand 

End 1212 

Method TBLASTX : Wheat 

End 1136 

Score 109 

764. .937, 807. .1025, 922. .1059, 998. .1135, 1047. .1136 



Seq. No. 10186 

Gene No. 21624 

Start 1 

Name OJ990330_05 . 9819 . C79 . o2 . tw 

Start 7 64 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10187 
21625 
1 

OJ990330_05. 9819 . C80 . ol . np 
1 

6498441 



Seq. ID OJ990330_05.9819.C80 
Strand 

End 2076 

Method AAT/NAP 

End 2024 

Score 2197 



Seq. No. 


10187 


Gene No. 


21625 


Start 


1 


Name 


OJ990330 


Start 


414 


GI 


none 


Exons 


414. .668 


Seq. No. 


10187 


Gene No. 


21625 


Start 


1 


Name 


OJ990330 


Start 


591 


GI 


none 


Exons 


591. .701 


Seq. No. 


10187 


Gene No. 


21625 


Start 


1 


Name 


OJ990330 



1..42, 147. .630, 806. .940, 1124. .1497, 1561. .2024 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 

Seq. ID OJ990330_05.9819.C'80 
Strand 

End 2076 

■ - 9819.C80.o4 .tw Method TBLASTX : Wheat 

End 669 

Score 113 



Seq. ID OJ990330_05. 9819.C80 
Strand 

End 2076 

Method . TBLASTX: Maize 

End 975 

Score 172 



Seq. ID OJ990330_05. 9819.C80 
Strand 

End 2076 

Method GENSCAN 



10635 



Start 
GI 

Exons 



685 End 2000 

none Score .57 

685. .1100, 1155. .1497, 1561. .2000 



Seq. No. 10187 Seq. ID 

Gene No. 21625 Strand 

Start 1 End 

Name" OJ990330_05 . 9819 . C80 . ol . ts Method 

Start 706 End 

GI none Score 

Exons 706.. 939, 707.. 922 



OJ990330_05.9819.C80 
2076 

TBLASTX: Soybean 

939 

98 



Seq. No. 10187 Seq. ID 

Gene No. 21625 Strand 

Start 1 End 

Name OJ990330_05 . 98 1 9 . C80 . o3 . tw Method 

Start 715 End 

GI none Score 

Exons 715.. 1026, 728.. 1018 



OJ990330_05.9819.C80 
2076 

TBLASTX: Wheat 

1026 

171 



Seq. No. 10187 Seq. ID 

Gene No. 21625 Strand 

Start 1 End 

Name OJ990330_05 . 9819.C80 .ol. tm Method 

Start * 1003 * End 

GI none . Score 

Exons 1003.. 1119, 1003.. 1359, 1013.. 1324 



OJ990330_05. 9819.C80 
2076 

TBLASTX: Maize 

1359 

72 



Seq. No. 10187 

Gene No. 21625 

Start 1 

Name OJ990330_05 . 98 19 . C80 . ol . tw 

Start 1027 

GI none 

Exons 1027.. 1488, 1032.. 1490, 1033, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1488, 1034. .1489 



OJ990330_05.9819.C80 
2076 

TBLASTX: Wheat 
1490 
210 



Seq. No. 10187 Seq. ID 

Gene No. 216.25 Strand 

Start 1 End 

Name OJ990330_05 . 98 19 . C80 . o2 . ts Method 

Start 1084 End 

GI none Score 

Exons 1084.. 1218, 1225.. 1449 



OJ990330_05.9819.C80 
2076 

TBLASTX: Soybean 

1449 

117 



Seq. No. 10187 

Gene No. 21625 

Start 1 

Name OJ990330_05 . 98 19 . C80 . o2 . tw 

Start 1654 

GI none 

Exons 1654.. 2076, 1685.. 1945 

Seq. No. 10188 

Gene No. 21626 

Start 892 

Name OJ990330_05 . 98 1 9 . C8 1 . ol . gs 

Start 892 



Seq. ID 

Strand 

End 

Method 
End .. 
Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990330_05.9819.C80 
2076 

TBLASTX: Wheat 

2076 

168 



OJ990330_05.9819.C81 
948 

GENSCAN 
948 



10636 




GI 


none 




Score 


. 59 




Exons 


892 . . 948 










Seq. No. 


10189 




Seq. ID 


OJ990330 -05.9819 


.C82 


Gene No. 


21627 




Strand 


+ 




Start 


1 




End 


819 




Name 


OJ990330 05.9819.C82.ol, 


.np 


Method 


AAT/NAP 




Start 


1 




End 


816 




GI 


3059131 




Score 


422 




Exons 


1..237, 558. .816 










GI Descrip. 


(AJ000478) cytochrome P450 


[Helianthus 


tuberosus] 




Seq. No. 


10189 




Seq. ID 


OJ990330 05.9819 


.C82 


Gene No. 


21627 




Strand 


+ 




Start 


1 




End 


819 




Name 


OJ990330 05. 9819.C82.ol. 


qs 


Method 


GENSCAN 




Start 


57 




End 


819 




GI 


none 




Score 


. 83 




Exons 


S7..232, 561. .819 










Seq. No. 


10189 




Seq. ID 


OJ990330_05.9819 


.C82 


Gene No. 


21627 




Strand 


+ 




Start 


1 




End 


819 




Name 


OJ990330 05. 9819.C82.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


57 




End 


807 




GI 


none 




Score 


219 




Exons 


57. .236, 59. .232, 574. .6 


J07, 


579. . 632, 


652 . . 744 




Seq. No. 


10189 




Seq. ID 


OJ990330_05. 9819 


.C82 


Gene No. 


21627 




Strand 


+ 




Start 


1 




End 


819 




Name 


OJ990330 05. 9819.C82.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


59 




End 


236 




GI 


none 




Score 


195 




Exons 


59. .232, 60. .236 










Seq. No. 


10189 




Seq. ID 


OJ990330_05.9819 


.C82 


Gene No. 


21627 




Strand 


+ 




Start 


1 




End 


819 




Name 


OJ990330 05.9819.C82.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


189 




End 


804 




GI 


none 




Score 


74 




Exons 


189. .236, 525. .749, 559. 


.756, 748. .804 






Seq. No. 


10189 




Seq. ID 


OJ990330_05.9819 


.C82 


Gene No. 


21627 




Strand 


+ 




Start 


1 




End 


.819 




Name 


OJ990330 05.9819.C82.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


585 




End 


786 




GI 


none 




Score 


211 




Exons 


585. .686, 586. .786 










Seq. No. 


10190 




Seq. ID 


OJ990330_05.9819 


.C83 


Gene No. 


21628 




Strand 


+ 




Start 


1149 




End 


1625 




Name 


OJ990330 05. 9819.C83.ol. 


np 


Method 


AAT/NAP 




Start 


1149 




End 


1625 





10637 



GI 

Exons 

GI Descrip. 



6539586 Score 669 

1149. .1625 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 


10191 


Seq. ID 


OJ990330 


_05 


. 9819. 


C84 


Gene No. 


21629 


Strand 


+ 








Start 


1 .7. 


End 


1713 








Name 


OJ9 90330 05 . 9819.C84 .ol 


.np Method 


AAT/NAP 








Start 


1 


End 


1713 








GI 


6907089 


Score 


1907 








Exons 


1.-498, 602. .1713 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


10191 


Seq. ID 


OJ990330 


_05 


. 9819 . 


C84 


Gene No. 


21629 


Strand 


+ 








Start 


1 


End 


1713 








Name 


OJ990330 05. 9819.C84 .ol 


. gs Method 


GENSCAN 








Start 


100 


End 


1544 








GI 


none 


Score 


.77 








Exons 


100. .498, 602. .1151, 1203. .1544 










Seq. No. 


10192 


Seq. ID 


OJ990330_ 


05 


. 9819. 


C85 


Gene No. 


21630 


Strand 


+ 








Start 


1 . 


End 


557 








Name 


OJ990330 05.9819.C85.ol 


. np Method 


AAT/NAP 








Start 


1 


'End. 


554 








GI 


6539586 


Score 


814 








Exons 


1. .554 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


10192 


Seq. ID 


OJ990330_ 


_05 


. 9819. 


C85 


Gene No. 


21630 


Strand 


+ 








Start 


1 


End 


557 








Name 


OJ990330 05.9819.C85.ol 


.gs Method 


GENSCAN 








Start 


123 


End 


557 








GI 


none 


Score 


.96 








Exons 


123. .557 












Seq. No. 


10193 


Seq. ID 


OJ990330_ 


05 


. 9819. 


C86 


Gene No. 


21631 


Strand 










Start 


1264 


End 


1386 








Name 


OJ990330 05.9819.C86.ol 


. gs Method 


GENSCAN 








Start 


1264 


End 


1386 








GI 


none 


Score 


.52 








Exons 


1264. .1386 












Seq. No. 


10194 


Seq. ID 


OJ990330_ 


05 


. 9819. 


C87 


Gene No. ' 


21632 


Strand 










Start . 


562 


End 


3471 








Name 


OJ990330 05.9819.C87.ol 


. gs Method 


GENSCAN 








Start 


562 


End 


3471 








GI 


none 


Score 


.52 








Exons 


562. .602, 1132. .1285, 2501. .2671, 2876 


.2963, 3289 


. .3471 




Seq. No. 


10195 


Seq. ID 


OJ990330_ 


_05 


.9819. 


C88 


Gene No. 


21633 


Strand 


+ 








Start 


1776 


End 


4175 









10638 




Name 


OJ990330_05. 9819.C88 ,ol 


.gs 


Method 


GENSCAN 


Start 


1776 




End 


4175 


GI 


none 




Score 


.52 


Exons 


1776.. 1824, 22 63. . 2 523, 


2935. 


.3062, 3683. .3912, 3941. .4175 


Seq. No. 


10196 




Seq. ID 


OJ990330_05.9819.C89 


Gene No. 


21634 




Strand 


+ 


Start 


1947 




End 


3806 


Name 


OJ990330 05. 9819.C89.ol 


.gs 


Method 


GENSCAN 


Start 


1947 




End 


3806 


GI 


none 




Score 


.58 


Exons 


1947. .2279, 3067. .3235, 


3349. 


.3806 




Seq. No. 


10196 




Seq. ID 


OJ990330_05.9819.C89 


Gene No. 


21635 




Strand 


+ 


Start 


3741 




End 


4883 


Name 


OJ990330 05.9819.C89.ol 


• gp 


Method 


AAT/GAP 


Start 


3741 




End 


4883 


GI 


LIB3433-026-P1-K1-H8 ' 




Score 


252 


Exons 


3741. .3794, 4590. .4613, 


4786. 


.4883 




GI Descrip. 


f 1420932/gb|U61383|ORU61383 7 


,0e-21 Oryza rufipogon 




4-coumarate-CoA ligase 


gene, 


intron 1, 


partial sequence 1 


Seq. No. 


10196 : 




Seq. ID 


OJ990330_05.9819.C89 


Gene No . 


21636 




Strand 




Start 


5165 




End 


5536 


Name 


OJ990330 05.9819.C89.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1919 




End 


2263 


GI 


none 




Score 


202 


Exons 


1919. .2083, 1944. .2087, 


1944 . 


.2090, 2082. .2261, 2084. .2263, 




2093. .2263 - 








Seq. No. 


10196 




Seq. ID 


OJ990330_05.9819.C89 


Gene No. 


21636 




Strand 




Start 


5165 




End 


5536 


Name 


OJ990330 05.9819.C89.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3066 




End 


3533 


GI 


none 




Score 


143 


Exons 


3066.. 3224, 3066.. 3224, 


3067. 


.3225, 3357.. 3533 


Seq. No. 


10196 




Seq. ID 


OJ990330_05.9819.C89 


Gene No. 


21636 




Strand 




Start 


5165 




End 


5536 


Name 


OJ990330 05.9819.C89.o2 


.gp 


Method 


AAT/GAP 


Start 


5165 




End 


5536 


GI 


LIB3477-003-P1-K1-E9 




Score 


57 


Exons 


5165. .5214, 5516. .5536 








GI Descrip. 


f 24 98586/sp|Q4 0638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S . t l PRECURSOR (ORY S I)" 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


10197 




Seq. ID 


OJ990330_05.9819.C90 


Gene No. 


21637 




Strand 


+ 


Start 


149 




End 


844 


Name 


OJ990330 05.9819.C90.ol 


.gs 


Method 


GENSCAN 


Start 


149 




End 


844 


GI 


none 




Score 


.51 



10639 




Exons 


149. . 156, 730 . . 844 








Seq. No. 


10197 


Seq. ID 


OJ990330_05.9819 


.C90 


Gene No. 


21638 


Strand 


+ 




Start 


2351 


End 


2737 




Name 


OJ990330_05 .9819.C90.o2.gs 


Method 


GENSCAN 




Start 


2351 


. End 


2737 




GI 


none 


Score 


. 92 




Exons 


2351. .2549, 2610. .2737 








Seq. No. 


10197 


Seq. ID 


OJ990330_05. 9819 


. C90 


Gene No. 


21639 


Strand 






Start 


306 


End 


2499 




Name 


OJ990330_05 .9819.C90.ol.np 


Method 


AAT/NAP 




Start 


306 


End 


2499 




GI 


435039 


Score 


92 




Exons 


306. .388, 1087. .1214, 1396. 


.1561, 2259 


. .2499 




GI Descrip. 


(L17308) proline-rich cell 


wall protein [Gossypium hirsutum] 


Seq. No. 


10197 


Seq. ID 


OJ990330 05.9819 


,C90 


Gene No. 


21640 


Strand 






Start 


2414 


End 


2548 




Name 


OJ990330_05. 98 19 . C90 . ol . tm 


Method 


TBLASTX: Maize 




Start 


2414 


End 


2548 




GI 


none 


Score 


212 




Exons 


2414.. 2548, 2443.. 2547 








Seq. No. 


10198 


Seq. ID 


OJ990330- 05.9819 


C91 


Gene No. 


21641 


Strand 


+ 




Start 


934 


End 


1315 




Name 


OJ990330_05. 9819.C91.ol.tm 


Method 


TBLASTX : Maize 




Start 


902 


End 


1121 




GI 


none 


Score 


284 




Exons 


902. .1117, 933. .1121, 939.. 


1121 






Seq. No. 


10198 


Seq. ID 


OJ990330_05. 9819 


C91 


Gene No. 


21641 


Strand 


+ 




Start 


934 


End 


1315 




Name 


OJ990330_05. 9819.C91.ol.ts 


Method 


TBLASTX : Soybean 




Start 


902 


End 


1126 




GI 


none 


Score 


285 




Exons 


902. .1126, 933. .1124, 947.. 


1126 






Seq. No. 


10198 


Seq. ID 


OJ990330_05.9819 


C91 


Gene No. 


21641 


Strand 


+ 




Start 


934 


End 


1315 




Name 


OJ990330_05. 9819.C91.ol.gs 


Method 


GENSCAN 




Start 


934 


End 


1315 




GI . t 


none 


Score 


.94 




Exons 


934 . .1128, 1134 . . 1315 








Seq. No. 


10198 


Seq. ID 


OJ990330_05.9819. 


C91 


Gene No. 


21641 


Strand 


+ 




Start 


934 


End 


1315 




Name 


OJ990330 05. 98 19 . C91 . ol . tc 


Method 


TBLASTX: Cress 




Start 


975 


End 


1151 




GI 


none 


Score 


190 





10640 



Exons 



975. .1133, 977. .1123, 978. .1151 



Seq. No. 


10199 




Seq. ID 


OJ990330_05.9819 


.C92 


Gene No. 


21642 




Strand 


+ 




Start 


1310 




End 


1686 




Name 


OJ990330 05.9819.C92.ol 


• gp 


Method 


AAT/GAP 




Start 


1310 




End 


1686 




GI 


uC-osflcypl28g02al 




Score 


742 




Exons 


1310. .1686 










GI Descrip. 


f 2995384 /emb | CAA06156 | 


2.0e- 


13 (AJ004810) cytochrome P450 




monooxygenase [Zea mays] 1 








Seq. No. 


10199 




Seq. ID 


OJ990330_05.9819 


.C92 


Gene No . 


21643 




Strand 






Start 


1537 




End 


2423 




Name 


OJ990330 05.9819.C92.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1531 




End 


2416 




GI 


none 




Score 


319 




Exons 


1531. .1740, 1532. .1741, 


1532 


..1759, 2139. .2297, 2140. .2289, 




2141.. 2290, 2291.. 2416, 


2291 


. .2407 






Seq. No. 


10199 




Seq. ID 


OJ990330_05. 9819 


.C92 


Gene No. 


21643 




Strand 






Start 


1537 




End 


2423 




Name 


OJ990330 05. 9819.C92.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1534 




■ End 


2258 




GI 


none 




Score 


157 




Exons 


1534. .1737, 1535. .1738, 


1606 


..1764, 2142. .2258, 2142. .2249, 




2144. .2257 










Seq. No. 


10199 




Seq. ID 


OJ990330_05. 9819 


.C92 


Gene No. 


21643 




Strand 






Start 


1537 




End 


2423 




Name 


OJ990330 05.9819.C92.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1534 




End 


2204 




GI 


none 




Score 


212 




Exons 


1534. .1737, 1538. .1735, 


2144 


..2203, 2145. .2204 




Seq. No. 


10199 




Seq. ID 


OJ990330_05. 9819 


.C92 


Gene No . 


21643 




Strand 






Start 


1537 




End 


2423 




Name 


OJ990330 05.9819.C92.ol 


.np 


Method 


AAT/NAP 




Start 


1537 




End 


2408 




GI 


6729038 




Score 


633 




Exons 


1537. .1740, 2141. .2408 










GI Descrip. 


(AC009177) unknown protein [Arabidopsis thaliana] 




Seq. No. 


10199 




Seq. ID 


OJ990330_05.9819 


.C92 


Gene No. 


21643 




Strand 






Start 


1537 




End 


2423 




Name 


OJ990330 05.9819.C92.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2163 




End 


2420 




GI 


none 




Score 


405 




Exons 


2163. .2420, 2163. .2342, 


2165 


. .2407 






Seq. No. 


10199 




Seq. ID 


OJ990330_05.9819 


.C92 


Gene No. 


21643 




Strand 







10641 




Start 


1 CO "7 

loo / 




End 


24 23 


Name 


ojyyo330 U5.9oiy.C92.oi. 


ts 


Method 


TBLASTX : Soybean 


Start 


2216 




End 


2423 


GI 


none 




Score 


i on 

1 yu 


Exons 


221o..24U/, 2217. .2423 








Seq. No. 


101 y y 




Seq. ID 


OJyy0330 05.9819.C92 


bene jno . 






Strand 




Start 


1537 




End 


2423 


Name 


OJ990330_05. 9819.C92.o2. 


gp 


Method 


AAT/GAP 


Start 


22 4 U 




End 


2408 


GI 


o t o n o 1 1 

27 99877 




Score 


309 


Exons 


o /i no 

224 0. .24 08 








GI Descrip. 


2995384 /emb | CAA0ol5o | 2. 


Oe-13 


(AJ004810) cytochrome P450 




monooxygenase [Zea mays] 








Seq. No. 


10200 




Seq. ID 


OJ990330_05. 9819. C 93 


Gene No. 


21644 




Strand 


+ 


Start 


O A 

24 




End 


1866 


Name 


OJ990330_05 . 9819.C93.ol. 


gs 


Method 


GENSCAN 


Start 


24 




End 


1866 


GI 


none 




Score 


.56 


Exons 


2 4.. 80, 18 4.. 271, 17 63.-. 


18 66 






Seq. No. 


10200 




Seq. ID 


OJ990330_05. 9819.C93 


Gene No. 


21645 




Strand 




Start 


1 




End 


294 


Name 


OJ990330 05 . 9819 . C93 . ol . 


gp 


Method 


AAT/GAP 


Start 


1 




End 


294 


GI 


5004173 




Score 


364 


Exons 


1 . . 52 , 14 1 294 








Seq. No. 


10200 




Seq. ID 


OJ990330_05.9819.C93 


Gene No. 


21646 




Strand 




Start 


1 y / D 




End 


2054 


Name 


OJ990330 05 . 9819 . C93 . o2 . 


gp 


Method 


AAT/GAP 


Start 


197 6 




End 


2054 


GI 


none 




Score 


130 


Exons 


1 y / O . . 2U54 








Seq. No. 


10201 




Seq. ID 


OJ990330_05.9819.C94 


Gene No. 


21647 




Strand 




Start 


C yl 

54 




End 


2424 


Name 


OJ990330_05 . 9819. C94 .ol. 


gp 


Method 


AAT/GAP 


Start 


54 




End 


1404 


GI 


none 




Score 


876 


Exons 


c a igo om om A O A 

54. .193/ 3U/..391, 4o4 . . 


c c n 
5 o9, 


1212. .1404 


oeq . wo . 


10901 




Seq. ID 


OJ990330_05.9819.C94 


Gene No. 


21647 • 




Strand 




Start 


54 




End 


2424 


Name 


OJ990330 05.9819.C94.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


131 




End 


1277 


GI 


none 




Score 


55 


Exons 


131. .196, 140. .196, 141. 


.227, 


307. .390, 


308. .391, 483. .572, 



484. .570, 1227. .1277 



10642 




Seq. No. 


10201 




Seq. ID 


OJ990330 


_05. 9819 


.C94 


Gene No. 


21647 




Strand 








Start 


54 




End 


2424 






Name 


OJ990330 05.9819.C94.ol, 


.gs 


Method 


GENSCAN 






Start 


484 




End 


2424 






GI 


none 




Score 


. 78 






Exons 


484.. . 569, 1212 . .2424 












Seq. No. 


10202 




Seq. ID 


OJ990330 


_05.9819 


.C95 


Gene No. 


21648 




Strand 








Start 


370 




End 


3041 






Name 


OJ990330_05.9819.C95.ol, 


.tm 


Method 


TBLASTX: 


Maize 




Start 


367 




End 


2033 






GI 


none 




Score 


129 






Exons 


367. .462, 368. .463, 370, 


. .477, 


800 . . 898 


, 810. .899, 1045. 


.110 




1047.. 11 03, 1047.. 1103, 


1481 . 


.1561, 14 


85. .1559, 


1486. .1560, 




1892.. 2029, 1895.. 2032, 


1899 . 


. 2033 








Seq. No. 


10202 




Seq. ID 


OJ990330 


05 . 9819 


. C95 


Gene No. 


21648 




Strand 








Start 


370 




End 


3041 






Name 


OJ9 90330 05 . 9819. C95 . ol . 


.gs 


Method 


GENSCAN 






Start 


370 




End 


2437 






GI 


none 




Score 


.87 






Exons 


370.. 460, 668.. 702, 816, 


. .897, 


1048. .1100, 1484. 


. 1549, 






1901. .2064, 2279. .2437 












Seq. No. 


10202 




Seq. ID 


OJ990330 


_05 . 9819 


. C95 


Gene No. 


21648 




Strand 








Start 


370 ■ 




End 


3041 






Name 


OJ990330 05.9819.C95.ol, 


.np 


Method 


AAT/NAP 






Start 


370 




End 


3041 






GI 


5524739 




Score 


100 






Exons 


370. .440, 921. .1174, 1901. .2062, 2979. 


.3041 






GI Descrip. 


(AF111169) KIAA0759 [Homo sapiens] 








Seq. No. 


10203 




Seq. ID 


OJ990330 


_05.9819 


.C96 


Gene No. 


21649 




Strand 


+ 






Start 


169 




End 


4 30 






Name 


OJ990330 05.9819.C96.ol, 


.gs 


Method 


GENSCAN 






Start 


169 




End 


430 






GI 


none 




Score 


.59 






Exons 


169. .280, 330. .430 












Seq. No. 


10203 




Seq. ID 


OJ990330 


_05.9819 


.C96 


Gene No. 


21650 




Strand 








Start 


1530 




End 


3468 






Name 


OJ990330 05.9819.C96.ol. 


,gp 


Method 


AAT/GAP 






Start 


1355 




End 


1939 






GI 


LIB3433-039-P1-K1-D2 




Score 


898 






Exons 


1355.. 1622, 1735.. 1939 












GI Descrip. 


■ 2252631 1.0e-37 (U95973) hypothetical 


protein 


[Arabidopsis 




thaliana] 1 












Seq. No. 


10203 




Seq. ID 


OJ990330 


_05. 9819 


.C96 


Gene No. 


21650 




Strand 








Start 


1530 




End 


3468 







10643 




Name 


OJ990330 05, 


.9819 


,C96.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1530 








End 


3447 




GI 


none 








Score 


49 




Exons 


1 C O A 1 /" C C 

1530 . . 1655, 


1587 , 


. . 1625, 


1710 . 


.1817, 1729. .1872, 


1735 . . 1890, 




177b . . 1900, 


1892 


. . 1948 , 


1894 . 


.1956, 1902. .1955, 


1949. .2020, 




2417.. 2473, 


2448 , 


. . 2585, 


24 50. 


.2584, 21\ 


35. .2937, 


2785 . .2934, 




OOOO O A A C 

3333 . . 34 4b, 


O O A A 

3334 ; 


. . 3447 , 


a a /~A 

3360 . 


.3446 






Seq. No. 


10203 








Seq. ID 


OJ990330 


_05.9819.C96 


Gene No. 


21650 








Strand 






Start 


1 C "5 A 

1530 








End 


3468 




Name 


OJ990330 05. 


, 9819 . 


. C96 . o2 


.gs 


Method 


GENSCAN 




Start 


1530 








End 


3412 




GI 


none 








Score 


.91 




Exons 


iron i /* a a 

1530 . . 1622, 


i •i a c 

1735 . 


, . 2018 , 


24 64 . 


.2587, 2782.. 2928, 


3360. .3412 


Seq. No. 


10203 








Seq. ID 


OJ990330 


_05 . 9819 . C96 


Gene No. 


21650 








Strand 






Start 


1530 








End 


3468 




Name 


OJ990330 05. 


9819, 


.C96.ol 


.np 


Method 


AAT/NAP 




Start 


1533 








End 


3468 




GI 


2252631 








Score 


732 




Exons 


1533. .1622, 


1735. 


, .2018, 


2778. 


.2928, 3360.. 3468 




GI Descrip. 


(U95973) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


10203 








Seq. ID 


OJ990330 


05.9819.C96 


Gene No. 


21650 








Strand 






Start 


1530 








End 


3468 




Name 


OJ990330 05. 


9819. 


,C96.ol, 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2501 








End 


3444 * .. 


GI 


none 








Score 


68 




Exons 


2501. .2587, 


2508. 


.2588, 


2773. 


.2931, 2778. .2930, 


2779. .2934, 




3333. .3443, 


3358. 


.3444, 


3360. 


.3443 






Seq. No. 


10204 








Seq. ID 


OJ990330 


_05.9819.C97 


Gene No. 


21651 








Strand 






Start 


1356 








End 


1546 




Name 


OJ990330 05. 


9819. 


C97.ol. 


.gs 


Method 


GENSCAN 




Start 


1356 








End 


1546 




GI 


none 








Score 


.76 




Exons 


1356. .1546 














Seq. No. 


10205 








Seq. ID 


OJ990310 


_05.9819.C1 


Gene No. 


21652 








Strand 






Start 


1 








End 


1205 




Name 


OJ990310 05. 


9819. 


Cl.ol.np 


Method 


AAT/NAP 




Start 


1 








End 


1205 




GI 


6907086 








Score 


911 




Exons 


1..155, 211. 


.449, 


510. .1205 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


10205 








Seq. ID 


OJ990310_ 


_05.9819.C1 


Gene No. 


21652 








Strand 






Start 


1 








End 


1205 




Name 


OJ990310 05. 


9819. 


Cl.ol.gs 


Method 


GENSCAN 




Start 


538 








End 


1128 




GI 


none 








Score 


.95 





10644 




Exons 538.. 1128 



Seq. No. 


10206 


Seq. ID 


OJ990310_05.9819. 


C2 


Gene No. 


21653 


Strand 


+ 




Start 


1 


End 


1959 




Name 


OJ990310 05. 9819.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1959 




GI 


6630685 


Score 


1119 




Exons 


1..1959 








GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF10571 1 




[Oryza sativa] 








Seq. No. 


10206 


Seq. ID 


OJ990310_05.9819. 


C2 


Gene No. 


21653 


Strand 


+ 




Start 


1 


End 


1959 




Name 


OJ990310 05. 9819.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


58 


End 


408 




GI 


none 


Score 


290 




Exons 


58. .312, 69. .311, 322. .408, 


^91 407 






Seq. No. 


10206 


Seq. ID 


OJ990310_05.9819. 


C2 


Gene No. 


21653 


Strand 


+ 




Start 


1 


End 


1959 




Name 


OJ990310 05. 9819.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


58 


End 


273' , ' 




GI 


none 


Score 


213 




p, von s 


58. .273, 94. .267, 99.-272 








Seq. No. 


10206 


Seq. ID 


OJ990310_05.9819. 


C2 


Gene No. 


21653 


Strand 


+ 




Start 


1 


End 


1959 




Name 


OJ990310 05. 9819.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


115 


End 


522 




GI 


none 


Score 


171 




Exons 


115. .315, 132. .296, 328. .414 


, 427. .522 






Seq. No. 


10206 


Seq. ID 


OJ990310_05. 9819. 


C2 


Gene No. 


21653 


Strand 


+ 




Start 


1 


End 


1959 




Name 


OJ990310 05. 9819.C2.o2.tc 


Method 


TBLASTX: Cress 




Start 


132 


End 


519 




GI 


none 


Score 


108 




Exons 


132. .218, 133. .303, 328. .402 


, 417. .518 


, 418. .519 




Seq. No. 


10206 


Seq. ID 


OJ990310_05.9819. 


C2 


Gene No. 


21653 


Strand 


+ 




Start 


1 


End 


1959 




Name 


OJ990310 05.9819.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


889 


End 


1454 




GI 


5509260 


Score 


607 




Exons 


889. .1449, 889. .1143, 930. .1454 






GI Descrip. 










Seq. No. 


10206 


• Seq. ID 


OJ990310_05. 9819. 


C2 


Gene No. 


21653 


Strand 


+ 




Start 


1 


End 


1959 




Name 


OJ990310 05. 9819.C2.ol.tw 


Method 


TBLASTX: Wheat 





10645 



Start 
GI 

Exons 



969 End .1446 

none Score 83 

969. .1058, 970. .1059, 1039. .1440, 1099. .1227, 1101. .1430, 
1267.. 1446 



Seq. No.. 10206 

Gene No. 21653 

Start 1 

Name OJ990310_05 . 9819 . C2 . ol . tc 

Start 1074 

GI none 

Exons 1074.. 1334, 1075.. 1335 



Seq. ID OJ990310_05. 9819.C2 

Strand + 

End 1959 

Method TBLASTX: Cress 

End 1335 

Score 208 



Seq. No. 10206 

Gene No. 21653 

Start 1 

Name OJ990310_05 . 9819 . C2 . ol . tm 

Start 1116 

GI none 
Exons 



Seq. ID OJ990310_05.9819.C2 

Strand + 

End 1959 

Method TBLASTX : Maize 

End 1554 

Score 458 



1116. .1490, 1117. .1554, 1156. .1554 



Seq. No. 
Gene No. 
Start 
Name. 
■Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10207 
21654 
607 

OJ990310_05. 9819.C4 .ol.gp 
607 

28773_4 .R1084 
607. .695 

, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryz.a sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990310_05. 9819.C4 
Strand 

695 

AAT/GAP 
695 
155 



Enct. 
Method 
End 
Score 



10208 
21655 
1 

OJ990310_05.9819.C6.ol.np 
1 

3386534 
1..879, 970.. 1179 

(AF078934) mariner transposase [Glycine max] 



Seq. ID OJ990310_05.9819.C6 

Strand + 

End 1540 

Method AAT/NAP 

End 1179 

Score 819 



Seq. No. 10208 

Gene No. 21655 

Start 1 

Name OJ990310_05 . 9819 . C6 . ol . gs 

Start 505 

GI none 

Exons 505.. 879, 970.. 1178, 1186. 



Seq. ID OJ990310_05. 9819.C6 
Strand + 

1540 
GENSCAN 
1540 
.68 



End 

Method 
End 
Score 
1540 



Seq. No. 10208 

Gene No. 21656 

Start 1 

Name OJ990310_05 . 9819 . C6 . o2 . np 

Start 1 

GI 4539658 

Exons 1..24, 2268.. 2395 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ990310_05. 9819.C6 
Strand 

End 10821 

Method AAT/NAP 

End 2395 

Score 109 



10646 






Seq. No. 


10208 


Seq. ID 


OJ990310_05.9819. 


.C6 




Gene No. 


21656 


Strand 








Start 


1 


End 


10821 






Name 


OJ990310 05.9819.C6.ol.tw 


Method 


TBLASTX : Wheat 






Start 


589 


End 


875 






GI 


none 


Score 


218 






Exons 


589. . 873, 669. . 875 










Seq. No. 


10208 


Seq. ID 


OJ990310_05.9819, 


.C6 




Gene No. 


21656 


Strand 








Start 


1 


End 


10821 






Name 


OJ990310_05 . 9819.C6.o2 . gs 


Method 


GENSCAN 






Start 


1819 


End 


10821 






GI 


none 


Score 


.89 






Exons 


1819.. 1956, 2032.. 2109, 2157. 


.2220, 2562. .2634, 4928. .5408, 






9923. .10039, 10683. .10821 










Seq. No. 


10208 


Seq. ID 


OJ990310_05.9819. 


.C6 




Gene No. 


21656 


Strand 








Start 


1 


End 


10821 






Name 


OJ990310_05 . 9819. C6. ol . tm 


Method 


TBLASTX: Maize 






Start 


2250 


End 


2492 




r = | 


GI 


none 


. Score 


99 




. 


Exons^ 


2250.. 2375, 2253.. 2378, 2314.' 


.2391, 2363.-2479, 2364. .2492 






2373. .2492 








I s ! s 
i =? 


Seq. No. 


10209 


Seq. ID 


OJ990310_05.9819, 


.C7 


j . i 


Gene No. 


21657 


Strand 


+ 






Start 


1 


End 


7806 




t. 


Name 


OJ990310 05.9819.C7.o2.np 


Method 


AAT/NAP 




rjj 


Start 


1 


End 


7806 






GI 


5911167 


Score 


675 




r=i 


Exons 


1..29, 3128. .3196, 5383. .5555 


, 6931. .7602, 7687. .7806 




:. c : 
I 

'*[ 


GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 




;:a; 


Seq. No. 


10209 


Seq. ID 


OJ990310_05.9819, 


.C7 




Gene No. 


21657 


Strand 


+ 




III! 


Start 


1 


End 


7806 






Name 


OJ990310 05.9819.C7.ol.gs 


Method 


GENSCAN 






Start 


322 


End 


2154 






GI 


none 


Score 


.86 






Exons 


322.. 346, 2081.. 2154 










Seq. No. 


10209 


Seq. ID 


OJ990310_05.9819, 


.CI 




Gene No. 


21658 


Strand 








Start 


125 


End 


1569 






Name 


OJ990310 *05.9819.C7.ol.np 


Method 


AAT/NAP 






Start 


125 - ■.; 


End 


1569 






GI 


6907088 


Score 


1008 






Exons 


125. .522, 1019. .1256, 1432. .1569 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10209 


Seq. ID 


OJ990310_05.9819, 


.C7 




Gene No. 


21658 


Strand 








Start 


125 


End 


1569 






Name 


OJ990310 05.9819.C7.ol.gp 


Method 


AAT/GAP 





10647 



Start 566 End 757 

GI 5667165 Score 324 

Exons 566 . . 757 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 

Gene No." 

Start 

Name 

Start 

GI 

Exons 



10209 



•Seq. ID OJ990310 05. 9819. C7 



21659 Strand 
6924 End 
OJ990310_05. 9819.C7.ol.tw Method 
6924 End 
none Score 
6924. .7091, 6931. .7131, 7165. .7287 



7630 

TBLASTX: Wheat 

7287 

155 



Seq. No. 10209 

Gene No. 21659 

Start 6924 

Name OJ990310_05 . 9819.C7 . ol . tm 

Start 7156 

GI none 
Exons 



Seq. ID OJ990310_05.9819.C7 
Strand 
End 

Method 
End 
Score 



7630 

TBLASTX: Maize 

7630 

152 



7156. .7347, 7363. .7500, 7365. .7496, 7481. .7630, 7486. .7629 



Seq. No. 


10210 


Seq. ID 


OJ990310 


_05.9819, 


X8 


Gene No. 


21660 


Strand 


+ 






Start 


249 


End 


1381 






Name 


OJ990310 05.9819.C8.ol.gs 


Method ' 


GENSCAN 






Start 


249 


End 


1381 






GI 


none 


Score 


.94 






Exons 


249.-452, 541. .627, 701. .799 


, 874. .1099, 1128.. 


1198, 1292. 


Seq. No. 


10210 


Seq. ID 


OJ990310 


_05.9819. 


.C8 


Gene No. 


21661 


Strand 


+ 






Start 


6157 


End 


7042 






Name 


OJ990310 05.9819.C8.o3.gs 


Method 


GENSCAN 






Start 


6157 


End 


7042 






GI 


none 


Score 


.6 






Exons 


6157.. 6229, 6311.. 6679, 6768 


. .7042 








Seq. No. 


10210' 


Seq. ID 


OJ990310 


_05.9819. 


,C8 


Gene No. 


21662 


Strand 


+ 






Start 


13546 


End 


26156 






Name 


OJ990310 05.9819.C8.ol.np 


Method 


AAT/NAP 






Start 


13546 


End 


18647 






GI 


5295955 


Score 


622 






Exons 


13546. .13603, 16090. .16159, 


16700. .16814, 17496 


. .17936, 





18029. .18647 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 

Seq. No. 10210 

Gene No. 21662 

Start 13546 

Name OJ990310_05 . 9819 . C8 . o5 . gs 

Start 15673 

GI none 

Exons 15673. .15681, 16090 16227 , 
18232. .18563, 1954 1 .. 19580, 



Seq. ID OJ990310_05.9819.C8 

Strand + 

End 26156 

Method GENSCAN 

End 26156 

Score .45 
16636. .16814, 17795 18080, 
20083. .20150, 20374 20509, 



10648 




20679. .20802, 21041 21258, 224 09 22506, 25724. .26156 



Seq. No. 


10210 




Seq. ID 


OJ990310_05. 9819.C8 


Gene No. 


21662 




Strand 


+ 


Start 


13546 




End 


26156 


Name 


OJ990310 05. 9819. C8, 


, o2 . np 


Method 


AAT/NAP 


Start 


21014. 




End 


21286 


GI 


"6539588 




Score 


164 - 


Exons 


21014. .21286 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


10210 




Seq. ID 


OJ9 90310 05. 9819. C8 


Gene No. 


21662 




Strand 


+ 


Start 


13546 




End 


26156 


Name 


OJ990310 05. 9819. C8 . 


. o3 . np 


Method 


AAT/NAP 


Start 


25869 




End 


26144 


GI 


126386 




Score 


173 


Exons 


25869. .26144 








GI Descrip. 


POLLEN ALLERGEN LOL 


P 2 -A 


(LOL P II-A) 


gil 82449|pir | IA34291 




pollen allergen Lol 


p IIA 


- perennial 


ryegrass 



Seq. No. 


10210 




Seq. ID 


OJ990310_05.9819.C8 


Gene No. 


21663 




Strand 


+ 


Start 


40742 




End 


41341" 


Name 


OJ990310 05. 9819. C8 . 


08 . gs 


Method ■ 


GENSCAN 


Start 


40742 




End 


41086 


GI 


none 




Score 


.83 


Exons 


40742. .41086 








Seq. No. 


10210 




Seq. ID 


OJ990310_05.9819.C8 


Gene No. 


21663 




Strand 


+ 


Start 


40742 




End 


41341 


Name 


OJ990310 05. 9819. C8. 


06 .np 


Method 


AAT/NAP 


Start 


40799 




End 


41074 


GI 


126386 




Score 


179 


Exons 


40799. .41074 








GI Descrip. 


POLLEN ALLERGEN LOL 


P 2-A 


(LOL P II-A) 


gi|82449|pir| |A3429: 




pollen allergen Lol 


p IIA 


- perennial 


ryegrass 


Seq. No. 


10210' 




Seq. ID 


OJ990310_05.9819.C8 


Gene No. 


21663 




Strand 


+ 


Start 


40742 




End 


41341 


Name 


OJ990310 05. 9819. C8 . 


ol.gp 


Method 


AAT/GAP 


Start 


40827 




End 


41341 


GI 


28773 4.R1084 




Score 


971 


Exons 


40827. .41341 








GI Descrip. 


'5670155/gb|AF161269 


MIAF161269 4.0e-86 Oryza sativa subsp 




japonica BAC clone 34K24, 


complete sequence 1 


Seq. No. 


10210 




Seq. ID 


OJ990310_05.9819.C8 


Gene No. 


21664 




Strand 


+ 


Start 


43630 




End 


48598 


Name 


OJ990310 05. 9819. C8. 


o9 . gs 


Method 


GENSCAN 


Start 


43630 




End 


48598 


GI 


none 




Score 


. 47 


Exons 


43630. .43697, 44070. 


.44178 


, 46802. .46897, 47020 .. 47073, 



48515. .48598 



10649 




Seq. No. 


10210 


Seq. ID 


OJ990310 


JDS. 9819 


.C8 


Gene No. 


21665 


Strand 


+ 






Start 


49080 


End 


49355 






Name 


OJ990310 05.9819.C8.o8.np 


Method 


AAT/NAP 






Start 


49080 


End 


49355 






GI 


126386 


Score 


177 






Exons 


49080. .49355 . 










GI Descrip. 


POLLEN ALLERGEN LOL P 2 -A (LOL P I I -A) 


gi I 824 4 9 


pir | IA34291 




pollen allergen Lol p IIA - 


perennial 


ryegrass . 






Seq. No. 


10210 


Seq. ID 


OJ990310_ 


_05. 9819 


,C8 


Gene No. 


21666 


Strand 


+ 






Start 


51129 


End 


53330 






Name 


OJ990310 05. 9819. C8. oil. gs 


Method 


GEN SCAN 






Start 


51129 


End 


52273 






GI 


none 


Score 


.78 






Exons 


51129. .51183, 51412. .51531, 


51865. .52140, 52209 


. 52273 




Seq. No. 


10210 


Seq. ID 


OJ990310_ 


_05. 9819 


. C8 


Gene No. 


21666 


Strand 


+ 






Start 


51129 


End 


53330 






Name 


OJ990310 05.9819.C8.o9.np 


Method 


AAT/NAP 






Start 


51838 


End 


53330 






GI 


6539588 


Score 


217 






Exons 


51838. .52154, 53084.. 53330 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10210 


Seq. ID 


OJ990310_ 


JDS. 9819 


.C8 


Gene No. 


21666 


Strand 


+ 






Start 


51129 


End 


53330 






Name 


OJ990310 05.9819.C8.o2.gp 


Method 


AAT/GAP 






Start 


52238 


End 


52302 






GI 


426511 


Score 


77 






Exons 


52238.. 52302 










GI Descrip. 


50424 37/gb|AC007789. 1 IAC007789 8.0e-24 


Oryza sativa BAC 


T49B20 




genomic sequence, complete 


sequence 








Seq. No. 


-\_ 

'10210 


Seq. ID 


OJ990310_ 


JDS. 9819 


.C8 


Gene No. 


21667 


Strand 








Start 


2436 


End 


3634 






Name 


OJ990310 05. 9819.C8.o2.gs 


Method 


GENSCAN 






Start 


2436 


End 


3634 






GI 


none 


Score 


.61 






Exons 


2436..269S, 3553.-3634 










Seq. No. 


10210 


Seq. ID 


OJ990310_ 


_05.9819 


-C8 


Gene No. 


21668 


Strand 








Start .. 


28729 


End 


30878 






Name 


OJ990310 05.9819.C8.o6.gs 


Method 


GENSCAN 






Start 


28729 


End 


30878 






GI 


none 


Score 


.73 






Exons 


28729. .28845, 29605 29784 , 


29939. .30085, 30774. 


.30878 




Seq. No. 


10210 


Seq. ID 


OJ990310_ 


05.9819 


.C8 


Gene No. 


21669 


Strand 








Start 


36145 


End 


49370 







10650 



Name 


OJ990310 05. 9819. Co. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


25833 




End 


49370 






GI 


none 




Score 


129 






Exons 


25833. .25943, 25859. 


.25981, 


25860. .25982, 25989 


. .ZD1DO, 






25989. . 261 71, 40731. 


.40 7 93, 


40733. .40771, 40739 


. . h uy 12 , 






4 0765 .. 40833, 40765. 


. 4 0920, 


40787. .40912, 40919 


. . h 1U0 y , 






4 0919 .. 4 1089, 40920. 


.41090, • 


40921. .41112, 40972 


A 1 A Q 1 

. . 4 iu y 1 , 






4 9019 .. 4 9114 , 49019. 


. 4 9213, 


49089. .49193, 49193 


A Q *3 A 






/i a o a a /i n o t n 

4 9200 . . 4 9370 












Seq. No. 


10210 




Seq. ID 


OJ990310 


_05. 9819. 


C8 


Gene No. 


21669 




Strand 








Start 


36145 




End 


49370 






Name 


/^taaa-^ia r\ c rvo i n oo 

OJ990310 05. 9819. C8. 


0 7 . gs 


Method 


GENSCAN 






Start 


36145 




End 


39909 






GI 


none 




Score 


.56 






Exons 


36145 .. 36376, 36439. 


. 36548, 


36642. .36814, 36849 








37110 .. 37281, 38400. 


0 0 c 1 0 

. 3oo 7o , 


39516. .39586, 39897 


Q Q on Q 

. . 0 y y u y 




Seq. No. 


10210 




Seq. ID 


/"\ T A A A O 1 A 

OJ99U31U 


_05. 9819. 


Co 


Gene No. 


21669 




Strand 








Start 


36145 




End 


49370 






Name 


OJ990310 05. 9819. C8. 


o4.np 


Method 


AAT/NAP 






Start 


36157 




End 


37223 






GI 


6907089 




Score 


857 






"Exons 


,36157. .37223 '* 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10210 




Seq. ID 


OJ990310_ 


_05. 9819. 


C8 


Gene No. 


21669 




Strand 


- 






Start 


36145 




End 


49370 






Name 


OJ990310 05. 9819. C8. 


o5 . np 


Method 


AAT/NAP 






Start 


38164 




End 


38708 






GI 


6539585 




Score 


177 






Exons 


38164. .38237, 38535. 


.38708 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10211 




Seq. ID 


OJ990310_ 


_05.9819. 


C9 


Gene No. 


"21670 




Strand 








Start 


144 




End 


639 






Name 


OJ990310 05. 9819. C9. 


ol . gs 


Method 


GENSCAN 






Start 


144 




End 


639 






GI 


none 




Score 


.83 






Exons 


144. .233, 327. .397, 


426. . 639 








Seq. No. 


10212 




Seq. ID 


OJ990310_ 


_06. 9819. 


CI 


Gene No. 


21671 




Strand 


+ 






Start 


623 




End 


1489 






Name 


OJ990310 06. 9819. CI. 


ol .gs 


Method 


GENSCAN 






Start 


623 




End 


1489 






Ol 


none 




Score 


.49 






Exons 


623. .822, 1282. .1489 












Seq. No. 


10213 




Seq. ID 


OJ990310_ 


_06. 9819. 


C2 


Gene No. 


21672 




Strand 


+ 






Start 


7 




End 


121 






Name 


OJ990310 06. 9819. C2. 


ol . gs 


Method 


GENSCAN 







10651 



Start 
GI 

Exons 



7 

none 
7. .121 



End 
Score 



Seq. No. 10214 Seq. ID 

Gene No. 21673 Strand 

Start 63 End 

Name ' OJ990310JD6 . 98 19 . C3 . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63 . .161 



121 
1 



OJ990310_06. 9819.C3 
+ 

161 

GEN SCAN 
161 
. 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10215 Seq. ID 

21674 Strand 

1 End 

OJ990310_06. 9819.C4.ol.np Method 

1 End 

5915836 Score 
1. . 184 

CYTOCHROME P450 71D7 gi | 1762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



OJ990310_06.9819.C4 
+ 

184 

AAT/NAP 

184 

163 



10215 Seq. ID 

21675 Strand 

777 End 

OJ990310_06. 9819.C4 .ol.gs Method 

777 End 

none Score 
777. .914 



OJ990310_06. 9819.C4.. 
91-4 

GEN SCAN 

914 

.86 



Seq. No. 10216 Seq. ID 

Gene No. 21676 Strand 

Start 346 End 

Name OJ990310_06 . 9819 . C6 . ol . gs Method 

Start 34 6 End 

GI none Score 

Exons 346. .381 



OJ990310_06.9819.C6 
+ 

381 

GENSCAN 

381 

.47 



Seq. No. 10216 Seq. ID 

Gene No. 21677 Strand 

Start 2134 End 

Name OJ990310_06 . 98 19 . C6 . o2 . gs Method 

Start 2134 End 

GI none Score 

Exons 2134. .3651 



OJ990310_06.-9819.C6 

3663 
GENSCAN 
3651 
.95 



Seq. No. 10216 Seq. ID OJ990310_06 . 9819 . C6 

Gene No. 21677 Strand 

Start 2134 End 3663 

Name OJ990310_06 . 9819 . C6 . ol . np Method AAT/NAP 

Start 2138 End 3663 

GI 5915832 Score 874 

Exons 2138 . . 3663 

GI Descrip. CYTOCHROME P450 76C2 gi | 297954 9 | gb | AAC06158 . 1 | (AC003680) 
putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 



10216 



Seq. ID OJ990310 06. 9819. C6 



10652 




Gene No. 


21677 








Strand 




Start 


2134 








End 


3663 


Name 


OJ990310 06. 


9819 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2194 








End 


2799 


GI 


none 








Score 


78 


Exons 


2194. .2412, 


2200 


. . 2316, 


2219. 


.2425, 2347. .255.6, 2348. .2557 




2507. .2593, 


2521 


. . 2799 








Seq. No. 


10216 








Seq. ID 


OJ990310_06.9819.C6 


Gene No . 


21677 








Strand 




Start 


2134 








End 


3663 


Name 


OJ990310_06. 


9819 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2218 








End 


3447 


GI 


none 








Score 


90 


Exons 


2218. .2412, 


2231 


. . 2413, 


2347 . 


.2547, 2396. .2530, 2506. .2781 




2507 . .2605, 


2944 


. . 3048, 


3067 . 


.3138, 3130. .3447 


Seq. No. 


10216 








Seq. ID 


OJ990310_06.9819.C6 


Gene No. 


21677 








Strand 




Start 


2134 








End 


3663 


Name 


OJ990310_06. 


9819 


.C6.o2. 


tw 


Method 


TBLASTX : Wheat 


Start 


2218 








End 


2451 


GI 


none 








Score 


107 


Exons 


2218. .2385, 


2219 


. .2386, 


2389. 


.2436, 2398. .2451 


Seq. No. 


10216 








Seq. ID 


OJ990310_06.9819.C6 


Gene No. 


21677 








Strand 




Start 


2134 








End 


3663 


Name 


OJ990310 06. 


9819 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2230 








End 


3102 


GI 


none 








Score 


90 


Exons 


2230. .2376, 


2398 


. .2505, 


2542. 


.2799, 2866. .3102 


Seq. No. 


10216 








Seq. ID 


OJ990310_06.9819.C6 


Gene No. 


21677 








Strand 




Start 


2134 








End 


3663 


Name 


OJ990310 06. 


9819 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start • 


2455 








End 


2772 


GI 


none 








Score 


207 


Exons 


2455. .2547, 


2524 


. . 2772 








Seq. No. 


10216 








Seq. ID 


OJ990310_06.9819.C6 


Gene No. 


21677 








Strand 




Start 


2134 








End 


3663 


Name 


OJ990310 06. 


9819 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2815 








End 


3147 


GI 


none 








Score 


58 


Exons 


2815. .3045, 


3058 


. . 3147 








Seq. No. 


10217 








Seq. ID 


OJ990310_06.9819.C8 


Gene No. 


21678 








Strand 




Start 


780 








End 


3127 


Name 


OJ990310 06. 


9819 


.C8.ol. 


gs 


Method 


GENSCAN 


Start 


780 








End 


2769 


GI 


none 








Score 


.52 


Exons 


780. .940, 1162..: 


1973, 2127.. 2344, 2356, 


. .2769 



10653 




Seq. No. 


10217 








Seq. ID 


OJ990310_06.9819. 


C8 


Gene No. 


21678 








Strand 






Start 


780 








End 


3127 




Name 


OJ990310_06. 


9819 


.C8 .o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1032 








End 


1225 




GI 


none 








Score- 


• 43 




Exons 


1032 . . 1064 , 


1034 


. . 1225, 


1134 . 


i o o n 
. 12zU 






Seq. No. 


10217 








Seq. ID 


OJ990310 06.9819. 


C8 


Gene No. 


21678 








Strand 


- 




Start 


780 








End 


3127 




Name 


OJ990310_06 . 


9819 


. C8 . o2 . 


tw 


Method 


TBLASTX : Wheat 




Start 


1436 








End 


18 4 6 




GI 


none 








Score 


1 / 0 




Exons 


1436. . 1846 














Seq. No. 


10217 








Seq. ID 


OJ990310_06. 9819. 


C8 


Gene No. 


21678 








Strand 






Start 


780 








End 


olZ 1 




Name 


OJ990310_06. 


9819 


. C8 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1607 








End 


2002 




GI 


none 








Score 


89 




Exons 


1607 . . 2002, 


1707 


. . 1901, 


■1787 . 


. 1969 






Seq. No. 


10217 








Seq. ID 


OJ990310 06.9819. 


C8 


Gene No. 


21678 








Strand . 


- 




Start 


780 








End 


3127 




Name 


OJ990310_06. 


9819 


.C8 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1856 








End 


2239 




GI 


none 








Score 


207 




Exons 


1856. .2239 














Seq. No. 


• 10217 








Seq. ID 


OJ990310_06. 9819. 


C8 


Gene No. 


21678 








Strand 






Start 


780 








End 


3127 




Name 


OJ990310_06. 


9819 


,C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2647 








End 


3081 




GI ■ 


none 








Score 


36 




Exons 


2647 . . 2937, 


O T O O 

2732 


O O O *3 

. .2833, 


O O C A 

Zu 64 . 


.2938, 2992. .3081 




Seq. No. 


10217 








Seq. ID 


OJ990310_06. 9819. 


C8 


Gene No . 


21678 








Strand 






Start 


780 








End 


3127 




Name 


OJ990310 06. 


9819 


. C8 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


2710 








End 


3127 




GI 


none 








Score 


81 




Exons 


2710 . .2952, 


2714 


. . 2827, 


2867 . 


.2953, 2983.. 3126, 2989.. 3126, 




2993. . 3127 














Seq. No. 


10218 








Seq. ID 


OJ990310_06. 9819. 


C10 


Gene No. 


21679 








Strand 






Start 


1 








End 


1080 




Name 


OJ990310 06. 


9819 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1035 




GI 


5915840 








Score 


379 




Exons 


1. .1035 















GI Descrip. CYTOCHROME P450 71D11 gi 12367431 (AF000403) putative cytochrome 



10654 



P450 [Lotus japonicus] 



Seq. No. 10218 

Gene No. 21679 

Start 1 

Name OJ990310_06 . 9819 . CIO . ol . gs 

Start - 298 

GI ■ none 

Exons 298.. 408, 454.. 1080 

Seq. No. 10218 

Gene No. 21679 

Start 1 

Name OJ990310_06. 9819 .C10 . ol . tm 

Start 394 

GI none 
Exons 



Seq. ID OJ990310_06. 9819. C10 
Strand 

End 1080 

Method GENS CAN 

End 1080 

Score .61- 



Seq. ID OJ990310_06. 9819. C10 
Strand 

End 1080 

Method TBLASTX: Maize 

End 927 

Score 76 



394. .567, 400. .561, 589. .837, 814. .927 



Seq. No. 10218 

Gene No. 21679 

Start 1 

Name OJ990310_06 . 9819 . C10 . ol . ts 

Start 523 

GI none 

Exons . 523.. 837, 826.. 951 



Seq. ID OJ990310_06. 9819. C10 

Strand . 

End 1080 

Method TBLASTX : Soybean 

End 951 

Score 99 ' 



Seq. No. 10218 

Gene No. 21679 

Start 1 

Name OJ990310_06 . 98 19 . C10 . ol . tc 

Start 577 

GI none 

Exons 577.. 840, 826.. 924 



Seq. ID OJ990310_06. 9819. C10 
Strand 

End 1080 

Method TBLASTX : Cress 

End 924 

Score 95 



Seq. No. 10218 

Gene No. 21679 

Start 1 

Name OJ990310_06 . 981 9 . C10 . ol . gp 

Start 609 

GI none 

Exons 609.. 718 



Seq. ID OJ990310_06. 9819. C10 
Strand 

End 1080 

Method AAT/GAP 

End 718 

Score 162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ990310_06. 9819.C11 

Strand + 

End 1014 

Method AAT/NAP- 

End 1014 

Score 161 



10219 
21680 
1 

OJ990310_06. 9819-Cll.ol.np 
1 

5922620 
1..30, 874. .1014 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



10219 
21680 



Seq. ID OJ990310_06. 9819.C11 
Strand + 



10655 



Start 
Name 
Start 
GI 

Exons 



OJ990310_06.9819.Cll.ol.gs' 

104 

none 

104. .301 



End 

Method 

End 

Score 



1014 
GENSCAN 
301 
.74 



Hi 



"as? 

rli 



; "J 
■is? 
si 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10219 
21681 
8876 

OJ990310_06. 9819. Cll. o3.np 
8876 
5902445 
8876. .10072 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990310_06.9819.C11 
Strand + 

10072 ' 
AAT/NAP 
10072 
628 



End 

Method 

End 

Score 



10219 
21682 
1154 

OJ990310__06.9819.Cll.o2.np 
1154 
6630699 
1154. .1231 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] . - 



Seq. ID OJ990310_06.9819.C11 
Strand 

End 1231 

Method AAT/NAP 

End 1231 

Score 77 



10219 
21683 
6554 

OJ990310_06. 9819.Cll.o3.tm 

6554 
none 



Seq. ID OJ990310_06. 9819.C11 
Strand 

End 6820 

Method TBLASTX : Mai ze 

End 6820 

Score 148 



6554. .6679, 6571. .6678, 6704. .6820, 6709. .6819 



10219 
21684 
8018 

OJ990310_06.9819.Cll.o3.ts 

8018 

none 

8018. .8380, 8086. .8364 



Seq. ID OJ990310__06.9819.C11 
Strand 

End 8380. 

Method TBLASTX: Soybean 

End 8380 

Score 196 



Seq. No. 10219 

Gene No. 21685 

Start 8861 

Name OJ990310_06 . 9819 . Cll . o2 . ts 

Start 8861 

GI none 

Exons 8861.. 9079, 9095.. 9229 



Seq. ID OJ990310_06. 9819. Cll 
Strand 

End 9915 

Method TBLASTX : Soybean 

End 9229 

Score 137 



Seq. No. 10219 

Gene No. 21685 

Start 8861 

Name OJ990310_06 . 9819 . Cll . ol . tw 

Start 9023 

GI none 
Exons 



Seq. ID OJ990310_06. 9819. Cll 
Strand 

End 9915 

Method TBLASTX : Wheat 

End 9432 

Score 602 



9023. .9430, 9031. .9432, 9043. .9357, 9149. .9379, 9333. .9431 



10656 



Seq. No. 10219 

Gene No. 21685 

Start 8861 

Name OJ990310_06 . 9819 . Cll . o2 . tm 

Start 9083 

GI none 

•.Exons 9083.. 9298, 9085.. 9297 

Seq. No. 10219 

Gene No. 21685 

Start 8861 

Name OJ990"310_06 . 9819 . Cll . ol . tm 

Start 9299 

GI none 

Exons 9299.. 9760, 9301.. 9357, 9448, 

Seq. No. 10219 

Gene No. 21685 

Start 8861 

Name OJ990310_06 . 98 19 . Cll . ol . ts 

Start 9446 

GI none 

Exons 9446.-9724, 9481.. 9684, 9728. 

Seq. No. 10219 

Gene No. 21685 

Start 8861 

Name OJ990310_06 . 98 1 9 . Cll . o2 . tw 

Start 9449 

GI none 

Exons 9449.. 9751, 9728.. 9829 

Seq. No. 10220 

Gene No. 21686 

Start 8430 

Name OJ990310_06 . 98 1 9 . C12 . o3 . gs 

Start 8430 

GI none 

Exons 8430. .8538, 8879.. 9018 



Seq. ID OJ990310_06. 9819. Cll 
Strand 

End 9915 

Method TBLASTX : Mai ze 

End 9298 

Score 310 



Seq. ID OJ990310_06. 9819. Cll 
Strand 

9915 

TBLASTX: Maize 
9760 
612 



End 

Method 
End 
Score 
. 9759 



Seq. ID OJ990310_06. 9819. Cll 
Strand 

End 9915 

Method TBLASTX : Soybean 

End 9915 

Score 212 ■ • 

.9913, 9769.. 9915 

Seq. ID OJ990310_06. 9819. Cll 
Strand 

End 9915 

Method TBLASTX : Wheat 

End 9829 

Score 189 



Seq. ID OJ990310_06.9819.C12 

Strand + 

End 9018 

Method GENSCAN 

End * _ 9,018 

Score .71 



Seq. No. 10220 

Gene No. 21687 

Start 131 

Name OJ990310_06. 9819.C12 .ol . gs 

Start 131 

GI none 

Exons 131.. 185, 1241.. 1550, 1632. 
4134. .4206 



Seq. ID OJ990310_06.9819.C12 
Strand 

End 4206 

Method GENSCAN 

End 4206 

Score . 68 
1745, 2644. .2697, 3838.-3925, 



Seq. No. 10220 

Gene No. 21688 

Start 4877 

Name OJ990310_06 . 98 1 9 . C12 . o2 . gs 

Start 4877 

GI none 

Exons 4877.. 5112, 5124.. 5193 



Seq. ID OJ990310_06.9819.C12 
Strand 

End 5193 

Method GENSCAN 

End 5193 

Score .73 



10657 




Seq. No. 


10220 


Seq. ID 


OJ990310_06.9819.C12 


Gene No. 


21689 


Strand 


— 


Start 


7288 


End 


7858 


Name 


OJ990310_06. 9819.C12 .ol .tw 


Method 


TBLASTX: Wheat 


Start 


2224 


End 


6295 


GI 


none 


Score 


58 


Exons 


2224.. 2301, 5918.. 6295, 6015.. 


6245 




Seq. No. 


10220 


Seq. ID 


OJ990310_06. 9819.C12 


Gene No. 


21689 


Strand 




Start 


7288 


End 


7858 


Name 


OJ990310 06.9819.C12.ol.gp 


Method 


AAT/GAP 


Start 


7288 


End 


7858 


GI 


4879016 


Score 


886 


Exons 


7288. .7858 






GI Descrip. 


6041757/gb|AC011806.1 IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


10221 


Seq. ID 


OJ990310_06.9819.C13 


Gene No. 


21690 


Strand 




Start 


358 


End 


2075 


Name 


OJ990310 06-9819. C13.ol.gs 


Method 


GEN SCAN 


Start 


358 


End 


2075 


GI . 


none 


Score <" 


. 93 


Exons 


358. .620, 800. .902, 1863. .2075 




Seq. No. 


10221 


Seq. ID 


OJ990310_06.9819.C13 


Gene No. 


21690 


Strand 




Start 


358 


End 


2075 


Name 


OJ990310 06. 9819.C13.ol.gp 


Method 


AAT/GAP 


Start 


596 


End 


818 


GI 


uC-osrocyp007bl2al 


Score 


415 


Exons 


596. .818 






GI Descrip. 


, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence Fo 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence' 






Seq. No. • 


10222 


Seq. ID 


OJ990310_06.9819.C14 


Gene No. 


21691 


Strand 


+ 


Start 


1158 


End 


1372 


Name 


OJ990310 06.9819.C14.ol.gs 


Method 


GENSCAN 


Start 


1158 


End 


1372 


GI 


none 


Score 


.64 


Exons 


1158.. 1218, 1362.. 1372 






Seq. No. 


10222 


Seq. ID 


OJ990310_06.9819.C14 


Gene No. 


21692 


Strand 




Start 


1 


End 


4511 


Name 


OJ990310 06. 9819.C14 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4509 


GI 


5295968 


Score 


96 


Exons 


1..23, 1897. .1952, 2222. .2282, 


2421. .2548, 2653. .2741, 



3818. .3935, 4274 . .4509 
GI Descrip. (AB026295) ESTs C19441 (E10423) , C99201 (E10423) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 



10658 




sativa] 



Seq. No. 


10222 






Seq. ID 


OJ990310_06. 


9819. 


.C14 


Gene No. 


21692 






Strand 








Start 


1 






End 


4511 






Name 


OJ990310_06 


. 9819. C14 ,o2 , 


.gs 


Method 


GENSCAN 






Start 


2678 






End 


4511 . 






GI 


none 






Score 


.76 






Exons 


2678. .2737/ 


4279. .4511 












Seq. No. 


10223 






Seq. ID 


OJ990310_06. 


9819. 


.C16 


Gene No. 


21693 






Strand 


+ 






Start 


739 






End 


887 






Name 


OJ990310 06 


.9819.C16.ol. 


.gs 


Method 


GENSCAN 






Start 


739 






End 


887 






GI 


none 






Score 


.71 






Exons 


739. .854, 856. .887 












Seq. No. 


10223 






Seq. ID 


OJ990310_06. 


9819. 


.C16 


Gene No. 


21694 






Strand 








Start 


2394 






End 


6625 






Name 


OJ990310 06 


.9819.C16.ol, 


.np 


Method 


AAT/NAP 






Start 


2394 






End 


6625 






GI 


4680204 






Score 


950 






Exons 


2394 . .2441, 


4058. .5169, 


5240. 


.6625 








GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


10223 






Seq. ID 


OJ990310_06. 


9819. 


.C16 


Gene No. 


21694 






Strand 








Start 


2394 






End 


6625 






Name 


OJ990310 06 


.9819.C16.o2. 


.np 


Method 


AAT/NAP 






Start 


3766 






End 


6625 






GI 


4680204 






Score 


949 






Exons 


3766. .3782, 


4058. .5169, 


5240. 


.6625 








GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


10223 






Seq. ID 


OJ990310_06. 


9819. 


.C16 


Gene No. 


21694 






Strand 








Start- 


2394 






End 


6625 






Name 


OJ990310 06 


.9819.C16.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


4957 






End 


5335 






GI 


none 






Score 


33 






Exons 


4957. .5175, 


5010. .5063, 


5090. 


.5173, 5237.. 5335 






Seq. No. 


10223 






Seq. ID 


OJ990310_06. 


9819. 


.C16 


Gene No. 


21694 






Strand 








Start 


2394 






End 


6625 






Name 


OJ990310 06 


.9819.C16.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


5621 






End 


6022 






GI 


none 






Score 


91 






Exons 


5621. .5716, 


5622. .5696, 


5778. 


.5924, 5786.. 6022 






Seq. No. 


10224 






Seq. ID 


OJ990310 06. 


9819. 


.C17 


Gene No. 


21695 






Strand 


+ 






Start 


5769 






End 


7260 






Name 


OJ990310 06 


.9819.C17.ol, 


.np 


Method 


AAT/NAP 






Start 


5769 






End 


7260 







10659 




GI 


5852093 




Score 


57 






Exons 


5769. .5795, 7153. 


.7260 










GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 








Seq. No. 


10225 




Seq. ID 


OJ990310_06. 


.9819 


.C27 


Gene No. 


21696 




Strand 


+ 






Start 


885 




End 


1015 - 






Name 


OJ990310_06. 9819. 


C27.ol.gs 


Method 


. GENSCAN 






Start 


885 




End 


1015 






GI 


none 




Score 


. 87 






Exons 


885 . . 1015 












Seq. No. 


10226 




Seq. ID 


OJ990310 06, 


, 98 19 


. C28 


Gene No. 


21697 




Strand 


+ 






Start 


1 




End 


2092 






Name 


OJ990310 06.9819. 


C28.ol.np 


Method 


AAT / NAP 






Start 


1 




End 


2092 






GI 


5852093 




Score 


67 






Exons 


1 . . 136, 238 . . 345, 


2072. .2092 










GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 








Seq. No. 


10226 




Seq. ID 


OJ990310_06. 


.9819 


.C28 


Gene No. 


21698 




Strand 








Start 


1149 




End 


1296 






Name 


OJ990310 06.9819. 


C28.ol.gs 


Method 


GENSCAN- 






Start 


1149 


End 


1296 






GI 


none 




Score 


. 78 






Exons 


1149. . 1296 












Seq. No. 


10227 




Seq. ID 


OJ990310_06, 


. 9819 


. C2 9 


Gene No. 


21699 




Strand 








Start 


1 . 




End 


2157 






Name 


OJ990310 06.9819. 


C29.ol.np 


Method 


AAT /NAP 






Start 


1 




End 


2157 






GI 


4538896 




Score 


208 






Exons 


1..25, 1645. .1754 


, 1805.. 2065, 2113.. 2157 






GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


10227 




Seq. ID 


OJ990310_06. 


.9819 


.C29 


Gene No. 


21699 




Strand 








Start 


1 




End 


2157 






Name 


OJ990310 06.9819. 


C29.ol.gs 


Method 


GENSCAN 






Start 


870 




End 


2082 






GI 


none 




Score 


.8 






Exons 


870. .1016, 1683.. 


1770, 2000. 


.2082 








Seq. No. 


10228 




Seq. ID 


OJ990310_06. 


. 9819 


.C30 


Gene No. 


21700 




Strand 


+ 






Start 


, 4113 




End 


4739 






Name 


OJ990310 06.9819. 


C30.ol .gp 


Method 


AAT /GAP 






otart 


4113 




End 


4739 






GI 


2310235 




Score 


269 






Exons 


4113. .4150, 4600. 


.4739 










GI Descrip. 


5852182/emb|CAB55 


420.11 9.0e 


-13 (AL117265) zhb0012. 


, 1 [Oryza 




sativa] 












Seq. No. 


10228 




Seq. ID 


OJ990310_06. 


,9819 


.C30 



10660 




Gene No. 


21701 




Strand 


+ 


Start 


4837 




End 


5611 


Name 


OJ990310 06 


. 9819. C30 . o2 . np 


Method * 


AAT/NAP 


Start 


4604 




End 


5611 


GI 


4680203 




Score 


1050 


Exons 


4604 . .5611 








GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


10228 




Seq. ID 


OJ9903H 


Gene No. 


21701 




Strand 


+ 


Start 


4837 




End 


5611 


Name 


OJ990310 06 


. 9819.C30.o3.gs 


Method 


GENSCAN 


Start 


4837 




End 


5586 


GI 


none 




Score 


.78 


Exons 


4837. .5059, 


5183. .5586 







Seq. No. 10228 Seq. ID 

Gene No. 21702 Strand 

Start 77 End 

Name OJ990310_06 . 98 19 . C30 . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.. 181, 621.. 662 



OJ990310_06. 9819.C30 
662 

GENSCAN 

662 

.62 



i'ft 



Seq. No. 10228 Seq. ID 

Gene No. . 21703 • Strand 

Start 1320 ' End 

Name OJ990310_06 . 9819 . C30 . o2 . gs Method 

Start 1320 End 

GI none Score 

Exons 1320.. 1447, 1950.. 2058 



OJ9'90310_06.9819.C30 

2058 
GENSCAN 
2058 
1 



U 

hi 

u 



Seq. No. 10228 Seq. ID 

Gene No. 21704 Strand 

Start 334 6 End 

Name OJ990310_06 . 98 19 . C30 . ol . np Method 

Start 3346 End 

GI 5852084 Score 

Exons 3346..34S5, 4741.. 4771 
GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 

Seq. No. 10228 Seq. ID 

Gene No. 21705 Strand 

Start 4 906 End 

Name OJ990310_06 . 9819 . C30 . ol . tw Method 

Start 4906 End 

GI none Score 
Exons 



OJ990310_06.9819.C30 

4771 
AAT/NAP 
4771 
73 



OJ990310_06.9819.C30 
5364 

TBLASTX: Wheat 

5294 

94 



4906. .5058, 4925. .5044, 5041. .5286, 5049. .5294, 5052. .5294 



Seq. No. 10228 

Gene No. 21705 

Start 4906 

Name OJ990310_06 . 9819 . C30 . ol . ts 

Start 5074 

GI none 
Exons 



Seq. ID OJ990310_06.9819.C30 
Strand 

End 5364 

Method TBLASTX : Soybean 

End 5364 

Score 210 



5074. .5289, 5112. .5312, 5299. .5364 



10661 



Seq. No. 10229 

Gene No. 21706 

Start 1 

Name OJ990310_06 . 98 19 . C31 . ol . 

Start 1 

GI 6742729 

Exons 1 . . 1533 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 10229 

Gene No. 21706 

Start 1 

Name OJ990310_06 . 9819 . C31 . ol . 

Start 110 

GI none 

Exons 110.. 1036, 1162.. 1468 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



[Oryza sativa] 

Seq. ID 

Strand 

End 

gs Method 
End 
Score 



OJ990310_06.9819.C31 
+ 

1533 
AAT/NAP 
1533 
2220 



OJ990310_06. 9819.C31 
+ 

1533 
GENSCAN 
1468 
.54 



Seq. No. 10229 

Gene No. 21707 

Start 1 

Name OJ990310_06 . 9819 . C31 . ol , 

Start 1 

GI 342_1.R1084 

Exons 1 . . 1474 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 
sativa] 1 



gp 



Seq. ID 

Strand 

End 

Method 
End 

Score • 



OJ990310JD6. 9819.C31 

1474 
AAT/GAP 
1474 
2565 



0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 10229 

Gene No. 21707 

Start 1 

Name OJ990310_06 . 9819 . C31 . o2 , 

Start 32 

GI none 

Exons 32.. 91, 101.. 295 



tin 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_06. 9819.C31 
1474 

TBLASTX: Maize 

295 

91 



Seq. No. 10229 

Gene No. 21707 

Start 1 

Name OJ9903i0_06 . 9819 . C31 . o3 , 

Start 32 

GI none 

Exons 32. .256, 55. .261 



t'w 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_06. 9819.C31 
1474 

TBLASTX: Wheat 

261 

247 



Seq. No. 10229 

Gene No. 21707 

Start 1 

Name OJ990310_06 . 9819 . C31 . ol . 

Start 125 

GI none 

Exons 125.. 367 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_06.9819.C31 
1474 

TBLASTX : Soybean 

367 

199 



Seq. No. 10229 

Gene No. 21707 

Start 1 

Name OJ990310_06 . 98 19 . C31 . o2 , 

Start 400 

GI none 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_06. 9819.C31 
1474 

TBLASTX: Wheat 

810 

79 



10662 



Exons 



400. .450, 401. .463, 449. .691, 469. .651, 719. .808, 725. .808, 
766. .810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10229 
21707 
1 

OJ990310_06.9819.C31.ol.tw 

811 

none 



Seq. ID OJ990310_06.9819.C31 
Strand 

End 1474 

Method TBLASTX : Wheat 

End 1474 

Score 513 



811. .1188, 812. .1189, 1019. .1189, 1153. .1464, 1180. .1299, 
1188. .1460, 1295. .1474, 1351. .1473 



10229 
21707 
1 

OJ990310_06.9819.C31.ol.tm 

854 

none 



Seq. ID OJ990310_06.9819.C31 
Strand 

End 1474 

Method TBLASTX : Mai ze 

End 1168 

Score 314 



854. .1168, 865. .1140, 938. .1168 



10229 
21707 
1 

OJ990310_06.9819.C31.ol.tc 

1099 
none 



Seq. ID OJ990310_06.9819.C31 
Strand 

End 1474 

Method TBLASTX : Cress 

End 1474 

Score 71 



1099. .1188, 1099.. 1188, 1103. .1189, 1153. .1464, 1188. .1460, 
1295. .1474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990310_06.9819.C32 

Strand 

End 107 

Method AAT/GAP 

End 107 

Score 121 



10230 
21708 
32 

OJ990310_06. 9819.C32.ol.gp 

32 

LIB3431-028-P1-N1-A10 
32. .107 

, 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [SorgKum bicolor] 1 



10231 
21709 
56 

OJ990310_06.9819.C35.ol.gs 
56 

none 

56. .115, 229. .231 



Seq. ID OJ990310_06.9819.C35 

Strand 

End 231 

Method GENSCAN 

End 231 

Score .85 



10232 
21710 
1 

OJ990310_06.9819.C36.o2.np 
1 

4680203 

1..327, 388. .976, 1010. .1365 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990310_06. 9819.C36 

Strand + 

End 1365 

Method AAT/NAP 

End 1365 

Score 47 9 



Seq. No. 



10232 



Seq. ID OJ990310_06.9819.C36 



10663 



Gene No. 21710 Strand + 

Start 1 End 1365 

Name OJ990310_06 . 98 19 . C36 . ol . gs Method GENSCAN 

Start 88 End 1110 

GI none Score .57 

Exons 88. .4 69,- 485. .1110 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10232 
21710 
1 

OJ990310__06.9819.C36.ol.tw 

652 

none 



Seq. ID OJ990310_06.9819.C36 

Strand + 

End 1365 

Method TBLASTX : Wheat 

End 1170 

Score 187 



652. .951, 771. .863, 1021. .1140, 1045. .1170 



10232 
21710 
1 

OJ990310_06.9819.C36.ol.ts 

670 

none 

670. .960, 672. .869 



Seq. ID OJ990310__06.9819.C36 

Strand + 

End 1365 

Method TBLASTX : Soybean 

End 960 

Score 236 



! .-=? Seq. No. 
Q Gene No. 
m Start 



• Name 



l\ Start 

*; GI 

v Exons 

l\ GI Descrip. 



Seq. No. 

*i Bi Gene No. 

Start 
'"-•I Name 
M« Start 

k:\ — 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10233 
21711 
1 

OJ990310_06. 9819.C37.ol.np 
1 

6742729 
1. .1176 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990310_06.9819.C37 
Strand" + 
End 1588 
Method " AAT/NAP 
End 1176 
Score 775 



10233 
21711 
1 

OJ990310JD6. 9819.C37.ol.gs 

85 

none 

85. .455, 1 1072. .1588 

10233 
21712 
2043 

OJ990310_06.9819.C37.ol.tm 
315 
none 

315. .368, 316. .384, 385. .444, 456. .698, 458. .697, 459. .698 



Seq. ID OJ990310_06.9819.C37 

Strand + 

End 1588 

Method GENSCAN 

End 1588 

Score .51 



Seq. ID OJ990310_06.9819.C37 
Strand 

End 2360 

Method TBLASTX : Mai ze 

End 698 

Score 53 



Seq. No. 10233 

Gene No. 21712 

Start 2043 

Name OJ990310_06 . 9819 . C37 . ol 

Start 340 

GI none 

Exons 340.. 438, 443.. 892, 453 
1249. .1353, 1250. .1354, 



Seq. ID OJ990310_06.~9819.C37 
Strand 

End 2360 
.tw Method TBLASTX : Wheat 

End 1540 

Score 69 
..1055, 1103. .1261, 1114. .1245, 
1370. .1471, 1478. .1540 



10664 




Seq. No. 


10233 


Seq. ID 


OJ990310_06. 9819.C37 


Gene No. 


21712 


Strand 




Start 


2043 


End 


2360 


Name 


OJ990310_06 . 9819. C37 . ol . tc 


Method 


TBLASTX: Cress 


Start 


630 


End 


1055 


GI 


none 


Score 


293 


Exons 


630 . . 1055, 638 . . 892 






Seq. No. 


10233 


Seq. ID 


OJ990310_06. 9819.C37 


Gene No. 


21712 


Strand * 




Start 


2043 


End 


2360 


Name 


OJ990310 06.9819.C37.o2.tm 


Method 


TBLASTX: Maize 


Start 


948 


End 


1237 


GI 


none 


Score 


85 


Exons 


948. .1103, 950. .1075, 1132.. 


1236, 1133 


. . 1237 


Seq. No. 


10233 


Seq. ID 


OJ990310_06.9819.C37 


Gene No. 


21712 


Strand 




Start 


2043 


End 


2360 


Name 


OJ990310_06. 9819.C37 .o2 .gs 


Method 


GENSCAN 


Start 


2043 


End 


2360 


GI 


none 


Score 


. 85 


Exons 


204 3. .2177, 2307. .2360 






Seq. No. 


10234. * 


Seq.. ID 


OJ990310_06.9819.C38 • 


Gene No. 


21713 


Strand 


+ 


Start 


60 


End 


10987 


Name 


OJ990310 06-9819. C38.ol.gs 


Method 


GENSCAN 


Start 


60 


End 


10987 


GI 


none 


Score 


.52 


Exons 


60. .90, 159. .695, 968. .1088, 


1166. .1300, 1476. .1586, 1656. .1734, 




1843. .1935, 2023. .2107, 2629 


..2822, 2893. .3048, 3546. .3573, 




4946. .5076, 5620. .5863, 5977 


..6123, 9137. .9290, 10431 .. 10566, 




10613. . 10987 






Seq. No. 


10234 


Seq. ID 


OJ990310_06.9819.C38 


Gene No. 


21713 


Strand 


+ 


Start 


60 


End 


10987 


Name 


OJ990310 06.9819.C38.ol.np 


Method 


AAT/NAP 


Start 


1452 


End 


6408 


GI 


4388818 


Score 


895 


Exons 


1452. .1476, 5126. .6408 






GI- Descrip. 


(AC006528) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


10234 


Seq. ID 


OJ990310_06. 9819.C38 


Gene No. 


21714 


Strand 


+ 


Start 


12006 


End 


14452 


Name 


OJ990310 06.9819.C38.o2.gs 


Method- 


GENSCAN -j 


Start 


12006 


End 


14452 


GI 


none 


Score 


. 64 


Exons 


12006. .12171, 12370. .12538, 


13101. .131* 


39, 14229.. 14452 


Seq. No. 


10234 


Seq. ID 


OJ990310_06.9819.C38 


Gene No. 


21715 


Strand 




Start 


13495 


End 


17229 


Name 


OJ990310 06.9819.C38.o2.np 


Method 


AAT/NAP 



10665 




Start 


13495 








End 


16697 




GI 


6539588 








Score 


238 




Exons 


13495. .13525, 15693 .. 15956, 


16671. .16697 




GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


10234 








Seq. ID 


OJ990310_06.9819. 


C38 


Gene No. 


.21715 








Strand 






Start 


13495 








End 


17229 




Name 


OJ990310 06 


.9819. 


C38.o3 


. gs 


Method 


GEN SCAN 




Start 


15583 








End 


17229 




GI 


none 








Score 


.46 




Exons 


15583. .15682, 15706 .. 15924 , 


17192. .17229 




Seq. No. 


10234 








Seq. ID 


OJ990310_06. 9819. 


C38 


Gene No. 


21716 








Strand 






Start 


18831 








End 


20374 




Name 


OJ990310_06 


.9819. 


C38.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5117 








End 


5832 




GI 


none 








Score 


166 




Exons 


5117. .5341, 


5200. 


.5352, 


5380 


. .5832 






Seq. No. 


10234 








Seq. ID 


OJ990310_06.9819. 


C38 


Gene No. 


21716 








Strand 






Start 


18831 








End 


20374 ; , 




Name 


OJ990310 06 


.9819. 


C38.ol 


;ts 


Method 


TBLASTX: Soybean 




Start 


5137 








End 


5424 




GI 


none 








Score 


204 




Exons 


5137. .5352, 


5138. 


.5344, 


5214 


..5351, 5353. .5424 




Seq. No. 


10234 








Seq. ID 


OJ990310_06.9819. 


C38 


Gene No. 


21716 








Strand 






Start 


18831 








End 


20374 




Name 


OJ990310 06 


.9819. 


C38.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5488 








End 


5945 




GI 


none 








Score 


113 




Exons 


5488. .5646, 


5608. 


.5910, 


5673 


..5897, 5679..594S 




Seq. No. 


10234 








Seq : ID 


OJ990310_06.9819. 


C38 


Gene No. 


21716 








Strand 






Start 


18831 








End 


20374 




Name 


OJ990310 06 


.9819. 


C38.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5988 








End 


6402 




GI 


none 








Score 


274 




Exons 


5988. .6239, 


5990. 


.6235, 


6015 


..6236, 6230. .6319, 6274. .6339, 




6324. . 6395, 


6325. 


. 6402, 


6327 


. . 6395 






Seq. No. 


10234 








Seq. ID 


OJ990310_06. 9819. 


C38 


Gene No. 


21716 








Strand 






Start 


18831 








End 


20374 




Name 


OJ990310 06 


. 9819. 


C38.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6009 








End 


6271 




GI 


none 








Score 


175 




Exons 


6009. .6230, 


6033. 


.6236, 


6233 


. .6271 






Seq. No. 


10234 








Seq. ID 


OJ990310_06.9819. 


C38 


Gene No. 


21716 








Strand 






Start 


18831 








End 


20374 





10666 



Name 

Start 

GI 

Exons 



OJ990310_06.9819.C38 .o4 .gs Method GENSCAN 

18831 End 20374 

none Score .85 

18831. .19013, 19286. .19358, 1 94 43 . . 1 9588 , 19648 .. 19821, 

19955.. 20374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10235 
21717' 
1 

OJ990310_06. 9819.C39.ol.np 
1 

4680204 
1..778, 874. .2310 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990310_06. 9819.C39 
Strand 

End 2314 

Method AAT/NAP 

End 2310 

Score 906 



10235 
21717 
1 

OJ990310_06.9819.C39.ol.gs 

160 

none 



Seq. ID OJ990310_06. 9819.C39 
Strand 

End 2314 

Method GENSCAN 

End 2314 

Score .83 



160. .367, 369. .511, 637. .778, 874. .2073, 2140... 2314 



Seq. ID OJ990310_06.9819.C39 
Strand 

End 2314 

Method TBLASTX : Wheat 

End ,v 1263 

Score 35 

566. .784, 567. .602, 711. .785, 868. .942, 1183. .1263 



Seq. No. 10235 

Gene No. 21717 

Start 1 

Name OJ990310_06 . 9819 . C39 . o2 . tw 

Start 566 

GI none 
Exons 



Seq. No. 10235 

Gene No. 21717 

Start 1 

Name OJ990310_06 . 9819 . C39 . ol . tw 

Start 1264 

GI none 
Exons 



Seq. ID OJ990310_06. 9819.C39 
Strand 

End 2314 

•Method TBLASTX : Wheat 

End 1667 

Score 50 



1264. .1428, 1265. .1339, 1397. .1564, 1435. .1665, 1516. .1665, 
1551. .1667 " 



Seq. No. 10236 

Gene No. 21718 

Start 477 

Name ■ OJ990310_06 . 9819 . C4 0 . ol . gs 

Start 477 

GI none 

Exons 477.. 554 



Seq. ID OJ990310_06. 9819.C40 

Strand + 

End 554 

Method ■ GENSCAN 

End 554 

Score .53 



Seq. No. 10237 

Gene No. 21719 

Start 218 

Name OJ990310_06 . 9819 . C4 5 . ol . gs 

Start 218 

GI none 

Exons 218.. 334, 465.. 537 



Seq. ID., OcJ990310_06.9819.C45 

Strand 

End 537 

Method GENSCAN 

End 537 

Score .55 



Seq.. No. 



10238 



Seq. ID OJ990310_06.9819.C46 



10667 




Gene No. 


21720 






Strand 


+ 


Start 


1975 






End 


2393 


Name 


OJ990310_06 


. 9819. 


C4 6 . ol . gs 


Method 


GENSCAN 


Start 


1975 






End 


2393 


GI 


none 






Score ~ 


. 65 


Exons 


1975 . . 2082, 


2313. 


. 2393 






Seq. No. 


10238 






Seq. ID 


OJ990310 


Gene No. 


Zl f Zl 






Strand 


+ 


Start 


3961 






End 


4099 


Name 


OJ990310 06 


.9819. 


C46.ol.np 


Method 


AAT/NAP 


Start 


3961 






End 


4099 


GI 


5852093 






Score 


65 


Exons 


3961. .4099 










GI Descrip. 


(AL117264) 


zwhl6 . 


1 [Oryza 


sativa] 





Seq. No. 10238 Seq. ID 

Gene No. 21722 Strand 

Start 3150 End 

Name 0 J990310_0 6 . 9819 . C4 6 . o2 . gs Method 

Start 3150 End 

GI none Score 

Exons 3150.. 3207, 3587.. 3651 

Seq. No. 10239 - Seq. ID 

Gene No. 21723 Strand 

Start 919 End 

Name, OJ990310_06 . 98 19 . C50 . ol . gs Method 

Start 919 End 

GI none Score 

Exons 919. . 1134 



OJ990310_06.9819.C46 

3651 
GENSCAN 
3651 
.53 



OJ990310_06.9819.C50 
+ 

1134 
GENSCAN 
1134 
.48 



Seq. No. 10240 Seq. ID 

Gene No. 21724 Strand 

Start 588 End 

Name OJ990310_06 . 98 19 . C51 . ol . tm Method 

Start 588 End 

GI none Score 

Exons 588.. 848, 591.. 884 

Seq. No. 10241 Seq. ID 

Gene No. 21725 Strand' 

Start 52 End 
Name " OJ990310_06 . 98 19 . C52 . ol . gs Method 

Start 52 End 

GI none Score 

Exons 52.. 164, 1417.. 1522 



OJ990310_06.9819.C51 
884 

TBLASTX: Maize 

884 

202 



OJ990310_06.9819.C52 

1522 
GENSCAN 
1522 
.67 



Seq. No. 10242 Seq. -JD 

Gene No. 21726 Strand 

Start 6102 End 

Name OJ990310_06 . 98 19 . C54 . o2 . tm Method 

Start 1859 End 

GI none Score 

Exons 1859.. 2173, 2162.. 2233 



OJ990310_06.9819.C54 
6305 

TBLASTX: Maize 

2233 

59 



Seq. No. 



10242 



Seq. ID OJ990310_06. 9819.C54 



10668 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



21726 
6102 

OJ990310_06. 9819.C54 .ol.tm 

2430 

none 



Strand 

End 6305 

Method TBLASTX : Mai ze 

End 2734 

Score 61 



2430. .2516, 2438. .2521, 2516. .2590, 2520. .2579, 2576. .2734, 
2579.-2728 



Seq. ID OJ990310_06.9819.C54 
Strand 

End 6305 

Method TBLASTX : Wheat 

End 2774 

Score 95 

2438. .2467, 2468. .2725, 2475. .2618, 2492. .2734, 2730. .2774 



Seq. No. 10242 

Gene No. 21726 

Start 6102 

Name OJ990310_06 . 9819 . C54 . ol . tw 

Start 2438 

GI none 
Exons 



Seq. No. 10242 Seq. ID 

Gene No. 21726 Strand 

Start 6102 End 

Name OJ990310_06 . 9819 . C54 . o2 . gs Method 

Start 6102 End 

GI none Score 

Exons 6102.. 6305 



OJ990310_06.9819.C54 

6305 
GENSCAN 
6305 
.85 



Seq. No. 10243 Seq. ,ID 

Gene No. 21727 Strand 

Start 491 End 

Name OJ990310_07 . 9819 . CI .pi . gs Method 

Start 4 91 End 

GI none Score 

Exons 4 91.. 507 



OJ990310_07.9819.C1 
507 

GENSCAN 

507 

.54 



58 Seq. No. 


10244 


Seq. ID 


OJ990310_07. 


9819 


.C2 


Gene No. 


21728 


Strand 


+ 






H Start 


409 


End 


564 






, " ; Name 


OJ990310 07.9819.C2.ol.gs 


Method 


GENSCAN 






H* Start 


409 


End 


564 






\l\ GI 


none 


Score 


'.41 






; =B I Exons 


409. .564 










n 

' S5r Seq. No. 


10245 


Seq. ID 


OJ990310_07. 


9819 


.C3 


Gene No. 


21729 


Strand 








Start 


1 


End 


398 






Name 


OJ990310 07.9819.C3.ol.np 


Method 


AAT/NAP - 






Start 


1 


End 


239 






GI 


6117896 


Score 


108 






Exons 


1. .239 










GI Descrip. 


(AL132644) precorrin-2 C20-methyltransf erase (EC 2. 


1.1. 


130) 




[Streptomyces coelicolor A3(2)] 








Seq. No. 


10245 


Seq. ID 


OJ990310_07. 


9819 


.C3 


Gene No. 


21729 


Strand 








Start 


1 


End 


398 






Name 


OJ990310 07. 9819.C3.ol.gs 


Method 


GENSCAN 






Start 


113 


End ■ 


398 






GI 


none 


Score 


.56 






• Exons 


113. .398 











10669 




Seq. No. 


10246 






Seq. ID 


OJ990310_07.9819 


.C4 


Gene No. 


21730 






Strand 






Start 


1 






End 


3389 




Name 


OJ990310 07 


.9819 


,C4 .ol.np 


Method 


AAT/NAP 




Start 


1 






End 


630 




GI 


6539588 






Score 


111 




Exons 


1..55, 468. 


.630 










GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


10246 






Seq. ID 


OJ990310_07.9819, 


.C4 


Gene No. 


21730 






Strand 


— 




Start 


1 






End 


3389 




Name 


OJ990310 07 


.9819 


.C4.ol.gs 


Method 


GENSCAN 




Start 


450 






End 


3290 




GI 


none 






Score 


. 61 




Exons 


450. .567, 2014..; 


2191, 3194.. 


3290 






Seq. No. 


10246 






Seq. ID 


OJ990310_07.9819, 


.C4 


Gene No. 


21730 






Strand 






Start 


1 






End 


3389 




Name 


OJ990310 07 


. 9819 


.C4 .o2.np 


Method 


AAT/NAP 




Start 


2532 






End 


3389 




GI 


4416302 






Score 


878 




Exons 


2532. .3389 












GI Descrip. 


(AF105716) 


copia- 


-type pol polyprotein 


[Zea mays] 




Seq. No. 


10246 






Seq. ID 


OJ990310_07.9819. 


,C4 


Gene No. 


21730 






Strand 


— 




Start 


1 






End 


3389 




Name 


OJ990310 07 


. 9819 


.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


2562 






End 


3227 




GI 


none 






Score 


375 




Exons 


2562. .3227, 


2563 


. .3201 








Seq. No. 


10246 






Seq. ID 


OJ990310_07.9819, 


.C4 


Gene No . 


21730 






Strand 






Start 


1 






End 


3389 




Name 


OJ990310 07 


.9819 


.C4 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


2562 






End 


3191 




GI 


none 






Score 


57 




Exons 


2562. .2783, 


2599 


..2769, 2802 


..3191, 2845. .3093 




Seq. No. 


10246 






Seq. ID 


OJ990310_07.9819. 


.C4 


Gene No. 


21730 






Strand 






Start 


1 






End 


3389 




Name 


OJ990310 07 


.9819 


.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


2571 






End . 


2918 




GI 


none 






Score 


81 




Exons 


2571. .2765, 


2787 


..2918 








Seq. No. 


10246 






Seq. ID 


OJ990310_07.9819. 


,C4 


Gene No. 


21730 






Strand 






Start 


1 






End 


3389 




Name 


OJ990310 07 


.9819 


,C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


2598 






End 


3032 




GI 


none 






Score 


85 





10670 



Exons -2598.-2774, 2598.. 2780, 2793.. 3032 



Seq. No. 


10246 






Seq. ID 


ojyyu j id u / . yyiy . 




Gene No. 


21730 






Strand 






Start 


1 






End 


3389 




Name 


OJ990310_07 


. 9819 


. C4 ,o2.tw 


Method 


TBLASTX : Wheat 




Start . 


3036 






End 


TOO/" 

338 6 




GI 


none 






Score 


96 




Exons 


3036. . 3212, 


3237 


. . 3386 








Seq. No. 


10247 






Seq. ID 


OJ990310_07.9819. 


C5 


Gene No. 


21731 






Strand 






Start 


1 






End 


1236 




Name 


OJ990310_07 


. 9819 


.C5.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1236 




GI 


4416302 






Score 


ceo 




Exons 


1. . 67, 521 . 


. 1236 










GI Descrip. 


(AF105716) 


copia 


-type pol 


polyprotein 


[Zea mays] 




Seq. No. 


10247 






Seq. ID 


OJ990310_07. 9819. 


C5 


Gene No. 


21731 






Strand 






Start 


1 






End 


1236 




Name 


OJ990310 07 


.'9819 


.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


522 






End 


986 




GI 


none 






Score 


148 





Exons S22..656, 675.. 986, 682.. 969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10247 
21731 
1 

OJ990310_07. 9819.C5.ol.tm 

525 

none 



Seq. ID OJ990310_07.9819.C5 
Strand 

End 1236 

Method TBLASTX : Mai ze 

End 1160 

Score 271 



525.. 677, 672.. 1094, 673.. 1032, 1095.. 1160 



10247 
21731 
1* 

OJ990310_07 .9819.C5.ol.tc 

526 

none 



Seq. ID OJ990310_07.9819.C5 
Strand 

End 1236 

Method TBLASTX: Cress 

End 969 

Score 75 



526. .663, 531. .662, 678. .968, 807. .890, 883. .969 



Seq. No. 10247 Seq. ID 

Gene No. 21731 Strand 

Start 1 End 

Name OJ990310_07 . 9819 . C5 . ol . gs Method 

Start 690 End 

GI - } none Score 

Exons . 690.. 1190 



OJ990310_07.9819.C5 

1236 
GEN SCAN 
1190 
.77 



Seq. No. 10247 Seq. ID 

Gene No. 21731 Strand 

Start 1 End 

Name OJ990310_07 . 9819.C5. ol . tw Method 

Start 828 End 

GI none Score 



OJ990310_07. 9819.C5 
1236 

TBLASTX: Wheat 

1115 

143 



10671 



Exons 



828. .1115, 829. .1002, 837. .1007 



Seq. No*. 


10248 


Seq. ID 


OJ990310 


_07 . 9819. 


C6 


Gene No. 


21732 


Strand 


+ 






Start 


551 


End 


588 






Name 


OJ990310_07 . 9819.C6. ol . gs 


Method 


. GENSCAN 






Start 


551 


End 


588 






GI 


none 


Score 


. 83 






Exons 


551 . . 588 










Seq. No. 


10249 


Seq. ID 


OJ990310_ 


_07. 9819. 


C7 


Gene No. 


21733 


Strand 


+ 






Start 


1027 


End 


1434 






Name 


OJ990310 07. 9819.C7.o4 .gp 


Method 


AAT/GAP 






Start 


1027 


End 


1434 






GI 


LIB34 31-028-P1-N1-A10 


Score 


750 






Exons 


1027. .1434 










GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3 . Oe 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 










Seq. No. 


10249 


Seq. ID 


OJ990310_ 


_07. 9819. 


C7 


Gene No. 


21734 


Strand 








Start 


167 


End 


1585 






Name 


OJ990310 07. 9819.C7.ol.gp 


Method 


AAT/GAP 






Start 


167 


End 


1585 






GI 


342 1.R1084 


Score 


1904 






Exons 


167. .673, 783. .880, 963. .982, 


1018. .1585 






GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 










Seq. No. 


10249 


Seq. ID 


OJ990310_ 


_07.9819. 


C7 


Gene No. 


21734 


Strand 








Start 


167 


End 


1585 






Name 


OJ990310 07. 9819.C7.ol.np 


Method 


AAT/NAP 






Start 


1084 


End 


1585 






GI 


4680203 


Score 


368 






Exons 


1084. .1585 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


10249 


Seq. ID 


OJ990310_ 


_07.9819. 


C7 


Gene No. 


21734 


Strand 








Start 


167 


End 


1585 






Name 


OJ990310 07.9819.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1168 


End 


1532 






GI 


none 


Score 


119 






Exons 


1168.. 1221, 1222.. 1272, 1302. 


.1415, 1315. .1416, 


1390. . 1485, 




1422. .1481, 1488. .1532, 1493. 


.1528 








Seq. No. 


10250 


Seq. ID 


OJ990310_ 


_07. 9819. 


C8 


Gene No. 


21735 


Strand 








Start 


1 


End 


2118 






Name 


OJ990310 07. 9819.C8.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


2113 






GI 


342 1.R1084 


Score 


3736 






Exons 


1. .2113 










GI Descrip. 


"4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 



sativa] 1 



10672 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10250 
21735 
1 

OJ990310_07.9819.C8.ol.np 
1 

6742729 
1..1962 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990310_07. 9819.C8 
Strand 

End 2118 

Method AAT/NAP 

End 1962 

Score 3067 



10250 
21735 
1 

OJ990310_07.9819.C8.ol.tw 
3 

none 



Seq. ID OJ990310_07. 9819.C8 
Strand 

End 2118 

Method TBLASTX : Wheat 

End 835 

Score 35 



3. .38, 61. .834, 64 . . 24 9, . 290 . . 835 



Seq. No. 10250 

Gene No. 21735 

Start 1 

Name OJ990310_07 . 9819 . C8 . ol . tc 

Start 100 

GI none 
Exons 



Seq. ID OJ990310_07. 9819.C8 
Strand 

End 2118 

Method TBLASTX : Cress 

End 551 

Score 83 



100. .249, 100. .543, 104 . .253, . 110. . 547, 290... 547, 369. .551 



Seq. No. 10250 

Gene No. 21735 

Start 1 

Name OJ990310_07 . 9819 . C8 . ol . gs 

Start 177 

GI none 

Exons 177.. 1896 



Seq. ID OJ990310_07. 9819.C8 
Strand 

End 2118 

Method GENSCAN 

End 1896 

Score . 63 



Seq. No. 10250 

Gene No. 21735 

Start 1 

Name OJ990310_07 . 9819 . C8 . o2 . tm 

Start 478 

GI none 

Exons 478. .708, 478. .792, 506. .781 



Seq. ID OJ990310_07.9819.C8 
Strand 

End 2118 

Method TBLASTX : Maize 

End 7 92' 

Score 68 



Seq. No. 10250 

Gene No. 21735 

Start 1 

Name OJ990310JD7 . 9819 . C8 . o3 . tw 

Start 836 

GI none 
Exons 



Seq. ID OJ990310_07.9819.C8 
Strand 

End 2118 

Method TBLASTX : Wheat 

End 1246 

Score 74 

836. .922, 838. .927, 838. .921, 95.5. .1173, 995. .1177, 1183.^.1245, 
1196. .1246 



Seq. No. 10250 

Gene No. 21735 

Start 1 

Name OJ990310_07 . 9819 . C8 . o2 . ts 

Start 1279 

GI none 



Seq. ID OJ990310_07.9819.C8 
Strand 

End 2118 

Method TBLASTX : Soybean 

End 1521 

Score 208 



10673 



Exons 


1279. . 1521 














Seq. No. 


10250 








Seq. ID 


OJ990310 07.9819 


.C8 


Gene No. 


21735 








Strand 






Start 


1 








End 


2118 




Name 


OJ990310 07 


.9819, 


.C8 -ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1351 








End 


1809 




GI 


none 








Score 


103 




Exons 


1351. .1545, 


1555, 


. . 1809, 


1555. 


. 1797 






Seq. No. 


10250 








Seq. ID 


OJ990310_07. 9819 


,C8 


Gene No . 


21735 








Strand 






Start • 


1 








End 


2118 




Name 


OJ990310 07 


. 9819, 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1385 








End 


1854 




GI 


none 








Score 


144 




Exons 


1385. . 1591, 


1390. 


. - 1593, 


1390. 


.1614, 1594. .1692, 1595. .1687, 




1696. . 1800, 


1700. 


. . 1789, 


1801 . 


.1854, 1802. .1846 




Seq. No. 


10250 








Seq. ID 


OJ990310_07.9819 


.C8 


Gene No. 


21735 








Strand 






Start 


1 








End 


2118 




Name 


OJ990310 07 


.9819. 


,C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1642 








End 


1984 




GI 


none 








Score 


88 




Exons 


1642. .1983, 


1661. 


. . 1798, 


1838. 


.1984 






Seq. No. 


10250 








Seq. ID 


OJ990310_07. 9819 


.C8 


Gene No. 


21735 








Strand 






Start 


1 








End 


2118 




Name 


OJ990310 07 


.9819. 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1723 








End 


2118 




GI 


none 








Score 


121 




Exons 


1723. .2019, 


1741, 


. . 1965, 


2077 . , 


.2118 






Seq. No. 


10251 








Seq. ID 


OJ990310_07. 9819 


.C9 


Gene No. 


21736 








Strand 


+ 




Start 


1 








End 


2698 




Name 


OJ990310 07 


.9819, 


■C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2698 




GI 


4680179 








Score 


3686 




Exons 


1 . .2698 














GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


10251 








Seq. ID 


OJ990310_07.9819 


.C9 


Gene No. 


21736 








Strand 


+ 




Start 


1 








End 


2698 




Name 


OJ990310 07 


.9819. 


,C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


411 




GI 


none 








Score 


455 




Exons 


1..411, 43. 


.345 












Seq. No. 


10251 








Seq. ID 


OJ990310_07. 9819 


.C9 


Gene No. 


21736 








Strand 


+ 




Start 


1 








End 


2698 




Name 


OJ990310 07 


.981-9. 


,C9.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1 








End 


279 





10674 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1^.279 

10251 Seq. ID 

21736 Strand 
1 * End . 

OJ990310_07. 9819.C9.o4 .tm Method 
1 End 
none Score 

1..465, 73. .246, 264.-458 

10251 Seq. ID 

21736 Strand 

1 End 

OJ990310_07.9819.C9.ol.gs Method 

109 End 

none Score 

109.. 780, 828.. 2624 

10251 
21736 
1 

OJ990310_07.9819.C9.ol.ts 
352 
none 

352. .384, 354. .383, 388. .543, 
541. .681 



179 



OJ990310_07. 9819.C9 
+ 

2698 

TBLASTX: Maize 

465 

366 



OJ990310_07. 9819.C9 
-f 

2698 
GENSCAN 
2624 
.46 



Seq. ID OJ990310_07. 9819.C9 

Strand + 

End 2698 

Method TBLASTX : Soybean 

End 681 

Score. 57 

388. .531, 456.. 557, 537.. 680, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



10251 
21736 
1 

OJ990310_07.9819.C9.o6.tw 
460 
none 

460. .543, 462. .557, 532. .696, 

10251 
21736 
1 

OJ990310JD7. 9819.C9.o5.tm 
532 
none 

532. .762, 549. .761 

10251 
21736 
1 

OJ990310_07.9819.C9.o3.tw 
697 
none 

697. .813, 729. .812, 807. .1118, 

10251 
21736 
1 

OJ990310_07.9819.C9.o2.tm 
769 



Seq. ID OJ990310_07. 9819.C9 

Strand + 

End 2698 

Method TBLASTX : Wheat 

End 696 

Score 110 

540. .680, 547. .690 

Seq. ID OJ990310_07.9819.C9 

Strand + 

End 2698 

Method TBLASTX: Maize 

End 7 62 

Score 233 



Seq. ID OJ990310_07.9819.C9 

Strand + 

End 2698 

Method TBLASTX : Wheat 

End 1118 

Score 112 
809. .1117 

Seq. ID OJ990310_07. 9819.C9 

Strand + 

End 2698 

Method TBLASTX: Maize 

End 1121 



10675 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score 
769. .813, 807. .1121, 809. .1117 

10251 Seq. ID 

21736 Strand 

1 End . 

OJ990310_07. 9819.C9.o2.tw Method 

1121 End * 

none Score 
1121. .1687, 1152. .1688 

10251 Seq. ID 

21736 Strand 

1 End 

OJ990310_07. 9819.C9.o2.ts Method 

1476 End 

none Score 
1476. .1736, 1481. .1735 

10251 Seq. ID 

21736 Strand 

1 End 

OJ990310_07. 9819.C9.o3.tm Method 

1535 End 

none Score 
1535.. 1822, 1536.. 1826 

10251 Seq. ID 

21736 Strand 

1 End 

OJ990310_07 . 9819.C9.ol . tw Method 

1695 End 

none Score 
1695. .2321, 1751. .2209 

10251 Seq. ID 

21736 Strand 

1 End • 

?> ' OJ990310_07.9819.C9.ol.tm Method 

1875 End 

none Score 



48 



OJ990310_07.9819.C9 
+ 

2698 

TBLASTX: Wheat 

1-688 

639 



OJ990310_07.9819.C9 
+ 

2698 

TBLASTX: Soybean 

1736 

276 



OJ990310_07. 9819.C9 
+ 

2698 

TBLASTX: Maize 

1826 

369 



OJ990310_07.9819.C9 
+ 

2698 

TBLASTX -.Wheat 

2321 

700 



OJ990310_07. 9819.C9 
+ 

2698 

TBLASTX: Maize 

2474 

231 



1875. .2036, 1883. .2029, 2034. .2474, 2036. .2458 



10251 
21736 
1 

OJ990310_07 . 9819.C9.o5. tw 

2321 

none 

2321.. 2587, 2322.. 2606 

10252 
21737 
729 

OJ990310_07.9819.C10.ol.gp 
729 

LIB3431-028-P1-N1-A10 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_07.9819.C9 
+ 

2698 

TBLASTX: Wheat 
2606 

304 * ■-• * 



OJ990310_07. 9819. C10 
+ 

1173 
AAT/GAP 
1173 
754 



10676 



Exons 


729. .799, 827. .1173 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 








Seq. No. 


10252 


Seq. ID 


OJ990310_07 . 9819. 


C10 


Gene No. 


21738 


Strand 


— 




Start 


7 92 


End 


1320 




Name 


OJ990310 07.9819.C10.ol.gs 


Method 


GENSCAN ■ 




Start 


792 


End 


1169 




GI 


none 


Score 


. 92 




Exons 


792. .1169 








Seq. No. 


10252 


Seq. ID 


OJ990310_07.-9819. 


C10 


Gene No. 


21738 


Strand 






Start 


792 


End 


1320 




Name 


OJ990310 07.9819.C10.ol.np 


Method 


AAT/NAP 




Start 


813 


End 


1320 




GI 


4680203 


Score 


426 




Exons 


813. . 1320 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


10252 


Seq. ID 


OJ990310_07.9819. 


C10 


Gene No . 


21738 


Strand 






Start 


792 


End 


1320 




Name 


OJ990310 07.-9819.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


867 


End 


1271 




GI 


none 


Score 


119 




Exons 


867. .959, 948. .1028, 1033. .1152, 1041. 


.1154, 1042. .1155, 






1129. .1224, 1161. .1220, 1227. 


.1271, 1232. .1267 




Seq. No. 


10253 


Seq. ID 


OJ990310_07.9819. 


Cll 


Gene No. 


21739 


Strand 


+ 




Start 


8216 


End 


13025 




Name 


OJ990310 07.9819.Cll.o4.np 


Method 


AAT/NAP 




Start 


8216 


End 


13025 




GI 


6633814 


Score 


81 




Exons 


8216. .8772, 13004. .13025 








GI Descrip. • 


(AC009519) F1N19.11 [Arabid'opsis thaliana] 




Seq. No. 


10253 


Seq. ID 


OJ990310_07.9819. 


Cll 


Gene No. 


21739 


Strand 


+ 




Start 


8216 - 


End 


13025 




Name 


OJ990310 07.9819.Cll.o3.gs 


Method 


GENSCAN 




Start 


8955 


End 


10241 




GI 


none 


Score 


.87 




Exons 


8955. .9071, 9646. .9780, 9882. 


.10241 






Seq. No. 


10253 


Seq. ID 


OJ990310_07.9819. 


Cll 


Gene No. 


21740 - 


Strand 






Start 


67 


End 


4064 




Name 


OJ990310 07.9819.Cll.ol.gp 


Method 


AAT/GAP 




Start 


67 


End 


2788 




GI 


342 1.R1084 


Score 


4402 




Exons 


67. .2788 








GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Oryza 



sativa] ' 



10677 




beq. NO. 


1 AOC^ 


beq. lu 


OTGomin m qqi q 




Gene No. 


21740 


Strand 






Start 


67 


End 


4064 




Name 


OJ990310 07.9819.Cll.ol.np 


Method 


naT /had 




Of ivf 

b tart 


100 


End 


± y y y 




P T 


6742729 


Score 


O Q *3 Q 




Exons 


100. .1999 








bi uescnp. 


(AF121139) RIM2 protein [Oryza sativa] 






beq. No. 


10253 


Seq. ID 


OJ990310_07.9819, 


.Cll 


Gene No. 


21740 


. Strand 






Start 


D / 


End 


4064 




Name 


OJ990310 07.9819.Cll.ol.gs 


Method 


GENSCAN 




b tart: 


216 


End 


4064 






none 


Score 


.88 




Exons 


216. .1076, 1208. .1663, 1798. 


.1952, 2000.. 2332, 2422.. 2792, 




3308. .3349, 4059. .4064 








beq. no. 


10253 


Seq. ID 


OJ990310_07.9819, 




Gene No. 


21740 


Strand 






Start 


67 


End 


4064 




Name 


OJ990310 07.9819.Cll.o2.np 


Method 


AAT/NAP 




btart 


2463 


End 


3730 






5852182 


Score * 


419 




Exons 


2463. .2792, 3591. .3730 








GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


10253 


Seq. ID 


OJ990310_07.9819< 


.Cll 


Gene No. 


21741 


Strand 






btart 


5764 


End 


13055 




Name 


OJ990310 07. 9819.Cll.ol.tw 


Method 


TBLASTX: Wheat 




bt art 


67 


End 


874 






none 


Score 


100 




tjxons 


67. .141, 67. .141, 69. .149, 139. .873, 163. .288, 173. .874 




Seq. No. 


10253 


Seq. ID 


OJ990310_07.9819. 


.Cll 


Gene No. 


21741 


Strand 






bt art 


5764 


End 


13055 




Name 


OJ990310 07.9819.Cll.ol:tc 


Method 


TBLASTX : Cress ' 




Of 3 v- 4- 

btart 


138 


End 


586 






none 


Score 


78 




Exons 


138. .389, 160. .582, 163. .288 


, 164. .586 


, 173. .586 




Seq. No. 


10253 


Seq. ID 


OJ990310_07.9819. 


.Cll 


Gene No. 


21741 


Strand 






b t art 


5764 


End 


13055 




Name 


OJ990310 07,9819.Cll.ol.tm 


Method 


TBLASTX: Maize 




C+- -i v+- 

btart 


517 


End ■ 


831 






none 


Score 


140 




Tj 1 T_T /"\ T"\ C 


517. .831, 545. .820 








Seq. No. 


10253 


Seq. ID 


OJ990310_07.9819. 


Cll 


Gene No. 


21741 


Strand 






Start 


5764 


End 


13055 




Name 


OJ990310 07.9819.Cll.o3.tw 


Method 


TBLASTX: Wheat 




Start 


875 


End 


1284 




GI 


none 


Score 


65 





10678 




Exons 


875,. 961, 877.. 960, 994. 


1 1 A 1 

, . llu / 


, 1034.. 


1102, 1106.. 1204, 




11U / . . 12 30, 


1 1 1 T 
1111 , 


1 A 1 c 

. .1210, 


i 001 
1221 . 


.1283, 1234. .1284 


Seq. No. 


10253 








Seq. ID 


OJ990310_07. 9819. Cll 


Gene No. 


O 1 1 A 1 

2 1 /4 1 








Strand 


- 


Start 


C 1 f~ A 

57o4 








End 


13055 ' 


Name 


ojyyujiu 0/ 


AO 1 A 

. yb iy , 


. CI 1 . 02 . 


, ts 


Method 


TBLASTX : Soybean 


Start 


1 31 / 








End 


1559 


GI 


none 








Score 


69 


Exons 


1 31 / . . 1dd9, 


1 O "7 C 

13 ZD , 


. . 152 1 








Seq. No. 


10253 








Seq. ID 


OJ990310_07. 9819. Cll 


Gene No. 


O 1 *7 A 1 
21/41 








Strand 




Start 


C H C A 

0 / o4 








End 


13055 


Name 


ojy yuoiu u / 


QQ1 Q 

. y o i y . 


pi 1 _ o 

.Cll. 02 . 


tm 


Method 


TBLASTX: Maize 


Start 


"1 Q A O 

i jy2 








End 


1844 


GI 


none 








Score 


71 


Exons 


l jy2 . . loo 3 f 


iz>y 3 . 


1 11 Q 

. . 1 / 1 o , 


ioy4 . 


.1719, 1712. .1834, 1713. .1844 


Seq. No. 


10253 








Seq. ID 


OJ990310_07. 9819. Cll 


Gene No. 


21741 








Strand 




Start 


5764 








End 


13055 


Name 


ojyyooio u/ 


no "i a 

. y« iy . 


P1 i _ A 

. Cll . 02 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1 A A U 

1423 








End 


1891 


GI 


none 








Score 


117 


Exons 


142 3 . . l o2y, 


1 A A O 

14 23. 


. . lo32, 


1428 . 


.1667, 1632. .1712, 1632. .1718, 




1633 . .1719, 


1733 . 


1 o n i 

. . 1837, 


1737 . 


.1838, 1! 


835. .1891, 1839. .1883 


Seq. No. 


10253 








Seq. ID 


OJ990310_07. 9819. Cll 


Gene No. 


21741 








Strand 




Start 


57 64 








End 


13055 


Name 


OJ990310 0/ 


A O T A 

. yy iy . 


. Cll . Oz . 


tc 


Method 


TBLASTX: Cress 


Start 


1712 








End 


2021 


GI 


none 








Score 


61 


Exons 


1 *7 "1 O o a o a 

1 / 12 . . 2U2U, 


1 / 4 U . 


1 O O £T 


1875 . 


.2021 




Seq. No. 


10253 








Seq. ID 


OJ990310_07. 9819. Cll 


Gene No. 


21/41 








Strand 




Start 


0 / b4 








End 


13055 


Name 


ATQQmi n m 

ojyyu jiu u / 


QQ1 Q 

. yyiy , 


Oil rtl 

. Cll . Ol . 


t S 


Method 


TBLASTX: Soybean 


Start 


i n a a 
1 / oU 








End 


2170 


GI 


none 








Score 


106 


Exons 


1 / oU . . 2U2U, 


1 / O 1 . 


O A A O 

. . 2UU2, 


2U32 . 


.2094, 2087. .2170, 2095. .2169 


Seq. No. 


10253 








Seq. ID 


OJ990310J37. 9819. Cll 


Gene No. 


21741 








Strand 




Start 


0 / o4 








End 


13055 


Name 


ojy yuoiu u / 


A O 1 A 

. yy iy . 


Oil ^ A 

, Cll . 04 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2 U o D 








End 


2486 


GI 


none 








Score 


137 




2086. .2319, 


2097. 


.2336, 


C \J J Zs • 


.2299, 2101. .2337, 2102. .2350, 




2316. .2351, 


2319. 


, .2351, 


2334. 


.2486, 2348. .2467 


Seq. No. 


10253 








Seq. ID 


OJ990310_07. 9819. Cll 


Gene No. 


21741 








Strand 




Start 


5764 








End 


13055 


Name 


OJ990310 07 


.9819. 


Cll.o3. 


np 


Method 


AAT/NAP 



10679 



Start 5764 End 11294 

GI 4006831 Score 84 

Exons 5764.. 5926, 6852.. 6941, 11272 . . 112 94 * 

GI Descrip. (AC005970) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 10253 
Gene No. " 21741 

Start 5764 

Name OJ990310JD7 . 9819 . Cll . o2 . gs 

Start 5864 

GI none 
Exons 



Seq. ID OJ990310_07. 9819. Cll 

Strand - ■ 

End 13055 

Method GEN SCAN 

End 8 68 6 

Score .78 



5864. .5943, 7968. .8060, 8065 . . 8334 , . 84 16 . . 8 68 6 



r 3 t 



a 



rjs 

t L: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10253 
21741 
5764 

OJ990310_07. 9819. Cll. o4.gp 
10652 

21474_1.R1084 
10652. .10800 

•3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990310_07. 9819. Cll 
Strand 

End 13055 

Method AAT/GAP 

End 10800 

Score 257 



10253 
21741 
5764 

OJ990310_07. 9819. Cll. o4.gs 

11170 

none 



Seq. ID OJ990310_07. 9819. Cll 
Strand 

End 13055 

Method GENSCAN 

End 13055 

Score .69 



11170. .11355, 11435. .11533, 11628 .. 11700, 11785 .. 118 95 , 
11992. .12165, 12275. .13055 



Seq. No. 10254 

!"! Gene No. 21742 

Start 1 

H« Name OJ990310_07 . 9819'. C12 . ol . np 

i. 5 i Start 1 
: »{ GI * 4 680204 

] ;i Exons 1..301, 376.. 1812 

^ GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990310_07.9819.C12 
Strand 

End 1812 

Method AAT/NAP 

End 1812 

Score 866 



Seq. No. 10254 

Gene No. 21742 

Start 1 

Name OJ990310_07 .9819. C12 . ol . tw 

Start 766 

GI none 
Exons ' 



Seq. ID OJ990310_07. 9819.C12 
Strand 

End 1812 

Method TBLASTX : Wheat 

End 1169 

Score 85 



766. .936,; 899. .1066, 931. . 1167, 1018. .1167, 1029. .1169, 
1059. .1169 



Seq. No. 10255 

Gene No. 21743 

Start 77 

Name OJ990310_07 . 9819 . C13 . ol . gs 

Start 77 

GI none 



Seq. ID OJ990310_07.9819.C13 

Strand + 

End 38 4 

Method GENSCAN 

End 384 

Score .88 



10680 




Exons 


77. .384 








Seq. No. 


10256 


Seq. ID 


OJ990310 07.9819 


C14 


Gene No. 


21744 


Strand 






Start 


496 


End 


1310 




Name 


OJ990310 07. 9819.C14 .ol.gs 


Method 


GEN SCAN 




Start 


4 96 ' 


End 


898 




GI 


none 


Score 


. 47 




Exons 


496. .898 








Seq. No. 


10256 


Seq. ID 


OJ990310_07 . 9819 


C14 


Gene No . 


21744 


Strand 






Start 


496 


End 


1310 




Name 


OJ990310 07-9819. C14.ol.np 


Method 


AAT/NAP 




Start 


499 


End 


1310 




GI 


4680179 


Score 


818 




Exons 


499. .1310 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp . indica] 




Seq. No. 


10256 


Seq. ID 


OJ990310_07.9819 


C14 


Gene No. 


21744 


Strand 






Start 


496 


End 


1310 




;SBt Name 


OJ990310 07.9819.C14.ol.tw 


Method 


TBLASTX: Wheat 




! "* Start 


544 


End 


965 




Q GI 


none 


Score 


120 




lifi Exons 


544. .909, 565.:873, 608. .892, 


909. . 965 






r[ ! 

.sci 9pn No 


10256 


Seq. ID 


OJ990310_07.9819 


C14 


Gene No. 


21744 


Strand 






4j Start 


496 


End 


1310 




'is? Name 


OJ990310 07. 9819. C14 .ol.tm 


Method 


TBLASTX: Maize 




n| Start 


724 


End 


1119 




' GI 


none 


Score 


96 




Exons 


724. .909, 740. .913, 912. .1118 


, 979.. 1119 




Seq. No. 


10257 


Seq. ID 


OJ990310_07.9819 


C15 


H : Gene No. 


21745 


Strand 






;.:§ Start 


445 


End 


6308 




r z i Name 


OJ990310 07 . 9819.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


421 


End 


1035 




!ssS GI 


none 


Score 


77 




Exons 


421. .546, 544. .1035, 773.-874 


, 856. .885, 926. .1015 




Seq. No. 


10257 


Seq. ID 


OJ990310_07.9819 


C15 


Gene No. 


21745 


Strand 






Start 


445 


End 


6308 




Name 


OJ990310 07.9819.C15.ol.np 


Method 


AAT/NAP 




Start 


445 


End 


6308 




GI 


5922631 


Score 


5693 




Exons 


445.-2972, 3579. .4482, 4609.. 


5234, 5280.. 5376, 6281.. 6308 


GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



10681 



Seq. No. • 10257 

Gene No. 21745 

Start 445 

Name OJ990310_07 . 9819 . C15 . o4 . tm 

Start 460 

GI none 

Exons 460. .561, 461. .562, 541. .723, 



Seq. ID OJ990310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX : Mai ze 

End 723 

Score 100 

542. .667 



Seq. No. 10257 

Gene No. 21745 

Start 445 

Name OJ990310_07 . 9819 . C15 . o5 . tm 

Start 805 

GI none 

Exons 805. .891, 901. .984, 914. .988, 



Seq. ID OJ990310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX : Mai ze 

End 1078 

Score 59 

971. .1078, 979. .1077 



Seq. No. 10257 

Gene No. 21745 

Start 445 

Name OJ990310_07 . 9819 . C15 . o3 . tw 

Start 1148 

GI none 

Exons 1148.. 1195, 1150.. 1539, 1150. 



Seq. ID OJ990310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX : Wheat 

End 1539 

Score 54 
.1536 



Seq. No. 10257 

Gene No. 21745 

Start 445 

Name OJ990310_07 . 98 19 . C15 . ol . tm 

Start 1180 

GI none 

Exons 1180.. 1227, 1219.. 1536, 1220, 



Seq. ID OJ990310_07. 9819.C15 
Strand 

End 6308 

Method TBLASTX: Maize 

End .1545 

Score 257 
.1522, 1237.. 1545 



Seq. No. 10257 

Gene No. 21745 

Start 445 

Name OJ990310_07 . 9819 . C15 . o7 . tw 

Start 1705 

GI none 

Exons 1705.. 1995, 1711.. 1962, 1856. 



Seq. ID OJ990310_07. 9819.C15 
Strand 

End 6308 

Method TBLASTX : Wheat 

End 1995 

Score 77 
.1990 



Seq. No. 10257 

Gene No. 21745 

Start 445 

Name OJ990310_07 . 98 19 . C15 . o2 . ts 

Start 1898 

GI none 

Exons 1898.. 2146, 1900.. 2142, 2182. 



Seq. ID OJ990310_07. 9819.C15 
Strand 

End 6308 

Method TBLASTX : Soybean 

End 2286 

Score 123 
.2286, 2192. .2278 



Seq. No. 10257 

Gene No. 21745 

Start 445 

Name OJ990310_07 . 9819 . C15 . o7 . tm 

Start 1957 

GI none 

Exons 1957.. 2049, 2053.. 2223 



Seq. ID OJ990310_07. 9819.C15 
Strand 

End 6308 

Method TBLASTX: Maize 

End 2223 

Score 123 



10682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10257 
21745 
445 

OJ990310_07, 

1996 

none 

1996. .2142, 

10257 
21745 
445 

OJ990310_07. 

2401 

none 

2401. .2427, 

10257 
21745 
445 

OJ990310_07. 

2512 

none 

2512. .2913, 

10257 
21745 
445 

OJ990310_07. 
2567 . 
none 

2567. .2947, 

10257 
21745 
445 

OJ990310_07. 

3076 

none 

3076. .3432, 

10257 
21745 
445 

OJ990310_07. 

3106 

none 

3106. .3561, 

10257 
'21745 
445 

OJ990310_07. 

3157 

none 

3157. .3291, 



9819.C15.o5.tw 
1997. .2143, 2173. 

9819.C15.o3.tm 
2437.. 2598, 2440. 

9819.C15.ol.ts 
2753. .2896 

9819.C15.o4.tw' 
2572. .2991 

9819.C15.o2.tm 
3086. .3433 . 

9819.C15.ol.tw 
3119. .3562 

9819.C15.o3.ts 
3298. .3522 



Seq, ID OJ990310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX : Wheat 

End 2404 

Score 131 
.2403, 2186. .2404 

Seq. ID OJ990310_07. 9819.C15 
Strand 

End 6308 

Method TBLASTX : Maize 

End 2845 

Score 58 

.2577, 2593. .2844, 2594. .2845 

Seq. ID OJ990310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX : Soybean 

End 2913 

Score 134 



Seq. ID OJ990.310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX : Wheat 

End 2991 

Score 255 



Seq. ID OJ990310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX: Maize 

End 3433 

Score 200 



Seq. ID OJ990310_07.9819.C15 
Strand 

End 6308 

Method TBLASTX : Wheat 

End 3562 

Score 263 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9903lO_07. 9819.C15 
6308 

TBLASTX : Soybean 

3522 

123 



Seq. No. 



10257 



Seq. ID OJ990310_07. 9819.C15 



10683 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21745 Strand 

4 4 5 End 

OJ990310_07. 9819.C15.o6.tw . Method 

3562 End 

none Score 



6308 

TBLASTX: Wheat 

4239 

162 



3562. .3735, 3782. .4018, 3784. .4014, 4078. .4239 



10257 Seq. ID 

21745 Strand 

445 End 
OJ990310_07. 9819.C15.o6.tm Method 

3753 End 

none Score 

3753. .3884, 3754. .3930, 3785. .3931 



OJ990310_07.9819.C15 
6308 

TBLASTX: Maize 

3931 

110 





Seq. No. 


10257 




Seq. ID 


OJ990310 07.9819 


. C15 




Gene No. 


21745 




Strand 








Start 


445 




End 


6308 






Name 


OJ990310 07.9819.C15.o8 


.tw 


Method 


TBLASTX: Wheat 






Start 


4841 




End 


5060 






GI 


none 




Score 


84 




.A 


Exons 


4841. .5059, 4842. .5060 










"i 


Seq. No. 


10257 




Seq. ID 


OJ9903.10 Q7.9ol9 


. Clo 


= fi 


Gene No. 


21745 




Strand 






"LI 


Start 


445 




End 


6308 






Name 


OJ990310 07.9819.C15.o2 


.np 


Method 


AAT/NAP 




;=F 


Start 


6025 




End 


6308 




''t 


GI 


4680185 




Score 


181 






Exons 


• 6025. . 6308 










'Li 


GI Descrip. 


(AF111709) unknown [Oryza ; 


sativa subsp 


. indica] 






Seq. No. 


10258 




Seq. ID 


OJ990310_07.9819 


.01/ 




Gene No. 


21746 




Strand 


+ 




■hi 


Start 


86 




End 


880 






Name 


OJ990310 07.9819.C17.ol 


.ts 


Method 


TBLASTX: Soybean 




l\ 


Start 


64 




End 


445 






GI 


none 




. Score 


463 




~ : 


Exons 


64. .123, 86. .445, 154.. 


444 










Seq. No. 


10258 




Seq. ID 


OJ990310_07.9819 


.C17 




Gene No. 


21746 




Strand 


+ 






Start 


86 




End 


880 






Name 


OJ990310 07.9819.C17.ol 


.np 


Method 


AAT/NAP 






Start 


86 




End 


880 






GI 


4512237 




Score 


1343 






Exons 


86. .880 












GI Descrip. 


(AB014746) polyprotein 


[Hordeum vulgare] 






Seq. No. 


10258 




Seq. ID 


OJ990310_07. 9819 


.C17 




Gene No. 


21746 




Strand 


+ 






Start 


86 




End 


880 






Name 


OJ990310 07.9819.C17.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


158 




End 


460 






GI 


none 




Score 


382 






Exons 


158. .460, 160. .444 











10684 




Seq. No. 


10258 


Seq. ID 


OJ990310_07.9819, 


.C17 


Gene No. 


21746 


Strand 


+ 




O 4- -i -v- 4- 

b tart 


O D 


tna 


oon 
oou 




Name 


n Toon^i n m qqi q c\~i +-m 
ujyyujiu u / . yo i y . li / . oz . tm 


Jul /-s ^ V* /"\ 


TRT QQTY • Ma -1 70 




btart 


± / y 




0 




GI 


none 


Score 


1A 




Exons 


. DZ O , jlO. . 0<£ 3 








Seq. No. 


10258 


Seq. ID 


OJ990310_07.9819, 


.C17 


Gene No. 


21746 


Strand 


+ 




btart 


O D 


tna 


p. p. n 




Name 


ujyyujiu u / . yoiy .li / .01 . tw 


Me tnoa 


i Djjrto i a . wnea t 




Start 


a a i 


hna 


07/ 
0 / ft 






none 


Score 


JO J 




Exons 


401. .0/4, 4 y j . .0/0 








Seq. No. 


10258 


Seq. ID 


OJ990310_07.9819. 


.C17 


Gene No. 


21746 


Strand 


+ 




o car z 


P. £ 




ftp n 

oou 




Name 


niQQmi n m QQI Q pi 7 n O +- o 

ujyyu jiu u / . yo 1 y . li / . oz . ts 


Met noa 


1 DLirto 1 a . ooyoean 




btart 


A C*7 


bna 


71 o 




GI 


none 


Score 


Z U D 




Exons 


4o / . . / -LZ , HOH . . /II 








Seq. No. . 


10258 


Seq. ID 


OJ990310_07.9819. 


.C17 


Gene No. 


217 4 6 


Strand 


" + 




Start 


O O 


bna 


QQA 

00 u 




Name 


ojyyuoiu u / . yy 1 y . ci / . 01 . tm 


Method 


1 BLAo 1 a : Mai ze 




Start 


coo 


t-i _^ 


on A 

0 f q 




GI 


none 


Score 






Exons 


CQO QOO C O O QH A 








Seq. No. 


10259 


Seq. ID 


r\ TQQfi^i n m qqi q 

ujyyuoiu u/.yyiy. 




Gene No . 


21747 


Strand 


T 




Of- -a -rf- 


1968 


End 


20547 




Name 


OJ990310 07.9819.C18.o2.np 


Method 


AAT/NAP 




Start 


1968 


End 


14489 




H T 


6523547 


Score 


318 




Exons 


1968.. 2009, 6068.. 6462, 10114 .. 10298 , 


10412. .10486, 






13602. .13693, 13869 .. 14064 , 


14216. . 144 


189 




GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


10259 


Seq. ID 


OJ990310_07.9819. 


,C18 


Gene No. 


21747 


Strand 


+ 




Start 


1968 


End 


20547 




Name 


OJ990310 07.9819.C18.o2.gs 


Method 


GENSCAN 




btart 


13922 


End 


20547 






none 


Score 


.7 




Exons 


13922. .14210, 14332. .14981, 


15587. .15670, 188 95. .19057, 






19846. .20174, 20462.. 20547 








Seq. No. 


10259 


Seq. ID 


OJ990310_07.9819. 


,C18 


Gene No. 


21747 


Strand 


+ 




Start 


1968 


End 


20547 




Name 


OJ990310 07.9819.C18.o3.np 


Method 


AAT/NAP 




Start 


14129 


End 


14703 





10685 




GI 6633814 Score 83 

Exons 14129. .14703 

GI Descrip. (AC009519) F1N19.11 [Arabidopsis thaliana] 



Seq. No. 


10259 




Seq. ID 


OJ990310 07.9819. 


C18 


Gene No. 


21747 




Strand 


+ 




Start 


1968. 




End 


20547 




Name 


OJ990310 07.9819.C18.o4 


.np 


Method 


AAT/NAP 




Start 


17589 




End 


19243 




GI 


6539588 




Score 


229 




Exons 


17589. .17880, 19210.. 19243 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


10259 




Seq. ID 


OJ990310_07.9819. 


C18 


Gene No. 


21748 




Strand 






Start 


159 




End 


1514 




Name 


OJ990310 07.9819.C18.ol 


.np 


Method 


AAT/NAP 




Start 


159 




End 


1065 




GI 


4680203 




Score 


1001 




Exons 


159. .1065 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


10259 




Seq. ID 


OJ990310_07.9819. 


C18 


Gene No. 


21748 




Strand 






Start 


159 




End 


1514 




Name 


OJ990310 07 . 9819.C18 .ol 


. ts 


Method 


•TBLASTX : Soybean 




Start 


301 




End 


591 




GI 


none 




Score 


108 




Exons 


301. .366, 373. .591, 377 


. .583 








Seq. No. 


10259 




Seq. ID 


OJ990310_07.9819. 


C18 


Gene No. 


21748 




Strand 






Start 


159 




End 


1514 




Name 


OJ990310 07.9819.C18.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


363 




End 


714 




GI 


none 




Score 


192 




Exons 


363. .614, 373. .624, 374 


. .616, 


607. .714 






Seq. No. 


10259 




Seq. ID 


OJ990310_07.9819. 


C18 


Gene No. 


21748 




•Strand 






Start 


159 




End 


1514 




Name 


OJ990310 07.9819.C18.ol 


• gp 


Method 


AAT/GAP 




Start 


926 




End 


1514 




GI 


2310235 




Score 


308 




Exons 


926. .1065, 1477. .1514 










GI Descrip. 


5852182/emb|CAB55420. 1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


10260 




Seq. ID 


OJ990310_07.9819. 


CI 9 : 


Gene No. 


21749 




Strand 






Start 


1 




End 


893 




Name 


OJ990310 07.9819.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


809 




GI 


3845248 




Score 


96 




Exons 


1..22, 453. .809 










GI Descrip. 


(AE001410) hypothetical 


protein [Plasmodium falciparum] 





10686 



Seq. No. 


10260 




Seq. ID 


OJ990310 


Gene No. 


21749 




Strand 




Start 


1 




End 


893 


Name 


OJ990310 


_07.9819.C19.ol.gs 


Method 


GEN SCAN 


Start 


479 




End 


893 


GI 


none 




Score 


. 99 


Exons 


479. . 802, 


816. .893 






Seq. No. 


10261 




Seq. ID 


OJ990310 


Gene No. 


21750 




Strand 


+ 


Start 


134 




End 


933 


Name 


OJ990310 


_07.9819.C20.ol.np • 


Method 


AAT/NAP 


Start 


134 




End 


933 


GI 


1196998 




Score 


1282 


Exons 


134. .933 








GI Descrip. 


{ J01829) 


unknown protein [Transposon TnlO] 



07.9819.C20 



gi I 5103202 | dbj | BAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens ] gi | 5738092 | gb IAAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 10261 Seq. ID 

Gene No. 21751 .. Strand 

Start 259 *' End 

Name OJ990310_07 . 9819 . C20 . ol . tc Method 

Start 26 End 

GI none Score 

Exons 26.. 172, 28.. 174, 55.. 174 

Seq. No. 10261 Seq. ID 

Gene No. 21751 Strand 

Start 259 End 

Name OJ990310_07 . 9819 . C20 . ol . gs Method 

Start 259 End 

GI none Score 

Exons 259.. 274, 



OJ990310_07.9819.C20 
706 

TBLASTX: Cress 

174 

181 



OJ990310_07 .9819.C20 
706 

GENSCAN 

706 

.67 



341. -.428, 569. .706. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



10262 Seq. ID 

21752 Strand 

1 End 
OJ990310_07. 9819.C22.ol.np Method 

1 End 

4680179 Score 
1..196, 403. .761 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990310_07.9819.C22 
+ 

761 

AAT/NAP 
761 
468 



10262 
21752 
1 

OJ990310_07. 9819.C22.ol.tm 
23 

none 



Seq. ID OJ990310_07".9819.C22 

Strand + 

End 7 61 

Method TBLASTX : Mai ze 

End 487 

Score 259 



23. .196, 27. .197, 27. .197, 197. .256, 236. .487, 259. .483 
10262 Seq. ID OJ990310_07 . 9819 . C22 



10687 






Gene No. 


21752 


Strand 


+ 






Start 


1 


End 


761 






Name 


OJ990310 07.9819.C22.ol.tw 


Method 


TBLASTX: Wheat 






Start 


30 


End 


487 






GI 


none 


Score 


276 






Exons 


30. .197, 31. .198, 32. .196, 197. .256, 227. .487, 259. .483 






• Seq. No. 


10262 


Seq. ID 


OJ990310_07.9819 


.C22 




Gene No. 


21752 


Strand 


+ 






Start 


1 


End 


761 






Name 


OJ990310 07.9819.C22.ol.gs 


Method 


GENSCAN 






Start 


194 


End 


553 






GI 


none 


Score 


.94 






Exons 


194. .553 










Seq. No. 


10263 


Seq. ID 


OJ990310_07.9819 


. C23 




Gene No. 


21753 


Strand 


+ 






Start 


4012 


End 


5984 






Name 


OJ990310 07.9819.C23.o2.np 


Method 


AAT/NAP 






Start 


4012 


End 


5984 






GI 


4680186 


Score 


267 






Exons 


4012. .4060, 5779.-5984 








□ 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


10263 


Seq. ID 


OJ990310_07.9819 


.C23 




Gene No. 


21754 


Strand 






t 1 j : 


Start 


857 


End 


6179 






Name 


OJ990310 07.9819.C23.ol.np 


Method 


AAT/NAP 




i s 


Start 


641 


End 


6179 






GI 


4680179 


Score 


5199 






Exons 


641. .4042, 4076. .4819, 6133. 


.6179 






b-' 


GI Descrip. 


(AF111709) polyprotein [Oryz 


a sativa subsp. indica] 






Seq. No. 


10263 


Seq. ID 


OJ990310_07.9819 


.C23 


'""'4 


Gene No. 


21754 


Strand 








Start 


857 


End 


6179 






Name 


OJ990310 07.9819.C23.ol.gs 


Method 


GENSCAN 






Start 


857 


End 


5732 






GI ■ 


none 


Score 


.59 






Exons. 


857. .4853, 5576.'. 5621, 5660. 


.5732 








Seq. No. 


10263 


Seq. ID 


OJ990310_07. 9819 


.C23 




Gene No. 


21754 


Strand 








Start 


857 


End 


6179 






Name 


OJ990310 07.9819.C23.ol.gp 


Method 


AAT/GAP 






Start 


5528 


End 


5912 






GI 


uC-osflcyp033a04bl 


Score 


654 






Exons 


5528. .5912 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


10263 


Seq. ID 


OJ990310_07.9819 


.C23 




Gene No. 


21755 


Strand 








Start 


6345 


End 


6828 






Name 


OJ990310 07.9819.C23.o6.tw 


Method 


TBLASTX: Wheat 






Start 


686 


End 


1019 






GI 


none 


Score 


111 





10688 



Exons 



686. .1018, 707. .1015, 750. .1019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



10263 Seq. ID 

21755 Strand 

6345 End 
OJ990310_07. 9819.C23.ol.tm Method 

8 67 r End 

none Score 

867. .1139, 881. .1306, 882. .1304, 1304. 



OJ990310_07. 9819.C23 
6828 

TBLASTX: Maize 

1465 

207 

.1465, 1311. .1457 



Seq. No. 10263 Seq. ID 

Gene No. 21755 Strand 

Start 6345 End 

Name OJ990310_07 . 9819 . C23 . ol . tw Method 

Start 1019 End 

GI none Score 

Exons 1019.. 1645, 1131.. 1589 



OJ990310_07.9819.C23 
6828 

TBLASTX: Wheat 

1645 

226 



Seq. No. 










beq. ID 


ojyyujiu u/.yyiy, 


. CZ 3 


Gene No. 


Zl /bb 








Strand 






Start 










End 


boZo 




Name 


ojyyu oiu u / 


. yyi y . 


QZo . 04 


. tm 


Method 


TBLASTX : Mai ze 




Start 


lol4 








End 


loUo 




GI 


none 








Score 


o n n 




Exons 


1514 . .1804, 


1518". 


.1805, 


1645. 


.1806 






beq. No. 


IVZo J 








beq. ID 


ojyyujiu u/.yyiy. 


POT 

. CZ3 


Gene No. 


Zl /bb 








Strand 






Start 


o J4 b 








End 


OOZO 




XT — — — . 

Name 


uj y yuoiu u / 


QQ1 Q 

. yo i y . 


LZo . OZ , 


. ts 


Metnod 


TBLASTX : Soybean 




btart 


1 dU4 








hna 


T O C A 

1 o o4 




GI 


none 








Score 


lbU 




TP V /"\ o 

Lxons 






1 OCQ 

. X 0 o y 










Seq. No. 


10263 








Seq. ID 


OJ990310_07. 9819. 


.C23 


Gene No. 


21755 








Strand 






Start 


6345 








End 


6828 




Name 


OJ990310 07 


.9819. 


C23.o2. 


.tw 


Method 


TBLASTX: Wheat 




Start 


1652 








End 


2219 




GI 


none 








Score 


335 




Exons 


1652. .2188, 


1653. 


.2219 










Seq. No. 


10263 








Seq. ID 


OJ990310_07.9819. 


.C23 


Gene No. 


21755 








Strand 






Start 


6345 








End 


6828 




Name 


OJ990310 07 


.9819. 


C23.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


2210 








End 


2573 




GI 


none 








Score 


169 




Exons 


2210. .2572, 


2219. 


.2572, 


2223. 


.2573 






Seq. No. 


10263 








Seq. ID 


OJ990310_07.9819. 


C23 


Gene No. 


21755 








Strand 






Start 


6345 








End 


6828 




Name 


OJ990310 07 


. 9819. 


C23.o3. 


.tw 


Method 


TBLASTX: Wheat 




Start 


2222 








End 


2644 




GI 


none 








Score 


358 




Exons 


2222. .2644, 


2223. 


.2612 











10689 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10263 
21755 
6345 

OJ990310_07, 

2393 

none 

2393. .2638, 



9819.C23.o3. ts 



2394. .2621 



Seq. ID OJ990310_07.9819.C23 
Strand 

End 6828 

Method TBLASTX : Soybean 

End 2638 

Score 86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10263 
21755 
6345 

OJ990310_07, 

2609 

none 

2609. .2923, 



Seq. ID OJ990310_07. 9819.C23 
Strand 

End 6828 

Method TBLASTX : Maize 

End 3109 

Score 50 

2652. .2702, 2730. .2783, 2930. .3109, 2982. .3101 



9819.C23.o3. tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10263 
21755 
6345 

OJ990310_07, 

2645 

none 

2.645. .2947, 

10263 
21755 
6345 

OJ990310_07. 

2660 

none 

2660. .3019, 



9819.C23.o5.tw 



2661. .2945 



9819.C23.ol.ts 



Seq. ID OJ990310_07. 9819.C23 
Strand 

End 6828 

Method TBLASTX : Wheat 

End 2947 

Score 272 



Seq.. ID OJ990310_07.9819.C23 
Strand 

End 6828 

Method TBLASTX : Soybean 

End 3055 

Score 193 



2661.. 2951, 2982.. 3017, 3023.. 3055, 3024.. 3053 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10263 
21755 
6345 

OJ990310_07. 

2996 

none 

2996. .3373, 



9819.C23.o4 .tw 



3039.. 3482, 3428, 



Seq. ID OJ990310_07.9819.C23 
Strand 

End 6828 

Method TBLASTX : Wheat 

End 3482 

Score 258 
.3478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10263 
21755 
6345 

OJ990310_07. 

3177 

none 

3177. .3467, 



9819.C23.o5.tm 



3179. .3466 



Seq. ID OJ990310_07.9819.C23 
Strand 

End 6828 

Method TBLASTX : Maize 

End 3467 

Score 185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10263 
21755 
6345 

OJ990310_07, 

3578 

none 

3578. .3619, 



Seq. ID OJ990310_07.9819.C23 
Strand 

End 6828 

Method TBLASTX : Wheat 

End 4015 

Score 68 

3647. .3760, 3648. .3761, 3806. .4015, 3807. .3959 



9819.C23.o8 .tw 



10690 






Seq. No. 


10263 




Seq. ID 


OJ990310_07.9819. 


C23 




Gene No. 


21755 




Strand 








Start 


6345 




End 


6828 






Name 


OJ990310_07 


. 9819.C23.o7 . tm 


Method 


TBLASTX : Maize 






Start 


3698 




End. 


4 021 






GI 


none 




Score 


184 






Exons 


3698 . .4021 












Seq. No. 


10263 




Seq. ID 


OJ990310__07.9819. 


C23 




Gene No. 


21755 




Strand 








Start 


6345 




End 


c o o o 
o828 






Name 


OJ990310 07 


. 9819.C23.o7 .tw 


Method 


TBLASTX : Wheat 






Start 


4322 




End 


4 673 






GI 


none 




Score 


109 






Exons 


4 322 . . 4 672 , 


447 9. . 4 673 










Seq. No. 


10263 




Seq. ID 


OJ990310_07.9819 


C23 




Gene No. 


21755 




Strand 








Start 


6345 




End 


6828 






Name 


OJ990310_07 


. 9819 . C23 . 06 . tm 


Method 


TBLASTX : Mai ze 






Start 


4367 




End 


4 672 






GI 


none 




Score 


87 






Exons 


4367 . . 4672, 


4542 . . 4658 








sr 

-f 


Seq. No. 


10263 




Seq. ID 


OJ990310 07.9819 


C23 


ss. 


Gene No. 


21755 




Strand 


- 




Lj 


Start 


6345 




End 


6828 






Name 


OJ990310_07 


.9819.C23.o2.gs 


Method 


GEN SCAN 






Start 


6345 




End 


6828 




»! 


GI 


none 




Score 


. 65 






Exons 


6345 . .6430, 


6756 . . 6828 








?! 


Seq. No. 


10264 




Seq. ID 


y-\ ta n ah a at a o i a 

OJ990310 07.9819 


. C24 




Gene No. 


21756 




Strand 


+ 






Start 


1 




End 


3722 




-i 


Name 


OJ990310_07 


. 9819 . C24 . ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1041 




= f 


GI 


5852180 




Score 


219 




3 


Exons 


1 . . 258 , 959 


. . 1041 








!! 


GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 








Seq. No. 


10264 




Seq. ID 


y~\ T A A A A 1 A AT A A 1 A 

OJ990310 07.9819 


. C24 




Gene No. 


21756 




Strand 


+ 






Start 


1 




End 


3722 






Name 


OJ990310 07 


. 9819.C24 .o3.np 


Method 


T\ T\ m / XT T\ T^i 

AAT/NAP 






Start 


1 




End 


3722 






GI 


4680186 




Score 


385 






Exons 


1 . .43, 2631 


..2684, 3522.. 3722 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


10264 




Seq. ID 


oTQQmin m qqi q 

ujyyujiu u/.yoiy 






Gene No. 


21756 




Strand 


+ 






Start 


1 




End 


3722 






Name 


OJ990310 07 


.9819.C24.ol.gs 


Method 


GENSCAN 






Start 


122 




End 


1332 






GI 


none 




Score 


.7 






Exons 


122. .273, 1037. .1191, 1283. .1332 







10691 




Seq. No. 


10264 


Seq. ID 


OJ990310 


_07. 


9819. C24 


Gene No. 


21757 


Strand 








Start 


1578 


End 


3655 






Name 


OJ990310_07 . 9819.C24 . o2 . gs 


Method 


GENSCAN 






Start 


1578 


End 


3477 






GI : 


none 


Score 


. 7 






Exons 


1578..1967, 1974..2387, 3406. 


.34 77 








Seq. No. 


10264 


Seq. ID 


OJ990310 


_07. 


9819. C24 


Gene No. 


21757 


Strand 








Start 


1578 


End 


3655 






Name 


OJ990310 07.9819.C24.ol.gp 


Method 


AAT/GAP 






Start 


3274 


End 


3655 






GI 


uC-osflcyp033a04bl 


Score 


699 






Exons 


3274. .3655 










GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


10265 


Seq. ID 


OJ990310 


_07. 


9819. C25 


Gene No. 


21758 


Strand 


+ 






Start 


569 


End 


2153 






Name 


OJ990310 07.9819.C25.ol.gs 


Method 


GENSCAN 






Start 


569 


End 


2153 






GI 


none 


Score 


.65 






Exons 


569. .654, 726. .793, 798. .1121 


, 2116. .2153 






Seq. No. 


10265 


Seq. ID 


OJ990310 


_07. 


9819. C25 


Gene No. 


21759 


Strand 


+ 






Start 


6023 


End 


6405 






Name 


OJ990310 07.9819.C25.o2.gp 


Method 


AAT/GAP 






Start 


6023 


End 


6405 






GI 


uC-osflcyp033a04bl 


Score 


676 






Exons 


6023. .6405 










GI Descrip. 


•6016845/dbj 1 AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seg. No.- 


10265 


Seq. -ID 


OJ990310 


_07. 


9819. C25 . 


Gene No. 


21760 


Strand 


+ 






Start 


8595 


End 


10395 






Name 


OJ990310 07.9819.C25.o3.gs 


Method 


GENSCAN 






Start 


8595 


End 


10395 






GI 


none 


Score 


.53 






Exons 


8595. .8599, 8808. .8888, 9158. 


.9305, 9526.. 9629, 


101 


82. . 10395 


Seq. No. 


10265 


Seq. ID 


OJ990310 


_07. 


9819. C25 


Gene No. 


21760 


Strand 


+ 






Start 


8595 


End 


10395 






Name 


OJ990310 07.9819.C25.o4.gp 


Method 


AAT/GAP 






Start 


8760 


End 


9163 






GI 


none 


Score 


804 






Exons 


8760. .9163 










Seq. No. 


10265 


Seq. ID 


OJ990310 


_07. 


9819. C25 


Gene No. 


21761 


Strand 








Start 


1 


End 


17590 






Name 


OJ990310_07. 9819.C25.ol.np 


Method 


AAT/NAP 








10692 











Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



3385 
1059 



4680183 
1..253, 2365. .3385 

(AF111709) . gag-pol protein [Oryza sativa subsp. indica] 



10265 
21761 

r 

OJ990310_07. 9819.C25.o3.tw 

409 

none 



Seq. ID OJ990310_07.9819.C25 
Strand 

End 17590 

Method TBLASTX : Wheat 

End 7318 

Score 62 



409. .483, 3877. .3951, 7157. .7318, 7188. .7301 



10265 
21761 
1 

OJ990310_07 . 9819.C25.o2.gs 
2689 
none 



Seq. ID OJ990310_07.9819.C25 
Strand 

End 17590 

Method GENSCAN 

End 7393 

Score .61 



2689. .3337, 3422. .3480, 3816. .3907, 4774. .4939, 7040. .7393 



10265 
21761 
1 

OJ990310_07 . 9819.C25.o2.np 

4628 

4680204 



Seq. ID OJ990310_07.9819.C25 
Strand 

End 17 590 

Method AAT/NAP 

End 17590 

Score 948 



4628. .4669, 13973 .. 14068 , 14393 .. 14611, 14706 14879, 
14 984. .16056, 16152. .17590 

(AF114171) hypothetical protein [Sorghum bicolor] 



10265 
21761 
1 

OJ990310_07 . 9819.C25.o4 .gs 

10812 

none 



Seq. ID OJ990310_07.9819.C25 
Strand 

End 17590 

Method GENSCAN 

End ■ 17575 

Score . 6 



10812. .11221, 11477. . 11660, ' 12958 . .13093, 13962. .14098, 

14183. .14281, 14345. .14417, 14501 .. 14 611 , 14706 .. 1487 9, 

14984. .15692, 15915 .. 16056, 16152 .. 16916, 17121 .. 17329, 
17377. .-17575 



10265 
21761 
1 

OJ990310_07 . 9819.C25.o2. tw 

15844 

none 



Seq. ID OJ990310_07.9819.C25 
Strand 

End 17590 

Method TBLASTX : Wheat 

End 16220 

Score 55 



15844. .16062, 15965 .. 16060, 16149. .16220 



10265 
21761 
1 

OJ990310_07. 9819.C25.ol.tw 

16500 

none 



Seq. ID OJ990310_07.9819.C25 
Strand 

End 17590 

Method TBLASTX : Wheat 

End 16839 

Score 87 



16500. .16532, 16536 1667 6, 16537 .. 16617 , 16671 .. 16838 , 



10693 




16690. .16839 



Seq. No. 


10266 








Seq. ID 


OJ990310_07 .9819 


. C2 6 


Gene No. 


21762 








Strand 






Start 


765 








End 


851 




Name 


OJ990310_07 .9819. 


C26. 


ol 


.gs 


Method 


GEN SCAN 




Start 


765 








End 


851 




GI 


none 








Score 


. 68 




Exons 


765. .851 














Seq. No. ... 


10267 








Seq. ID 


OJ990310_07.9819 


.C28 


Gene No. 


21763 








Strand 


+ 




Start 


1 








End 


235 




Name 


OJ990310_07. 9819. 


C28. 


ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


235 




GI 


4416302 








Score 


181 




Exons 


1 . . 235 














GI Descrip. 


(AF105716) copia- 


•type pol polyprotein 


[Zea mays] 




Seq. No. 


10267 








Seq. ID 


OJ990310_07 .9819 


.C28 


Gene No. 


21763 








Strand 


+ 




Start 


1 








End 


235 




Name 


OJ990310 07.9819. 


C28. 


ol 


. tm 


Method 


- TBLASTX: Maize 




Start 


32 








.End 


205 




GI 


none 








Score 


196 




Exons 


32. .205, 34. .114 














Seq. No. 


10268 








Seq. ID 


OJ990310_07.9819 


.C29 


Gene No. 


21-7 64 








Strand 






Start 


1 ' 








End 


793 




Name 


OJ990310 07.9819. 


C29. 


ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


793 




GI 


4680179 








Score 


621 




Exons 


1..587, 728. .793 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp.. indica] 




Seq. No. 


10268 








Seq. ID 


OJ990310_07.9819 


.C29 


Gene No. 


21764 








Strand 






Start 


1 








End 


793 




Name 


OJ990310 07.9819. 


C29. 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


26 - 








End 


328 




GI 


none 








Score 


87 




Exons 


26. .328, 198. .314 












Seq. No. 


10268 








Seq. ID 


OJ990310_07.9819 


. C29 


Gene No. 


21764 








Strand 






Start 


1 








End 


793 




Name 


OJ990310 07.9819. 


C29. 


ol 


.gs 


Method 


GENSCAN 




Start 


53 








End 


590 




GI 


none 








Score 


.97 




Exons 


53. .590 














Seq. No. 


10268 








Seq. ID 


OJ990310_07.9819 


.C29 


Gene No. 


21764 








Strand 






Start 


1 








End 


793 




Name 


OJ990310 07.9819. 


C29. 


ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


209 








End 


569 





10694 



GI 


none 


Score 


143 




Exons 


209 . .565, 210 . . 569 








Seq. No. 


10269 


Seq. ID 


OJ990310_07 . 9819 


. C30 


Gene No. 


21765 


Strand 






Start 


1 


End 


1430 




Name 


OJ990310 07 . 9819 . C30 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1251 




GI 


4680179 


Score 


815 




Exons 


1. .131, 163. .1251 








GI Descrip. 


(AF111709) polyprotem [Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


10269 


Seq. ID 


OJ990310 07.9819 


.C30 


Gene No. 


21765 


Strand 


- 




Start 


1 


End 


1430 




Name 


OJ990310 07.9819.C30.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


1430 




GI 


none 


Score 


. 84 




Exons 


131. .327, 383. .1248, 1419. .1430 






Seq. No. 


10269 


Seq. ID 


OJ990310 07.9819 


.C30 


Gene No. 


21765 


Strand 


- 




Start 


1 


End 


1430 




Name 


OJ990310 07. 9819.C30.ol.tw 


Method 


TBLASTX: Wheat 




Start 


424 


End 


775 




GI 


none 


Score 


109 




Exons 


424. .774, 581. .775 








Seq. No. 


10269 


Seq. ID 


OJ990310_07 . 9819 


.C30 


Gene No. 


21765 


Strand 






Start 


1 


End 


1430 




Name 


OJ990310 07. 9819.C30.ol.tm 


Method 


TBLASTX : Mai ze 




Start 


469 


End 


774 




GI 


none 


Score 


87 




Exons 


469. .774, 644. .760 








Seq. No. 


10269 


Seq. ID 


OJ990310_07 . 9819 


.C30 


Gene No. 


21765 


Strand 






Start 


1 


End 


14 30 ;', 




Name 


OJ990310 07.9819.C30.o2.tw 


Method 


TBLASTX: Wheat 




Start 


808 


End 


1068 




GI 


none 


Score 


60 




Exons 


808. .900, 808 . .1008, 809. .1006, 1021. 


. 1068 




Seq. No. 


10270 


Seq. ID 


OJ990310_07 . 9819 


.C31 


Gene No. 


21766 


Strand 


+ 




Start 


1 


End 


3186 




Name 


OJ990310 07.9819.C31.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3186 




GI 


5852180 


Score 


411 




Exons 


1..53, 1665. .1727, 2703. .2799, 


2850. .: 


O 1 o c 
3lb 6 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 






Seq. No. 


10270 


Seq. ID 


OJ990310_07.9819 


.C31 


Gene No. 


21767 


Strand 






Start 


17 


End 


2936 




Name 


OJ990310 07.9819.C31.ol.gs 


Method 


GENSCAN 





10695 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17 End 2936 

none Score .46 

17. .264, 271. .684, 2721. .2936 



Seq. ID OJ990310_07.9819.C31 
Strand 

2936 
AAT/GAP 
1956 
674 



10270 
21767 
17 

OJ990310_07. 9819.C31.o2.gp 

1572 

uC-osflcyp033a04bl 
1572. .1956 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



Seq. No. 


10271 


Seq. ID 




Gene No. 


21768 


Strand 




Start 


1 


End 


con 
U 


Name 


OJ990310 07.9819.C32.ol.np 


Method 


7\ 7\ T / M Zi D 
rtrt 1 / lN.rt.ir 


Start 


1 


End 


620 


GI 


4512231 


Score 


81 


Exons 


1..38, 253. .620 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


10272 


Seq. ID 




Gene No. 


21769 


Strand 




Start 


455 


End 


y / o 


Name 


OJ990310 07.9819.C34.ol.gs 


Method 


GENSCAN 


Start 


455 


End 


973 


GI 


none 


Score 


.46 


Exons 


455. .535, 9S8..973 






Seq. No. 


10273 


Seq. ID 


OJ990310_01.9819.C3 


Gene No . 


21770 


Strand 




Start 


1 


End 


5838 


Name 


OJ990310 01.9819.C3.ol.np 


Method 


AAT/NAP 


o tar c 


1 


End 


4588 


GI 


5524739 


Score 


75 


Exons 


1..69, 1665. .1828, 4558. .4588 






GI Descrip. 


(AF111169) KIAA0759 [Homo sapiens] 




Seq. No. 


10273 


Seq. ID 


OJ990310_01.9819.C3 


Gene No. 


21770 


Strand 




Start 


1 


End 


5838 


Name 


OJ990310 01.9819.C3.o2.gp 


Method 


AAT/GAP 


Start 


4001 


End 


5530 


GI 


355 1.R1084 


Score 


1754 


Exons 


4001. .4502, 4585.-4692, 4815. 


.4901, 4997. .5077, 5174. .5308, 




5494. .5530 






GI Descrip. 


• 404 9348/emb|CAA22573. 1 | 5.0e 


-30 (AL034567) putative protein 




[Arabidopsis thaliana] ' 






Seq. No. 


10273 


Seq. ID 


OJ990310_01.9819.C3 


Gene No. 


21770 


Strand 




Start 


1 


End 


5838 


Name 


OJ990310 01.9819.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


4247 


End 


5835 


GI 


none 


Score 


150 



10696 



Exons 



4247. .4480, 4249. .4362, 4251. .4511, 4252. 

4585. .4692, 4586. .4693, 4586. .4705, 4810. 

4813. .4911, 4997. .5077, 4998. .5078, 4999. 

5171..5308> 5175.. 5315, 5176.. 5310, 5483. 

5689. .5718, 5806. .5835 



,4500, 4551. .4685, 
,4902,. 4812. .4910, 
,5079, 5171. .5311/ 
,5530, 5491.. 5529, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10273 . Seq. ID 

21770 Strand 

1 End 

0 J 9 9 0 3 1 0_0 1.9819.C3.o2.gs Method 

4251 End 

none Score 

4251. .4502, 4997. .5077, 5174. .5308 



OJ990310_01.9819.C3 

5838 
GEN SCAN 
5308 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10273 Seq. ID OJ990310JD1 . 98 19 . C3 

21770 Strand 

1 End 5838 

OJ990310_01 . 98 19 . C3 . o2 . np Method AAT/NAP 

4254 End 5838 

3182921 Score 1150 

4254. .4502, 4585. .4692, 4815. .4901, 4997. .5077, 5174. .5308, 
5494. .5715, 5806. .5838 

ASPARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 

(GLUTAMINE-DEPENDENT 'ASPARAGINE SYNTHETASE) gi 11432054 (U55873) 
asparagine synthetase [Oryza sativa] gi | 1902 992 | dbj | BAA18951 | 
(D83378 ) asparagine synthetase [Oryza sativa] - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



10273 
21770 
1 

OJ990310_01. 9819.C3.ol. tc 
4332 
none 
4332. 
4589. 
4997. 



,4511, 4360. 

,4693, 4812. 

,5077, 5001. 

5179.. 5316, 5491. 



,4500, 4582. 

,4910, 4813. 

,5078, 5171. 
,5529 



10273 
21770 
1 

OJ990310_01. 9819.C3.ol ,ts 
4365 
none 
4365, 
4810. 



,4511, 4381. .4503, 4585, 
,4911, 4812. .4904, 4814. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 01. 9819. C3 



5838 

TBLASTX: Cress 
5529 
182 

4692, 4585. .4686, 4586. .4705, 
4911, 4814. .4924, 4814. .4921, 
5308, 5178. .5315, 5178. .5315, 



Seq. ID OJ990310 01. 9819. C3 



Strand 
End 

Method 
End 
Score 



5838 

TBLASTX : Soybean 
5529 
175 

4698, 4585. .4692, 4589. .4699/ 
4909, 4992. .5081, 4994. .5077, 



5017. .5082, 5156. .5308, 5163. .5315, 5166. .5315, 5491. .5529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10274 
21771 
1 

OJ990310_01. 
1 

6539553 
1..116, 151, 



9819.C5.ol.np 



3317 



Seq., ID. 

Strand 

End 

Method 

End 

Score 



OJ990310_01.9819.C5 

3326 
AAT/NAP 
3317 
5251 



(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 



10697 



Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 10274 Seq. ID 

Gene No. 21771 Strand 

Start 1 End 

Name OJ990310_01 . 9819 . C5 . o3 . ts Method 

Start 171 * End 

GI none Score 

Exons 171.. 377, 178.. 378 



OJ990310JU. 9819.C5 
3326 

TBLASTX: Soybean 

378 

113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10274 Seq. ID 

21771 Strand 

1 End 

OJ990310_01 . 9819 .C5 . o2 . tw Method 

231 End 

none Score 



OJ990310_01. 9819.C5 
3326 

TBLASTX: Wheat 

776 

50 



231. .416, 241. .372, 432. .776, 456. .629 



Seq. No. 

Gene No. 

Start 
iSS . Name 
W Start 
W GI 
\lt\ Exons 



10274 Seq. ID 

21771 Strand 

1 End 

OJ990310_01. 9819.C5.o3. tm Method 

312 End 

none Score 

312. .776, 459. .641 



OJ990310_01. 9819.C5 
3326 

TBLASTX: Maize 

77-6 

91 



i'li 



Seq. No. 
Gene No. 
| Start 
f Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10274 
21771 
1 

OJ990310_01.9819.C5.ol.ts 
447 

5509260 
447. .911 



10274 
21771 
1 

OJ990310_01. 9819.C5.ol. tc 

567 

none 

567. .818 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_01.9819.C5 
3326 

TBLASTX : Soybean 

911 

347 



Seq. ID OJ990310_01. 9819.C5 

Strand - ■ 

End 3326 

Method TBLASTX : Cress 

End 818 

Score 272 



Seq. No. 10274 

Gene No. 21771 

Start 1 

Name OJ990310_01 . 98 19 . C5 . ol . tw 

Start 831 

GI none 

Exons 831.. 1079, 831.. 1070, 848. 
1137. . 1586 



Seq. ID OJ990310_01.9819.C5 



Strand 
End 

Method 
End 
Score 
1078, 1099. 



3326 

TBLASTX: Wheat 

15,8 6 

204 

,1578, 1106. .1576, 



Seq. No. 10274 

Gene No. 21771 

Start 1 

Name OJ990310 01 . 98 19 . C5 . o2 . ts 



Seq. ID OJ990310_01.9819.C5 
Strand 

End 3326 

Method TBLASTX : Soybean 



10698 




Start 


1 O *D C 

1Z 3o 








End 


1634 




GI 


none 








Score 


38 




Exons 


xZoo . . 14(jy, 


13 b3 . 


T A A 1 
, . 1401 , 


1 /I 1 A 

1410. 


.1634, 14 


125. .1619, 1456. .1626 


Seq. No. 


10274 








Seq. ID 


OJ990310_01.9819 


.C5 


Gene No. 


21771 








Strand 


- 




Start 


1 








End 


3326 




Name 


/"NTAAA-DIA A 1 

ojyyuoio oi 


A O T A 

. 9819. 


C5 . o4 . 


tm 


Method 


.* TBLASTX: Maize 




Start 


"1 A O A 

1422 








End 


1856 




GI 


none 








Score 


73 




Exons 


1422 . . loOO, 


"1 A A C 

14 9 b . 


.1541 










Seq. No. 


10274 








Seq. ID 


OJ990310_01. 9819 


.C5 


Gene No. 


21771 








• Strand 


- 




Start 


1 








End 


3326 




Name 


/^TAAAOIA A 1 

OJ990310 01 . 


A O 1 A 

. 9819. 


Co . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


loo / 








End 


1925 




GI 


none 








Score 


t~ A 

69 




Exons 


loo / . . i92o, 


1 bUo . 


-1 T A *D 

.1/93 










Seq. No. 


10274 








Seq. ID 


OJ990310_01. 9819 


.C5 


Gene No. 


• 21771 








Strand 


- 




Start 


1 








End 


3326 




Name 


/"\ T A A A ^ "1 A AT 

OJ990310_01 . 


. 9819 . 


C5 . o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1644 








End 


2030 




GI 


none 








-Score 


80 




Exons 


1 /* A A *1 A A A 

1644 . . 1892, 


1881 . 


. 2030 










Seq. No. 


10274 








Seq. ID 


OJ990310_01.9819 


.C5 


Gene No. 


21771. 








Strand 






Start 


1 








End' 


3326 




Name 


/-\ T A A A O 1 a a i 

OJ990310 01, 


A O T A 

. 9819. 


C5 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


A A C *7 

2057 








End. 


2379 




GI 


none 








Score 


378 




Exons 


A A C 1 001 O 

20o I . . 22 lb , 


A A C O 

Z Odo . 


. 23d3 , 


A A C A 

2059 . 


.2352, 2059.. 2379 




Seq. No. 


10274 








Seq. ID 


OJ990310_01.9819 


.C5 


Gene No. 


21771 








Strand 






btart 


1 








End * 


3326' 




Name 


OJ 990310 01 . 


A O "1 A 


Co . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


A O *7 C 
2 b / O 








End 


3188 




GI 


none 








Score 


258 




Exons 


Zo f 0 . . Ol DO, 


O Q Q A 

Z a o 0 . 


.31/0, 


A O Q A 

2o oO . 


.3188 






Seq. No. 


10274 








Seq. ID 


OJ990310_01.9819 


.C5 


Gene No. 


21771 








Strand 






otart 


i 








End 


3326 




Name 


/^TAAAOIA ai 

OJ990310 01. 


A O "1 A 

9819. 


Co . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


O A O T 

2937 








.;End 


3326 




GI 


none 








Score 


224 




Exons 


2937 . . 3323 , 


2938 . 


. 3309, 


2940 . 


.3326 






Seq. No. 


10275 








Seq. ID 


OJ990310_01.9819. 


.C6 


Gene No. 


21772 








Strand 


+ 




Start 


409 








End . 


684 




Name 


OJ990310 01. 


9819. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


409 








End 


684 





10699 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2462056 Score 77 

409. . 684 

(Y13388) reverse transcriptase [Antirrhinum ma jus] 



10276 
21773 
69 

OJ990310_01. 9819. CIO. ol.gs 
69 

none 



Seq. ID OJ990310_01. 9819. CIO 

Strand + 

End 8547 

Method GENSCAN 

End 8277 

Score .85 



69. .229, 255. .383, 2021. .2351, 2533. .2686, 3174. .3335, 
4082. .4135, 4611. .4684, 4760. .4840, 5956 .. 6133, 6390 .. 6560, 
7167.. 7256, 7501.. 7616, 7709.. 7787, 8155.. 8277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



10276 
21773 
69 

OJ990310_01. 9819. C10. ol.gp 
2517 

8403 1.R1084 



Seq. ID OJ990310_01. 9819. C10 

Strand + 

End 8547 

Method AAT/GAP 

End 6088 

Score 1219 



2517. .2686, 3174. .3335, 4082. .4135, 4611. .4684, 4760. .4840, 
5956. .6088 

, 5640111/emb|CAB51544.1| 6.0e-34 (AJ243875) RAD23 protein 
[Lycopersicon esculentum] ' 



10276 
21773 
69 

OJ990310_01. 9819. C10. o2.np 

2621 

5640111 



Seq. ID OJ990310_01. 9819. C10 

Strand + 

End 8547 

Method AAT/NAP 

End 8268 

Score 908 



2621. .2686, 3174. .3335, 4082. .4135, 4611. .4684, 4784. .4840, 
5965. .6133, 6390. .6572, 7203. .7256, 7338. .7385, 7501. .7606, 
7708. .7787, 8155. .8268 

(AJ243875) RAD23 protein [Lycopersicon esculentum] 



Seq. No. 


10276 


Seq. ID 


OJ990310 


Gene No. 


21773 


Strand 


+ 


Start 


69 


End 


8547 


Name 


OJ990310 01. 9819. C10. o2.gp 


Method 


AAT/GAP 


Start 


6837 


End 


8547 


GI 


1173 1.R1084 


Score 


1146 


Exons 


6837. .6857, 7209. .7256, 7338. 


.7385, 7501. .7616, 




8155. .8547 






GI Descrip. 


1 5640111/emb|CAB51544 . 1 | 2.0e- 


-47 (AJ243875) RADi 




[Lycopersicon esculentum] 1 






Seq.- No. 


10276 


Seq. ID 


OJ990310 


Gene No. 


21774 


Strand 




Start 


1 


End 


740 


Name 


OJ990310 01. 9819. C10. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


740 


GI 


5042454 


Score 


277 


Exons 


1..90, 146. .248, 586. .740 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


10276 


Seq. ID 


OJ990310_ 



10700 



Gene No. 21775 Strand 

Start 2603 End 

Name OJ990310_01 . 98 19 . CIO . ol . tm Method 

Start 2603 End 

GI none Score 

Exons 2603.. 2689, 2620.. 2688, 3150. 

3174.. 3335, 5933.. 6133, 5958. 

6417. '..6542, 7167.. 7193, 7229. 

7335. .7385, 7494. .7613, 7498. 

7710. .7790, 7710. .7787, 8152. 

8380. .8505 



8505 

TBLASTX: Maize 
8505 
103 

.3335, 3155.. 3334, 3173.. 3337, 

.6134, 5986.. 6138, 6385.. 6408, 

.7255, 7230.. 7256, 7334.. 7384, 

.7614, 7498. .7614, 7681. .7788, 

.8274, 8153. .8263, 8155. .8277, 



Seq. No. 10276 

Gene No. 21775 

Start 2603 

Name OJ990310_01 . 98 19 . C10 . o2 . ts 

Start 2615 

GI none 

Exons 2615.. 2677, 2620.. 2682, 3174, 



Seq. ID . OJ990310_01.9819.C10 
Strand 

End 8505 
Method TBLASTX : Soybean 
End 3335 
Score 83 
.3335, 3179. .3331 



Seq.. No. 10276 

Gene No. 21775 

Start 2603 

Name OJ990310_01 . 9819 . C10 . o2 . tc 

Start . 2620 ' . 

GI ■ none 

Exons 2620.. 2688, 2621.. 2689, 3172, 
3174. .3335 



Seq. ID OJ990310_01. 9819. C10 
Strand 

End 8505 

Method TBLASTX : Cress 

End • 3335 

Score 91 

.3318, 3172. .3321, 3173.. 3325, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10276 
21775 
2603 

OJ990310_01. 9819.C10.o2.tw 

2620 

none 

2620.. 2688, 2621.. 2689, 3150, 
3174. .3335, 4090. .4128, 4090, 

10276 
21775 
2603 

OJ990310_01. 9819. C10. ol.ts 

5960 
none 

5960.. 6133, 5986.. 6129, 7322. 
7498. .7605, 7709. .7786, 7710. 
8159. .8272 



Seq. ID OJ990310_01. 9819. C10 
Strand 

End 8505 

Method TBLASTX : Wheat 

End 4131 

Score 92 

.3335, 3172.. 3333, 3173.. 3334, 
.4131 

Seq. ID OJ990310_01.9819.C10 
Strand 

End 8505 

Method TBLASTX : Soybean 

End 8272 

Score 252 

.7357, 7336. .7401, 7497. .7607, 
.7790, 8152. .8268, 8155. .8271, 



Seq. No. " 10276 

Gene No. 21775 

Start 2603 

Name OJ990310_01 . 9819 . C10 . ol . tc 

Start 6023 

GI none 

Exons 6023.. 6133, 6028.. 6138, 
7710. .7790, 7724. .7789, 



Seq. ID OJ990310_01. 9819. C10 
Strand 

End 8505 
Method TBLASTX : Cress 
End 8274 
Score 164 
7375. .7410, 7497. .7598, 7498.. 7590, 
8152. .8271, 8164. .8274 



10701 






Seq. No. 


10276 


Seq. ID 


OJ990310_01. 9819. C10 




Gene No. 


21775 


Strand 






Start 


2603 


End 


8505 




Name 


OJ990310_01. 9819. CIO. ol.tw 


Method 


TBLASTX: Wheat 




Start 


7229 


End 


8462 




GI 


none 


Score 


44 




Exons 


7229.-7255, 7230.. 7256, 7334 


..7384, 7335.. 7385, 7336.. 7401, 






7497.. 7 63 4, 7498.. 7614, 7710 


..'7790, 7710.. 7787, 8152.. 8283, 






oiir*"5 oooi qoi/' moft o vi 1 o 

8153. .8281, 8336. .8380, 8412 


. .8462 






Seq. No. 


10276 


Seq. ID 


OJ990310_01. 9819. C10 




Gene No. 


21776 


Strand 






Start 


1 c o c o 

15258 


End 


15641 




Name 


OJ990310_01 .9819. C10. o2.tm 


Method 


TBLASTX: Maize 




Start 


15258 


End 


15641 




GI 


none 


Score 


47 




Exons 


15258 .. 15641, 15397 .. 15456, 


15511. .15570 




Seq. No. 


10277 


Seq. ID 


OJ990310_01.9819.C11 




Gene No . 


21777 


Strand 


+ 




Start 


1 


End 


181 




Name 


OJ990310 01.9819.Cll.ol.np 


Method 


AAT/NAP 


□ 


Start 


1 


End 


181 




GI 


4539658 


Score 


64 


!. ^ 3 

:=?: 


Exons 


1..181 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein- [Sorghum 


:s ; : 
i jj 




bicolor] 






!!!| 


Seq. No. 


10277 


Seq. ID 


OJ990310_01. 9819.C11 


: ~E 


Gene No. 


21778 


. Strand 


+ 




Start 


257 


End 


1446 




Name 


OJ990310 01.9819.Cll.ol.gs 


Method 


GEN SCAN 




Start 


257 


End 


1446 


□ 


GI 


none 


Score 


.51 


\\ 


Exons 


257. .349, 1245. .1446 






!; z: 


Seq. No. 


10278 


Seq. ID 


OJ990310_01.9819.C12 


i. "t 


bene Mo. 


21779 


Strand 


+ 


U 


Start 


990 


End 


2989 


£11 


Name 


OJ990310 01,9819. C12.ol.np 


Method 


AAT/NAP 




Start 


990 


End 


2989 




GI 


5734721 


Score 


823 




Exons 


990. .1092, 1189. .1406, 1497. 


.2056, 2941.. 2989 




GI Descrip. 


(AC008075) Similar to gb|AF023472 peptide transporter from 






Hordeum vulgare and is a member of the 


PF 100854 Peptide 






transporter family. ESTs gb 


IT41927 and gb|AA395024 come frc 






this gene. [Arabidopsis thaliana] 






Seq. No.. , 


10278 


Seq. ID 


OJ990310 01.9819.C12 




Gene No. 


21779 


Strand 


+ 






990 


End 


2989 




Name 


OJ990310 01.9819.C12.ol.gs 


Method 


GENSCAN 




Start 


996 


End 


2371 




GI 


none 


Score 


.94 




Exons 


996. .1092, 1189.. 2184, 2295. 


.2371 






Seq. No. 


10278 


Seq. ID 


OJ990310_01. 9819.C12 



10702 




Gene No. 21779 

Start 990 

Name OJ990310_01 . 9819. C12 . ol 

Start 1061 

GI none 

Exons 1061.. 1090, 1062.. 1091, 

« Seq. ' No. 10278 

Gene No. 21779 

Start 990 

Name OJ990310_01 . 9819.C12 ,o2 

Start 1061 

GI none 

Exons 1061.. 1090, 1062.. 1091, 




Strand + 

End 2989 

.tc Method TBLASTX : Cress 

End 1739 

Score 42 
1188. .1406, 1220. .1402, 1656. .1739 

Seq. ID OJ990310_01.9819.C12 

Strand + 

End 2989 

.tm Method TBLASTX: Maize 

End 1349 

Score 50 
1188. .1349, 1191. .1271, 1220. .1348 





Seq. No. 


10278 


Seq. ID 


OJ990310 01.9819.C12 




bene ino. 


21779 


Strand 


+ 




Start 


990 


End 


2989 




Name 


OJ990310 01.9819.C12.ol.ts 


Method 


TBLASTX: Soybean 




btart 


1188 


End 


2072 






none 


Score 


239 




Exons 


1188. .1421, 1247. .1420, 1655. 


.1693, 1656. .1931, 1733. .1960, 


.3 35. 

: ; 




1983. .2072 






•• ?: 


oeq . mo . 


10278 


Seq. ID 


OJ990310_01. 9819.C12 


1. : ; 


Gene No. 


21779 


Strand 


+ 


' 


C" 4- -i v4- 

btart 


990 


End 


2989 




Name 


OJ990310 01.9819.C12.ol.gp 


Method 


AAT/GAP 




btaru 


1375 


End 


1842 




C T 


uC-osflM20204 7h06bl 


Score 


688 




Exons 


1375. .1406, 1497. .1842 






\ LP 


GI Descrip. 


1 5734721 /gb|AAD4 998 6.1 |AC00807 5_19 5.i 


0e-35 (AC008075) Simil, 






gb_AF023472 peptide transporter from ] 


Hordeum vulgare and is 




'osf 




member of the PF_00854 Peptide transporter family. ESTs 


'•K. 1 




gb_T41927 and gb AA395024 come from this gene. [Arabidopsis 


bi; 




thaliana] 1 






; *t 


Seq. No. 


10278 


Seq. ID 


-OJ990310_01. 9819.C12 


U 


Gene No. 


21779 


Strand 


+ 




Start 


990 


End 


2989 




Name 


OJ990310 01. 9819.C12.o2.tc 


Method 


TBLASTX: Cress 




Start 


1740 


End 


2072 




GI 


none 


Score 


180 




Exons 


1740. .1931, 1745. .I960, 1983. 


.2072 






Seq. No. 


10278 


Seq. ID 


OJ990310_01. 9819.C12 




Gene No. 


21779 


Strand 


+ 




Start 


990 


End 


2989 




Name 


OJ990310 01. 9819.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1742 


End 


2072 




GI 


none 


Score 


310 




Exons 


1742. .1939, 1743. .1931, 1770. 


.1940, 1940. .2068, 1992. .2072 




Seq. No. 


10279 


Seq. ID 


OJ990310_01. 9819.C13 




Gene No. 


21780 


Strand 






Start 


301 


End 


1021 




Name 


OJ990310 01. 9819.C13.ol.gp 


Method 


AAT/GAP 



10703 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



301 End 1021 

LIB3433-061-P1-K1-E7 Score 504 

301. .389, 471. .547, 651. .683, 926. .1021 

f 3882239/dbj IBAA34479.il 9.0e-ll (AB018302) KIAA0759 protein 
[Homo sapiens] 1 



10280 Seq.. ID 

21781 Strand 

785 End 
OJ990310_01. 9819.C14 .ol.gs Method 

785 End 

none Score 

785. . 955, 1449.71560 



OJ990310_01. 9819.C14 

1560 
GENSCAN 
1560 
.53 



Seq. No. 10280 

Gene No. 21782 

Start 1472 

Name O J 9 9 0 3 1 0_0 1.9819.C14.ol.tm 

Start 835 

GI none 
Exons 



OJ990310 01.9819.C14 



Seq. ID 
Strand 
End 

Method 
End 
Score 

835. .900, 901. .957, 901. .954, 903. .965, 1068. .1175, 1074. .1178, 
1075. .1179, 1075. .1182, 1277. .1372, 1280. .1369, 1284. .1376, 
1447. .1533, 1449. .1535, 1449. .1535, 1450. .1536 



1720 

TBLASTX: Maize 

1536 

96 



Seq. No.. 10280. Seq. ID OJ990310_01 . 9819 . C14 

Gene No. 21782 • Strand 

Start 1472 End 1720 

Name OJ990310J31 . 9819 . C14 . ol . gp Method AAT/GAP 

Start 1472 End 1720 

GI LIB3433-061-P1-K1-E7 Score 290 

Exons 1472.. 1560, 1642.. 1720 

GI Descrip. ' 3882239/dbj | BAA3447 9 . 1 | 9.0e-ll (AB018302) KIAA0759 protein 
[Homo sapiens] ' 



Seq. No. 


10281 




Seq. ID 


OJ990310_01.9819 


.C16 


Gene No. 


21783 




Strand 


+ 




Start 


518 




End 


666 




Name 


OJ990310 01. 


9819.C16.ol.gs ^ 


Method 


GENSCAN 




Start 


518 




End 


666 




GI 


none 




Score 


.76 




Exons 


518. .666 










Seq. No. 


10282 




Seq. ID 


OJ990310 01.9819 


.C17 


Gene No. 


21784 




Strand 


+ 




Start 


644 




End 


3132 




Name 


OJ990310 01. 


9819.C17.ol.gs 


. Method 


GENSCAN 




Start 


644 




End 


3132 




GI 


none 




Score 


.56 




Exons 


644. .731, 22 


81. .2429, 2583.. 


2641, 2832 


. .3132 




Seq. No. 


10282 




Seq. ID 


OJ990310_01.9819 


.C17 


Gene No. 


21785 




Strand 






Start 


3391 




End 


5599 




Name 


OJ990310 01. 


9819.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


2418 




End 


2846 




GI 


none 




Score 


291 




Exons 


2418. .2774, 


2444. .2728, 2799 


. .2846 







10704 



Seq. No. 10282 Seq. ID 

Gene No. 21785 Strand 

Start 3391 End 

Name OJ990310_01 . 9819 . C17 . o2 . gs Method 

Start 3391 End 

GI none ■ Score 
Exons 



OJ99031Q_01. 9819.C17 

5599 
GENS CAN 
5355 
.78 



3391. .3537, 3625. .3712, 3750;. 3883, 3982 .. 4253, . 4351 .. 44 62, 
4523. .4600, 4821. .4880, 4984. .5070, 5158. .5355 



Seq. No. 10282 Seq. ID 

Gene No. 21785 Strand 

Start 3391 End 

Name OJ990310_01 . 9819 . C17 . o2 . np Method 

Start 3394 End 

GI 422029 Score 

Exons 3394..3S37, 3625.. 3883, 3982.. 4253, 

4821. .4900, 5124. .5273, 5514. .5599 

GI Descrip. 



OJ990310_01. 9819.C17 

5599 
AAT/NAP 
5599 
888 

4351. .4408, 4523. .4600, 



transcription factor OBF3.2, ocs element-binding - maize 
gi I 297018 | emb|CAA48904 | (X69152) ocs-element binding factor 
[Zea mays] 



3.2 



Seq. No. 10282 

Gene No. 21785 

Start 3391 

Name " OJ990310_01 . 9819 . C17 . ol 

Start ' 3395 

GI none 

Exons 3395.. 3475, 3442.. 3537, 
3977. .4093, 4190. .4255, 

Seq. No. 10282 
Gene No. 21785 
Start 3391 

Name OJ990310_01 . 9819 . C17 . ol 

Start 3395 
GI none 

Exons 3395.. 3475, 3442.. 3537, 

3740. .3889, 3829. .3843, 
4190. .4255 



Seq. ID OJ990310_01.9819.C17 
Strand 

End 5599 
.tc Method TBLASTX : Cress 

End 4874 

Score 92 
3625. .3717, 3740. .3889, 3976. .4254, 
4523. .4600, 4524. .4604, 4812. .4874 

Seq. ID OJ990310_01.9819.C17 
Strand 

End 5599 
.ts Method TBLASTX : Soybean 

End 4255 

Score 8 9 
3445. .3540, 3625.. 3720, 3629.. 3712, 
3833. .38 92, 397 6. .4254,' 3977. .4 087, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10282 
21785 
3391 

OJ990310_01 . 9819. C17 . ol . tm 
3395 



OJ990310 01.9819.C17 



none 
3395. 
3623. 
4190. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3475, 3445.. 3537, 3466.. 3540, 3486.. 3539, 3599 
3691, 3625.. 3723, 3737 .. 3889, .-3973 .. 4254 , 3977 
4255, 4518;. 4604, 4523. .4600, 4812. ,4874 



5599 

TBLASTX: Maize 

4874 

89 



.3712, 
.4087, 



Seq. No. 10282 Seq. ID 

Gene No. 21785 Strand 

Start 3391 End 

Name OJ990310_01 . 9819 . C17 . o2 . tw Method 

Start 3737 End 

GI none Score 



OJ990310_01.9819.C17 
5599 

TBLASTX: Wheat 

3889 

185 



10705 



Exons 



3737. .3889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
I Start 
I GI 
\ Exons 
| GI Descrip. 

Seq. No. 
1 Gene No. 
i Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10282 
21785 
3391 

OJ990310_01.9819.C17.ol.tw 

4003 ■ 

none 

4003. .4254, 4004. .4087, 41S 
4812. .4868 

10283 
21786 
22 

OJ990310_01.9819-C18.ol.gs 

22 

none 

22. .146, 260. .662 

10283 
21787 
2531 

OJ990310_01.9819.C18.ol.np 

2444 

6539570 

2444. .2510, 2661. .2854 



10283 
21787 
2531 

OJ990310_01. 9819.C18.o2.gs 
2531 
none 

2531. .2609, 2653. .2798 

10284 
21788 
1 

OJ990310_01. 9819.C19.ol.np 
1 

6630699 
1. .107 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 


OJ990310 


Strand 




End 


5599 


Method 


TBLASTX: 


End 


4868 


Score 


83 


4255, 4518. .4601, 


Seq. ID 


OJ990310 


Strand 


+ 


End 


662 


Method 


GENSCAN 


End 


662 


Score 


. 78 


Seq. ID 


OJ990310 


Strand 




End 


2854 


Method 


AAT/NAP 


End 


2854 


Score 


200 


.n' [Oryza 


sativa] 


Seq. ID 


OJ990310 


Strand 




End 


2854 


Method 


GENSCAN 


End 


2798 


Score 


.49 


Seq. ID 


OJ990310 


Strand 


+ 


End 


107 


Method 


AAT/NAP 


End 


107 


Score 


90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10284 
21789 
243 

OJ990310_01. 9819.C19.o2.np 
243 

6539570 



Seq. ID OJ990310_01.9819.C19 

Strand + 

End 2224 

Method . AAT/NAP 

End 2224 

Score 154 



243. .437, 621. .712, 2131. .2224 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. No. 



10284 



Seq. ID OJ990310_01.9819.C19 



10706 



Gene No. 


21789 




Strand 


+ 


Start 


243 




End 


2224 


Name 


OJ990310 01. 


9819.C19.ol.gs 


Method' 


GENSCAN 


Start 


1036 




End 


1476 


GI 


none 




Score 


. 93 


Exons 


1036. . 1476 








Seq. No. 


10284 




Seq. ID 


OJ990310 


Gene No. 


21790 




Strand 


+ 


Start 


3099 




End ' 


11637 


Name 


OJ990310 01. 


9819.C19.o2.gs 


Method 


GENSCAN 


Start 


3099 




End 


11637 


GI 


none 




Score 


.56 


Exons 


3099. .3249, 


3566. .3693, 3749. 


.5756, 7407. .7846, 




9121. .10695, 


10936. . 11637 






Seq. No. 


10284 




Seq. ID 


OJ990310 


Gene No. 


21790 




Strand 


+ 


Start 


3099 




End 


11637 


Name 


OJ990310 01. 


9819.C19.o3.np 


Method 


AAT/NAP 


Start 


4272 




End 


11634 


GI 


6498441 




Score 


6761 


Exons 


4272. .5336, 


7383. .7846, 7910. 


.8283, 8467. .8603, 



7910. .8953, 



01.9819.C19 



8778. .9055, 
9247.. 9690, 9862.. 11259, 11353.. 11634 
GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 


10284 




Seq. ID 


OJ990310_01. 


9819. C19 


Gene No. 


21791 




Strand 


+ 




Start 


12996 




End 


15273 




Name 


OJ990310 01.9819.C19. 


o5 . np 


Method 


AAT/NAP 




Start 


12996 




End 


15135 




GI 


6721517 




Score 


429 




Exons 


12996. .13199, 14210.. 


14830, 


15012. .15135 




GI Descrip. 


(AP001072) Similar tc 


i polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


10284 




Seq. ID 


OJ990310_01. 


9819. C19 


Gene No. 


21791 




Strand 


+ 




Start 


12996 




End 


15273 




Name 


OJ990310 01.9819.C19. 


o4 . gs 


Method 


GENSCAN 




Start 


13924 




End 


15273 




GI 


none 




Score 


.82 




Exons 


13924. .15273 










Seq. No. 


10284 




Seq. ID 


OJ990310_01. 


9819. C19 


Gene No. 


21792 




Strand 






Start 


12283 




End 


13777 




Name 


OJ990310 01.9819.C19. 


o3 . gs 


Method 


GENSCAN 




Start 


12283 




End 


13777 




GI 


none 




Score 


.89 




Exons 


12283. .13359, 13775. . 


13777 








Seq. No. 


10284 




Seq. ID 


OJ990310_01. 


9819. C19 


Gene No. 


21792 




Strand 






Start 


12283 




End 


13777 




Name 


OJ990310 01.9819.C19. 


o4 . np 


Method 


AAT/NAP 





10707 




Start 


12286 








End 


1 

J. _> O O Zs 




GI 


5803259 








Score 


1399 




Exons 


12286. . 13389 














GI pescrip. 


(AP000399) hypothetical protein [Oryza 


O CI I L V u J 




Seq. No. 


10284 








Seq. ID 


OJ990310_01.9819, 


■ C19 


Gene No. 


21793 








Strand -s 






btart 


16733 




v.- 




End 


17848 ' h ' 




Name 


OJ990310_01. 


9819. 


C19.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


4 421 








End 


4813 




GI 


none 








Score 


56 




Exons 


4421. .4468, 


4475. 


.4573, 


4480. 


.4572, 4540. .4734, 4556. .4S 


513 


Seq. No. 


10284 








Seq. ID 


OJ990310JD1.9819, 


.C19 


Gene No. 


21793 








Strand 


- 




otart 


16733 








End 


17848 




Name 


OJ990310_01. 


9819. 


C19.o5. 


tm 


Method 


TBLASTX : Maize 




Start 


4 4 63 








EjUU 


4 711 




GI 


none 








Score 


197 




Exons 


4463. .4711, 


4463. 


.4699, 


4465. 


.4710 






Seq. No. 


10284 








Seq. ID 


OJ990310_01. 9819, 


.C19 


Gene No. 


21793 








Strand 


- 




Start 


16733 








End 


17848 




Name. 


OJ990310_01. 


9819. 


C19.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5552 








Cjna 


7 7 0 
//ZD 




GI 


none 








Score 


59 




Exons 


5552. .5641, 


7358. 


.7726, 


7462. 


.7722 






Seq. No. 


10284 - . * 








Seq. ID 


OJ990310_01.9819 


.C19 


Gene No. 


21793 








Strand 


- 




O 4- -, v- 4- 

otart 


16733 








End 


17848 




Name 


OJ990310_01. 


9819. 


C19.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7 917 










O J o u 




GI 


none 








Score 


96 




Exons 


7917. .8105, 


7918. 


.8373, 


7919. 


.8380 






Seq. No. 


10284 








Seq. ID 


OJ990310_01.9819 


.CI 9 


Gene No. 


21793 








Strand 






C 4- -> >-4- 

btart 


16733 








End 


17848 




Name 


OJ990310_01. 


9819. 


C19.o3. 


ts 


Method 


TBLASTX: Soybean 




O 4- — , 4- 

o tar l 


7 958 








End 


8323 




GI 


none 








Score 


117 




Exons 


7958. .8182, 


8189. 


.8323 










Seq. No. 


10284 








Seq. ID 


OJ990310_01.9819 


.C19 


Gene No. 


21793 








Strand 






otan 


16733 








End 


17848 




Name 


OJ990310 01. 


9819. 


C19.ol. 


tm 


Method 


TBLASTX: Maize 




O 4- — > v,4- 

btart 


8048 








End 


8404 




GI 


none 








Score 


392 




Exons 


8048. .8404, 


8083. 


.8394, 


8099. 


.8404 






Seq. No. 


10284 








Seq. ID 


OJ990310_01. 9819 


.C19 


Gene No. 


21793 








Strand 






Start 


16733 








End 


17848 




Name 


OJ990310 01. 


9819. 


C19.o3. 


tm 


Method 


TBLASTX: Maize 





10708 




Start 


8431 








End 


8815 




GI 


none 








Score 


358 




Exons 


8431 . .8796, 


8432 


. .8815 










Seq. No. 


10284 








Seq. ID 


OJ990310_01.9819, 


.C19 


Gene No. 


21793 








Strand 






Start 


16733 








End 


1 "7 O A O 

17848 




Name 


OJ990310 01. 


98i9 , 


. C19 . o2 . tw 




Method 


TBLASTX : Wheat 




Start 


8488 








End 


8913 




GI 


none 








Score 


4 96 




Exons 


8488 . . 8913, 


84 89, 


. . 8908 










Seq. No. 


10284 








Seq. ID 


OJ990310_01. 9819, 


.C19 


Gene No. 


21793 








Strand 






Start 


16733 








End 


1 1 O A O 

1 / o4 o 




Name 


OJ990310_01 . 


9.8 1 9 - 


. C19 . ol . ts 




Method 


TBLASTX : Soybean 




Start 


8567 








End 


o n "3 o 

o93o 




GI 


none 








Score 


O H O 




Exons 


8567 . . 8938, 


8584 , 


. . 8727 










Seq. No. 


10284 








Seq. ID 


OJ990310_01.9819, 


.C19 


Gene No. 


21793 








Strand 






Start 


16733 








End 


17848 




Name 


OJ990310_01 . 


9819 , 


.C19.o4 .tw 




Method 


TBLASTX: Wheat 




Start 


■9538 








End 


•9996 




GI 


none 








Score 


234 




Exons 


9538 . . 9786, 


9562 , 


..9786, 9627. 


.9800, 9847. .9996, 9856. .9993, 




9858 . . 9995 














Seq. No. 


10284 








Seq. ID 


OJ990310_01.9819. 


.C19 


Gene No . 


21793 








Strand 






Start 


16733 








End 


17848 




Name 


OJ990310_01 . 


9819 , 


.C19.o2.ts 




Method 


TBLASTX : Soybean 




Start 


9685 








End 


10251 




GI 


5666795 








Score 


68 




Exons 


9685 . . 9783, 


9859 , 


..9996, 10051 


. .10251 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) 


prpol [Zea 


mays] 




Seq. No. 


10284 








Seq. ID 


OJ9903f0_01.9819. 


>C19 


Gene No. 


21793 








Strand 






Start 


i r t n 

16733 








End 


17848 




Name 


OJ990310 01. 


9819. 


.C19.o9.tw 




Method 


TBLASTX: Wheat 




Start 


9999 








End 


10453 




GI 


none 








Score 


184 




Exons 


A A A A 1 A 1 "1 r 

9999 . .10175, 


10051. .10311, 


10400.. 10453 




Seq. No. 


10284 








Seq. ID 


OJ990310J31.9819, 


X19 


Gene No. 


21793 








Strand 






Start 


16733 








End-, 


17848 




Name 


OJ990310_01 . 


9819. 


.C19.o2.tm 




Method 


TBLASTX: Maize 




Start 


10513 








End 


10827 




GI 


none 








Score 


360 




Exons 


10513. .10827 


, 10548.. 10814 










Seq. No. 


10284 








Seq. ID 


OJ990310_01. 9819. 


,C19 


Gene No. 


21793 








Strand 






Start 


16733 








End 


17848 





10709 




Name 


OJ990310_01 . 9819 . CI 9 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


1064 1 




End 


11022 




GI 


none 




Score 


360 




Exons 


1064 1 .. 10697 , 10642. 




10645. .10896, 10743. .10991 




Seq. No. 


10284 




Seq. ID 


OJ990310_01.9819. 


C19 


Gene No. 


21793 




Strand 






Start 


16733 




End 


17848 




Name 


OJ990310_01 . 9819 . CI 9 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


11023 




End 


11625 




GI 


none 




Score 


266 




Exons 


11023 11313, 11028. 


. 11306, 


11500. . 11625 




Seq. No. 


10284 




Seq. ID 


OJ990310_01.9819. 


C19 


Gene No. 


21793 




Strand 






Start 


i /* i o o 
16733 




End 


17848 




Name 


OJ990310 01.9819.C19 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14146 




End 


14505 




GI 


none 




Score 


287 




Exons 


14 14 6 . . 14 505, 1414o. 


. 14o(Jl, 


14215. . 14505 




Seq. No. 


10284 




Seq. ID 


OJ990310_01.9819. 


C19 


Gene No. 


21793 




Strand 






Start 


16733 




End 


17848 




Name 


OJ990310_01 . 9819 .CI 9 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14386 




End 


14685 




GI 


none 




Score 


227 




Exons 


14386.. 14 68 5, 14400. 


.14489 








Seq. No. 


10284 




Seq. ID 


OJ990310_01.9819. 


C19 


Gene No. 


21793 




Strand 






Start 


16733 




End 


17848 




Name 


OJ990310 01.9819.C19 


. o7 . np 


Method 


AAT/NAP 




Start 


16181 




End 


17848 




GI 


5852180 




Score 


723 




Exons 


16181 .. 16250, 17019. 


. 17432, 


174 84. .17 638, 17757. .1784 8 




GI Descrip. 


/7\t i i o o /~ c \ -uunnm n 

(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 






Seq. No. 


10284 




Seq. ID 


OJ990310_01.9819. 


C19 


Gene No. 


21793 




Strand 






Start 


-1 /""TOO 

16733 




End 


17848 




Name 


OJ990310 01.9819.C19 


. o5 . gs 


Method 


GENSCAN 




Start 


16733 




End 


17432 




GI 


none 




Score 


.99 




Exons 


1 /" T O O 1 T Vl O O 

16733 . .17432 










Seq. No. 


10285 




Seq. ID 


OJ990310_01.9819. 


C20 


Gene No. 


21794 




Strand 


+ 




Start 


429 




End 


814 




Name 


OJ990310 01.9819.C20 


.ol.gp 


Method 


AAT/GAP 




Start 


429 




End 


814 




GI 


uC-osflcyp033a04bl 




Score 


645 




Exons 


429. .814 











GI Descrip. 1 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 

Seq. No. 10285 Seq. ID OJ990310_01 . 9819 . C20 



10710 




Gene No. 


21795 


Strand 










Start 


1500' 


End 


3665 








Name 


OJ990310 01.9819.C20.ol.np 


Method 










Start 


362 


End 


14 Do 








GI 


4680186 


Score 


"3 A A 








Exons 


362. .563, 1404. .1458 












GI Descrip. 


(AF111709) unknown [Oryza sativa sufosp. 


inaicaj 








Seq. No. 


10285 


Seq. ID 


OJ990310 


_01. 


,9819 


.C20 


Gene No. 


21795 


Strand 










Start 


1500 


End 


•3 c c c; 
o b bo 








Name 


OJ990310 01.9819.C20.ol.gs 


Method 










Start 


1500 


End 


obbo 








GI 


none 


Score 


. / y 








Exons 


1500. .2304, 2404. .3469, 3536. 


.3665 










Seq. No. 


10285 


Seq. ID 




n i 

U 1 . 




f on 


Gene No. 


21795 


Strand 










Start 


1500 


End 


3665 








Name 


OJ990310 01.9819.C20.o2.np 


Method 


7\ 7\ T> / NT Zi D 








Start 


1517 


End 


JODO 








GI 


5803259 


Score 


ZooZ 








Exons 


1517. .2304, 2404. .3665 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sat lva ] 








Seq. No. 


10286 


Seq. ID 


OJ990310 


_01. 


.9819 


.C21 


Gene No. 


21796 


Strand 










Start 


315 


End 


C Q c 

o Jo 








Name 


OJ990310 01.9819.C21.ol.tc 


Method 


m n T t\ pmv . 

TBLASTX : 


Cress 




Start 


303 


End 


4 60 








GI 


none 


Score 


7 j 








Exons 


303. .449, 317. .460, 318. .449, 


331. .459 










Seq. No. 


10286 


Seq. ID 


uj y y iiji u 


_01, 


.9819 




uene ino. 


21796 


Strand 










Start 


315 


End 


535 








Name 


OJ990310 01.9819.C21.ol.np 


Method 


AAT/NAP 








Start 


315 


End 


535' 








GI 


3182921 


Score 


213 








Exons 


315. .535 












GI Descrip. 


ASPARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 









(GLUTAMINE- DEPENDENT ASPARAGINE SYNTHETASE) gi 11432054 (U55873) 
asparagine synthetase [Oryza sativa] gi | 1902992 | dbj | BAA18951 | 





(D83378) 


asparagine 


synthetase [Oryza 


sativa] 




Seq. No. 


10286 






Seq. ID 


OJ990310_01.9819 


.C21 


Gene No. 


21796 






Strand 






Start 


315 






End 


535 




Name 


OJ990310 


_0;.9819.C21 


-. ol . tm 


Method 


TBLASTX: Maize 




Start 


317 






End 


460 




GI 


none 






Score 


199 




Exons 


317. .460, 


317. .457, 


331. .459 








Seq. No. 


10286 






Seq. ID 


OJ990310_01.9819 


.C21 


Gene No. 


21796 






Strand 






Start 


315 






End 


535 




Name 


OJ990310 


01.9819.C21 


.ol.ts 


Method 


TBLASTX : Soybean 





10711 



Start 


317 


End 


460 


GI 


none 


Score 


156 


Exons 


317. .460, 323. .457, 331. .459 




Seq. No. 


10286 


Seq. ID 


OJ990310_01 . 9819.C21 


Gene No. 


21796 


Strand 




Start 


315 


End 


535 


Name 


OJ990310 01.9819.C21.ol.gp 


Method 


AAT/GAP 


Start 


319 


End 


458 


GI 


355 1.R1084 


Score 


255 


Exons 


319. .458 






GI Descrip. 


' 4 04 934 8 /emb I CAA22573 . 1 1 5 . 


Oe-30 (AL034567) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


10286 


Seq. ID 


OJ990310_01. 9819.C21 


Gene No. 


21796 


Strand 


— 


Start 


315 


End 


535 


Name 


OJ990310 01.9819.C21.ol.gs 


Method 


GENSCAN 


Start 


319 


End 


457 


GI 


none 


Score 


. 96 


Exons 


319. .457 






Seq. No. 


10287 


Seq. ID 


OJ990310_01. 9819.C22 


Gene No. 


21797 


Strand 


- 


Start 


282 


End 


668 


Name 


OJ990310 01.9819.C22.ol.ts " 


Method 


TBLASTX : Soybean 


Start 


269 


End 


605 


GI 


none 


Score 


132 


Exons 


269. .349, 471. .605 






Seq. No. 


10287 


Seq. ID 


OJ990310_01.9819.C22 


Gene No. 


21797 


Strand 




Start 


282 


End 


668 


Name 


OJ990310 01. 9819.C22.ol.gs 


Method 


GENSCAN 


Start 


282 


End 


668 


GI 


none 


Score 


. 93 


Exons 


282. .391, 474. .668 






Seq. No. 


10288 


Seq. ID 


OJ990310_01. 9819.C23 


Gene No. 


21798 


Strand 




Start 


1 


End 


5269 


Name 


OJ990310 01.9819.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5127 


GI 


3182921 


Score 


1429 


Exons 


1..335, 427. .507, 705. .866, 


1160. .1254, 1439. .1534, 3084. .3225, 




3343.. 3438, 3738.. 3876, 504 


8. .5127 




GI Descrip. 


ASPARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 




(GLUTAMINE- DEPENDENT ASPARAGINE SYNTHETASE) gi 11432054 (U5587.3: 




-i asparagine synthetase [Oryz 


a sativa] gi | 1902992 | dbj | BAA18 951 | 




(D83378) asparagine synthetase [Oryza 


sativa] 


Seq. No. 


10288 


Seq. ID 


OJ990310_01. 9819.C23 


Gene No. 


21798 


Strand 




Start 


1 


End 


5269 


Name 


OJ990310 01. 9819.C23.ol.gp 


Method 


AAT/GAP 


Start 


308 


End 


5269 


GI 


355 1.R1084 


Score 


1893 



10712 



Exons 308.. 335, 427.. 507, 705.. 866, 1160.. 1254, 1439.. 1534, 

3084.. 3225, 3343.. 3438, 3738.. 3876, 5048.. 5269 

GI Descrip. * 4 04 9348/emb | CAA22573 . 1 | 5.0e-30 (AL034567) putative protein 
[Arabidopsis thaliana] ? 



Seq. No. 10288 

Gene No. 21798 

Start 1 

Name OJ990310_01 . 9819 . C23 . ol . gs 

Start 1164 

GI none 

Exons 1164.. 1171, 
5048. .5127 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_01. 9819.C23 

5269 
GENSCAN 
5127 
.81 



3084. .3225, 3343. .3438, 3738. .3876, 4678. .4842, 



Seq. No. 10288 
Gene No. 21799 
Start 6804 

Name OJ990310_01 . 9819 . C23 . ol. 

Start 103 
GI none 

Exons 103.. 150, 111.. 149, 309, 

427. .507, 706. .846, 706. 
1158. .1262, 1413. .1529, 
3082. ..3225, 3343.-3444, 
3737... 3877, 3750.. 3878, 



Seq. ID 
Strand 
End 

tm Method 
End 
Score 



OJ990310 01.9819.C23 



7794 

TBLASTX: Maize 
5246 
70 

.338, 411. .512, 425. .514, 425.-487, 
.867, 708. .869, 1157. .1246, 1158. .1262, 
1425. .1535, 1438. .1536, 3082. .3225, 
3344. .3439, 3736. .3879, 3736. .3876, 
504 7. .5136, 5051.' .5131, : 5211. .524 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10288 
21799 
6804 

OJ990310_01. 9819.C23.ol.tc 
111 



OJ990310 01.9819.C23 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
111. .149, 309. .338, 427. .507, 431. .514, 699. .869, 706. .846, 
708. .869, 1157. .1246, 1158. .1262, 1425. .1535, 1432. .1536, 
3068. .3214, 3082. .3225, 3082. .3225, 3343. .3444, 3344. .3439, 
3722. .3868, 3736. .3879, 3737. .3868, 3750. .3878, 5047. .5127, 
5051. .5125 



7794 

TBLASTX: Cress 

5127 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10288 
21799 
6804 

OJ990310_01.9819.C23.ol.ts 
3095 



OJ990310 01.9819.C23 



none 

3095. 

3343. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3181, 3095.. 3214, 3096.. 3224, 3097.. 3225, 3097.. 3225, 
3444, 3344. .3439, 3736. .3879, 3742. .3876, 3750. .3878, 



7794 

TBLASTX : Soybean 

5128 

107 



5047. .5127, 5051. .5128 



Seq. No. 10288 Seq. ID 

Gene .No. 21799 Strand 

Start 6804 End 

Name OJ990310_01 . 9819 . C23 . o3 . gp Method 

Start 6804 End 

GI 59956_1.R1084 Score 

Exons 6804.. 7246 

GI Descrip. 1 5670155/gb| AF161269. 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ990310_01. 98I9.C23 

7794 
AAT/GAP 
7246 
756 



10713 




Seq. No. 


10288 




Seq. ID 


OJ990310_01.9819 


C23 


bene lno . 


9 1 7 QQ 

Z X / -3 ¥ 




Strand 








DOU4 




End 


7794 




Name 


Uu !75U JlU UX 


.9819.C23.o2.gs 


Method 


ft RN SCAN 




otari 


£ Q £ Q 

d y d y 




End 


77Q4 




bl 


none 




Score 


. 72 






* / U ?4 / 


7357. .7463, 7704. .7794 






Seq. No. 


10289 




Seq. ID 


OJ990310JU.9819 


C24 


bene wo . 


9 1 a nn 




Strand 






btart 


0 1 "5 




End 


J U D 




Name 




.9819.C24.ol.gs 


Method 


O Hi LN O k_,rt.lN 




btart 


0 1 *5 




End 






bX 


none 




Score 


79 




Exons 


X J . . jUO 










Seq. No. 


10290 




Seq. ID 


OJ990310_01.9819 


C25 


Gene No. 


21801 




Strand 


+ 




Of 3 v+- 


i 
x 




End 


279 




Name 


riTQQn^in ni 


.9819.C25.ol.np 


Method 


AAT/NAP 




otart 


1 




End 


279 




bl 


fl DOUltJ J 




Score 


132 




Exons 


1 97 Q 










GI Descrip. 


/ n in i i 7 n cn 


gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


10290 




Seq. ID 


OJ990310_01.9819 


.C25 


Gene No. 


Z loUZ 




Strand 






btart 


a n 
4 U 




End 


53 




Name 


ujyyu^xu ux 


.9819.C25.ol.gs 


Method 


GEN SCAN 




btart 


ft U 




End 


53 




C T 
bX 


none 




Score 


. 65 




Exons 


AH 










Qpo No 


10291 




Seq. ID 


OJ990310_01.9819- 


.C26 


Gene No. 


21803 




Strand 


+ 




Start 


1 




End 


1143 




Name . 


OJ990310 01 


.9819.C26.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1143 




GI 


6539553 




Score 


1692 




Exons 


1. .1143 










GI Descrip. 


(AP000836) 


Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


10291 






Seq. ID 


OJ990310_01.9819 


.C2 6 


Gene No. 


21804 






Strand 






Start 


649 






End 


1201 




Name 


OJ990310 01 


9819.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


179 






End 


529 




GI 


none 






Score 


307 




Exons 


179. .427, 1$ 


31. .525, 182. 


.526, 


476. .529 






Seq. No. 


10291 






Seq. ID 


OJ990310_01.9819 


.C26 


Gene No. 


21804 






Strand 






Start 


649 






End 


1201 





10714 






Name 


OJ990310_01 . 9819 . C26 . ol . tm 


Method 


TBLASTX : Maize 




Start 


344 


End 


676 




GI 


none 


Score 


280 




Exons 


344. .676, 344. .643, 352. .675 








Seq. No. 


10291 


Seq. ID 


/"\-rAAAA1A A 1 aa 1 rt /"^ A /" 

OJ990310_01 . 9819 . C26 




Gene No. 


21804 


Strand 






Start 


649 


End 


1201 




Name 


OJ9 90310^01 .9819.C26.ol.tw 


Method 


TBLASTX : Wheat 




Start 


532 


End 


1 a a c 

1005 




GI 


none 


Score 


98 




Exons 


532. .600, 533. .607, 533. .613, 


622 . . 882 , 


A A OAT /"AO O A A 

622. .891, 623..892, 






890. .928, 892. .1005, 892. .972 








Seq. No. 


10291 


Seq. ID 


OJ990310_01.9819.C26 ' 




Gene No. 


21804 


. Strand 






Start 


64 9 


End 


1 A A 1 

12U1 




Name 


OJ990310 01 . 9819 . C26 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


539 


End 


871 




GI 


none 


Score 


A A 

90 




Exons 


539. .652, 565. .645, 671. .871, 


671 . .859 




: ci 
! 


Seq. No. 


10291 


Seq. ID 


OJ990310 01.9819.C26 


Z. ST 
El 


Gene No. 


21804 


Strand 


- 


-J 


Start 


649 


End 


1201 




Name 


OJ990310_01. 9819.C26.ol.gs, 


Method 


GEN SCAN 


>]j 

Li 


Start 


649 


End 


1201 


:sF 


GI 


none 


Score 


. 61 


-If 


Exons 


649. . 976, 1066. .1201 






: 

: : : 


Seq. No. 


10292 


Seq. ID 


/NTAAAOIA a i a o i a /^ot 

OJ990310 01.9819.C27 


i i 


Gene No. 


21805 


Strand 


+ 




Start 


1 


End 


451 


;s : 


Name 


OJ990310 01.9819.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


451 




GI 


6539553 


Score 


221 




Exons 


1. .451 






:) 


GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 


!: 




(D85597) [Oryza sativa] gi 16539590 | dbj | BAA8 8206 . 1 1 (AP000837 ) .-. 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. 


10292 


Seq. ID 


OJ990310_01.9819.C27 




Gene No. 


21806 


Strand 


+ 




Start 


2416 


End 


5900 




Name 


OJ990310 01.9819.C27.o2.np 


Method 


AAT/NAP 




Start 


2416 


End 


5900 




GI 


5042463 


Score 


94- 




Exons 


2416. .2437, 4274. .4490, 5157.. 


5303,. 5356.. 5506, 5687.. 5900 




GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


10292 


Seq. ID 


OJ990310_01.9819.C27 




Gene No. 


21807 


Strand 






Start 


3662 


End 


6584 




Name 


OJ990310 01.9819.C27.o3.np 


Method 


AAT/NAP 




Start 


3662 


End 


6575 




GI 


6815107 


Score 


107 



10715 



Exons 3662.. 3691, 6122.. 6575 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


10292 








Seq. ID 


OJ990310_01.9819 


. C27 


Gene No. 


21807 








Strand 






Start 


3662 








End 


' 6584 




Name 


OJ990310 01 


. 9819 . 


C27 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6243 








End 


6584 




GI 


none 








Score 


58 




Exons 


6243 . .6422, 


6247 . 


. 6387, 


6420 . 


.6566, 6420.. 6584 




Seq. No. 


10293 








Seq. ID 


OJ990310_01.9819 


. C28 


Gene No. 


21808 








Strand 






Start 


1128 








End 


2376 




Name 


OJ990310_01 


. 9819 . 


C28 . ol 


.gs 


Method 


GENSCAN 




Start 


1128 








End 


2308 




GI 


none 








Score 


.95 




Exons 


1128. .2171, 


2210. 


.2308 










Seq. No. 


10293 








Seq. ID 


OJ990310_01.9819 


.C28 


Gene No. 


21808 








Strand 






Start 


1128 








End 


2376 




Name 


OJ990310_01 


.9819. 


C28.ol 


.np 


Method 


AAT/NAP 




Start 


1134 








End 


2376 




GI ■ 


4432824 








Score 


894 




Exons 


1134. .2376 














GI Descrip. 


(AC006593) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


10293 








Seq. ID 


OJ990310_01.9819 


.C28 


Gene No. 


21809 








Strand 






Start 


3132 








End 


3547 




Name 


OJ990310 01 


. 9819. 


C28.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1317 








End 


1655 




GI 


none 








Score 


130 




Exons 


1317 . . 1583, 


1320. 


.1655 










Seq. No. 


10293 








Seq. ID 


OJ990310_01.9819 


. C28 


Gene No. 


21809 








Strand 






Start 


3132 








End 


3547 




Name 


OJ990310 01 


. 9819. 


C28.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1320 








End 


1589 




GI 


none 








Score 


64 




Exons 


1320 . . 1589, 


1356. 


.1532 










Seq. No. 


10293 








Seq. ID 


OJ990310_01.9819 


. C28 




ZIOU J 








Strand 






Start 


3132 








End 


3547 




Name 


OJ990310 01 


.9819. 


C28.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2103 








End 


2314 




GI 


none 








Score 


63 




Exons 


2103. .2210, 


2104. 


.2163, 


2210. 


.2314, 2226.. 2300 




Seq. No. 


10293 








Seq. ID 


OJ990310_01.9819 


.C28 


Gene No. 


21809 








Strand 






Start 


3132 








End 


3547 




Name 


OJ990310 01 


.9819. 


C28.o2 


.gs 


Method 


GENSCAN 





10716 




Start 


3132 


End 


3547 




GI 


none 


Score 


C 1 

. Ol 




Exons 










Seq. No. 


10294 


Seq. ID 


ojyyujiu oi.yyiy. 


C29 


Gene No. 


21810 


Strand 






Start 


1 


End 


4714 




Name 


OJ990310 01.9819.C29.ol'.np 


Method; 


AAT/NAP 




Start 


1 


End 


4/14 




GI 


5042454 


Score 


ion 
139 




Exons 


1..79, 4187. .4280, 4617. .4714 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat lva ] 




Seq. No. 


10295 


Seq. ID 


OJ99U31U 01.9819. 


C30 


Gene No. 


21811 


Strand 


+ 




Start 


1 


End 


3922 




Name 


OJ990310 01.9819.C30.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3922 




GI 


6466937 


Score 


2061 




Exons 


1..2820, 3860. .3922 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops. 




thaliana] 








'**: Seq. No. 


10295 


Seq. ID 


OJ990310 01.9819. 


C30 


; *=* Gene No. 


21811 


Strand 


+ 




i!f 1 Start 


•1 


End 


3922 




Name 


OJ990310 01.9819.C30.ol.gp 


Method 


AAT/GAP 




r"; Start 


3084 


End 


3247 




: = GI 


65969 1.R1084 


Score 


271 




i.Ls „ 

r ;; Exons 


3084. .3247 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


149 Oryza sativa 




i fcr 


indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


r=i Seq. No. 


10295 


Seq. ID 


OJ990310_01.9819. 


C30 


i", r Gene No. 


21812 


Strand 






*' Start 


3541 


End 


5943 




! sc! Name 


OJ990310 01.9819.C30.o2.tm 


Method 


TBLASTX: Maize 




Start 


126 


End 


599 




GI 


none 


Score 


588 




Exons 


126. .599, 128. .589, 177. .596 








Seq. No. 


10295 


Seq. ID 


OJ990310_01.9819. 


C30 


Gene No. 


21812 


Strand 






Start 


3541 


End 


5943 




Name 


OJ990310 01.9819.C30.o4.ts 


Method 


TBLASTX: Soybean 




Start 


126 


End 


413 




GI 


none • 


Score 


180 




Exons 


126. .413 








Seq. No. 


10295 ■ 


Seq. ID 


OJ990310_01.9819. 


C30 


Gene No. 


21812 


Strand 






Start 


3541 


End 


5943 




Name 


OJ990310 01.9819.C30.o4.tw 


Method 


TBLASTX: Wheat 




Start 


132 


End 


545 




GI 


none 


Score 


324 




Exons 


132. .545, 209. .502 









10717 



Seq. No. 10295 

Gene No. 21812 

Start 3541 

Name OJ990310_01 . 98 19 . C30 . o3 . ts 

Start 510 

GI ' none 

Exons 510.. 869 



Seq. ID OJ990310_01.9819.C30 
Strand 

End 5943 

Method TBLASTX : Soybean 

End 869 

Score 320 



Seq. No. 10295 

Gene No. 21812 

Start 3541 

Name OJ990310_01 . 9819 . C30 . o3 . tw 

Start 594 

GI none 

Exons 594.. 995, 626.. 961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

= a l 

«; Seq. No. 
0 Gene No. 
Pjj Start 
f'i Name 
T s j Start 
GI 

Exons 



i Seq. No. 
! =e Gene No . 
]% Start 

Name 
! " Start 

,;i gi 

Exons 



Seq. ID OJ990310_01.9819.C30 
Strand 

End 5943 

Method TBLASTX : Wheat 

End 995 

Score 336 



10295 
21812 
3541 

OJ990310_01.9819.C30.o4.tm 

614 
none 

614. .1069, 618. .1073, 885. .1073, 1031. .1144 



Seq. ID OJ990310_01.9819.C30 
Strand 

End 5943 

Method TBLASTX: Maize 

End 1144 

Score 525 



10295 

21-812 • 4/ 

3541 

OJ990310_01.9819.C30.o5.tm 

1145 

none 



Seq. ID OJ990310_01.9819.C30 
Strand 

End 5943 

Method TBLASTX : Mai ze 

End 1567 

Score 232 



1145. .1333, 1145. .1294, 1147. .1314, 1337. .1567, 1435. .1566 



10295 
21812 
3541 

OJ990310_01. 9819.C30.ol.tw 

1316 

none 

1316. .1735, 1444. .1734 



Seq. No. 10295 

Gene No. 21812 

Start 3541 

Name OJ990310_01 . 9819 . C30 . ol . tm 

Start 1568 

GI none 
Exons 



Seq. ID OJ990310_01. 9819.C30 
Strand 

End 5943 

Method TBLASTX : Wheat 

End 1735 

Score 371 



Seq. ID OJ990310_01.9819.C30 
Strand 

End 5943 

Method TBLASTX : Maize 

End 2203 

Score 796 



1568. .2203, 1570. .2202, 1799. .2203 



Seq. No. 10295 

Gene No. 21812 

Start 3541 

Name OJ990310JD1 . 9819 . C30 . o2 . ts 

Start 1604 

GI none 

Exons 1604.. 1975, 1627.. 1971 



Seq. ID OJ990310_Q1. 9819.C30 
Strand 

End 5943 

Method TBLASTX : Soybean 

End 1975 

Score 338 



Seq. No. 



10295 



Seq. ID OJ990310_01.9819.C30 



10718 



r 




Gene No. 


21812 








Strand 


- 


Start 


3541 








End 


5943 


Name' 


OJ990310 01 


. 9819. 


C30.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


1823 








End 


2215 


GI 


none 








Score 


294 


Exons 


1823. .2215, 


1915. 


. 2202 








Seq. No. 


.10295 








Seq. ID 


OJ990310_01.9819.C30 


Gene No. 


21812 








Strand 




Start 


3541 








End 


5943 


Name 


OJ990310 01 


. 9819. 


C30.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2207 








End 


2969 


GI 


none 








Score 


35 


Exons 


2207 . .2227, 


2246. 


.2881, 


2261 . 


.2566, 2702. .2821, 2882. .2962, 




2888 . .2962, 


2946. 


.2969 








Seq. No. 


10295 








Seq. ID 


OJ990310_01. 9819.C30 


Gene No. 


21812 








Strand 




Start 


3541 








End 


5943 


Name 


OJ990310 01 


. 9819. 


C30.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2270 








End 


2620 


GI 


none 








Score 


344 


Exons 


2270. .2620, 


2303. 


.2563, 


2305. 


.2571 




Seq. No. 


10295 








Seq. ID 


OJ990310_01. 9819.C30 


Gene No. 


21812 








Strand 




Start 


3541 








End 


5943 


Name 


OJ990310 01 


.9819. 


C30.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


3250 








End ; 


4507 


GI 


none 








Score 


67 


Exons 


3250. .3363, 


3266. 


.3322, 


3352. 


.3435, 3415. .3444, 3473. .3490, 




3565. .3681, 


3569. 


. 3682, 


3803. 


.4036, 3808. .4071, 4214. .4501, 




4228 . . 4404, 


4232. 


.4507 








Seq. No. 


10295 








Seq. ID 


OJ990310_01.9819.C30 


Gene No. 


21812 








Strand 




Start 


3541 








End 


5943 


Name 


OJ990310_01 


. 9819. 


C30.o2 


.gs 


Method 


GENSCAN 


Start 


3541 








End 


4961 


GI 


none . 








Score 


.69 


Exons 


3541 . .4101, 


4229. 


.4516, 


4589. 


.4732, 4929.. 4961 


Seq. No. 


10295 








Seq. ID 


OJ990310_01.9819.C30 


Gene No. 


21812 








Strand 




Start 


3541 








End 


5943 


Name 


OJ990310 01 


.9819. 


C30.o2 


.np 


Method 


AAT/NAP 


Start 


3632 








End 


5943 


GI 


6957707 








Score 


559 


Exons 


3632 . .4101, 


•4229. 


.4524, 


5923. 


.5943 




GI Descrip. 


(AC021640) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


10295 








Seq. ID 


OJ990310_01. 9819.C30 


Gene No. 


21812 








Strand 




Start 


3541 








End 


5943 


Name 


OJ990310 01 


. 9819. 


C30.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3787 








End 


4501 


GI 


none 








Score 


80 



10719 






Exons 


3 /o7 . . 403o , 391 / . . 40 39, 4223. 


.4498, 4223. .4501, 4371. .4499 




Seq. No. 


10295 


Seq. ID 


OJ990310 01.9819. 


C30 




Gene No. 


21812 


Strand 


- 






Start 




End 


5943 






Name 


ojyyujiu ui.9oi9.C30.oi.tc 


Method 


TBLASTX: Cress 






Start 


4214 


End 


4501 


■? 




GI 


none 


Score 


70 - 






Exons 


4214. .4501, 4220. .4498 










Seq. No. 


10296 


Seq. ID 


OJ990310_01. 9819. 


L,3 1 




Gene No. 


21813 


Strand 


+ 






Start 


1781 


End 


4086 






Name 


OJ990310 01-9819. C31.o2.np 


Method 


AAT/NAP 






Start 


1781 


End 


3996 






GI 


4432824 


Score 


155 






Exons 


1781. .1806, 3702. .3996 










GI Descrip. 


(AC006593) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819. 


C31 




Gene No. 


21813 


Strand 


+ 






Start 


1781 


End 


4086 






Name 


OJ990310 01. 9819.C31.o2.gs 


Method 


GENSCAN 






Start 


3820 


End 


4086 






GI 


none 


Score 


.73 




:""fi 


Exons 


3820/.4086 








ri i 

a; 


Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819. 


C31 


t ; 


Gene No. 


21814 


Strand 






:.LI 


Start 


1 


End 


3823 






Name 


OJ990310 01.9819.C31.ol.np 


Method 


AAT/NAP 




I b? 


Start 


1 


End 


3823 






GI 


6466937 


Score 


836 






Exons 


1..1669, 1697. .2159, 3738. .3823 






f s i 


GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 








f, "1 


Seq. No. 


102 96 


Seq. ID 


.PJ990310_01.9819. 


C31 




Gene No. 


21814 


Strand 






□ 


btart 


1 


End 


3823 




n 


Name 


OJ990310 01.9819.C31.ol.gs 


Method 


GENSCAN 






Start 


316 


End 


2523 






GI 


none 


Score 


.66 






Exons 


316. .1196, 1274. .1311, 1463.. 


2523 








Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819. 


C31 




Gene No . 


21814 


Strand 








Start 


1 


End 


3823 






Name 


OJ990310 01.9819.C31.ol.gp 


Method 


AAT/GAP 






Start 


2413 


End 


2883 






GI 


65969 1.R1084 


Score 


792 






Exons 


2413. .2883 










GI Descrip. 


1 5852170/embl AL117265.il OST17804 1 . Oe- 


149 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 


1 




Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819. 


C31 




Gene No. 


21815 


Strand 







10720 






Start 


5490 


End 


6239 




Name 


OJ990310_01 . 9819 . C31 . ol . tm 


Method 


TBLASTX: Maize 




Start 


166 


End 


639 




GI 


none 


Score 


206 




Exons 


"i s~ r\ iron i •— i /- ■"i 

166. .639, 169. .588, 176. .637 








Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819.C31 




Gene No. 


21815 


Strand 






Start 


5490 


End 


6239 




Name 


OJ990310_01 . 9819. C31 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


220 


End 


702 




GI 


none 


Score 


179 




Exons 


220 . . 702 , 2 63 .. 556 








Seq. No. 


10296 


Seq. ID 


OJ990310 01.9819.C31 




Gene No. 


21815 


Strand 


- 




Start 


5490 


End 


6239 




Name 


OJ990310_01 .9819.C31.o2.ts 


Method 


TBLASTX : Soybean 




Start 


352 


End 


666 




GI 


none 


Score 


198 




Exons 


352 . . 666 








Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819.C31 


:=? c s 


Gene No. 


21815 


Strand 




Q 


Start 


5490 


End 


6239 




Name 


OJ990310 01.9819.C31.o3.tm 


Method 


TBLASTX: Maize 


: s ; ! 
;s:.: 


Start 


948 


End 


1242 


; Li 

{ SS*j 


GI 


none 


Score 


122 


: 1 t 


Exons 


948. .1034, 949. .1230, 949. .1242 




'3 «; 


Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819.C31 


"if 


Gene No. 


21815 


Strand 




; Ef 


Start 


5490 


End 


6239 


3; 


Name 


OJ990310 01. 9819.C31.o3.np 


Method 


AAT/NAP 




Start 


5270 


End 


6239 




GI 


5734716 


Score 


252 


is ss 


Exons 


5270.. 5377, 5709.. 5893, 5978. 


.6049, 6143. .6239 




GI Descrip. 


(AC008075) Simialr to gb|AF049928 PGP224 protein from Petunia 


o 




hybrida. [Arabidopsis thaliana] 




a 


Seq. No. 


10296 


Seq. ID 


OJ990310_01.9819.C31 




Gene No. 


21815 


Strand 






Start 


5490 


End 


6239 




Name 


OJ990310 01.9819.C31.o3.gs 


Method 


GENSCAN 




Start 


5490 


End 


6222 




GI 


none 


Score 


.6 




Exons 


5490. .5893, 5978. .6049, 6143. 


.6222 






Seq. No. 


10296 


Seq. ID 


OJ990310JD1. 9819. C31 




Gene No. 


21815 


Strand 






Start 


5490 


End 


6239 




Name 


OJ990310 01.9819.C31.o2.tm 


Method 


TBLASTX: Maize 




Start 


5665 


End 


6194 




GI 


none 


Score 


127 




Exons 


5665. .5844, 5682. .5876, 5736. 


.5873, 5979.. 6047, 5980.. 6033, 



6126. .6194 



10721 



Seq. No. 10296 

Gene No. 21815 

Start 5490 

Name OJ990310_01 .9819. C31 . ol . tc 

Start 5682 

GI none 
Exons 



Seq. ID OJ990310_01.9819.C31 
Strand 

End 6239 

Method TBLASTX : Cress 

End 6192 

Score 81 



5682.-5867, 5701.. 5862, 5943.. 6047, 5980.. 6033, 6141.. 6191, 
6154. .6192 



Seq. No. 10296 

Gene No. 21815 

Start 5490 

Name OJ990310JD1 . 9819 . C31 . ol . ts 

Start 5682 

GI none 
Exons 



Seq. ID OJ990310_01.9819.C31 
Strand 

End 6239 

Method TBLASTX : Soybean 

End 6188 

Score 7 9 

5682..5867, 5683. .5853, 5979. .6047, 5980. .6033, 6126. .6188 



Seq. No. 10296 

Gene No. 21815 

Start 5490 

Name OJ990310_01 . 9819 . C31 . o2 . tw 

Start 5711 

GI none 
Exons 



Seq. ID OJ990310_01.9819.C31 
Strand 

End 6239 

Method TBLASTX : Wheat 

End 6185 

Score 117 



5711. .5863, 5712. .5867, 5713. .5853, 5736. .5864, 5943. .6047, 
5950. .6033, 5984. ..6049, 6141. .6185 . 



Seq. No. 10297 

Gene No. 21816 

Start 1556 

Name OJ990310_01 . 9819 . C32 . ol .gs 

Start 1556 

GI none 

Exons 1556.. 1794, 2272.. 2485 



Seq. ID OJ990310_01.9819.C32 
Strand 

End 97 63 

Method GENSCAN 

End 2485 

Score 1 



Seq. No. 10297 

Gene No. 21816 

Start 1556 

Name 0 J990310_0 1.9819. C32 . ol . np 

Start x 1720 

GI 6523547 

Exons 1720.. 1768, 7565.. 8798 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. ID OJ990310_01. 9819.C32 
Strand 

9763 
AAT/NAP 
8798 
357 



End 

Method 

End 

Score 



Seq. No. 10297 

Gene No. 21816 

Start 1556 

Name OJ990310_01 . 9819 . C32 . o2 . gs 

Start 5128 

GI none 
Exons 



Seq. ID OJ990310_01.9819.C32 
Strand 

End 97 63 

Method GENSCAN 

End 97 63 

Score .73 



5128. .5333, 6926. .6986, 7327. .7531, 7600. .7693, 7787. .8081, 
8449. .8596, 9207. .9281, 9705. .9763 



Seq. No. 10297 

Gene No. 21816 

Start 1556 

Name OJ990310_01 . 9819 . C32 . ol . gp 



Seq. ID OJ990310_01.9819.C32 
Strand 

End 9763 

Method AAT/GAP 



10722 



Start 5683 End 5795 

GI uC-osflcyp088bl2bl Score 168 

Exons , 5683.-5795 

GI Descrip, 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


10298 




beq. iu 




pi i 

U 1 


. y o i y 


. loo 


Gene no . 


21817 




Of V , V, ^ 

otrana 


+ 








Start 


201 




End 


2359 








Name 


OJ990310 01.9819.C33.ol 


.gs 


Method 


GENSCAN 








btart 


201 




17— -J 

hjna 


zooy 










none 




Score 










Exons 


201. .351, 1299. .1484, 1675.. 


1 QOO Ol OA 


O "3 Q 

. . £ jj y 








beq. no. 


10298 




beq. id 




n i 


QQ1 Q 

. y o i y 


CXI 
. L,00 


Gene No . 


21818 




Strand 


T 








Start 


5209 




End 


6459 








Name 


OJ990310 01. 9819.C33.o3 


.gs 


Method 


GENSCAN 








Start 


5209 














GI 


none 




Score 


"7 O 








Exons 


5209. .5639, 5868. .6078, 


6451 












Seq. No. 


10298 




Seq. ID 


oj y yuoiu 


U I 


no i n 

. yo iy 


. Coo 


Gene No. 


21819 




Strand 










Start 


2379 




End 


o <z c o 

z bby . 








Name 


OJ990310 01.9819.C33.ol 


.gp 


Method 


AAT/GAP 








Start 


2379 * 




"End 


2669 








GI 


d n r o a o o 
O / DZDOO 




Score 


521 








Exons 


2379. .2669 














Seq. No. 


10298 




Seq. ID 


OJ990310_ 


_01 


.9819 


.C33 


Gene No . 


21820 




Strand 










C-l 1 

otsrt 


2596 




End 


3203 








Name 


OJ990310 01. 9819.C33.o2 


.gp 


Method 


AAT/GAP 








Start 


2596 




End 


3203 








GI 


29287 1.R1084 




Score 


797 








Exons 


2596.. 3026, 3131.. 3203 














GI Descrip . 


1 1084427/pir | IS54832 3. 


0e-28 


gipl protein - garden 


petunia 




>gi_825524_emb_CAA60677 


(X87225) gipl 


[Petunia 


x ! 


hybrida] ' 


beq. no. 


10298 




Seq. ID 


OJ990310_ 


_01 


. 9819 


.C33 


Gene No . 


21820 




Strand 










Start 


2596 




End 


3203 








Name 


OJ990310 01.9819.C33.o2 


.gs 


Method 


GENSCAN 








Start 


2766 




End 


3202 








GI 


none 




Score 


.99 








Exons 


2766.. 3026, 3131.. 3202 














Seq.. ; No. 


10298 




Seq. ID 


OJ990310_ 


_01 


.9819, 


.C33 


Gene No. 


21820 




Strand 










Start 


2596 




End 


3203 








Name 


OJ990310 01.9819.C33.ol 


.np 


Method 


AAT/NAP 








Start 


2769 


End 


3104 








GI 


1084427 




Score 


313 









Exons 2769.. 3104 

GI Descrip. gipl protein - garden petunia gi | 825524 | emb j CAA60677 | (X87225) 
gipl [Petunia x hybrida] 



10723 



Seq. No. 10298 

Gene No. 21821 

Start 4940 

Name OJ990310_01 . 9819 . C33 . o3 . gp 

Start 4940 

GI ' 24989_1.R1084 

Exons 4940. .5135 

GI Descrip. ' 5042437/gb | AC007789 . 1 1 AC007789 2.0e-13 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. ID OJ990310_01.9819.C33 
Strand 

End 5135 

Method AAT/GAP 

End 5135 

Score 268 



Seq. No. 10298 

Gene No. 21822 

Start 7474 

Name OJ990310_01 . 9819 . C33 . ol . tm 

Start 2755 

GI none 
Exons 



Seq. ID OJ990310_01.9819.C33 
Strand 

End 8020 

Method TBLASTX: Maize 

End 2964 

Score 57 

2755. .2799, 2766. .2963, 2767. .2799, 2851. .2961, 2890. .2964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10298 
21822 
7474 

OJ990310_01.9819.C33.ol.ts 

2763 

none 



Seq. ID OJ990310_01.9819.C33 
Strand 

End 8020 

Method TBLASTX : Soybean 

End 2963 

Score 4 6 



2763.^.2963, 2770.. 2799, 2847.. 2915, 2851.. 2961 



Seq. No. 10298 

Gene No. 21822 

Start 7474 

Name OJ990310_01 . 9819 . C33 . ol . tc 

Start 2766 

GI none 
Exons 



Seq. ID OJ990310_01.9819.C33 
Strand 

End 8020 

Method TBLASTX: Cress 

End 2957 

Score 50 



2766. .2957, 2770. .2799, 2847. .2915, 2851. .2955 



Seq. No. 10298 

Gene No. 21822 

Start 7474 

Name OJ990310_01 . 9819 . C33 . ol . tw 

Start 2766 

GI none 

Exons 2766.. 2957 



Seq. ID OJ990310_01.9819.C33 
Strand 

End 8020 

Method TBLASTX : Wheat 

End 2957 

Score 177 



Seq. No. 10298 

Gene No. 21822 

Start 7474 

Name OJ990310_01 . 9819 . C33 . o4 . gs 

Start 7474 

GI none . 

Exons 7474.. 7492, 7950.. 8020 



Seq. ID OJ990310_01.9819.C33 
Strand 

End 8020 

Method GENSCAN 

End 8020 

Score .86 



Seq. No. 10299 

Gene No. 21823 

Start 256 

Name OJ990310_01 . 9819 . C36 . ol . np 

Start 256 

GI 5734721 



Seq. ID OJ990310_01.9819.C36 

Strand + 

End 3091 

Method AAT/NAP 

End 3091 

Score 842 



10724 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



256. .292, 2164. .3091 

(AC008075) Similar to gb|AF023472 peptide transporter from 
Hordeum vulgare and is a member of the PF| 00854 Peptide 
transporter family. ESTs gb|T41927 and gb|AA395024 come from 
this gene. [Arabidopsis thaliana] 



10299 Seq. ID 

21823 Strand 

256 End 
OJ990310_01. 9819.C36.ol.gs Method 

961 End 

none Score 

961. .1094, 2164. .3091 



OJ990310_01.9819.C36 
+ 

3091 
GENSCAN 
3091 
. 93 



OJ990310_01 . 9819. C36 
+ 

3091 
AAT/GAP 
2847 
1009 



Seq. No. 10299 Seq. ID 

Gene No. 21823 Strand 

Start 256 End 

Name OJ990310_01 . 9819 . C36 . ol . gp Method 

Start 2333 End 

GI uC-osflcyp078gllbl Score 

Exons 2333.. 2847 

GI Descrip. 1 5734721/gb | AAD49986 . 1 | AC008075_19 2.0e-48 (AC008075) Similar to 
gb_AF023472 peptide transporter from Hordeum vulgare and is a 
member of the PF_00854 Peptide transporter family. ESTs 
gb_T41927 and gb_AA395024 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 10299 Seq. ID 

Gene No. 21824 Strand 

Start 2908 End 

Name OJ990310_01 . 9819 . C36 . o2 . gp Method 

Start 2908 End 

GI none Score 

Exons 2908.. 3436 



OJ990310_01.9819.C36 

3436 
AAT/GAP 
3436 
784 



Seq. No. 10299 

Gene No. 21825 

Start 3611 

Name OJ990310_01 . 9819 . C36 . ol . tc 

Start 2248 

GI none 

Exons 2248.. 2391, 2255.. 2404, 2414, 
2729. .2860 



Seq. ID OJ990310_01.9819.C36 
Strand 

End 3910 

Method TBLASTX : Cress 

End 3001 

Score 129 

.2617, 2671. .2838, 2672. .3001, 



Seq. No. 10299 

Gene No. 21825 

Start 3611 

Name OJ990310_01 . 9819. C36 . ol . tm 

Start . . 2252 

GI none 

Exons 2252.. 2404, 2402.. 2626, 2672, 



Seq. ID OJ990310_01.9819.C36 
Strand 

End 3910 

Method TBLASTX : Mai ze 

End ' 3010 

Score 121 
,3010, 2720.. 2842 



Seq. No. 10299 

Gene No. 21825 

Start 3611 

Name OJ990310_01 . 9819 . C36 . ol . ts 

Start 2284 



Seq. ID OJ990310_01. 9819.C36 
Strand 

End 3910 

Method TBLASTX : Soybean 

End 3037 



10725 



GI 


none 






Score 


155 


Exons 


OOQA 0*30/1 OOQC 


9 A n A 
. z4 , 


9 9 Q Q 
ZZ O 0 . 


.2398, 2423. .2635, 2489. .2581, 




o^on 0£ic 0^71 

Z Oz / . . ZDlD/ ZD/1. 


9 Q1 O 

. z y iu , 


z o / z . 


.2908, 2903.. 3037, 2905.. 2997 


Seq. No. 


10299 






Seq. ID 


OJ990310_01.9819.C36 


Gene No. 


21825 






Strand 


- 




■3^1 1. 
JOll 






End 


3910 


Name 


uuyyuoiu ui.yoiy. 


Coo . 01 . 


tw 


Method 


TBLASTX: Wheat 


btart 


Z OO 4 






• End 


3010 


bl 


none 






S core 


9£9 
z oz 


Exons 


ZOOfi. . JU1U/ ZOOO. 


. z y / u 








Seq. No. 


10299 






Seq. ID 


OJ990310_01. 9819.C36 


Gene No. 


21825 






Strand 


- 


CM , v- -t- 








End 


3910 


Name 


PkTQQH^in HI QQ1Q 

ujyyuoiu ui.yoiy. 


L- O D . Oz . 


LlLL 


Method 


TBLASTX: Maize 


o tart 


j jy y 






End 


3835 


Lrl 


none 






Score 


189 


Exons 


OCQQ OQ^t T/Tfin 


. JO jU; 


J/1D. 


.3835 




oeq . ino . 


1 H9QQ 

l uz y y 






Seq. ID 


OJ990310_01.9819.C36 


bene ino . 


9 1 fi 9 ^ 
Z lOZO 






Strand 




otart 


JDll 






End 


3910 


Name 


OJ990310 01.9819. 


C36.o2. 


np 


Method 


AAT/NAP 


Start 


3611 






End 


3910 


GI 


113324 






Score 


130 


Exons 


3611. .3910 










GI Descrip. 


ACYLPHOSPHATASE, 


MUSCLE 


TYPE 


ISOZYME 


(ACYLPHOSPHATE 




PH0SPH0HYDR0LASE ) 


(ISOZYME TU1) gi| 67797 |pir| IQPTK 




acylphosphatase (EC 3.6. 


1-7) 


Tul, skeletal muscle - turkey 




gi 1 223821 Iprf | | 1001154A acylphosphatase [Meleagris gallopavo 


Seq. No. 


10300 






Seq. ID 


OJ990310_01.9819.C37 


Gene No. 


21826 






Strand 




Start 


18 






End 


7102 


Name 


OJ990310 01.9819. 


C37.ol. 


np 


Method 


AAT/NAP 


Start 


18 






End 


322 


GI 


113327 






Score 


115 


Exons 


18. .322 











GI Descrip. ACYLPHOSPHATASE, ORGAN-COMMON TYPE ISOZYME (ACYLPHOSPHATE 
PHOSPHOHYDROLASE) (ISOZYME CH2) gi | 4 7 6523 | pir || QPCH2 
acylphosphatase (EC 3.6.1.7) Ch2, skeletal muscle - chicken 
gi I 359741 Iprf | 1 1313301A acylphosphatase isozyme Ch2 [Gallus 
gallus] 



Seq. No. 10300 Seq. ID 

Gene No. 21826 Strand 

Start 18 End 

Name OJ990310_01 . 98 19 . C37 . o2 . tm Method • 

Start 115 End 

GI none Score 

Exons 115.. 201, 116.. 298, 125.. 253, 262.. 297 



OJ990310_01.9819.C37 
7102 

TBLASTX: Maize 

298 

167 



Seq. No. 10300 Seq. ID 

Gene No. 21826 Strand 

Start 18 End 

Name OJ990310_01 . 9819 . C37 . ol . gs Method 



OJ990310_01.9819.C37 

7102 
GENSCAN 



10726 








122 








End 


D _7 O U 






none 








Score 


R fi 




/-v 


122. .322, 5641.. 


5711, 6074.. 6175, 6343 


fid d fiSd 9 fifi7 fi 






6756. .6980 














beg. no. 










Seq. ID 


OJ990310_01.9819.'C37 




Gene No. 


91 oof: 








Strand 






Start 


1 ft 
X 0 








End 


7102 




Name 


vuyyujiu Ul. 


y o ± _? 


r^7 oi 


gp 


Method 


AAT/GAP 




btart 










End 


7102 






iitc 9 R1DR4 
1 1 / o z.r\±uo4 








Score 


1598 




Exons 


J / . . Dl / J; 


DJO J 


fid Sd 


6542. 


.6676, 6756.. 7102 




\jL uescrxp. 


1 £R7 £77 d Hp 


-9ft 


f TT1 QQ9 R ^ 


unknown [Arabidopsis thaliana] 1 




beq . jno . 


10300 








Seq. ID 


OJ990310__01. 9819.C37 




Gene No . 


91 R9fi 








Strand 






Start 


1 ft 








End 


7102 




Name 


n tqqd n m 


.7 O J. .7 


r^7 oi 


tm 


Method 


TBLASTX: Maize 




OLail 


fii i n ~~ 

O X X u 








End 


6974 






none 








Score 


102 






0 X X U . . Dl / O/ 


£111 
U X X X 


£1 7 £ 

■ . O X / D , 


DjOj . 


.6454, 6372. .6482, 6435. .6458, 






DO jU . . DD1U; 


Dj4u 


■ . d D y , 


6638. 


.6679, 6651.. 6677, 6756.. 6827, 


i "s 




6757. .6801, 


6795 


. . 6920, 


6897. 


.6935, 6904.. 6936, 6942.. 6974 




beq . jno . 


1 U jUU 








Seq. ID 


OJ990310_01.9819.C37 


i:ri 


Gene No. 


9 1 Q 9 C 
Z lOZ 0 








Strand 






Start 


1 0 








End 


7102 


[If 


Name 


n TQQn n m 
ujyyu jiu ui. 


9819 


.C37.o2. 


np 


Method 


AAT/NAP 




bear u 


Dll J 








End 


6998 


i i i 


bl 


91 Q1 1 

Z X i?X X jo 








Score 


250 


i. 5 i 


Exons 


6113. .6175, 


6383 


. .6454, 


6542. 


.6676, 67S6..6998 


: : 

j LI 


kjL uescnp. 


(AF007269) A 


_IG002N01.18 


: gene 


product 


[Arabidopsis thaliana] 


■3 


Seq. No. 


1U jUI 








Seq. ID 


OJ990310_01. 9819.C38 


L -i 

:. : 


Gene No. 


91 P,97 








Strand 


+ 




Of a >-+- 

o tar l 


1 

1UJ 








End 


279 


i. i- 


Name 


VU^jUJlU ux. 


9819 


.C38.ol. 


gs 


Method 


GENSCAN 






1 

1 U J 








End 


279 




C T 


none 








Score 


.65 


•as! 
1* "] 


-CjXOOo 


105. .279 














oeq. in o . 


10302 








Seq. ID 


OJ990310_01. 9819.C39 




Gene No. 


21828 








Strand 






Start 


273 








End 


479 




Name 


OJ990310 01. 


9819 


.C39.ol. 


tm 


Method 


TBLASTX: Maize 






57 








End 


479 






none 








Score 


90 




Exons 


57. .164, 63. 


.167, 


, 64. .168, 64 


..171, 266. .361, 269..3S8, 






273. .365, 438. .479, 438. 


.479 








beq. no. 


10302 








Seq. ID 


OJ990310JD1. 9819. C39 




Gene No. 


21828 








Strand 






Start 


273 








End 


479 




Name 


OJ990310 01. 


9819 


.C39.ol. 


gs 


Method 


GENSCAN 




Start 


273 








End 


333 




GI 


none 








Score 


.87 




Exons 


273. .333 













10727 



Seq. No. 10303 
Gene No. 21829 
Start 1 

Name OJ990310_01 . 98 1 9 . C42 . ol . np 

Start 1 
GI 6539553 
Exons 1 . . 74 5 

GI Descrip. (AP00083 

(D85597) 

Similar 

[Oryza s 



Seq. ID OJ990310_01. 9819.C42 

Strand + 

End' 745 

Method AAT/NAP 

End 745 

Score 870 



6) Similar to Oryza australiensis retrotransposon RIRE1 

[Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 ! (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
ativa] ■ 



Seq. No. 10304 

Gene No. 21830 

Start 37 

Name OJ990310_02 . 98 19 . C2 . ol . tm 

Start 37 

GI none 
Exons 



Seq. ID OJ990310_02. 9819.C2 
Strand 
End 

Method 
End 
Score 



311 

TBLASTX: Maize 

221 

44 



37. .87, 41. .220, 77. .205, 80. .199, 87. .221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10304 Seq. ID 

21830 Strand 

37 End 

OJ990310_02 . 9819 . C2 . ol . tc Method 

41 End 

none Score 
41. .205, 99. .221 



OJ990310_02.9819.C2 
311 

TBLASTX: Cress 

221 

87 



Seq. No. 10304 Seq. ID 

Gene No. 21830 Strand 

Start 37 End 

Name OJ990310_02 . 98 19 . C2 . ol . ts Method 

Start 53 End 

GI none Score 

Exons 53.. 235, 87.. 200, 254.. 298, 255.. 311 



OJ990310J32. 9819. C2 
311 

TBLASTX: Soybean 

311 

134 



Seq. No. 10305 Seq. ID 

Gene No. 21831 Strand 

Start 387 End 

Name OJ990310_02 . 98 19 . C3 . ol . gp Method 

Start 387 1 End 

GI none Score 

Exons 387. .489 



OJ990310_02.9819.C3 
- + * 
489 

AAT/GAP 

489 

157 



Seq. No. 


10306 








Seq. ID 


OJ990310_02. 9819, 


.C14 


Gene No. 


21832 








Strand 






Start 


328 








End 


1492 




Name 


OJ990310 


02.9819.C14 


.ol, 


.tm 


Method 


TBLASTX: Maize .. 




Start 


328 








End 


956 




GI 


none 








Score 


78 




Exons 


328. .411, 


336. .410, 


540, 


. .710, 


732. .803, 


849. .956 




Seq. No. 


10306 








Seq. ID 


OJ990310_02.9819. 


■ C14 


Gene No. 


21832 








Strand 






Start 


328 








End 


1492 




Name 


OJ990310 


02.9819.C14 


.ol, 


.ts 


Method 


TBLASTX : Soybean 





10728 




Start 


849 


End 


1492 


GI 


none 


Score 


73 


Exons 


84 9. . 911, 1056.. 1337, 1058. 


. . 1336, 1418 


. . 1492, 1420. . 1491 


Seq. No. 


10307 


Seq. ID 


OJ990310_02. 9819.C15 


Gene No. 


21833 


Strand 




Start 


CI QC 


End 


6959 


Name 


OJ990310 02.9819.C15.ol.gp 


Method 


AAT/GAP 


Start 


5195 


End 


6959 


GI 


53424 1.R1084 


Score 


1938 


Exons 


5195.. 5670, 5907.. 5965, 60£ 


31. .6239, 6412. .6631, 6712. .6748, 




6878. .6959 






GI Descrip. 


1 4455244/emb|CAB36743. 1 1 1, 


, Oe-20 (AL035523) MtN3-like protein 



[Arabidopsis thaliana] 1 





Seq. No. 


10307 


Seq. ID 


OJ990310_02 . 9819 . C15 




Gene No. 


21834 


Strand 






Start 


7720 


End 


10909 




Name 


OJ990310 02. 9819.C15.o2.ts 


Method 


TBLASTX : Soybean 




Start 


389 


End 


785 




GI 


none 


Score 


172 




Exons 


389. .427, 495. .593, 582. .785, 


616. .777 






Seq. No. 


10307 


Seq. ID 


OJ990310_02.9819.C15 . 


'is? 


Gene No. 


21834 


Strand 




i'Ft 
L ; : 


Start 


7720 


End 


10909 ' 


;=! ; 


Name 


OJ990310 02.9819.C15.o3.tm 


Method 


TBLASTX: Maize 


\ M 


Start 


607 


End 


818 


ii« 


GI 


none 


Score 


190 




Exons 


607. .816, 609. .818 






*l\ 
' \ I 


Seq. No. 


10307 


Seq. ID 


OJ990310_02. 9819.C15 




Gene No. 


21834 


Strand 




7 ~i 


Start 


7720 


End 


10909 


- zt 


Name 


OJ990310 02.9819.C15.ol.ts 


Method 


TBLASTX : Soybean 


'4 


Start 


788 


End 


1839 


: s: 


GI 


none 


Score 


95 


c £ 


Exons 


788.. 1021, 789.. 968, 789.. 1280, 923.. .11-80, 952.. 1278, 993.. 1304, 


i cr 
■ 




1323. .1511, 1344. .1469, 1600.. 


1788, 1603.. 1683, 1642.. 1839, 


t 

; sr 

! =i 




1741. .1836 








Seq. No. 


10307 


Seq. ID 


OJ990310_02. 9819.C15 




Gene No. 


21834 


Strand 






Start 


7720 


End 


10909 




Name 


OJ990310 02.9819.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


819 


End 


1965 




GI 


none 


Score 


81 




Exons 


819. .1022, 825. .1007, 825. .1022, 945.. 


1043, 1080. .1235, 



1137. .1337, 1201. .1272, 1312. .1533, 1314. .-1535, 1323. .1526, 
1386. .1451, 1437. .1538, 1485. .1544, 1534. .1905, 1535. .1717, 
1594. .1683, 1642. .1845, 1702. .1890, 1772. .1906, 1942. .1965 



Seq. No. 10307 Seq. ID OJ990310_02 . 9819 . C15 

Gene No. 21834 Strand 

Start 7720 End 10909 

Name OJ990310_02 .9819. C15 . ol . tc Method TBLASTX : Cress 

Start 825 End 1893 



10729 




GI 


none 








Score 


112 




Exons 


825. .977, 921. .1367, 922 


S - . 1231, 952. .1365, 1323 


. .1490, 




1419. . 1535, 


14 85. 


. 1523, 


1603 . 


.1683, 1612. .1785, 


1738 . . 1839, 




1741. .1893 














Seq.. No. 


10307 








Seq. ID 


OJ990310 


02 . 9819. C15 


Gene No. 


21834 








Strand 






Start 


7720 








End 


10909 




Name 


*r a a a a n a a a 

OJ990310 02 


. 9819 . 


C15 . o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1840 








End 


3613 




GI 


none 








Score 


61 




Exons 


i n / n i a a a 

1840 . .1 920, 


1939 . 


.1983, 


2973 . 


.3035, 3191.. 3280, 


3195 . . 3263, 




AO" I /** T i| r A 

337 6 . .3459, 


3377 . 


. 34 66, 


3378 . 


.3467, 3385.. 3468, 


3559. . 3603, 




"> C ^" A A 1 A 

3560 . . 3613 














Seq. No. 


10307 








Seq. ID 


OJ990310 


02 . 9819. C15 


Gene No. 


A T O *3 A 

Z 1 o 34 








Strand 






Start 


7720 








End 


10909 




Name 


OJ990310 02 


. 98 1 9 . 


C15 . o3 . 


t s 


Method 


TBLASTX: 


Soybean 


Start 


54 93 








End 


6894 




GI 


none 








Score 


36 




Exons 


5493 . . 5519, 


5647 . 


. 5718, 


5681 . 


.5719, 5843. .5962, 


5844 . .5942, 




6081. . 6242, 


6382. 


. 6627, 


6407. 


.6628, 6711. .6752, 


6877 . . 6894 


Seq. No. 


10307 








Seq. ID 


OJ990310 


_02. 9819.C15 


Gene No. 


21834 








Strand 






Start 


7720 








End 


10909 




Name 


OJ990310 02 


.9819. 


C15 . o3 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


5617 








End 


6242 




GI 


none 








Score 


60 




Exons 


5617. .5718, 


5627. 


.5719, 


5846. 


.5962, 5853. .5960, 


6081 . . 6242 


Seq. No. 


1 A A A 1 

10307 








Seq. ID 


OJ990310 


_02.9819.C15 


Gene No. 


21834 








Strand 






Start 


7720 








End 


10909 




Name 


a ta n n 'i 1 a a a 

OJ990310 02 


.9819. 


C15 . o2 . 


tc 


Method 


TBLASTX : 


Cress 


Start 


/T A ^ A 
63/9 








End 


6631 




GI 


hone 




* 




Score 


81 




Exons 


/•on n /"/™at 

637 9 . . 6627 , 


6382 . 


. 6624 , 


6395 . 


.6631 






Seq. No. 


10307 








Seq. ID 


OJ990310 


__02 . 9819 . C15 


Gene No. 


21834 








Strand 






Start 


7720 








End 


10909 




Name 


/ATAAAOTA AO 

OJ990310 02 


A O 1 A 

. 9o 1 9 . 


C15 . o2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


6407 








End 


6980 




GI 


none 








Score 


111 




Exons 


6407 . . 6511 , 


6409. 


. 6510 , 


64 90 . 


.6630, 65C 


>8. .6627, 


6509. . 6697, 




6711 . .6773, 


6711 . 


.6752, 


67 12 . 


. 6789, 6846. . 6980, 


6856 . . 6927, 




bo . . by oZ 














Seq. No. 


10307 








Seq. ID 


OJ990310 


A A AOTA /~i T c 

02 . 98 19 . Clb 


Gene No. 


21834 








Strand 






Start 


7720 








End 


10909 




Name 


OJ990310 02 


. 9819. 


C15.o2. 


gp 


Method 


AAT/GAP 




Start 


7720 








End 


10909 




GI 


none 








Score 


2027 




Exons 


7720. .8577, 


10614 


. . 10721 


, 10819.. 10909 







10730 



Seq. No. 10308 Seq. ID OJ990310_02 . 98 19 . C16 

Gene No. 21835 Strand 

Start 151 End 1213 

Name OJ990310_02 . 9819 . C16 . ol . gp Method AAT/GAP 

Start 15.1 End 1213 

GI 38467JL.R1084 Score 1305 

Exons ; ; 151..625, 917.. 1213 

GI Descrip. 1 504 24 52 /gb | AAD3828 9 . 1 1 AC007789_15 4.0e-30 (AC007789) putative 
ABA induced plasma membrane protein [Oryza sativa] ' 



Seq. No. - 10309 

Gene No. 21836 

Start 5825 

Name OJ990310__02 . 98 19 . CI 9 . ol . gp 

Start 5825 

GI uC-osflcyp005h08bl 

Exons 5825.. 6176 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 



Seq. ID OJ990310_02. 9819.C19 

Strand + 

End 6176 

Method AAT/GAP 

End 6176 

Score 700 

7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 10309 Seq. ID 

Gene No. 21837 Strand 

Start 9067 End 

Name OJ990310_02 . 9819 . C19 . o2 . tc Method 

Start 5664 E&d 

GI none Score 

Exons 5664. .5708, 5722. .5904, 5722. .5862, 5742. 

6052. .6162, 6060. .6137, 6124. .6438 



OJ990310_02.9819.C19 
9333 

TBLASTX: Cress 
6438 
"153 

,5906, 5902. . 6048, 



Seq. No. 10309 Seq. ID 

Gene No. 21837 Strand 

Start 9067 End 

Name OJ990310_02 . 981 9 . C19 . ol . tm Method 

Start 5699 End 

GI none Score 
Exons 



OJ990310_02. 9819.C19 
9333 

TBLASTX: Maize 

7224 

70 



5699. .5818, 6601. .6969, 6611. .6673, 6615. .6968, 6703. .6978, 
6984.. 7136, 6985.. 7125, 7132.. 7224 



Seq. No. 10309 

Gene No. 21837 

Start 9067 

Name OJ990310_02 . 9819 . CI 9 . ol . ts 

Start 5710 

GI none 

Exons 5710.. 5865, 5926.. 6024, 6151, 
6600. .6821, 6601. .6795, 6841, 



Seq. ID OJ990310_02. 9819.C19 
Strand 

End 9333 

Method TBLASTX : Soybean 

End 7125 

Score 96 

.6375, 6187. .6336, 6204.. 6338, 
,7125, 6843.-6995, 7014. .7046 



Seq. No. 10309 

Gene No. 21837 

Start 9067 

Name OJ990310_02 . 9819 . CI 9 . o2 . tm 

Start 5949 

GI none 

Exons 5949.. 5990, 5950.. 5994, 5980. 

6043. .6153, 6157. .6183 



Seq. ID OJ990310_02. 9819.C19 
Strand 

End 9333 

Method TBLASTX: Maize 

End 6183 

Score 66 

.6057, 5982. .6053, 6039.. 6173, 



10731 




Seq. No. 10309 

Gene No. 21837 

Start 9067 

Name OJ990310_02 . 9819 . C19 . o3 

Start 6238 

GI none 

Exons 6238. .6366, 6238.. 6366, 

Seq. No. 10309 

Gene No. 21837 

Start 9067 

Name OJ990310_02 . 9819 . C19 . ol 

Start 6607 

GI none 

Exons 6607.. 6795, 6612.. 6959, 
6985. .7224 




Seq. ID OJ990310_02.9819.C19 
Strand 

End 9333 

.tm Method TBLASTX: Maize 

End 64 65 

Score 123 
6312.. 6449, 6376.. .6465, 6376.. 6459 

Seq. ID OJ990310_02.9819.C19 
Strand 

End 9333 

.tc Method TBLASTX: Cress 

End 7224 

Score 195 
6700. .6960, 684 4. .6960, 6936. .7223, 



Seq. No. 


10309 




Seq. ID 


OJ990310_02. 9819.C19 


Gene No. 


21837 




Strand 




Start 


9067 




End 


9333 


Name 


OJ990310 02.9819.C19.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6865 




End 


7137 


GI 


none 




Score 


106 


Exons 


6865.-6972, 6867. .6971, 


6984. 


.7124, 6985. .7137 


Seq. No. 


10309 




Seq.- ID 


OJ990310_02.9819.C19 


Gene No. 


21837 




Strand 




Start 


9067 




End 


9333 


Name 


OJ990310 02.9819.C19.o2. 


gp 


Method 


AAT/GAP 


Start 


9067 




End 


9333 


GI 


uC-osflcyp013a06bl 




Score 


190 


Exons 


9067.. 9193, 9299.. 9333 








GI Descrip. 


, 4538 905/emb|CAB39642.1 | 


5.0e- 


-36 (AL049482) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


10310 




Seq. ID 


OJ990310_02.9819.C20 


Gene No. 


21838 




Strand 




Start 


770 




End 


2215 


Name 


OJ990310 02.9819.C20.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


770 




End 


1103 


GI 


none 




Score 


73 


Exons 


770. .1102, 966. .1103 









Seq. No. 10310 

Gene No. 21838 

Start 770 

Name OJ990310_02 . 98 19 . C20 . ol . tm 

Start 962 
GI . none ^ 
Exons 



Seq. ID OJ990310_02.9819.C20 



Strand 
End 

Method 

End 

Score 



2215 

TBLASTX: Maize 

1549 

125 



962. .1231, 963. .1223, 1292. .1390, 1293. .1388, 1322. .1390, 
1388. .1549, 1395. .1541, 1397. .1546 



Seq. No. 10310 Seq. ID OJ990310_02 . 981 9 . C20 

Gene No. 21838 Strand 

Start 770 End 2215 

Name OJ990310_02 . 98 19 . C20 . ol . tw Method TBLASTX : Wheat 

Start 1103 End 1729 



10732 




GI 


none 








Score 


343 




Exons 


-i -i /-\ 1 too 

1103 . . 1729, 


1104 . 


. 1673 










Seq. No. 


10310 








Seq. ID 


OJ990310_02.9819. 


C20 


Gene No. 


21838 








Strand 






Start 


770 








End 


2215 




Name 


OJ990310_02 . 


. 9819 . 


C20 . o4 


. tm 


Method 


. TBLASTX: Maize 




Start 


1598 








End 


""18 90 




GI 


none 








Score 


161 




Exons 


icno 1000 


T /Z f\ O 

1 OUZ . 


. 1787 , 


i c r\ *7 

1607 . 


.1819, 1699. .1890 




Seq. No. 


10310 








Seq. ID 


OJ990310_02.9819. 


C20 


Gene No. 


21838 








Strand 






Start 


770 








End 


2215 




Name 


OJ990310_02 . 


. 9819 . 


C20 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1688 








End 


1948 




GI 


none 








Score 


54 




Exons 


i r o o 1 Tec 
lODO . . 1 /DO, 


1 c o o 




1 O A O 

1842 . 


.1943 






Seq. No. 


10310 








Seq. ID 


OJ990310_02.9819. 


C20 


Gene No. 


21838 








Strand 






Start 


770 








End 


2215 




Name 


OJ990310_02 , 


. 9819 . 


C20 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1712 








End 


2038 a' • 




GI 


none 








Score 


■ 64 - 




Exons 


1712 . . 1855, 


1713 . 


.1790, 


1856 . 


.2038 






Seq. No. 


10310 








Seq. ID 


OJ990310_02.9819. 


C20 


Gene No. 


21838 








Strand 






Start 


770 








End 


2215 




Name 


OJ990310 02, 


.9819. 


C20 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1736 








End 


2215 




GI 


none 








Score 


202 




Exons 


1736 . .2215, 


1737 . 


. 2120 , 


i h f n 

1 /o9 . 


.2197 






Seq. No. 


10310 








Seq. ID 


OJ990310_02.9819. 


C20 


Gene No. 


21839 








Strand 






Start . 


2219 








End 


2728 




Name 


OJ990310__02 , 


. 9819 - 


C20 . o2 


. tw' 


Method 


TBLASTX: Wheat 




Start 


2219 








End 


2728 




GI 


none 








Score 


303 




Exons 


2219 . . 2728, 


2310 . 


. 2696 










Seq. No. 


10310 








Seq. ID 


OJ990310_02.9819. 


C20 


Gene No. 


21839 








Strand 






Start 


2219 








End 


2728 




Name 


OJ990310_02 . 


. 9819 . 


C20 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2303 








End 


2656 




GI " 


none 








Score 


168 




Exons 


2303. .2656, 


2318 . 


. 2614 , 


o ^ o o 

2388 . 


.2654 






Seq. No. 


10310 








Seq. ID 


OJ990310_02.9819. 


C20 


Gene No. 


21839 








Strand 






Start 


2219 








End 


2728 




Name 


OJ990310 02, 


,9819. 


C20.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


2477 








End 


2719 




GI 


none 








Score 


197 





10733 



Exons 



2477. .2719 



'is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10310 
21840 
2657 

OJ990310_02. 

2657 

none 

2657. .3010, 

10310 
21840 
2657 

OJ990310_02. 

2729 

none 

2729. .3031, 

10310 
21840 
2657 

OJ990310J32. 

2.744 

none 

2744 . .3103, 

10310 
21840 
2657 

OJ990310_02. 

3026 

none 

3026. .3493, 

10310 
21840 
2657 

OJ990310_02. 

3080 

none 

3080. .3562, 

10310 
21840 
2657 

OJ990310_02. 

3212 

none 

3212. .3493, 

10310 
21841 
3737 

OJ990310_02. 

3737 

none 

3737. .4090, 



9819. C20.o5. tin 



2757. .2999 



9819.C20.o5.tw 



2730. .2993 



9819.C20.ol.ts 



Seq. ID OJ990310_O2.9819.C20 
Strand 

End 3566 

Method TBLASTX : Mai ze 

End. 3010 

Score 117 



Seq. ID OJ990310_02. 9819.C20 
Strand 

End 3566 

Method TBLASTX : Wheat 

End 3031 

Score 189 



Seq. ID OJ990310_02. 9819.C20 
Strand 

End 3566 

Method TBLASTX : Soybean 

End 3139 

Score 116 



2754.. 2987, 2962.. 3099, 3107 3139, 3107.. 3139 



9819.C20.o3.tm 
3059.. 3220, 3296. 

9819.C20.o4 .tw 
3123. .3566 

9819.C20.o4 .ts 
3213. .3410 

9819.C20.o8 .tw 
3773.. 3907, 3951. 



Seq. ID OJ990310_02. 9819.C20 
Strand 

3566 

TBLASTX: Maize 
3493 
43 



End 

Method 
End 
Score 
.3406 



Seq. ID OJ990310_02. 9819.C20 
Strand 

End 3566 

Method . TBLASTX: Wheat 

End 3566 

Score 305 



Seq. ID OJ990310_02. 9819.C20 
Strand 

End 3566 

Method TBLASTX : Soybean 

End 3493 

Score 66 



Seq. ID OJ990310_02. 9819.C20 
Strand 

End 4144 

Method TBLASTX : Wheat 

End 4091 

Score 74 
.4091 



10734 






Seq. No. 


10310 


Seq. ID 


OJ990310_02.9819.C20 




Gene No. 


21841 


Strand 






Start 


3737 


End 


4144 




Name 


OJ990310 02.9819.C20.o6.tm 


Method 


TBLASTX : Maize 




Start 


3824 


End 


4144 




GI 


none 


Score 


204 




Exons 


3824. .4144 








Seq. No. 


10310 


Seq. ID 


OJ990310_02 . 9819 . C20 




Gene 'No. 


21842 


Strand 






Start 


4490 


End 


5030 




Name 


OJ990310__02 . 9819 -C20 . o7 . tm 


Method 


TBLASTX : Maize 




Start 


4490 


End 


4786 




GI 


none 


Score 


110 




Exons 


4490.. 4786, 4599.-4769 








Seq. No. 


10310 


Seq. ID 


OJ990310_02.9819.C20 




Gene No. 


21842 


Strand 






Start 


4490 


End 


5030 




Name 


OJ990310 02.9819.C20.o7.tw 


Method 


TBLASTX: Wheat 




Start 


4667 


End 


5030 




GI 


none 


Score 


84 


'is? 


Exons 


4667.. 5026, 4668.. 4901, 4926.. 5030 






Seq. No. 


10311 


Seq. ID 


OJ990310_02 . 9819 . C23 


■w 


Gene No . 


21843 


Strand 


+ - 


::i 


Start 


20080 


End 


20461 




Name 


OJ990310 02.9819.C23.o2.gp 


Method 


AAT/GAP 




Start 


20080 


End 


20461 




GI 


uC-osflcyp033a04bl 


Score 


671 




Exons 


20080. .20461 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 


::i 




DNA, chromosome 1, clone : P0711E10 ' 




si 


Seq. No. 


10311 


Seq. ID 


OJ990310_02.9819.C23 




Gene, No. 


21844 


Strand 




,:i 


Start 


4233 


End 


4612 


'•"i 

: = ? 


Name 


OJ990310 02.9819. C23.ol.gp 


Method 


AAT/GAP 


is; 
J 


Start 


4233 


End 


4612 




GI 


LIB3433-035-P1-K1-G11 


Score 


735 




Exons 


4233. .4612 








GI Descrip. 


f 3075400 8.0e-20 (AC004484) 


putative thromboxane -A synthase 






[Arabidopsis thaliana] >gi 


3413720 (AC004747) putative 






thromboxin-A synthase [Arabidopsis thaliana] 1 




Seq. No. 


10311 


Seq. ID 


OJ990310_02. 9819.C23 




Gene No . 


21845 


. Strand 






Start 


25469 


End 


25763 




Name 


OJ990310 02.9819.C23.o4.gp 


Method 


AAT/GAP 




Start 


25469 


End 


25763 




GI 


uC-osrocyp013b01bl 


Score 


496 




Exons 


25469. .25763 








GI Descrip. 


f 6069643/dbj | AP000616 . 1 | AP000616 1 . Oe- 


152 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


10311 


Seq. ID 


OJ990310_02.9819.C23 



10735 



Gene No. 21846 

Start 31928 

Name OJ990310_02 . 98 1 9 . C23 . o3 . tm 

Start 3474 

GI none 

Exons 3474.. 3608, 3477.. 3608, 3482, 
29385. .29513, 29387.. 29518 



Strand 
End 

Method 

End 

Score 



32019 

TBLASTX: Maize 

29518 

118 



,3613, 29378. .29509, 29379 29513, 



Seq. No. 10311 
Gene No. 21846 
Start 31928 

Name OJ990310_02 . 9819 . C23 . ol . ts 

Start 4118 
GI none 

Exons 4118.. 4147, 4220.. 4489, 4233 

23699. .23971, 23700 23966, 
30010.. 30273 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 02.9819.C23 



32019 

TBLASTX : Soybean 
30278 
54 

4289, 4392. .4484, 2357 9 .. 23608 , 
29866. .29895, 30009 .. 30278 , 



ft 



ni 



Q 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10311 
21846 
31928 

OJ990310_02. 9819.C23.ol.tm 

4196 

none 



Seq. ID OJ990310_02.9819.C23 
Strand 
End 

Method 
End 
Score 



32019 

TBLASTX: Maize 

30228 

104 



4196. .4438, 4211. .4327, 4391 4441, ' 23685 .. 23909, 23700 23918 , 
,23702. .23920, 30006 30125, 30006 .. 30227 , 30007.. 30228 



10311 
21846 
31928 

OJ990310_02. 9819.C23.ol.tc 

4430 

none 



Seq. ID OJ990310_02.9819.C23 
Strand 
End 

Method 
End 
Score 



32019 

TBLASTX: Cress 

30536 

111 



4430. .4519, 4511. .4741, 4533. .4739, 23912 .. 2398 6, 23993 .. 24223, 
23994. .24221, 30243 .. 30278, 30306 .. 30536, 30352.. 30528 



10311 
21846 
31928 

OJ990310_02 . 98 1 9 . C23 . o2 . tm 

8019 

none 



Seq. ID OJ990310_02.9819.C23 
Strand 
End 

Method 
End 
Score 



32019 

TBLASTX: Maize 

25602 

109 



8019. .8123, 8227. .8373, 8231. .8419, 8231. .8419, 8232. .8420, 
25081. .25185, 254 66 .. 25576, 25468. .25602 



Seq. No. 10311 

Gene No. 21846 

Start 31928 

Name OJ990310_02 . 98 1*9 . C23 . ol . tw 

Start 8058 

GI none 
Exons 



Seq. ID OJ990310_02.9819.C23 
Strand 
End 

Method 
End 
Score 



32019 

TBLASTX: Wheat 

25606 

43 



8058. .8096, 8059. .8112, 8097. .8123, 8231. .8371, 8232. .8372, 
25466. .25606, 25468.. 25602 



Seq. No. 
Gene No. 
Start 



10311 
21846 
31928 



Seq. ID 

Strand 

End 



OJ990310 02.9819.C23 



32019 



10736 



Name OJ990310_02 . 9819 . C23 . o5 . gp Method AAT/GAP 

Start 31928 End 32019 

GI 5867_1.R1084 Score 134 

Exons 31928.. 32019 

GI Descrip. 1 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 





Seq. No. 


10312 




Seq. ID 


OJ990310_02.9819.C31 




Gene No. 


21847 




Strand 


+ 




Start 


296 




End 


738 




Name 


OJ990310 02.9819.C31. 


, ol.gp 


Method 


AAT/GAP 




Start 


296 




End 


738 




GI 


none 




Score 


746 




Exons 


296. .738 










Seq. No. 


10313 




Seq. ID 


OJ990310 02.9819.C32 




Gene No. 


21848 




Strand 


+ 




Start 


1173 




End 


1271 




Name 


OJ990310 02.9819.C32. 


.ol.gp 


Method 


AAT/GAP 


w 


Start 


1173 




End . 


1271 


m 


GI 


38467 1.R1084 




Score 


167 




Exons 


1173. .1271 








fy 


GI Descrip.* 


f 5042452/gb|AAD3828 9, 


,1|AC007789_15 4.1 


Oe-30 (AC007789) putative 


i"i 

■: =; 

'• • ! 


ABA induced plasma membrane protein [Oryza sativa] 1 


: e 1.1 

rl • 


Seq. No. 


10314 




Seq. ID 


OJ990310_02.9819.C40 


Gene No. 


21849 




Strand 




i =* : 


Start 


8937 




End 


9363 


;! 


Name 


OJ990310 02.9819.C40, 


. ol . gp 


Method 


AAT/GAP 




Start 


8937 




End 


9363 


l \. 1 


GI 


4878407 




Score 


648 




Exons 


8937. .9363 








'•ill 


GI Descrip. 


6069643/dbj IAP000616, 


.1IAP000616 l.Oe- 


152 Oryza sativa genomic 


□ 


DNA, chromosome 6, clone : P0514G12 




,5 CI 


Seq. No. 


10314 




Seq. ID 


OJ990310_02.9819.C40 




Gene No. 


21850 




Strand 






Start 


14278 




End 


17736 




Name 


OJ990310 02.9819.C40, 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


14278 




End 


17680 




GI 


none 




Score 


67 




Exons 


14278. .14367, 15251., 


.15292, 


15296. .15343, 15511 .. 15969, 






15540. . 15734, 15798., 


.15968, 


16295. .16477, 16296 .. 16478 , 






16629. .16742, 16664., 


.16741, 


16843. .17064, 16844. .17065, 






17200. .17322, 17204. , 


.17335, 


17420. .17446, 17513. .17680 




Seq. No. 


10314 




Seq. ID 


OJ990310_02.9819.C40 




Gene No. 


21850 




Strand 






Start 


14278 




End 


17736 




Name 


OJ990310 02.9819.C40, 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


15250 




End 


15774 




GI 


none 




Score 


54 



10737 



Exons 


15250. . 


15288, 15251.. 


15289, 


15296. . 15358, 15298 .. 15363, 






15448. . 


15483, 15538.. 


15687 , 


1554 0. .15653, 15619. .15774 




Seq. No. 


10314 






Seq. ID 


OJ990310_02. 9819 


. C40 


Gene No. 


21850 






Strand 






Start 


14278 






End 


17736 




Name 


OJ990310 02.9819.C40. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15527 






End 


15969 




GI 


none 






Score 


34 




Exons 


15527. . 


15568, 15691.. 


15774 , 


15693. .15734, 15757. .15969, 






15798. . 


15968, 15904.. 


15969 








Seq. No. 


10314 






Seq. ID 


OJ990310_02.9819, 


. C40 


Gene No. 


21850 






Strand 






Start 


14278 






End 


17736 




Name 


OJ990310 02.9819.C40. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


15694 






End 


17680 




GI 


none 






Score 


235 




Exons 


15694 . . 


15930, 15696.. 


1d9z9, 


15922. .15969, 15929 .. 15952, 






16296. . 


16511, 16614.. 


16742 , 


16664 .. 16741, 16840 .. 17064 , 






16844 . . 


17065, 16927.. 


17067 , 


17036. . 17068, 17197 .. 17334 , 






17204 . . 


17320, 17405.. 


17443, 


17455. . 17559, 17456 .. 17533, 






17600. . 


17680 










Seq. No. 


10314 






Seq. ID 


OJ990310_02.9819, 


.C40 


Gene No. 


21850 






Strand 






Start 


14278 






End 


17736 




Name 


OJ990310 02.9819.C40. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


15775 






End 


17736 




GI 


none 






Score 


192 




Exons 


15775. . 


15969, 15798.. 


15968 , 


16298. .164 68, 16299. .16523, 






16620. . 


16742, 16844.. 


16963, 


16963. . 17064, 16964 . . 17065, 






17159. . 


17326, 17188.. 


17319, 


17414 . . 174 37, 174 61. . 17565, 






17462. . 


17614, 17555.. 


17614 , 


17 654. .17 680, 17 699. .17731, 






17704. . 


17736 










Seq. No. 


10315 






Seq. ID 


OJ990310_02. 9819. 


. C42 


Gene No. 


- 21851 






Strand 






Start 


' 62 






End 


740 




Name 


OJ990310 02.9819.C42. 


ol.gp 


Method 


AAT/GAP 




Start 


62 






End 


740 




GI 


53424 1 


.R1084 




Score 


719 




Exons 


62. .203, 376. .595, 676. .740 








GI Descrip. 


M45524 


4/emb|CAB3674 3 


.11 1.0e-20 (AL035523) MtN3-like prote; 




[Arabidopsis thaliana] 1 








Seq. No. 


10315 






Seq. ID 


OJ990310_02.9819, 


.C42 


Gene No. 


21851 






Strand 






Start 


62 






..End . 


740 




Name 


OJ990310 02.9819.C42. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


63 






End 


'716 




GI 


none 






Score 


119 




Exons 


63. .206, 346. .591, 371. .592, 


675. .716 






Seq. No. 


10315 






Seq. ID 


OJ990310_02.9819, 


,C42 


Gene No. 


21851 






Strand 






Start 


62 






End 


740 





10738 



Name 

Start 

GI 

Exons 



OJ990310_02. 9819.C42.ol.tc Method 

343 End 

none Score 
343. .591, 346. .588, 359. .595 



TBLASTX: Cress 

595 

81 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



10315 
21851 
62 

OJ990310_02. 9819.C42.ol.tm 

371 
none 



Seq. ID OJ990310_02.9819.C42 
Strand 

End 740 

Method TBLASTX: Maize 

End 735 

Score 111 



371. .475, 373. .474, 453. .551, 454. .594, 472. .591, 473. .661, 
675. .716, 676.-735 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Q Seq. No. 

j'H Gene No. 

Hi Start 

\ t l>. Name 

H Start 

U! GI 

hl\ Exons 



10316 
21852 
1092 

OJ990310_02. 9819.C43.ol.gp 

1092 

5038579 



Seq. ID OJ990310_02. 9819.C43 
Strand + 
End 2179 
Method AAT/GAP 
End 2179 
Score 1304 
1092. .1325, 1509. .1728, 1819. .1864, 1970. .2179 
5042452/gb|AAD38289.1 |AC007789_15 4 . 0e-30 (AC007789) putative 
ABA induced plasma membrane protein [Oryza sativa] 



10316 
21852 
1092 

OJ990310_02. 9819.C4 3.o2. tm 

1195 

none 

1195. .1326, 1196. .1327 



Seq.. ID OJ990310JD2. 9819. C43 

Strand + 

End 2179 

Method TBLASTX: Maize 

End 1327 

Score 207 



Seq. No. 10316 

Gene No. 21852 

Start 1092 

Name OJ990310_02 . 9819 . C43 . ol . tm 

Start 1540 

GI none 
Exons 



Seq. ID OJ990310_02.9819.C43 

Strand + 

End 2179 

Method TBLASTX : Mai ze 

End 1732 

Score 48 ■ 



1540. .1731, 1541. .1573, 1541. .1732, 1635. .1670, 1640. .1729, 
1672.. 1731 



Seq. No. 10317 

Gene No. 21853 

Start 887 

Name OJ990310_02 . 9819 . C4 6 . ol . tm 

Start 887 

GI * none 
Exons 



Seq. ID OJ990310_02. 9819.C46 
Strand 

End 1027 

Method TBLASTX: Maize 

End 1027 

Score 184 



887. .1018, 895. .1017, 896. .1027 



Seq. No. 10318 

Gene No. 21854 

Start 2568 

Name OJ990310_02 . 9819 . C47 . ol . ts 

Start 2568 

GI none 
Exons 



Seq. ID OJ990310_02. 9819.C47 
Strand 

End 3676 

Method TBLASTX : Soybean 

End 3176 

Score 132 



2568. .2624, 2707. .2982, 2708. .2980, 3108. .3176 



10739 



Seq. No. 10318 

Gene No. 21854 

Start 2568 

Name OJ990310_02 . 9819 .C47 . ol . tm 

Start 3063 

GI none 

Exons 3063.. 3146, 3063.. 3170, 3183. 

3313.. 3429, 3572.. 3676 



OJ990310_02.9819.C47 
3676 

TBLASTX: Maize 

3676 

58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3287, 3235. .3273, 3312. .3482, 



Seq. No. 


10318 - 








Seq. ID 


OJ990310 


_02.9819.C47 


Gene No. 


21854 








Strand 






Start 


2568 








End 


3676 




Name 


OJ990310_02 


. 9819 


. C47 . ol 


. tc 


Method 


TBLASTX : 


Cress 


Start 


3202 








End 


3658 




GI 


none 








Score 


110 




Exons 


3202. .3390, 


3204 


. .3392, 


3572 . 


.3658 






Seq. No. 


10318 








Seq. ID 


OJ990310 


_02.9819.C47 


Gene No. 


21854 








Strand 






Start ■ 


2568 








End 


3676 




Name 


OJ990310 02 


.9819 


.C47.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3234 








End 


3658 




GI 


none 








Score 


52 




Exons 


3234. .3482, 


3235 


. .3288, 


3361. 


.3480, 35! 


34. .3658, 


3588. .3653 


Seq. No. 


10319 








Seq. ID 


OJ990310 


_02.9819.C50 


'Gene No. 


21855 








Strand 


+ 




Start 


404 








End 


798 




Name 


OJ990310 02 


.9819 


.C50.ol 


• gp 


Method 


AAT/GAP 




Start 


404 








End 


798 




GI 


uC-osflM202084e07al 




Score 


772 




Exons 


404. .798 














GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate 


-CoA 


ligase 


gene, 


intron 1, 


partial 


sequence 1 


Seq. No. 


10319 








Seq. ID 


OJ990310 


_02.9819.C50 


Gene No. 


21856 








Strand 






Start 


4291 








End 


•4574 




Name 


r 6j990310 02 


.9819 


.C50.ol 


.tm ' 


Method 


TBLASTX : 


Maize 


Start 


1085 








End 


4568 




GI 


none 








Score 


118 




Exons 


1085. .1171, 


1415 


. .1612, 


1422. 


.1601, 1598. .1819, 


1680. .1820, 




2235. .2312, 


2327 


. .2374, 


2576. 


.2686, 25? 


30. .2687, 


2591. .2686, 




2774 . .2875, 


2787 


. .2873, 


2792. 


.2893, 2980. .3048, 


2981. .3049, 




3037. .3078, 


3038 


. .3103, 


3158. 


.3205, 3159.. 3206, 


3278. .3388, 




3283. .3390, 


3284 


. .3388, 


3286. 


.3390, 3534. .3611, 


3534. .3611, 




3535. .3612, 


3652 


. .3957, 


3690. 


.3959, 3690. .3980, 


4047. .4148, 




4048. .4155, 


4050 


. .4148, 


4266. 


.4379, 4269. .4328, 


4270. .4380, 




4270. .4386, 


4419 


. .4562, 


4420. 


.4563,. 4438 . .4563, 


4500. .4568 


Seq. No. 


10319 








Seq. ID 


OJ990310 


_02.9819.C50 


Gene No. 


21856 








Strand 






Start 


4291 








End 


4574 




Name 


OJ990310 02 


.9819 


.C50.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1085 








End 


4386 




GI 


none 








Score 


82 




Exons 


1085. .1165, 


1415 


. .1783, 


1422. 


.1607, 2977. .3081, 


2980. .3081, 



10740 




2987. .3103, 3161. .3205, 3278. .3388, 3283. .3390, 3284. .3370, 

3534. .3611, 3688. .3885, 3689. .3886, 3690. .3893, 3690. .3896, 

3691. .3894, 3879. .3965, 4053. .4148, 4054. .4155, 4268. .4378, 
4270. .4386 



rfi 

:: ; s 

i LP 



Seq. No. 


10319 


Seq. ID 


OJ990310_02 . 9819 . C50 


Gene No. 


21856 


Strand ■ 




Start ■ 


4291 


< End 


4 574 


Name 


OJ990310 02.9819.C50.o2.tc 


Method 


TBLASTX: Cress 


Start 


2977 


End 


3390 


GI 


none 


Score 


115 


Exons 


2977. .3081, 2981. .3103, 3161. 


.3205, 32 


83. .3390 


Seq. No. 


10319 


Seq. ID 


OJ990310_02.9819.C50 


Gene No. 


21856 


Strand 




Start 


4291 


End 


4574 


Name 


OJ990310 02.9819.C50.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3156 


End 


3935 


GI 


none 


Score 


85 


Exons 


3156.. 3212, 3157.. 3201, 3158. 


.3205, 3278.. 3388, 3283.. 3390, 




3284..3388, 3534.. 3611, 3534. 


.3611, 3535. .3612, 3652. .3921, 




3690. .3935, 3691. .3921 






Seq. No. 


10319 


Seq. ID 


OJ990310_02.9819.C50 


Gene No. 


21856 


Strand 




Start 


4291 


End 


4574 


Name 


OJ990310 02. 9819.C50.ol. tc 


Method 


TBLASTX: Cress 


Start 


3720 


End 


4082 


GI 


none 


Score 


180 


Exons 


v 3720.. 3956, 3721.. 3930, 3739. 


.3957, 3845. .3961, 4053. .4082 


Seq. No. 


10319 


Seq. ID 


OJ990310_02.9819.C50 


Gene No. 


21856 


Strand 




Start 


4291 


End 


4574 


Name 


OJ990310 02.9819.C50.o2.gp 


Method 


AAT/GAP 


Start 


4291 


End 


4574 


GI 


uC-osflcypl20f02bl 


Score 


535 


Exons 


4291. .4574 






GI Descrip. 


1 5257255/dbj' | AP000364 .1 1 AP000364 1 . Oe- 


30 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


10320 


Seq. ID 


OJ990310_02.9819.C51 


Gene No. 


21857 


Strand 




Start 


401 


End 


496 


Name 


OJ990310 02.9819.C51.ol.gp 


Method 


AAT/GAP 


Start 


401 


End 


496 


GI 


12651 2.R1084 


Score 


118 


Exons 


401. .496 






GI Descrip. 


, 5042437*/gb| AC007789. 1 1 AC007789 1.0e-34 Oryz-a sativa BAC T49B20 




genomic sequence, complete sequence 1 




Seq. No. 


10321 


Seq. ID 


OJ990310_02.9819.C55 


Gene No. 


21858 


Strand 




Start 


638 


End 


1240 


Name 


OJ990310 02.9819.C55.o2.tw 


Method 


TBLASTX: Wheat 


Start 


638 


End 


1240 


GI 


none 


Score 


73 



10741 




Exons 


638 .. 763, 642 . . 764 , 930 


. . 1100 


, 938.. 1240, 957.. 1235 




Seq. No. 


10321 




Seq. ID 


OJ990310_02.9819 


.C55 


Gene No. 


21859 




Strand 






Start 


1241 




End 


1759 




Name 


OJ990310_02 . 9819 . C55 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1241 




End ' 


1622 




GI 


. : ' none 




Score 


233 




Exons 


1241. .1621, 1272. .1622 










Seq. No. 


10321 




Seq. ID 


OJ990310_02.9819 


.C55 


Gene No. 


21859 




Strand 






Start 


1241 




End 


1759 




Name 


OJ990310_02 . 9819 . C55 . ol . 


. tm 


Method 


TBLASTX: Maize 




Start 


1416 




End 


1759 




GI 


none 




Score 


217 




Exons 


1416. .1550, 1436. .1759, 


14 4 9. 


.1730 






Seq. No. 


10322 




Seq. ID 


OJ990310_02. 9819 


.C61 


Gene No. 


21860 




Strand 






Start 


169 




End 


735 




Name 


OJ990310 02 . 9819 . C61 . ol , 


. tw 


Method 


TBLASTX: Wheat 




Start 


169 




End 


735 




GI 


none 




Score 


309 




Exons 


169. .582, 249. .584, 562, 


. .681, 


584 . . 697, 


585.. 695, 670.. 


735 


Seq. No. 


10323 




Seq. ID 


OJ990310_02.9819 


. C62 


Gene No. 


21861 




Strand 






Start 


148 




End 


383 




Name 


OJ990310 02.9819.C62.ol. 


• gp 


Method 


AAT/GAP 




Start 


148 




End 


383 




GI 


5038579 




Score 


433 




Exons 


148. .383 










GI Descrip. 


5042452/gb|AAD38289.1|AC007789 15 4 . Oe- 


■30 (AC007789) putati^ 




ABA induced plasma membrane protein [Oryza sativa] 




Seq. No. 


10323 




Seq. ID 


OJ990310_02. 9819 


.C62 


Gene No. 


21861 




Strand 






Start 


148 




End 


383 




Name 


OJ990310 02.9819.C62.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


148 




End 


280 




GI 


none 




Score 


165 




Exons 


148. .279, 149. .280 










Seq. No. 


10324 




Seq. ID 


OJ990310_02.9819 


.C64 


Gene No. 


21862 




Strand 






Start 


508 




End 


911 




Name 


OJ990310 02.9819.C64 .ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


508 




End 


911 




GI 


none 




Score 


144 




Exons 


508. .612, 720. .911, 722. 


, .850 








Seq. No. 


10324 




Seq. ID 


OJ990310_02.9819 


.C64 


Gene No. 


21862 




Strand 






Start 


508 




End 


911 




Name 


OJ990310 02.9819.C64.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


527 




End 


877 





10742 



GI none Score 48 

Exons 527. .616, 547. .585, 586. .612, 684. .863, 722. .877, 722. .850 

Seq. No. 10325 Seq. ID "OJ990310_02 . 9819.C72 

Gene No. 21863 Strand 

Start 205 End 1113 

Name OJ990310_02 . 9819 . C72 . ol . gp Method AAT/GAP 

Start 205 End 1113 

GI uC-osflcypl20f02bl Score 878 

Exons 205.. 488, 925.. 1113 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 1.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 10325 

Gene No. 21864 

Start 1788 

Name 0 J9 9 0 3 1 0_0 2.9819.C72.o2.tm 

Start 180 

GI none 
Exons 



Seq. ID OJ990310_02.9819.C72 
Strand 

End 4429 

Method TBLASTX : Maize 

End 482 

Score 103 



180. .293, 184. .294, 184. .300, 311. .382, 334. .477, 352. .477, 
414. .482 



Seq. No. 10325 
Gene No. 21864 
Start . 1788 

Name OJ990310_02 .9819. C72 . o2 . gp 

Start 1788 
GI 12651_ 
Exons 1788. . 

3585. . 

GI Descrip. ? 50424 
genomi 



2.R1084 

2017, 2132. .2190, 2453. 
3650, 3945.. 4001, 4120. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2544, 2629 
.4169, 4257 



OJ990310 02.9819.C72 



4429 
AAT/GAP 
4293 
1258 

2744, 
4293 



3184. .3258, 



37/gb|AC007789.1)AC007789 1.0e-34 Oryza sativa BAC T49B20 
c sequence, complete sequence 1 



Seq. No. 10325 
Gene No. 21864 
Start 1788 

Name OJ990310_02 . 9819 . C72 . ol . tm 

Start 2131 
GI none 
Exons 2131. 

2503. 

3175. 

3584. 

4114 . 



.2190, 2135. .2194, 2444. 

.2547, 2623. .2745, 2625. 

.3261, 3182.. 3256, 3184, 

.3652, 3585.. 3653, 3936. 

.4170, 4117. .4170, 4251. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2545, 2448 
.2747, 2628 
.3261, 3582 
.4001, 3939 
.4391, 4256 



OJ990310 02.9819.C72 



4429 

TBLASTX: Maize 
4429 . 
101' 

2546, 2448.. 2546, 

2744, 3170.. 3256, 

3650, 3583.. 3651, 

4001, 4112.. 4168, 

4405, 4258. .4404, 



4402. .4428, 4403. .4429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



10325 
21864 
1788 

OJ990310_02. 9819.C72.ol.ts 

2445 

none 

2445.-2546, 2454. .2546, 2688. 
3582.. 3650, 3942.. 3998, 4114. 

10326 
21865 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2744, 3175 
.4170, 4258 



OJ990310 02.9819.C72 



4429 

TBLASTX : Soybean 
4372 
84 

3261, 3182.. 3256, 
4371, 4259.. 4372 



Seq. ID 
Strand 



OJ990310 02.9819.C74 



10743 




Start 


1 1 QH 

± i y u 




End 


1579 




Name 


nTQQn^i n no qqi q ni a 


. tw 


Method 


TBLASTX: Wheat 




Start 


i i an 




End 


1579 






none 




Score 


54 




Exons 


1 1 QH 1 0"3/ 10/11 1 OTQ 


IZOo . , 


,1296, 1322.. 1579, 1339.. 1545 


Seq. No. 


10326- 




Seq. ID 


OJ990310_02.9819 


.C74 


Gene No. 


•21865 




Strand 






bt ar t 


I 1 Qfl 

I I yu 




End 


1579 




Name 


ujyyuoiu uz . y o ± y . b / 4 . o± , 


. tm 


Method 


l dLlRo i a : Ma i z e 




otart 


I 1 Q*3 

I I yo 




End 


1477 




bl 


none 




Score 


193 




Exons 


i i qq i /ice; i ooQ i 477 

xiyj. . 1 4 oo , izz y . .14/ / , 


1 J4 J . . 


,1476 






Seq. No. 


10327 




Seq. ID 


OJ990310_02. 9819 


.C75 


Gene No. 


21866 




Strand 






btart 


0/10 
Z 4 Z 




End 


770 




Name 


niQQfi^i n no qqiq pti; a o 


. tm 


Method 


ipDT AC TV • M -> -5 -r 

i DLti\o i a i Ma i z e 




btart 


O /I o 
Z 4 Z 




End 


410 




C T 


none 




Score 


175 




Exons 


o/io /i no o / £ /ii n 
z 4 z . . 4 u y , z 4 o . . 4 j. u 










Seq. No. 


10327 




Seq. ID 


OJ990310_02.9819 


.C75 


Gene No. 


21866 




Strand 






otart 


O /I o 
Z 4 Z 




End 


770 




Name 


r>TQomi n no qqiq nc ^i 

ujyyuoiu uz . yoiy . c /o . oi , 


. tw 


Method 


TBLAo rx : wheat 




Start 


Zo4 




End 


746 






none 




Score 


578 




Exons 


OQ/I T5Q OQR H A d OQQ 

Zo4../oy, Zoo.. /4b, Zoo, 


n a n 
. . /4U 








Seq. No. 


10327 




Seq. ID 


OJ990310_02.9819 


.C75 


Gene No. 


21866 




Strand 






otart 


O A O 
Z 4 Z 




End 


770 




Name 


AiQQmi n no qqiq ptc 

ujyyuoiu uz . yy ±y . b / o . o± . 


. t s 


Method 


mnT 7\ O TV . C ^ t -> 

1 dLiAo 1 a : boyoean 




otart 


"3 0/1 
JZ 4 




End 


689 




C T 

bl 


none 




Score 


118 




ijxons 


"50/1 cyi Q ccc coo 
JZ4. .040/ jj J . . oo y 










Seq. No. 


10327 




Seq. ID 


OJ990310_02.9819 


.C75 


Gene No. 


21866 




Strand 






o tart 


0/10 
Z 4 Z 




End 


770 




Name 


n TQomi n no qqiq pic; ^i 
ujyyujiu uz . y o i y . b / d . oi . 


, tm 


Method 


TBLASTX: Maize 




O Lai L 


4 14 — 

H J. H 




End 


770 




r* t 

bl 


none 




Score 


383 




XT' v y\ r""i t™* 


A 1 A 11 C\ A AO 7£n £Z*A 
4±4. . / / U , 44y. . / DU, 03 4 . 


77H 








Seq. No. 


10327 




Seq. ID 


OJ990310_02.9819 


.C75 


Gene No. 


21867 




Strand 






Of 

otart 


*7 A *7 
/ 4 / 




End 


1023 




Name 


PTQon^i n no qqiq ptc; /-*o 
ujyyuoiu uz . yoiy . b / o . oz . 


, tw 


Method 


TBLASTX: Wheat 




Start 


/4 / 




End 


1023 




GI 


none 




Score 


158 




Exons 


747. .905, 755. .886, 904. 


.1023, 


906. .1022 




Seq. No. 


10327 




Seq. ID 


OJ990310_02.9819 


.C75 


Gene No. 


21867 




Strand 






Start 


747 




End 


1023 





10744 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990310_02 . 98 1 9 . C7 5 . o2 . tm Method TBLASTX : Maize 
798 End 1023 

none Score 90 

798. .896, 832. .897, 904. .1023, 906. .1022 



10328 
21868 
63 

OJ990310JD2. 9819.C81.o2.tw 

63 

none 

63. .374, 64. .279, 81. .356 

10328 
21869 
378 

OJ990310_02.9819.C81.ol.tw 
378 
none 

378. .671, 468. .671, 469. .687, 655. .714, 673. .714 



Seq. ID OJ990310_02. 9819.C81 
Strand . . 

End 374 

Method TBLASTX : Wheat 

End 37 4 

Score 118 



Seq. ID OJ990310_02.9819.C81 
Strand 

End 715 

Method TBLASTX : Wheat 

End 714 

Score 140 



Seq. No. 10328 

Gene No. 21869 

Start 378 

Name JDJ990310_02 . 9819. C81 . pi . tm 

Start 4 62 

GI none 
Exons 



Seq. ID OJ990310_02. 9819.C81 
Strand 

End. 715 

Method TBLASTX : Mai ze 

End 715 

Score 75 



462. .671, 547. .687, 673. .714, 674. .715 



Seq. No. 10329 

Gene No. 21870 

Start 3953 

Name OJ990310_02 . 9819 . C87 . ol . tm 

Start 3953 

GI none 
Exons 



Seq. ID OJ990310_02.9819.C87 
Strand 

End 4217 

Method TBLASTX : Mai ze 

End 4217 

Score 4 5 



3953. .3982, 3983. .4165, 4099. .4164, 4149. .4217, 4179. .4217 



Seq. No. 10330 

Gene No. 21871 

Start 135 

Name OJ990310_02 . 9819 . C88 . ol . tm 

Start 135 

GI none 
Exons 



Seq. ID OJ990310_02.9819.C88 
Strand 

End ' 64 6 

Method TBLASTX : Mai ze 

End 64 6 

Score 62 



135. .185, 137. . 181, 223. .282, 228. .284, 270. .446, 270. .398, 
476. . 646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10331 
21872 
140 

OJ990310_02. 9819.C89.ol.tm 

140 

none 



Seq. ID OJ990310_02.9819.C89 
Strand 

End 64 4 

Method TBLASTX : Mai ze 

End 521 

Score 92 



140. .238, 174. .239, 246. .521, 248. .502 



Seq. No. 
Gene No. 
Start 



10331 
21872 
140 



Seq. ID OJ990310_02.9819.C89 
Strand 

End 64 4 



10745 




Name 


ojy yu 3iu 


U2 . yb i y . Co y 


. ol 


. tw 


Metnoa 


i dLAoIX : wneat 




Start 


T A C. 

i y b 








T-" _ -J 

Lnd 


C T A 

bl4 




GI 


none 








Score 


3o 




Exons 


T A C O A O 

iyb . . 24 5 , 


i y / . .24 / , 


O *3 1 

231 


A T O 
. . 4 / 3, 


O /I Q CQQ 

z 4 o . . oo y , 


O A A C\ A 

z 4 y . . Dl4 




Seq. No. 


10331 








Seq. ID 


OJ990310_02.9819 


.C89 


Gene" No. 


21872 








Strand 






btart 












a a a 
o 4 4 




Name 


/->. t A A A o i 

ojyyo 310 


AO AOI A /~tOO 

02 . yy iy . cay 


. ol 


. t S 


Method 


TBLASTX : Soybean 




Start 


O "7 O 

273 








Ena 


C A A 

b4 4 




GI 


none 








Score 


O O" £ 

2 / b 




Exons 


OTO C A A 

Z / 3 . , b4 4 , 


O A A A o o 

z yu . . 4 J J 












Seq. No. 


10332 








Seq. ID 


OJ990310_02.9819 


.C90 


Gene No. 


21873 








Strand 






Start 


a 








bna 


bU J 




Name 


/"\ t a a a o i a 

ojy yu3iu 


ao noi a 

. yb i y . cyu 


.Ol 


.tw 


Metnoa 


i bliAo i a : wneat 




Start 


by 








End 


34 3 




GI 


none 








Score 


3U 




Exons 


-ICQ 

by . . loo , 


/ U . . 34 3 , /I 


. .307 








Seq. No. 


10332 








Seq. ID 


OJ990310_02.9819 


.C90 


Gene No. 


21873 








Strand 






Start 


a a 

by 








T-" „ _] 

hna 


bU3 




Name 


OJ990310 


/"\ A AA*1A *"i A /"\ 

02 . 9819 . C90 


.ol 


tm 


Method 


TBLASTX : Maize 




Start 


70 








End 


507 




GI 


none 








Score 


14 9 




Exons 


1 A O /I O 

70 . . 342 , 


O O O C A "7 

32b . . 50 / 












Seq. No. 


10332 








Seq: ID 


/"\TAAA01A AO AOI A 

0Jy9U3iu Uz.yoiy 


/"« A A 

. C9U 


Gene No. 


21873 








Strand 






Start 


69 








End 


603 




Name 


Ojy 9U31U 


AO fl01 A pAA 

U2 . yb i y . cyu 


.ol 


ts 


Method 


i BLAoIa : boyoean 




Start 


/ 0 








End 


4 53 




GI 


none 








Score 


1 1 O 

112 




Exons 


n a a i i 

/ U . .41/, 


/l . . 301, bb 


..312, 276. .413, 34 


A A 1 A Vl O 1 >1 C O 

U . . 4 14 , 421 . . 453 


t 




A O 1 /ICO 

4 Z 1 . . 4 














Seq. No. 


T A O O O 








Seq. ID 


✓*\TAAAQ*IA AO AOIA 

ojyyujiu Uz.ybiy 


. cyu 


Gene No. 


21873 








Strand 






Start 


69 








End 


603 




Name 


uj y yujiu 


HO QQ1 Q pQH 

. y o i y . cyu 


,o2 


tw 


Method 


TOT 7\ OfV • TaT'U — — j- 

i biiAb 1 a : wneat 




Start 


34 b 








End 


OU3 




GI 


none 








Score 


n a 

y u 




Exons 


34 b. . bib, 


3b3 . . 4 b b , 


373 


.489, 


392. .520, 


COA G. A 1 C/1A 

52U . . 34 3, 34 U . . 


<Z A O 

bU2 , 




C A A C A O 

34 4 . . oUj 














Seq. No. 


10333 








Seq. ID 


OJ990310_02.9819 


.C92 


Gene No. 


21874 








.Strand 






o t art 


1 A A 

14 U 








End 


coo 
JJO 




Name 


OJ990310 


AO A O T A /"» A O 

02 . 9819 . C92 


.o2. 


tw 


Method 


TBLASTX : wheat 




Start 


140 








End 


538 




GI 


none 








Score 


56 




Exons 


140. .229, 


150. .218, 


263. 


.514, 


273. .449, 


290. .538 




Seq. No. 


10333 








Seq. ID 


OJ990310_02.9819 


.C92 


Gene No. 


21875 








Strand 







10746 




Start 


893 




End 


1319 




Name 


OJ990310_02 . 9819 . C92 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


893 




End 


1253 




GI 


none 




Score 


46 




Exons 


893. .976, 894.. 932, 995 


. . 1249, 


1002 . . 


1253 




Seq. No. 


10333 . 




Seq. ID 


OJ990310_02.9819. 


C92 


Gene No. 


21875 




Strand 






Start 


893 




End 


1319 




Name 


OJ990310_02 . 9819 . C92 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


896 




End 


1253 




GI 


none 




Score 


114 




Exons 


896. .1252, 1089. .1253 










Seq. No. 


10333 




Seq. ID 


OJ990310_02.9819. 


C92 


Gene No. 


21875 




Strand 






Start 


893 




End 


1319 




Name 


OJ990310_02 . 9819 . C92 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


947 




End 


1319 




GI 


none 




Score 


60 




Exons 


947. .1252, 1254. .1319 










Seq. No. 


10334 




Seq. ID 


OJ990310_02. 9819. 


C94 


Gene No. 


. 21876 




Strand 






Start 


522 




End 


710 




Name 


OJ990310_02.9819.C94 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


522 




End 


710 




GI 


none 




Score 


78 




Exons 


522 . .710, 569 . .706 










Seq. No. 


10335 




Seq. ID 


OJ990310_02.9819. 


C97 


Gene No. 


21877 




Strand 






Start 


378 




End 


728 




Name 


OJ990310 02.9819.C97.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


378 




End 


710 




GI 


none 




Score 


252 




Exons 


378 . . 710, 4 12 . . 696 










Seq. No. 


10335 




Seq. ID 


OJ990310_02. 9819. 


C97 


Gene No. 


21877 




Strand 






Start 


378 




End 


728 




Name 


OJ990310 02 . 9819 . C97 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


468 




End 


728 




GI 


none 




Score 


281 




Exons 


468. .728, 469. .696, 471 


. . 728 








Seq. No. 


10336 




Seq. ID 


OJ990310_02.9819. 


C98 


Gene No. 


21878 




Strand 






Start 


61 




End 


373 




Name 


OJ990310_02 . 9819.C98 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


61 




End 


373 




GI 


none 




Score 


89 




Exons 


61. .372, 68. .178, 200.. 


373 








Seq. No. 


10337 




Seq. ID 


OJ990310_08.9819. 


C4 


Gene No. 


21879 




Strand 






Start 


254 




End 


274 





10747 




Name 


OJ990310_08 . 9819 -C4 . ol . 


gs 


Method 


GENSCAN 




Start 


254 




End 


274 




GI 


none 




Score 


.42 




Exons 


254 . . 274 










Seq. No. 


10338 




Seq. ID 


OJ990310_08 


. 9819 . C7 


Gene No. 


21880 




Strand 


+ 




Start 


4 89 




End 






Name 


OJ990310 08.9819.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


489 




End 


589 




GI 


LIB3477-003-P1-K1-E9 




Score 


90 




Exons 


489. .589 










GI Descrip. 


1 24 9858 6/sp|Q4 0638 IMP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 


S 1 PRECURSOR (ORY S I) 


>gi_ 


_1173557 { 


U31771) Ory s 


1 [Oryza 



sativa] 1 



Seq. No. 10338 Seq. ID 

Gene No. 21881 Strand 

Start 250 End 

Name OJ990310_08 . 98 19 . C7 . ol . gs Method 

Start 250 End 

GI none Score 

Exons 250.. 428 



OJ990310_08.9819.C7 
428 

GENSCAN 

428 

1 



»l Seq. No. 
=j Gene No. 
;; Start 
^ Name 
Start 
GI 

Exons 



;fe? Seq. No. 
5 Gene No. 
□ Start 
%| Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10339 Seq. ID 

21882 ' Strand 
4 65 End 
OJ990310_08 . 9819 .C8 . ol . gs Method 
4 65 End 
none Score 
465.-584 

10340 Seq. TD 

21883 Strand 
38 9 End 
OJ990310_08.9819.C9.ol.gs Method 
389 End 
none Score 
389. .455 

10341 Seq. ID 

21884 Strand 
1 End 
OJ990310_08 . 9819 . C10 . ol . np Method 
1 End 
2204062 Score 
1..65, 237. .311, 391. .541 

(AB002466) Rat NBP60 [Rattus norvegicus] 



OJ990310_08.9819.C8 
584 

GENSCAN 
584 
.64 



OJ990310_08.9819.C9 
+ 

455 

GENSCAN 
455 
.52 



OJ990310_08. 9819. C10 
+ 

572 

AAT/NAP 
541 
192 



10341 Seq. ID 

21884 Strand 

1 End 
OJ990310_08 .9819. C10 . ol . tm Method 

232 End 

none Score 

232. .306, 232. .306, 237. .311, 237. .311, 376. .540, 377. .544, 
378. .572 



OJ990310_08.9819.C10 
+ 

572 

TBLASTX: Maize 
572 
127 



10748 



Seq. No. 


10341 






Seq. ID 


OJ990310_ 


Gene No. 


O 1 Q Q A 
Z Ifcf O 4 






Strand 


+ 


Start 


1 






hna 


D 1 Z 


Name 




Uo . yy i y . ciu . oi 


ts 


Method 


mnr 7\ o <T>V ■ O , 


Start 


Z5Z 






hna 


R A A 
D 4 H 


GI 


none 






Score 


lit; 
lib 


Exons 


Z 5Z . . JUo, 


z j / . . oil, J / b 


. 4 o y , 




A 1 Q cr yi yi 
4 iy . .34 4 


Seq. No. 


10342 






Seq. ID 


OJ990310_ 


Gene No. 


21885 






Strand 




Start 


317 






End 


447 


Name. 


OJ990310 


08.9819.Cll.ol 


gs 


Method 


GENSCAN 


Start 


317 






End 


447 


GI 


none 






Score 


.58 


Exons 


317. .447 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10343 
21886 
231 

OJ990310_08.9819.C12.ol.np 
231 

5852084 
231. .321 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ990310_08. 9819.C12 
Strand 

321 

AAT/NAP 
321 
76 



End 

Method 
End 
Score 



10344 
21887 
1 

OJ990310_08. 9819.C13.ol.np 
1 

6498441 
1..324, 588. .612 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990310_08.9819.C13 
Strand 

612 

AAT/NAP 
612 
383 



End 

Method 

End 

Score 



Seq. No. 


10344 


Gene No. 


21887 


Start 


1 


Name 


OJ990310 


Start 


18 


GI 


none 


Exons 


18. .239, 


Seq. No. 


10344 


Gene No. 


21887 


Start 


1 


Name 


OJ990310 


Start 


29 


GI 


none 


Exons 


29. .398, 


Seq. No. 


10345 


Gene No. 


21888 


Start 


62 


Name 


OJ990310 



End 

. 9819.C13.ol.tw Method 

End 
Score 

239, 35. .421, 41. .433, 297. .434 



Seq. ID OJ990310_08. 9819.C13 
Strand 

612 

TBLASTX: Wheat 
434 
150 



Seq. ID OJ990310_08. 9819.C13 
Strand 

End 612 

Method GENSCAN 

End 511 

Score .64 



Seq. ID OJ990310_08.9819.C15 

Strand + 

End 2149 

Method GENSCAN 



10749 



• 



Start 






End 214 9 


GI 


none 




Score . /o 


Exons 


62. .140, 3/6. .423, /60. 


. oU 6, 


13z6..1ool, l/yo..lylz, 1976. .2149 


Seq. No. 


10345 




Seq. ID OJ990310_08 . 9819 . C15 


Gene No. 


21889 




Strand + 


Start 


5169 




End ^ .12535 


Name 


. OJ990310 08.9819.C15.o3 


gs 


MetnOu ^LJndCAIN 


Start 


5169 




End 1252 6 


GI 


none 




Score .85 


Exons 


5169. .5219, 5622. .5748, 


6306 


..6436, 6790. .7363, 7432. .7586, 




7664. .7747, 7859. .7984, 


8074 


..8133, 827S..8328, 8417. .8509, 




9134. .9229, 9447. .9592, 


9820 


..9966, 10054. .10183, 10254 .. 11168 , 




11241. .11339, 11419. .12168, 


12278. . 12526 



Seq. No. 


10345 




Seq. ID 


OJ990310_ 


08.9819. 


C15 


Gene No. 


21889 




Strand 


+ 






Start 


5169 




End 


12535 






Name 


OJ990310_08 . 9819 .CI 5 


. ol . np 


Method 


AAT/NAP 






Start 


10140 




End 


12535 






GI 


4938504 




Score 


818 






Exons 


10140. .10183, 10254. 


.11090, 


11241. . 11346, 11444. 


.12168, 






12278. .12535 












GI Descrip. 


(AL0784 65 ) putative 


protein 


[Arabidopsis thaliana] 




Seq.'' No. 


10345 




Seq. ID 


OJ990310_ 


08.9819. 


C15 


Gene No. 


21890 




Strand 


+ 






Start 


26683 




End 


34756 






Name 


OJ990310_08 . 98 19. CI 5 


.o7.gp 


Method 


AAT/GAP 






Start 


26585 




End 


27392 






GI 


5003803 




Score 


732 






Exons 


26585. .26771, 26873. 


.26948, 


27179. .27253, 27329. 


.27392 




Seq. No. 


10345 




Seq. ID 


OJ990310_ 


08.9819. 


C15 


Gene No. 


21890 




Strand 


+ 






Start 


26683 




End 


34756 






Name 


OJ990310 08.9819.C15 


. 06 . gs 


Method 


GENSCAN 






Start 


26683' . 




End 


33814 






GI 


none 




Score 


.78 






Exons 


26683. .26771, 26873. 


.26948, 


27179. .27253, 27349. 


.27514, 






27608. .27701, 28552. 


.28637, 


29484. .29702, 29834. 


.29981, 






30812. .30932, 31523. 


.31648, 


31733. .32015, 32263. 


.32359, 






32465. .32621, 32959. 


.33102, 


33184. .33252, 33665. 


.33814 




Seq. No. 


10345 




Seq. ID 


OJ990310_ 


08.9819. 


C15 


Gene No. 


21890 




Strand 


+ 






Start 


26683 




End 


34756 






Name 


OJ990310 08.9819.C15 


. o4 . np 


Method 


AAT/NAP 






Start 


26826 




End 


; 33998 






GI 


586059 




Score 


1387 






Exons 


26826. .26956, 27163. 


.27253, 


27349. .27514, 27608. 


.27711, 






28562. .28637, 28958. 


.29035, 


31497. .31648, 31733. 


.32015, 






32263. .32359, 32465. 


.32621, 


32959. .33102, 33184. 


.33252, 






33665. .33808, 33907. 


.33998 











GI Descrip. LYSYL-TRNA SYNTHETASE ( LYSINE--TRNA LIGASE) (LYSRS) 

gi|543180|pir| IS43187 lysine— tRNA ligase (EC 6.1.1.6) - 
long-tailed hamster gi | 4 69122 | emb | CAA83505 | (Z31711) Lysyl tRNA 



10750 



Synthetase [Cricetulus longicaudatus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10345 
21890 
26683 

OJ990310_08. 9819.C15.o8.gp 
31548 

LIB3477-004-P1-K1-F7 



Seq. ID 
Strand 
End 

Method 
End 
S.core 

31548. .31648, 31733 .. 32015, 32263.-32359, 32465.. 32523 

1 4325324/gb|AAD17333| 9.0e-85 (AF125574) lysyl-tRNA synthetase; 

LysRS [Arabidopsis thaliana] 

>gi_6041823_gb_AAF02138.1_AC009918JL0 (AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] 1 



OJ990310_08.9819.C15 
+ 

34756 
AAT/GAP 
32523 
1012 



10345 Seq. ID 

21890 Strand 

26683 End 

OJ990310_08. 9819.C15.o9.gp Method 

32988 End 

62345 1.R1084 Score 



OJ990310_08.9819.C15 
+ 

34756 
AAT/GAP 
34756 
1046 



32988. .33102, 33184 .. 33252 , 33665 .. 33808 , 33907 .. 33977 , 
34585. .34756 

'4325324/gb|AAD17333| 4.0e-59 (AF125574) lysyl-tRNA synthetase; 
LysRS [Arabidopsis thaliana] : 
>gi_6041823_gb_AAF02138.1_AC009918_10 (AC009918) lysyl-tRNA 





synthetase [Arabidopsis thaliana] 1 








Seq. No. 


10345 


Seq. ID 


OJ990310_ 


08.9819 


.C15 


Gene No. 


21891 


Strand 








Start 


2437 


End 


3577 






Name 


OJ990310 08.9819.C15.o2.gs 


Method 


GENSCAN 






Start 


2437 


End 


3577 






GI 


none 


Score 


.66 






Exons 


2437. .2607, 2878. .3019, 3206 


:..3275, 3538. .3577 






Seq. No. 


10345 


Seq. ID 


OJ990310_ 


08.9819 


.C15 


Gene No. 


21892 


Strand 








Start 


12870 


End 


13162 






Name 


OJ990310 08.9819. C15.ol.gp - 


Method 


AAT/GAP 






Start 


12870 


End 


13162 






GI 


none 


Score 


562 






Exons 


12870. . 13162 










Seq. No. 


10345 


Seq. ID 


OJ990310_ 


08.9819 


.C15 


Gene No. 


21893 


Strand 








Start 


13133 


End 


18178 






Name 


OJ990310 08.9819.C15.o4.gs 


Method 


GENSCAN 






Start 


13133 


End 


18068 






GI 


none 


Score 


.67 






Exons 


13133. .13523, 14196. . 14639,' 


15578. .15634, 15723. 


.15823, 






15917. .15985, 1 698 9 . . 17032 , 


17128. .17182, 17359. 


.17443, 






17530. . 17789, 17847 .. 17897, 


18012. .18068 






Seq. No. 


10345 


Seq. ID 


OJ990310_ 


08.9819 


.C15 


Gene No. 


21893 


Strand 








Start 


13133 


End 


18178 






Name 


OJ990310 08.9819.C15.o2.gp 


Method 


AAT/GAP 







10751 



Start 


13715 


T-i _] 1 / r Aft 

End 14598 


GI 


none 


Score 1007 • 


Exons 


13715 .. 13807, 14067 .. 14 195, 


14255 . .14598 


Seq. No. 


10345 


Seq. ID OJ990310_08 . 9819 


Gene No. 


21893 


Strand 




13133 


End 18178 


Name 


OJ990310 08.9819.C15.o3.gp 


Method AAT/GAP 


Start 


15120 


End 17032 


GI 


82977 1.R1084 


Score 1126 


Exons 


15120. .154 90, 15578. .15634, 


15723. .15823, 15917 .. 15985, 




16989. .17032 




GI Descrip. 


1 1709205/sp| P54928 |MY03_LYCES 1.0e-36 MYO-INOSITOL-1 (OR 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



4) -MONOPHOSPHATASE 3 (IMP 3) (INOSITOL M0N0PH0S PHATASE 3) 
>gi__1098971 (U39059) myo-inositol monophosphatase 3 
[Lycopersicon esculentum] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 08.9819.C15 



10345 
21893 
13133 

OJ990310_08. 9819.C15.o2.np 
15403 
1709205 

15403. .15490, 15578 .. 15634 , 15723. 
16989. .17032, 17128 .. 17 182 , 17359. 
17847. .17897, 18012.. 18080 

MYO-INOSITOL-1 (OR 4 ) -MONOPHOSPHATASE 3 (IMP 3) (INOSITOL 
MONOPHOSPHATASE 3) gi 11098971 (U39059) myo-inositol 
monophosphatase 3 [Lycopersicon esculentum] 



18178 
AAT/NAP 
18080 
781 

15823, 15917. 
17443, 17530. 



,15985, 
,17717, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10345 
21893 
13133 

OJ990310_08.9819.C15.o4.gp 
17158 

65544 1.R1084 



OJ990310 08.9819.C15 



Seq. ID 
Strand 

End 18178 
Method AAT/GAP 
End 18178 
_ Score 921 

17158. .17182, 17359. . 17443, 17530 .. 177 17 , 17847 178 97 , 
18012. .18178 

'1709203/sp|P54926|MYOl_LYCES 4.0e-59 MYO-INOSITOL-1 (OR 
4) -MONOPHOSPHATASE 1 (IMP 1) (INOSITOL MONOPHOSPHATASE 1) 
>gi_1098977 (U39444) myo-inositol monophosphatase 1 
[Lycopersicon esculentum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10345 Seq. ID 

21894 Strand 

20247 End 

OJ990310_08 . 9819 . C15 . o5 . gp Method 

19963 End 

10716 1.R1084 Score 



■OJ990310_08.9819.C15 

26400 
AAT/GAP 
22052 
1723 



19963. .20420, 20788 .. 20922, 21077 .. 21221 , 21634 21737 , 
21933. .22052 

'3548803 9.0e-62 (AC005313) putative DNA-binding protein 
[Arabidopsis thaliana] >gi_4335770_gb_AAD17 4 47_ (AC006284) 
putative SMUBP-2 [mouse] DNA-binding protein [Arabidopsis 
thaliana] 1 



Seq. No. 



10345 



Seq. ID OJ990310_08.9819.C15 



10752 



Gene No. 218 94 Strand 

Start 20247 End 

Name OJ990310_08 . 98 19 . C15 . o5 . gs Method 

Start 20247 End 

GI none Score 

Exons 20247. 
^ 21933. 

23848. 

25695. 



,20420, 20788. 

,22139,. 22754. 

,24035, 24778. 

,25874, 26097. 



26400 
GENSCAN 
26375 
.84 

.20922, 21077. .21221, 21 634 21737 , 
.23011, 23211. .23264, 23595.-23667, 
.24942, '25219. .25302, 25388 25477 , 
.26375 



Seq. No. 10345 

Gene No. 21894 

Start 20247 

Name OJ990310_08 . 9819 . CI 5 . o3 . np 

Start 20250 

GI 4335770 
Exons 



Seq. ID OJ990310_08.9819.C15 
Strand 

End 26400 

Method AAT/NAP 

End 26312 

Score 2070 



20250. .20420, 20788 .. 20922 , 21077 21221, 21634 .. 21737 , 
21933. .22139, 22754 .. 23011 , 23211 .. 23264 , 23595. -23667, 
23848. .24035, 24778.-24 942, 25219 .. 25302, 25388 .. 25477 , 
25875.-25943, 26059 .. 26163, 26259. .26312 
GI Descrip. (AC006284) putative helicase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310 08.9819.C15 



26400 
AAT/GAP 
26400 
844 



10345 
21894 
20247 

OJ990310_08. 9819.C15.o6.gp 
25172 

73416_1.R1084 

25172. .25302, 25388 .. 25477 , 25875.-25943, 26059. 
26259. .26400 

'3548803 1.0e-38 (AC005313) putative DNA-binding protein 
[Arabidopsis thaliana] >gi_4335770_gb_AAD17 4 47_ (AC006284) 
putative SMUBP-2 [mouse] DNA-binding protein [Arabidopsis 
thaliana] f 



,26151, 



Seq. No. 


10345 








Seq. ID 


OJ990310_08.9819 


.C15 


Gene No. 


21895 








Strand 






Start 


• 37315 








End 


37516 




Name 


OJ990310 08 


.9819 


.C15.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


2499 








End 


2689 




GI 


none 








Score 


133 




Exons 


2499. .2633, 


2500 


. .2688, 


2501. 


.2689 






Seq. No. 


10345 








Seq. ID 


OJ990310_08.9819 


.C15 


Gene No. 


21895 








Strand 






Start 


37315 








End 


37516 




Name 


OJ990310 08 


.9819 


.C15.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2500 








End 


10769 




GI 


none, 








Score 


154 




Exons 


2500. .2688, 


2501 


. .2689, 


2529. 


.2585, 10695. .10769 




Seq. No. 


10345 








Seq. ID 


OJ990310_08.9819 


-C15 


Gene No. 


21895 








Strand 






Start 


37315 








End 


37516 




Name 


OJ990310 08 


.9819 


.C15.O10 


. tm 


Method 


TBLASTX: Maize 




Start 


8079 








End 


9925 




GI 


none 








Score 


104 





10753 



Exons 


8079. 


8144, 8080. .8145, 8269. .8331, 8270. .8329, 8272. .8340, 




8416. 


8520, 8417. .8509, 9128. .9229, 9133. .9231, 9133. .9228, 




9408. 


9527, 9444..9S42, 9531.. 9593, 9531.. 9596, 9821.. 9886, 




9823. . 


9891, 9890.. 9925, 9892.. 9924 




Seq. No . 


10345 


Seq. ID 


OJ990310_08. 9819.C15 


Gene "No. ■ 


21895 


Strand 




Start 


37315 


End 


37516 


Name 


OJ990310 08. 9819.C15.o5.tm Method 


TBLASTX: Maize 


Start 


10908 


End 


11921 


GI 


none 


Score 


111 


Exons 


10908. 


.10979, 10910. .10978, 10974 .. 11021 , 10989 .. 11021 , 




11686. 


.11919, 11713. .11919, 11718. .11921 


Seq. No. 


10345 


Seq. ID 


OJ990310_08.9819.C15 


Gene No. 


21895 


Strand 




Start 


37315 


End 


37516 


Name 


OJ990310 -08.9819.C15.oll.tm Method 


TBLASTX: Maize 


Start 


11283 


End 


11686 


GI 


none 


Score 


75 


Exons 


11283. 


.11357, 11296. .11337, 11421 .. 11450, 11506 .. 11685 , 




11524. 


.11685, 11528.. 11686 




□ Seq. No. 


10345 


Seq. ID 


OJ990310_08.9819.C15 


1 1\ Gene No. 


21895 


Strand 




■==[ Start 
Li i 


37315 


End 


37516 


... . Name 


OJ990310 08.9819.C15.o8.tm Method 


TBLASTX: Maize 


1 Start 


13286 


End 


13459 


O GI 


none 


Score 


77 


Ll! Exons 

; S E 


13286. 


.13363, 13287. .13370, 13364.. 13459 


■:. -i 

s»:j Seq. No. 


10345 


Seq. ID 


OJ990310_08. 9819.C15 


: ~ } Gene No . 


21895 


Strand 




^ Start 


37315 


End 


37516 


hJ Name 


OJ990310 08. 9819.C15.o5.ts Method 


TBLASTX: Soybean 


\\ Start 


13302 


End 


13535 


j-j. GI 


none 


Score 


47 


| Exons 


13302. 


.13373, 13304. .13390, 13391 .. 13534 , 13399 .. 13524 , 




13403. 


.13528, 13440. .13535 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10345 Seq. ID 

21895 Strand 

37315 End 

OJ990310JD8 .9819. C15 . o4 . tm Method 

13461 End 

none Score 



OJ990310_08. 9819.C15 
37516' 

TBLASTX: Maize 

14204 

87 



134 61. .13535, 134 63. .13534, 134 67. .1354 4, 13618. .13677, 
13622. . 13813, 13623 .. 13808 , 14055 .. 14204 , 14067. .14204 



10345 
21895 
37315 

OJ990310_08. 9819.C15.o7.tm 

15380 ' 

none 

15380. .15478, 15384 .. 15479, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_08. 9819.C15 
37516 

TBLASTX : Maize 

15764 

85 



15386. .15490, 15403 .. 15489, 



15577. . 15633, 15582 15677, 15722 .. 15763, 15726.. 15764 



10754 




oeq. NO. 


10345 








Seq. ID 


OJ990310 


Uo . yyiy 


Gene No . 


21895 








Strand 






Start 


37315 








End 


37516 




Name 


OJ990310 08.9819.C15. 




Method 


TBLASTX: 


ooyxjean 


Start 


15409 








End 


18063 




GI . 


none 








Score 


61 




Exons 


15409. 


.15489, 


15562. , 


. 15639, 


15577. .15633, 15718 


. . 15807, 




15722. 


.15832, 


15723. , 


,15821, 


15914. .15988, 17129 


. . 17182, 




17356. 


.17442, 


17357. . 


. 17440, 


17366. .17443, 17505 


. .17573, 




17530. 


.17571, 


17622. . 


,17720, 


17629. .17721, 17824 


. . 17898, 




17826. 


.17900, 


18009. . 


,18056, 


18013. .18063 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10345 
21895 
37315 

OJ990310 08.9819.C15.o2.tw 



Seq. ID OJ990310_08.9819.C15 
Strand 

End 37516 

Method TBLASTX : Wheat 



15722 








End 


17559 






none 








Score 


169 






15722. 


.15832, 


15723. 


.15839, 


15902. . 


15988, 15905. 


.15 


994, 


16986. 


.17027, 


16986. 


.17030, 


16987. . 


17031, 17126. 


. 17 


182, 


17127. 


.17183, 


17129. 


.17185, 


17133. . 


17183, 17356. 


. 17 


442, 


17357. 


.17443, 


17359. 


. 17445, 


17361. . 


17444, 17505. 


. 17 


558, 


17528. 


.17554, 


17530. 


. 17559 











Seq. No. 


1034 5- 








Seq. ID 


OJ990310_08.9819 


Gene No. 


21895 








Strand 




Start 


37315 








End 


37516 


Name 


OJ9903 


10 08.9819.C15, 


. o2.tm 


Method 


TBLASTX: Maize 


Start 


15764 








End 


18093 


GI 


none 








Score 


97 


Exons 


15764 . 


.15832, 


15765. . 


.15824, 


15905. .15994, 15922. .15987, 




16988. 


.17029, 


16989. , 


. 17030, 


16989. .17033, 16990 .. 17034 , 




17126. 


.17182, 


17130. , 


. 17183, 


17131. .17187, 17133. .17183, 




17356. 


.17442, 


17357. . 


. 17443, 


17505. .17720, 17521. .17718, 




17685. 


. 17726, 


17824. . 


. 17898, 


17826. .17900, 17846. .17908, 




18009. 


. 18068, 


18012. . 


. 18068, 


18013. .18093 


Seq. No. 


10345 








Seq. ID 


OJ990310_08. 9819 


Gene No. 


21895 








Strand 




Start 


37315 








End 


37516 


Name 


OJ9903 


10_08.98 


19.C15. 


,o2.tc 


Method 


TBLASTX: Cress 


Start 


17356 








End 


18059 


GI 


none 








Score 


87 


Exons 


17356. 


.17442, 


17357. . 


.17440, 


17359. . 17442, 17505 .. 17573, 




17530. 


.17574, 


17622. . 


,17720, 


17629. . 17718, 17824 .. 17 901 , 




17826. 


.17900, 


18009. . 


, 18059, 


18016. .18054 



Seq. No. .10345 

Gene No. 21895 

Start 37315 

Name OJ990310_08 . 9819 . C15 . 06 . ts 

Start 20242 

GI none 

Exons 20242. .20442, 20250 .. 20429, 
20800. .20922, 21074 .. 21220, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990310 08.9819.C15 



37516 

TBLASTX : Soybean 
21226 
213 

20758. .20913, 20777 .. 20923, 
21074. .21226 



10755 




beq. no. 


10345 








■ beq . 1 u 


n TQ QO *3 1 0 


OP Qftl Q 


Gene No. 


21895 








otianu 






Start 


37315 








CjIIU 


J / DID 




Name 


OJ990310 08.9819.C15 


. o3 . tm 




1 dliriO 1 A . 


"Ja.1 Zc 


Start 


ZUoU4 








End 


22984 




GI 


none 








Score 


90 




Exons 


20304. 


.20423, 


20304. 


904 9 Q 


90^0^ 904 


49 ?07ftfi 


20923, 




20800. 


.20922, 


21074. 


91 990 
. Z X Z Z U , 


91 07 R 911 
z x u / o . . z x x 


an 01 077 
D / , Z X u / - / 


9199^ 




21628. 


.21738, 


21633. 


. Z 1 / U , 


01 no 917 


■37 91 q^o 


9914^ 




21933. 


.22133, 


21934. 


9 0 1 A o 
. Z Z X fi U , 


ootco 99ft 
ZZ fDO, . Z ^ 0 


DO, £ c. f D f 


99 QO^ 




22763. 


.22984, 


22909. 


99 Qft 0 








O rt rt- M rt 

beq. no. 


10345 








0 rt rt- t n 
oeq . x u 


n tqqo 1 0 


Oft Qftl Q 


bene no. 


21895 








b t r ana 






Start 


37315 








End 


37516 




Name 


OJ990310 08.9819.C15 


.o3. ts 


Method 


TBLASTX: 


Soybean 


C +- a r*4- 


z l y y j 








End 


23924 




bl 


none 








Score 


162 




Exons 


z i y y J . 


.22145, 


21994. 


991 A o 

. Z Z X fi U , 


21998. .221 


44, 22750 


99ft49 




ZZ / bz . 


.22862, 


22753. 


99ft £^ 
. Z Z 0 DO , 


22754. .228 


97, 22766 


9 "300ft 




23211. 


.23267, 


23592. 


9*3 £7 9 
. Z O 0 / Z , 


23859.-23924, 23860 


9^Q99 


C" rt rt- M rt 

beq. no. 


1 AO/1 C 

1U o4l D 








Seq. ID 


OJ990310 


HP Qftl Q 
UO ■ ./ O X y 


Gene No . 


z lo yo 








Strand 






Start 


•5*7 O 1 C 








End 


37516 




Name 


oj y yuj 


10 08.9819.C15 


.08. ts 


Method 


TBLASTX: 


Soybean 


btart 


O *3 Q O C 

zo yzo 








End 


26112 




bl 


none 








Score 


134 




Exons 


o o n o c 

z o 9zb . 


.24038, 


24778. 


. Z 41 y 4 z , 


24788. .249 


43, 25210 


. . z 0 0 u 0 , 




ZOZ 1 / . 


.25303, 


25386. 


. ZD4 0 0 , 


25388. .254 


71, 25875 


9 RQ4 £ 




ZOO / o . 


.25943, 


26047. 


961 1 9 


26060. .261 


01 




C rt rt* "K7 rt 

beq. no. 


lUo4 O 








Seq. ID 


OJ990310 


Oft Qftl Q 
uo . yo x y 


Gene No . 


z lo y o 








Strand 






btart 


O / O X O 








End 


37516 




Name 


OJ9903 


10 08.9819.C15 


. 00 . tm 


Method 


TBLASTX: 


^ a t *~y rt 

yj ax ze 


Start 


25208 








End 


26316 




GI 


none 








Score 


131 




Exons' 


25208. 


.25303, 


25210. 


9 s^o R 

. £. O O VJ J , 


25217. .253 


03, 25219 






25386. 


.25478, 


25387. 


. Z 3 ft O J , 


25388. .254 


77, 25708 


9 ^7 Sft 

■ iLj/ JO/ 




25865. 


.25909, 


25875. 


9 RQ4 £ 


25875. .25943, 25909 






26047. 


.26115, 


26050. 


. Z D 1 U y t 


26060. .261 


52, 26060 


9 61 9 S 




26233. 


.26316,' 


26259. 


96^1 R 








C* rt rt- M rt 

beq. no. 


10345 








Seq. ID 


OJ990310 


Oft Qft1 Q 
UO . O X 


Gene No. 


21895 








Strand 






btart 


37315 








End 


37516 




Name 


OJ9903 


10 08.9819.C15 


. ol . tm 


Method 


TBLASTX: 


U'l 1 r> rt 

rial ze 


btart: 


27195 








' End ' 


33949 






none 








Score 


66 




Exons 


27195. 


.27257, 


27196. 




27200. .272 


53, 27200 


27268 . 




27348. 


.27482, 


27349. 


.27516, 


27350. .274 


87, 27351 


. .27518, 




27601. 


.27702, 


27606. 


.27734, 


28548. .28637, 28550 


. .28639, 




28562. 


.28639, 


28953. 


.29039, 


28953. .29039, 28954 


. .29040, 




30839. 


.30934, 


30849. 


.30932, 


31505. .31651, 31508 


. .31651, 




31521. 


.31652, 


31708. 


.31836, 


31724. .32008, 31725 


. .32009, 




31725. 


.32009, 


31726. 


.32013, 


31733. .32017, 31897 


. .32016, 



10756 



32255. .32359, 32255 32365, 32256 32360, 324 54 32627 , 

32454. .32627, 32936 .. 3304 9, 32947 .. 33105, 32947 .. 33105, 

32958. .33110, 33182 .. 33253, 33183 .. 33254 , 33184 .. 33252 , 

33661. .33810, 33662 .. 33808 , 33663 .. 33815, 33664 .. 33810, 

33891. .33944, 33898 .. 3394 5, 33901 .. 33945, 33905.. 33949 



Seq. No. 10345 
Gene No. 21895 
Start 37315 

Name OJ990310_08 . 9819 . C15 . ol . tc 

Start 27215 
GI none 

Exons 27215. .27253, 2734 8 .. 27515, 

27607. .27696, 28556 .. 28 639, 

31508. .31606, 31561. .31650, 

31731. .32009, 31733 .. 32017 , 

32256. .32360, 32450 .. 32521, 

32543. .32629, 3294 6 .. 33104 , 

33662. .33820, 33662, . 33808 , 



Seq. ID OJ990310_08.9819.C15 
Strand 

37516 

TBLASTX: Cress 
33935 
47 

27349. .27516, 27601 .. 27 699, 
28954. .29040, 314 99 .. 31651 , 
,31836, 31724 . .32008, 
.32016, 32255.-32365, 
.32627, 32522. .32626, 
.33105, 33184. .33252, 



End 

Method 

End 

Score 



31708. 
31897. 
32454. 
32947. 



33664. .33810, 33906.. 33935 



Seq. No. 10345 

Gene No. 21895 

Start 37315 

Name OJ990310_08 . 9819 . C15 . o7 . ts 

Start 27215 

GI none 
Exons 



Seq. ID OJ990310_08.9819.C15 
Strand 

End 37516 

Method TBLASTX : Soybean 

End 31591 

Score 51 



27215. .27253, 2734 9 .. 27516, 27 601 .. 27 699, 27606 .. 27701 , 
28556. .28639, 28953 .. 29039, 28954 .. 29040, 30879 .. 3094 4 , 
31505. .31591 



Seq. No. 10345 
Gene No. 21895 
Start 37315 

Name OJ990310_08 . 9819 . C15 . ol . ts 

Start 31592 
GI none 
Exons 31592, 

31733. 

32283. 

32944. 

33184. 



.31651, 31708. 

.32017, 32255. 

.32360, 32414. 

.33099, 32947. 
.33204 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32016, 31731. .31988, 
32287, 32256 
32626, 32454 
33105, 32958 



OJ990310 08.9819.C15 



37516 

TBLASTX : Soybean 
33204 
82 

31732. .32016, 
322ff'8, 32273. .32392, 
32454. .32627, 
32964. .33119, 



32627, 
33104, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10345 Seq. ID 

21895 Strand 

37315 End 
OJ990310_08 .9819.C15.ol.tw Method 

31781 , End 

none Score 

31781. .32017, 31784. 
32261. .32365 



OJ990310_08.9819.C15 
37516 

TBLASTX: Wheat 
32365 
377 

,32017, 32256. .32360, 32256 .. 32351 , 



Seq. No. 10345 Seq. ID 

Gene No. 21895 Strand 

Start 37315 End 

Name OJ990310_08 . 9819 . C15 . o4 . ts Method 

Start 33205 End 

GI none Score 



OJ990310_08.9819.C15 
37516 

TBLASTX : Soybean 

33960 

75 



10757 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33205. .33252, 33662 .. 33808 , 33662 .. 33808, 33663 .. 33809, 
33664. .33810, 33664 .. 33810, 33901 33960, 33906.. 33941 



10345 
21895 
37315 

OJ990310_08 . 98 19.. C15 . o7..gs 

37315 

none 

37315. .37516 



Seq. ID OJ990310_08.'9819.C15 
Strand 

End 37516 

Method GENSCAN ..*.. 

End 37516 

Score .52 



10346 
21896 
1 

OJ990310_08. 9819.C16.ol.np 
1 

4335770 
1..94, 182. .271, 357. .623 

(AC006284) putative helicase [Arabidopsis thaliana] 



Seq. ID OJ990310_08. 9819.C16 
Strand + 

623 

AAT/NAP 
623 
142 



End 

Method 

End 

Score 



10346 
21896 
1 

OJ990310_08.9819.C16.ol.tm 

174 

none 



Seq. ID OJ990310_08.9819.C16 

Strand + 

End 623 

Method TBLASTX : Mai ze 

End 4 51 

Score 144 

174. .272, 181. .273, 182. .271, 354. .449, 354. .440, 356. .451, 
356. .442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10346 Seq. ID OJ990310_08 . 9819 . C16 

21896 Strand + 

1 End 623 

OJ990310_08.9819.C16.ol.gp Method AAT/GAP 

176 End 487 

73416JL.R1084 Score 276 

176. .271, 357. .487 

'3548803 1.0e-38 (AC0.05313) putative DNA-binding protein 
[Arabidopsis thaliana] >gi_4 335770_gb_AAD17 4 47_ (AC006284) 
putative SMUBP-2 [mouse] DNA-binding protein [Arabidopsis 
thaliana] 1 



10346 
21896 
1 

OJ990310_08.9819.C16.ol.gs 
182 
none 

182. .271, 357. .440 

10346 
21896 
1 

OJ990310_08.9819.C16.ol.ts 
188 
none 

188. .271, 193. .273, 196. .273, 354. .449, 356. .442 



Seq. ID OJ990310_08. 9819.C16 

Strand + 

End 623 

Method GENSCAN 

End 440 

Score .95 



Seq. ID OJ990310_08.9819.C16 

Strand + 

End 623 

Method TBLASTX : Soybean 

End 44 9 

Score 116 



10758 



Seq. No. 


10347 






Seq. ID 


OJ990310_08.9819 


-C17 


Gene No. 


. 21897 






Strand 


+ 




Start 


819 






End 


2886 




Name 


OJ990310 08 


. 9819 


. C17 . ol . gs 


Method 


GENSCAN 




Start 


819 






End 


2886 




GI 


none 






Score 


. 61 




Exons 


819. . 1048, 


1235 . 


. 154 9, 1684 . . 


1903, 2039.. 2886 




Seq. No. 


10347 






Seq. ID 


OJ990310_08.9819, 


. C17 


Gene No. 


21897 " 






Strand 


+ 




Start 


819 






End 


2886 




Name 


OJ990310 08 


. 9819 


.C17.o2.np 


Method 


AAT/NAP 




Start 


872 






End 


2850 




GI 


6705984 






Score 


1048 




Exons 


872 . .1142, 


1169. 


.2850 








GI Descrip. 


{ AB U 3 3 Z i D ) 


gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


10347 






Seq. ID 


OJ990310_08.9819. 


.C17 


Gene No. 


21898 






Strand 


+ 




Start 


4942 






End 


10093 




Name 


OJyyuiio 08 


. 9819 


.C17.o3.gs 


Method 


GENSCAN 




Start 


4 942 






End 


10093 




GI 


none 






Score 


. 6 




Exons 


4942 . . 5329, 


6560 


..6612, 8853. 


.8880, 9098. .9230, 9410. .9491, 




9974 . . 10093 












Seq. No. 


10347 






Seq. ID 


OJ990310_08.9819, 


,C17 


Gene No. 


21899 






Strand 






Start 


4535 






End 


4615 




Name 


OJ990310 08 


. 9819 


.C17.ol.gp 


Method 


AAT/GAP 




Start 


4535 






End 


4615 




GI 


38012 1.R10 


84 




Score 


105 




Exons 


4535. .4615 












GI Descrip. 


M097947/gb 


IU72255IOSU72255 2 


. Oe-23 Oryza sativa 






beta-1 , 3-glucanase precursor 


(Gns9) gene, complete cds 1 




Seq. No. 


10347 






Seq. ID 


OJ990310_08.9819. 


.C17 


Gene No. 


21900 






Strand 






Start 


8840 






End 


10997 




Name 


OJ990310 08 


. 9819, 


.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


1194 






End 


1396 




GI 


none 






Score 


73 




Exons 


1194. .1334, 


1213, 


..1395, 1214. 


. 1396 






Seq. No. 


10347 






Seq. ID 


OJ990310_08.9819. 


C17 


Gene No. 


21900 






Strand 






Start 


8840 






End 


10997 




Name 


OJ990310 08 


. 9819. 


.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start- 


1231 






End 


.1767 




GI 


none 






Score 


253 




Exons 


1231. .1395, 


1232. 


..1549, 1250. 


.1396, 1427. .1549, 1551. .1727, 




1552. . 1767 












Seq. No. 


10347 






Seq. ID 


OJ990310JD8.9819. 


C17 


Gene No. 


21900 






Strand 






Start 


8840 






End 


10997 




Name 


OJ990310 08 


. 9819. 


.C17.o2.ts 


Method 


TBLASTX : Soybean 





10759 






Start 


1235 








End 


1549 








GI 


none 








Score 


137 








Exons 


1235 . . 1414, 


1418 


. . 1549 














Seq. No. 


10347 








Seq. ID 


OJ990310 


_08.9819. 


C17 




Gene No . 


21900 








Strand 










Start 


8840 








End 


10997 








Name 


OJ990310_08 . 


9819 


.C17 .ol . 


tw 


Method 


TBLASTX: 


Wheat 






Start 


2143 








End 


2634 








GI 


none 








Score 


281 








Exons 


2143. .2424, 


2163 


. .2390, 


2426. 


.2551, 2427. .2582, 


2427. .2594, 






2428 . .2634 


















Seq. No. 


10347 








Seq. ID 


OJ990310 


_08.9819. 


C17 




Gene No. 


21900 








Strand 










Start 


8840 








End 


10997 








Name 


OJ990310_08 . 


9819 


.C17 .ol . 


tm 


Method 


TBLASTX: 


Maize 






Start 


2383 








End 


2619 








GI 


none 








Score 


254 








Exons 


2383. .2619, 


2389 


. .2607 














Seq. No. 


10347 








Seq. ID 


OJ990310 


_08. 9819. 


C17 




Gene No. 


21900 








Strand , 










1 Start 


8840 








End 


10997 






c : 
s' 


Name 


OJ990310 08. 


9819 


.C17.ol. 


ts 


Method 


-TBLASTX : 


Soybean 




H 


Start 


2383 








End 


2619 






: t 


GI 


none 








Score 


246 






u 

? i 
=? 


Exons 


2383. .2619, 


2389 


. .2607 












• J 


Seq. No. 


10347 








Seq. ID 


OJ990310 


_08 . 9819 . 


C17 


Si. 


Gene No. 


21900 








Strand 








i i 


Start 


8840 








End 


10997 








Name 


OJ990310 08. 


9819 


.C17.o3. 


np 


Method 


AAT/NAP 








Start 


8840 








End 


10997 






"! 

of 


GI 


6721516 








Score * 


275 






i 


Exons 


8840. .9103, 


9515 


. .9753, 


10954 


. .10997 








= : 

Si 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






i 

5? 
3 t 


Seq. No. 


10347 








Seq. ID 


OJ990310 


_08 . 9819. 


C17 


s? 

s i 


Gene No. 


21900 








Strand 








a? 


Start 


8840 








End 


10997 








Name 


OJ990310 08. 


9819, 


.C17.o4. 


gs 


Method 


GENSCAN 








Start 


10642 








End 


10756 








GI 


none 








Score 


.84 








Exons 


10642. .10697 


, 10735.. 10756 












Seq. No. 


10348 








Seq. ID 


OJ990310 


_08.9819. 


C18 




Gene No. 


21901 








Strand 


+ " 








Start 


14 








End 


160 








Name 


OJ990310 08. 


9819, 


.C18.ol. 


gs 


Method 


GENSCAN 








Start 


14 








End 


160 








GI 


none 








Score 


.98 








Exons 


14. .160 


















Seq. No. 


10348 








Seq. ID 


OJ990310 


_08.9819. 


C18 




Gene No. 


21902 








Strand 










Start 


3906 








End 


6116 







10760 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990310_08 . 9819.C18.o3.gs Method GENSCAN 
3906 End 6116 

none Score . 68 

3906. .4235, 4842. .4984, 5745 .. 5832,- 5958 .. 6116 



10348 Seq. ID 

21903 Strand 

8790 End 
OJ990310_08. 9819.C18.o4 .gs Method 

8790 End 

none Score 

8790. .9896, 10068. .10703 



OJ990310_08.9819.C18 

10703 
GENSCAN 
10703 
.85 



Seq. No. 10348 

Gene No. 21904 

Start 11580 

Name OJ990310_08.. 9819.C18 .o5 .gs 

Start 11580 

GI none 

Exons 11580. . 11596, 13129 .. 132 65, 
17588. .18320 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_08.9819.C18 

18320 
GENSCAN 
18320 
.58 



15994. .16538, 17016 .. 17188, 





oeq . ino . 


1 riTyl Q 

i u o 4i y 








Seq. ID 


OJ990310_08.9819.C19 


: SG s 

u 


bene lno . 


9 1 on ^ 








Strand 






C ■*- -a y~4- 

otait 


i n &a 








End 


15615 


m 


iName 


n tqqh^i n or 
uj y yu jIU Uo 


QQ1 Q 

. y o i y 


.C19.ol 


.np 


Method 


AAT/NAP 


•K ' - 

;:; i 


Start 


1064 ~ 








End 


15615 




GI 


2781357 








Score 


826 


Q 


Exons 


1064. .1175, 


1864 


. .2712, 


14889 


. .15010, 


15511. .15615 




GI Descrip. 


(AC003113) 


F2401 


.13 [Arabidopsis thaliana] 


!. " \ 

\'\ | 


Seq. No. 


10349 








Seq. ID 


OJ990310_08 . 9819. CI 9 




Gene No. 


21905 








Strand 






Start 


1064 








End 


15615 


•E St 


Name 


OJ990310 08 


. 9819 


.C19.o2 


.gs 


Method 


GENSCAN 


''-••A 

*: 


Start 


1744 








End 


2799 


hit 


GI 


none 








Score 


.81 




Exons 


1744. .2799 












□ 


Seq. No. 


10349 








Seq. ID 


OJ990310_08. 9819.C19 


a 


Gene No. 


21905 








Strand 






Start 


1064 








End 


15615 




Name 


OJ990310 08 


. 9819 


C19.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1861 








End 


2829 




GI 


none 








Score 


38 




Exons 


1861. .1905, 


1882 


.2202, 


1913. 


.2125, 2150. .2182, 2209. .2547, 






2279. .2356, 


2390 


.2539, 


2585. 


.2722, 2587. .2829 




Seq. No. 


10349 








Seq. ID 


OJ990310_08.9819.C19 




Gene No. 


21905 








Strand 






Start 


1064 








End 


15615 




Name 


OJ990310 08 


.9819. 


C19.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


1891 








End 


2754 




GI 


none 








Score 


172 




Exons 


1891. .2187, 


1901. 


.2182, 


2203. 


.2547, 2204. .2383, 2435. .2539, 



2587. .2754 



10761 






Seq. No. 


iu J4 y 


Seq. ID 


OJ990310_08.9819, 


.C19 




Gene No. 


21905 


. Strand 








Start 


1064 


End 


15615 






Name 




Method 


TBLASTX: Wheat 






Start 


i o y i 


End 


2445 






GI 


none 


Score 


48 






Exons 


loyi. .zzvz, zudh . .zzzQf zuyu 


..2128, 2091. .2183, 2215. .2445, 






001 ^ 0"5(5n oo"3c o/io>i 










Seq. No. 


10349 


Seq. ID 


OJ990310_08.9819, 


PI Q 




Gene No. 


21905 


Strand 








Start 


I U 04 


End 


15615 






Name 


ujyyuoiu uo . y o i y . ex y . oi . uc 


Method 


TBLASTX: Cress 






Start 


lo y / 


End 


2442 






GI 


none 


Score 


178 






Exons 




..2442, 2234..23S3 






Seq. No. 


i n t a Ok 
I uo4 y 


Seq. ID 


OJ990310_08.9819. 


r*i Q 




Gene No. 


z i yuo 


Strand 








Start 


1064 


End 


15615 






Name 


OJ990310_08.9819.C19.o2.tm 


Method 


TBLASTX: Maize 






Start 


1 O O 9 O 
LZZZ 3 


End 


14679 






GI 


none 


Score 


131 




L J 


Exons 


lZZz 6 . . z> Id , IZZHO . . LZ6 f 4 , 


12257. .12379, 12260 .. 12379, 




0 




IZz b4 . . lz 4 1 b , 14 Jol . . 14 34 6, 


14364. .14534, 14 456 .. 14 629, 




m 




14oZo..l4b/o, 14oz4.,i\14b/y 








ru 


Seq. No. 


10350 


Seq. ID 


OJ990310_08.9819. 


. uzu 




Gene No. 


21906 


Strand 


+ 




1 ; t 
Hi 


Start 


154 


End 


1835 






Name 


OJ990310 08.9819.C20.ol.gs 


Method 


GEN SCAN 




'"- z r 

r 1 1 


Start 


154 


End 


1835 




i sr 


GI 


none 


Score 


.66 






Exons 


154. .368, 783. .1043, 1553. .1835 






\j 


Seq. No. 


10350 


Seq. ID 


OJ990310_08.9819. 




t 1 


Gene No. 


21907 


Strand 


+ 




;. s i 


Of v-f- 

otart 


2032 


End 


2193 




s =r 

,531 


Name 


OJ990310 08.9819.C20.o2.gs 


Method 


GENSCAN 




L _i 


btart: 


2032 


End 


2193 




f'\ 


C T 
bi 


none 


Score 


.79 






Exons 


2032. .2193 










Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819. 


CO 1 




Gene No. 


21908 


Strand 


+ 






C -1 , -v- -(- 

btart: 


161 


End 


1996 






Name 


OJ990310 08.9819.C21.ol.gs 


Method 


GENSCAN 






Start 


161 


End 


1996 






bl 


none 


Score 


.71 






Exons 


161. .229, 1877. .1996 ' 










Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819. 


.C21 




Gene No. 


21909 


Strand 


+ 






Start 


5150 


End 


13730 






Name 


OJ990310 08.9819.C21.o3.gs 


Method 


GENSCAN 






Start 


5150 


End 


12758 






GI 


none 


Score 


.73 





10762 




Exons 5150.. 5162, 6033.. 6302, 7221.. 7349, 7960.. 8138, 9037.. 9128, 

9888. .10619, 11324. .11750, 11801 11958 , 12311. .12758 



Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819. 


C21 


Gene No. 


21909 


Strand 


+ 




Start 


5150 


End 


13730 




Name 


OJ990310 08-9819. C21.ol.np 


Method 


AAT/NAP 




Start 


7271 


End 


13730 




GI 


5091513 


Score 


1592 




Exons 


7271. .7 408, 98 60. .10509, 11348. .12428, 


13217 . . 13357, 






13511. .13730 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819. 


C21 


Gene No. 


21909 


Strand 


+ 




Start 


5150 


End 


13730 




Name 


OJ990310 08.9819.C21.o4.gs 


Method 


GENSCAN 




Start 


13245 


End 


13667 




GI 


none 


Score 


.79 




Exons 


13245. .13332, 13474. .13667 








Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819. 


C21 


Gene No. 


21910 


* Strand 


+ 




Start 


18739 


End 


20032 




Name * - 


OJ990310 08.9819.C21.o2.np 


Method 


AAT/NAP 




Start 


18739 


• End 


20032 




GI 


4680492 


Score 


595 




Exons 


18739. .19239, 19583.. 20032 








GI Descrip. 


(AF119222) putative reverse 


transcriptase [Oryza sativa] 




Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819. 


C21 


Gene No. . 


21911 


Strand 


+ 




Start 


20339 


End 


25290 




Name 


OJ990310 08.9819.C21.o3.np 


Method 


AAT/NAP 




Start 


20339 


End 


25290 




GI 


2586082 


Score 


100 




Exons 


20339. .20366, 224 48 .. 22518 , 


24 631. .25052, 25093. .25290 




GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


10351 


Seq. ID 


OJ990310_08. 981'9. 


C21 


Gene No . 


21912 


Strand 






Start 


3104 


End 


4606 




Name 


OJ990310 08.9819.C21.o2.gs 


Method 


GENSCAN 




Start 


3104 


End 


4606 




GI 


none 


Score 


.98 




Exons 


3104. .4606 








beq. no. 


10351 


Seq. ID 


OJ990310_08. 9819, 


U.Z 1 


Gene No. 


21913 -. 


Strand 






Start 


2i024 


End 


30631 




Name 


OJ990310 08.9819.C21.o6.gs 


Method 


GENSCAN 




Start 


21024 


End 


29709 




GI 


none 


Score 


:45 




Exons 


21024. .21491, 21534 . .21971, 


21977 . .22537, 24130. .24164, 






26479. .26635, 2684 6 .. 26930, 


27590. .29709 




Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819. 


C21 



10763 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21913 Strand 

21024 End 30631 

OJ990310_08.9819.C21.o5.np Method AAT/NAP 

23358 End 29323 

6815097 Score 100 

23358. .23390, 274 68 27768, 29173.. 29323 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310 08.9819.C21 



30631 
AAT/NAP 
26930 
663 



10351 
21913 
21024 

OJ990310_08 . 9819 . C21 . o4 . np 
26203 
6069646 
26203. .26930 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10351 Seq. ID 

21913 Strand 

21024 End 
OJ990310JD8 . 9819 ..C21 . ol . tm Method 

26462- End 

none Score 
26462. .26674 



OJ990310_08.9819.C21 
30631 

TBLASTX: Maize 

26674 

205 



Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819.C21 


Gene No. 


21913 


Strand 




Start 


21024 


End 


30631- 


Name 


OJ990310 08.9819.C21.o6.np 


Method 


AAT/NAP 


Start 


27934 


End 


30354 


GI 


2736513 


Score 


122 


Exons 


27934. .28173, 28392 .. 28444 , 


28635. .28744, 29374 .. 29736, 




30218. .30354 






GI Descrip. 


(AF039052) No definition line found [Caenorhabditis elegans] 


Seq. No. 


10351 


Seq. ID 


OJ990310_08.9819.C21 


Gene No. 


21913 


Strand 




Start 


21024 


End 


30631 


Name 


OJ990310 08.9819.C21.o7.gs 


Method 


GENSCAN 


Start 


29935 


End 


30631 


GI 


none 


Score 


.52 


Exons 


29935. .30029, 30201 .. 30461, 


30547. .30631 


Seq. No. .. 


10352 


Seq. ID 


OJ990310_08. 9819.C22 


Gene No. 


21914 


Strand 


+ 


Start 


1 


End 


731 


Name 


OJ990310 08.9819.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


731 


GI 


4335770 


Score 


155 


Exons 


1..182, 699. .731 






GI Descrip. 


(AC006284) putative helicase 


[Arabidopsis thaliana] 



10764 




Seq. No. 


10352 


Seq. ID 


OJ990310_08. 


9819 


.C22 


Gene No. 


21914 


Strand 


+ 






Start 


1 


End 


731 






Name 


OJ990310 08.9819.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


29 


End 


179 






GI 


none 


Score 


209 






Exons 


29. .169, 29. .175, 33. .179, 33. .176, 67 


. .177 






Seq. No. 


10353 


Seq. ID 


OJ990310_08. 


9819 




Gene No. 


21915 


Strand 


+ 






Start 


56 


End 


567 






Name 


OJ990310 08.9819.C26.ol.np 


Method 


AAT/NAP 






Start 


56 


End 


567 






GI 


4538896 


Score 


201 






Exons 


56. .100, 148. .387, 438. .567 










GI Descrip. 


(AL049482) putative' protein 


[Arabidopsis thaliana] 






Seq. No. 


10354 


Seq. ID 


OJ990310_08. 


9819 


Ol 


Gene No. 


21916 


Strand 


+ 






Start 


1 


End 


609 






Name 


OJ990310 08.9819.C27.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


609 






GI 


4938504 


Score 


243 






Exons 


1..609 










GI Descrip. 


(AL0784 65) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


10354 


Seq. ID 


OJ990310_08. 


9819 




Gene No. 


21916 


Strand 


+ 






Start 


1 


End 


609 






Name 


OJ990310 08.9819.C27.ol.gs 


Method 


GENSCAN 






Start 


58 


End 


478 






GI 


none 


Score 


.59 






Exons 


58 . . 478 











Seq. No. 10354 

Gene No. 21916 

Start 1 

Name OJ990310JD8 . 981 9 . C27 . ol . tm 

Start 102 

GI none 

Exons 102.. 350, 120.. 350, 122.. 35 

Seq. No. 10354 

Gene No. 21916 

Start 1 

Name- OJ990310_08 . 9819 . C27 . o2 . tm 

Start 355 

GI none 

,Exons 355. .492, 355. .495, 357. .4S 

Seq. No. 10355 

Gene No. 21917 

Start 62 

Name OJ990310_08 . 9819 . C28 . ol . gs 

Start 62 

GI none 

Exons 62.. 259, 300.. 572 



Seq. ID 


OJ990310_08.9819. 


C27 


Strand 


+ 




End 


609 




Method 


TBLASTX: Maize 




End 


354 




Score 


298 




211. .354 






Seq. ID 


OJ990310_08.9819. 


C27 


Strand 


+ 




End 


609 




Method 


TBLASTX: Maize 




End 


497 




Score 


96 




-357. .497 






Seq. ID 


OJ990310_08.9819. 


C28 


Strand 


+ 




End 


572 




Method 


GENSCAN 




End 


572 




Score 


.87 





10765 




Seq. No. 10356 

Gene No. 21918 

Start 57 

Name OJ990310_08 . 9819 . C31 . ol 

Start 57 

GI none 

Exons 57.. 38 6 

Seq. No. 10357 

Gene No. 21919 

Start 181 

Name OJ990310_08 . 9819.C32.ol 

Start 181 

GI none 

Exons 181. .444 

Seq. No. 10358 

Gene No. 21920 

Start 296 

Name OJ990310_08 . 981 9 . C33 . ol 

Start 296 

GI none 

Exons 296.. 424, 309.. 425, 328 

Seq. No. 10359 

Gene No. 21921 

Start 415 

Name OJ990310__08 . 981 9 . C35 . ol 

Start 415 

GI none 

Exons 415.. 445, 500.. 570 

Seq. No. 10360 

Gene No. 21922 

Start 94 

Name OJ990310_08 . 9819 . C36 . ol 

Start 94 

GI none 

Exons 94 . . 336 

Seq. No. 10361 

Gene No. 21923 

Start 1 

Name OJ990310_08 . 9819 . C38 . ol 

Start 1 

GI 4581148 

Exons 1..52, 447.. 627 

GI Descrip. (AC006919) hypothetical 

Seq. No. 10361 

Gene No. 21923 

Start 1 

Name OJ990310__08 . 9819 . C38 . ol 

Start 128 

GI none 

Exons 128.. 259 






Seq. ID 


OJ990310_08.9819 


.C31 




Strand 


+ 






End 


386 




.gp 


Method 


AAT/GAP 






End 


386 






Score 


599 






Seq. ID 


OJ990310_08.9819 


.C32 




Strand 


+ 






End 


444 




.gs 


Method 


GENSCAN 






End 


444 






Score 


. 4 






Seq. ID 


OJ990310_08.9819 


.C33 




Strand 








End 


563 




. tm 


Method 


TBLASTX: Maize 






End 


563 






Score 


187 




. .426, 


492. .563, 


494. .553, 504.. 


563 




Seq. ID 


OJ990310_08.9819 


.C35 




Strand 


— 






End 


570 




.gs 


Method 


GENSCAN 






End 


570 






Score 


. 6 






Seq. ID 


OJ990310_08.9819 


.C36 




Strand 


— 






End 


336 




.gp 


Method 


AAT/GAP 






End 


336 






Score 


405 






Seq. ID 


OJ990310_08.9819 


.C38 




Strand 








End 


627 




. np 


Method 


AAT/NAP 






End 


627 






Score 


90 




protein [Arabidopsis thaliana] 






Seq. ID 


OJ990310_08.9819 


.C38 




Strand 








End 


627 




.gs 


Method 


GENSCAN 






End 


259 






Score 


.93 





10766 



Seq. No. 


10362 


Seq. ID 


OJ990310_08.9819 


Gene No. 


21924 


Strand 




Start 


1 


End 


469 


Name 


OJ990310 08.9819.C40.ol.np 


Method - 


AAT/NAP 


Start 


1 


End 


469 


GI 


100903 


Score 


119 


Exons 


1..63, 361. .469 






GI Descrip. 


nucleic acid-binding protein 


- maize gi 1168526 (M74566) 




acid-binding protein [Zea mays] 




Seq. No. 


10362 


Seq. ID 


OJ990310 08.9819 


Gene No. 


21924 


Strand 


- 


Start 


1 


End 


469 


Name 


OJ990310 08.9819.C40.ol.gs 


Method 


GENSCAN 


Start 


361 


End 


462 


GI 


none 


Score 


.87 


Exons 


361. .462 






Seq. No. 


10363 


Seq. ID 


OJ990310_09. 9819 


Gene No. 


21925 


Strand 


+ 


Start 


8587 


End 


11810 


Name 


OJ990310 09.9819.C3.ol.np 


Method 


AAT/NAP 


Start 


8587 


End 


11807 


GI 


5803259 ' 


Score 


4153 


Exons 


8587. .9848, 9941. .11807 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


10363 


Seq. ID 


OJ990310J)9.9819 


Gene No. 


21925 


Strand 


+ 


Start 


8587 


End 


11810 


Name 


OJ990310 09.9819.C3.o2.gs 


Method 


GENSCAN 


Start 


8587 


End 


11810 


GI 


none 


Score 


.95 


Exons 


8587. .9848, 9941. .11810 






Seq. No. 


10363 


Seq. ID 


OJ990310_09.9819 


Gene No. 


21926 


Strand 




Start 


216 


End 


273 


Name 


OJ990310 09.9819.C3.ol.gp 


Method 


AAT/GAP 


Start 


216 


End 


273 


GI 


2312838 


Score 


67 


Exons 


216. .273 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


10363 


Seq. ID 


OJ990310_09. 9819 


Gene No. 


21927 


Strand 




Start 


12443 


End 


12625 


Name 


OJ990310 09.9819.C3.o3.gs 


Method 


GENSCAN 


Start 


12443 


End 


12568 


GI 


none 


Score 


.83 


Exons 


12443. .12568 






Seq. No. 


10363 


Seq. ID 


OJ990310_09.9819 


Gene No. 


21927 


Strand 




Start 


12443 


End 


12625 



10767 



Name OJ990310_09 . 9819 . C3 . o2 . np Method AAT/NAP 

Start 12446 End 12625 

GI 6498441 Score 246 

Exons 12446.. 12625 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 10364 

Gene No. 21928 

Start 278 

Name OJ990310_09 . 9819 . C5 . ol . gs 

Start 278 

GI none 

Exons 278.. 358 

Seq. No. 10365 
Gene No. • 21929 

Start 383 

Name OJ990310_09 . 9819 . C6 . ol . gs 

Start 383 

GI none 

Exons 383.. 2155 

Seq. No. 10365 

Gene No. 21929 

Start 383 

Name OJ990310_09 . 9819 . C6 . ol . np 

Start 386 

GI 6498441 

Exons 386. .667, 761.. 2170, 2562. 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2617 



OJ990310_09.9819._C5 
358 

GEN SCAN 

358 

.92 



OJ990310_09.9819.C6 

2617 
GENS CAN 
2155 
.89 



OJ990310_09.9819.C6 

2617 
AAT/NAP 
2617 
2767 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 



10365 
21929 
383 

OJ990310_09. 9819.C6.o2.tm 

386 

none 

386. .526, 387. .521 

10365 
21929 
383 

OJ990310_09. 9819.C6.o2. tw 

395 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990310_09.9819.C6 
2617 

TBLASTX: Maize 

526 

122 



OJ990310_09.9819.C6 
2617 

TBLASTX: Wheat 

997 

83 



395. .520, 399. .521, 713. .997, 714. .992 



10365 Seq. ID 

21929 Strand 

383 End 

OJ990310_09. 9819.C6.ol.tw Method 

998 End 

none Score 



OJ990310_09.9819.C6 
2617 

TBLASTX: Wheat 

1379 

163 



10768 




Exons 


998. .1378, 1029. .1277, 1323. 


1 *3 "1 C\ 

. 137 9 






Seq. No. 


10365 


Seq. ID 


OJ990310_09. 9819 


.C6 


Gene No. 


21929 


Strand 






Start 


383 


End 


O /" 1 "7 

2617 




Name 


OJ990310 09 . 9819 . C6 . ol . tm 


Method 


TBLASTX : Maize 




Start 


1193 


End 


1516 




GI 


none 


Score 


191 




Exons 


H93..1516, 1206..1487 








Seq. No. 


10365 


Seq. ID 


OJ990310 09.9819 


. C6 


Gene No. 


21929 


Strand 






Start 


383 


End 


2617 




Name 


OJ990310 09.98l9.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1769 


End 


2317 




GI 


5666795 


Score 


65 




Exons 


1769..1969, 2024.. 2161, 2237 


. .2317 






GI Descrip. 


4206306 2.0e-l0 (AF049110) prpol [Zea 


mays ] 




Seq. No. 


10365 


Seq. ID 


OJ990310_09.9819 


.C6 


Gene No. 


21929 


Strand 






Start 


383 


End 


2617 




Name 


OJ990310 09.98l9.C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1871 


End 


2321 




GI 


none 


Score 


143 




Exons 


1871..2188, 1938..2162, 2220 


. .2321, 2225. .2320 




Seq. No. 


10366 


Seq. ID 


OJ990310_09.9819 


-C7 


Gene No. 


21930 


Strand 


+ 




Start 


12046 


End 


14542 




Name 


OJ990310 09.98l9.C7.o3.np 


Method 


AAT/NAP 




Start 


12046 


End 


14542 




GI 


5922623 


Score 


264 




Exons 


12046. .12161, 12559. .12671, 


12839. .12914, 14510. .14542 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


. sativa] 






gi | 6016856 | dbj IBAA85199.1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


IN." - 

10366 


Seq. ID 


OJ990310_09.9819 


.C7 


Gene No. 


21931 


Strand 






Start 


775 


End 


2666 




Name 


OJ990310 09.9819. C7.ol.gs 


Method 


GENSCAN 




Start 


775 


End 


2666 




GI 


none 


Score 


.59 




Exons 


775. .972, 1347. .2666 








Seq. No. 


10366 


Seq. ID 


OJ990310_09.9819 


.C7 


Gene No. 


21932 


Strand 






Start 


3413 


End 


3917 




Name 


OJ990310 09.9819.C7.o2.gs 


Method 


GENSCAN 




Start 


3413 


End 


3917 




GI 


none 


Score 


. 91 




Exons 


3413. .3479, 3841. .3917 








Seq. No. 


10366 


Seq. ID 


OJ990310_09.9819 


.C7 


Gene No. 


21933 


Strand 






Start 


3919 


■ End 


4291 





10769 



Name 


OJ990310 09.9819.C7.ol.gp 


Method 


AAT/GAP 


Start 


3919 


End 


A 9 Q1 


GI 


uC-osflcyp033a04bl 


Score 


OUo 


Exons 


3919. .4291 






GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP00057 0 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 . 




Seq. No. 


10366 


Seq. ID 


OJ990310_09.9819.C7 


Gene No. 


21934 


Strand 




Start 


4487 


End 


i p ri p n 


Name 


OJ990310 09. 9819.C7.o3. tm 


Method 


TQT Z\QTY - Mai *7 a 

i tsJ-irio i a . Lxia i z e 


Start 


1905 


End 


Z £ U 


GI 


none 


Score 


/ 0 


Exons 


1905. .2204, 2101. .2190 






Seq. No. 


10366 


Seq. ID 


OJ990310^09.9819.C7 


Gene No. 


21934 


Strand 




Start 


4487 


End 




Name 


OJ990310 09.9819.C7.o5.tw 


Method 


i oLiAo i a . wnea l. 


Start 


2085 


End 


O A A A 
L 4 4 *± 


GI 


none 


Score 




Exons 


2085. .2375, 2085. .2444, .2089. 


, .2442 




Seq. No. 


10366 


Seq. ID 


OJ990310_09.9819.C7 


Gene No. 


21934 


Strand 




btari 


4487 


End 


18380 • 


Name 


OJ990310 09.9819.C7.o2.np 


Method 


AAT/NAP 


Start 


4487 


End 


11460 


GI 


6498441 


Score 


3958 


Exons 


4487. .4508, 7749. .8068, 8261. 


..8673, 8848. .8982, 9166. .9539, 




9603. .10066, 10397.. 11460 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



10366 Seq. ID 

21934 Strand 

4487 End 

OJ990310_09 . 9819 . C7 . ol . np Method 

4757 End 

6907087 Score 



OJ990310_09. 9819.C7 

18380 
AAT/NAP 
6999 
1108 



4757. .4858, 5410. .5858, 6177. .6416, 6624. ,.6999 

(AP001129) ESTs C7277 1 (E22 15 ) , AU082313 (E2215 ) correspond to 

region of the predicted gene.; hypothetical protein [Oryza 

sativa] 



10366 
21934 
4487 

OJ990310_09. 9819.C7 .06. tw 

7734 

none 

7734. .8015, 7735. .7998 

10366 
21934 
4487 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990310_09. 9819.C7 

-18380 . ; 
TBLASTX : Wheat . . 
8015 
160 



OJ990310 09. 9819. C7 



18380 



10770 



Name OJ990310_09 . 9819 . C7 . o4 . np Method AAT/NAP 

Start 8210 End 18380 

GI 6580645 Score 69 

Exons 8210.. 8364, 11550. . 11590, 18141 .. 18224 , 18316.. 18380 

GI Descrip. (AL133469) putative secreted proline-rich protein [Streptomyces 
coelicolor A3 (2)] 





Seq. No. 


i o o r r 

10366 








Seq. ID 


OJ990310 09 . 9819 




Gene No. 


21934 








Strand 






Start 


4487 








End 


18380 




Name 


OJ990310 09 


. 9819 . 


C / . Ol . 


t s 


Method 


TBLASTX ; Soybean 




Start 


O C 1 1 

8511 








End 


8882 




GI 


none 








Score 


o a 

90 




Exons 


OC11 oooo 

8511 . . 8882 , 


O *7 O O 

8722 . 


O O f c 

.88 65 










Seq. No. 


10366 








Seq. ID 


OJ990310 09.9819 




Gene No. 


21934 








Strand 






Start 


4487 








End 


18380 




Name 


OJ990310 09 


981 9 . 


C7 . o2 . 


tw 


Method 


TBLASTX : Wheat 




Start 


8536 








End 


8960 




GI 


none 








Score 


327 


.as; 


Exons 


8536. . 8955, 


8541 . 


. 8960 








hl\ 


.Seq. No. 


10366 








Seq. ID 


OJ990310 09 .9819 


r?> 


Gene No. 


21934 ' 








Strand 




: 

i'i : 


Start 


4487 








End 


18380 


.SSI 


Name 


OJ9903lO_09 


9819 . 


C7 . o2 . 


tm 


Method 


TBLASTX : Maize 




Start 


8634 








End 


9018 




GI 


none 








Score 


206 




Exons 


8634 . . 9017, 


8653 . 


. 9018 










Seq. No. 


10366 








Seq. ID 


OJ990310_09. 9819 


« 


Gene No. 


21934 








Strand 




•i s: 


Start 


4487 








End 


18380 


' t! 


Name 


OJ9903io 09 


9819 . 


C7 . Ol . 


tm 


Method 


TBLASTX : Maize 


:i ca 


Start 


A A A C 

9045 








End 


A A A T 

9401 


i 


GI 


none 








Score 


1 A C 

105 




Exons 


904 5. . 9314 , 


n a a c 

904 5 . 


o a a i 

. 94 01, 


n a c c. 

9055 . 


n o /~ c 

. 9366 






Seq. No. 


10366 








Seq. ID 


^\TAAO*31A AO OOTO 

OJ990310 09. 9819 




Gene No. 


21934 








Strand 






Start 


4487 








End 


18380 




Name 


ATnoAoi a on 
OJ990310 09 


no t n 
9o 1 9 . 


C / . Ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


9069 








End 


9532 




GI 


none 








Score 


401 




Exons 


9069. .9530, 


9070. 


.9531, 


9356. 


.9532 






Seq. No. 


10366 








Seq. ID 


OJ990310_09. 9819 




Gene No. 


21934 








Strand... 






Start 


4487 








End 


18380 




Name 


OJ990310 09. 


9819. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9126 








End 


9491 




GI 


none 








Score 


117 




Exons 


9126. .9260, 


9267. 


.9491 










Seq. No. 


10366 








Seq. ID 


OJ990310_09.9819 




Gene No. 


21934 








Strand 





10771 




Start 


4487 






End 


18380 


Name 


OJ990310 09. 


9819.C7.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9696 






End 


10182 


GI 


none 






Score 


172 


Exons 


9696. . 


10181, 


9700.. 9987, 10009.. 10182 




Seq. No. 


10366 






Seq. ID 


OJ99Q310JD9.9819.C7 


Gene No. 


21934 






Strand 




Start 


4487 






End 


18380 


Name 


OJ990310 09. 


9819.C7.o4 .tw 


Method 


TBLASTX: Wheat 


Start 


10920 






End 


11312 


GI 


none 






Score 


89 


Exons 


10920. 


.11177 


, 10954. .11193, 


11160. .11258, 11161. .11241, 




11265. 


.11312 








Seq. No. 


10366 






Seq. ID 


OJ990310_09.9819.C7 


Gene No. 


21934 






Strand 




Start 


4487 






End 


18380 


Name 


OJ990310 09. 


9819.C7.o4 .tm 


Method 


TBLASTX: Maize 


Start 


11022 






End 


11307 


GI 


none 






Score 


103 


Exons 


11022. 


.11270 


, 11023.. 11307 






Seq. No. 


10366 






Seq. ID 


OJ990310_09.9819.C7 


Gene No. 


21934 






Strand 




Start 


4487 






End 


18380 


Name 


OJ990310 09. 


9819.C7.o4 .gs 


Method 


GENSCAN 


Start 


14847 






End 


15911 


GI 


none 






Score 


.81 


Exons 


14847. 


.14875 


, 15335. .15534, 


15886. .15911 


Seq. No. 


10367 






Seq. ID 


OJ990310_09.9819.C8 


Gene No. 


21935 






Strand 


+ 


Start 


4658 






End 


9616 


Name 


OJ990310 09. 


9819.C8.ol.gp 


Method 


AAT/GAP 


Start 


4475 






End 


9429 


GI 


8228 1 


.R1084 




Score 


3010 


Exons 


4475. . 


4766, 


6369.. 6506, 6724 


..6866, 6961. .7114, 7209. .7438, 




7981. . 


8070, 


8205.. 8378, 8472 


..8609, 8 


311. .8948, 9049. .9110, 




9343. . 


9429 









GI Descrip. ' 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 10367 
Gene No. 21935 
Start 4658 

Name OJ990310_09 . 9819 . C8 . o2 . gs 

Start . 4658 

GI ' none - ; 

Exons 4658.. 4766, 6369.. 6506, 6724. 

7981. .8070, 8205. .8378, 8472, 

9343. . 9616 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6866, 6961 
.8609, 8811 



OJ990310_09.9819.C8 
+ 



9616 
GENSCAN 
9616 
.8 

,7114, 
,8948, 



7209. 
9049. 



.7438, 
.9110, 



Seq. No. 10367 Seq. ID OJ990310J39 . 9819 . C8 

Gene No. 21935 Strand + 

Start 4658 End 9616 

Name OJ990310 09 . 9819 . C8 . ol . np Method AAT/NAP 



10772 



Start 
GI 

Exons 



4667 End 9613 

1421730 Score 2287 

4667. .4766, 6360. .6506, 6724.-6866, 6961. .7114, 7209. .7438, 



7981. .8070, 8205. .8378, 8472, 
9343. . 9613 



.8609, 8811. .8948, 9049. .9110, 



GI Descrip. (U43082) RF2 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10367 Seq. ID 

21936 Strand 

14159 End 

OJ990310_09.9819.C8.o2.np Method 

14114 End 

3757518 Score 
14114. .15544 

(AC005167) putative glucosyltransf erase [Arabidopsis thaliana] 



OJ990310_09.9819.C8 

+• 

15544 
AAT/NAP 
15544 
667 



10367 Seq. ID 

21936 Strand 

14159 End 

OJ990310JD9. 9819.C8 .o4 .gs Method 

14159 End 

none Score 
14159.. 15541 



OJ990310_09.9819.C8 
+ 

15544 
GENSCAN 
15541 
.53 



Seq. No. 10367 . Seq. ID 

Gene No. 21937 * Strand 

Start 11169 End 

Name OJ990310_09 . 9819 . C8 . ol . tm Method 

Start 6358 End 

GI none Score 

Exons 6358.. 6504, 6360.. 6506, 6364.. 6510, 

6719. . 68 68, 6723. .6866, 6958. .7110, 

6962. .7117, 7185. .7367, 7202. .7444, 

7980.. 8069, 7981. .8073, 8202.. 8378, 

8208. .8378, 8469. .8612, 8470. .8604, 8471 

8811.. 8948, 9043.. 9120, 9046.. 9108, 9337 



OJ990310 09. 9819. C8 



13574 

TBLASTX: Maize 
9619 
182 

6365.. 6508, 6709. 

.7115, 6961. 

.7470, 7980. 

.8298, 8204. 

.8605, 8809. 

.9618, 9344. 



6960 
7204 
8203 



. 6780, 
.7116, 
.8063, 
.8329, 
.8949, 
. 9619 



Seq. No. 10367 
Gene No. 21937 
Start 11169 

Name 0 J990310_09 . 98 19 . C8 . ol . tc 

Start 6410 
GI none 

Exons 6410.. 6508, 6418.. 6510, 6722. 

6961. .7116, 7202. .7444, 7204. 
8207. .8377, 8208. .8378, 8469. 
8885.. 8950, 9024.. 9110, 9043. 
9500.. 9532 



OJ990310_09.9819.C8 
13574 

TBLASTX: Cress 

9532 

108 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6868, 6723. .6866, 6960. .7115, 
.7443, 7980. .8078, 7981. .8073, 
.8612, 8471. .8608, 8856. .8948, 
.9120, 9337. .9513, 9341. .9487, 



Seq. No. 10367 

Gene No. 21937 

Start 11169 

Name OJ990310_09 . 98 19 . C8 . ol . ts 

Start 6410' 

GI none 

Exons 6410.. 6508, 6418.. 6510, 6722. 

6970.. 7086, 6971.. 7126, 6972, 



Seq. ID OJ990310_09.9819.C8 
Strand 

End 13574 

Method TBLASTX : Soybean 

End 9645 

Score 120 

;6868, 6723. .6866, 6961. .7116, 
.7115, 7194. .7442, 7202. .7444, 



10773 






n O f\ A *7 A A C 

1 ^U4 . . / 4 4 b, 


"1 Cl O A 

/ you 


OmO "700T 

. . o U / o , / yd 1 


..8073, 8 


207. .8374, 


oono ono 
o^Uo . .oj/o 




o 4 by . . o bio , 


o a n r\ 
o 4 / U , 


. . oooo, o4 /I 


..8.608, 8 


807. .8884, 


001 1 oo/o 
ooll. . o y 4 o 




yuio . . ynu, 


y U4 o , 


Gill Q'5*5T 

. . y 1 1 1 , yjj / 


. .9645, 9344. .9637 




Seq. No. 


10367 






Seq. ID 


OJ990310 


_09.9819.C8 


Gene No. 


21937 






Strand 






btart 


HID? 






End 


13574 




Name 


uj y yuoiu uy . 


QQ1 Q 

y o i y . 


. Lo . OZ . CW 


Method 


TBLASTX: 


wneat 


Start 


an ~\ n 
b / 1 / 






End 


7228 




GI 


none 






Score 


130" 




Exons 


an t n aoan 

b/1/. .boo/, 


an oo 
b / 22 , 


. . boob, b9bU 


..7118, 6964. .7116; 


TOno n o oq 
/ ZUZ . . / ZZo 


Seq.. No. 


1U Jo / 






Seq. ID 


OJ990310 


no. Qoi q r'Q 

u y . y o i y . lo 


Gene No. 


21937 






Strand 






Start 


11169 






End 


13574 




Name 


uj y yuoiu uy . 


QQ1 Q 

y ts i y . 


. Lo . 0-5 . tW 


Method 


TBLASTX: 


wneat 


btart 


o o / Z 






End 


9517 




GI 


none 






Score 


93 




Exons 


oo i z . . o y4 y , 


o o y o , 


QQyl Q QQHO 

. . o y 4 o , oyui 


..8949, 8918. .8950, 


QHyn Qi on 
yu 4 o . . y iz u 




y u 4 / . . y u y 4 , 


y Job , 




..9516, 9340. .9438, 


y j4 i . . yo l / 


Seq. No. 


10367 






Seq. ID 


OJ990310 


r\Q qoi q r'Q 

uy . yo i y . lo 


Gene No. 


21937 






Strand 






Start 


11169 






End 


13574 




Name 


OJ990310 09. 


9819. 


,C8 .o3.gs 


Method 


GEN SCAN 




Start 


11169 






End 


13574 




GI 


none 






Score 


.82 




Exons 


11169. .11636, 11705. .11787, 


12385. .12506, 12511 


1 O O O 1 




13572. .13574 












Seq. No. 


10367 






Seq. ID 


OJ990310 


u y . yy i y . Co 


Gene No. 


21938 






Strand 






Start 


14744 






End 


15508 




Name 


OJ990310 09. 


9819, 


,C8 .o2. ts 


Method 


TBLASTX: 


Soybean 


Start 


14744 






End 


15508 




bl 


none 






Score 


86 




Exons 


14744. .14881 


, 14950. .15108, 


14951. .15058, 15107 


i c c n o 
. . lOOUo , 




15124.. 15309 


, 15349. .15477 








Seq. No. 


10367 






Seq. ID 


OJ990310 


u y . yo i y . Co 


Gene No. 


21938 






Strand 






Start 


14744 






End 


15508 




Name 


OJ990310 09. 


9819. 


X8.o2.tm 


Method 


TBLASTX: 


Mai ze 


btart 


14777 






End 


15337 






none 






Score 


35 




Exons 


14777. .14809 


, 14849. .14890, 


14945. . 15061, 15086 


i conn 
. . 10 jj / , 




15145. .15270 












C a rv NT r\ 

o e q . IN o . 


10367 






Seq. ID 


OJ990310 




Gene No. 


21938 






Strand 






Start 


14744 






End 


15508 




Name 


OJ990310 09. 


9819. 


,C8 .o2. tc 


Method 


TBLASTX: 


Cress 


Start 


14950 






End 


15502 




GI 


none 






Score 


91 




Exons 


14950. .15081 


, 14951. .15058, 


15137. .15340, 15169 


. . 15300, 



15170. .15310, 15343. .15408, 15344.. 15502 



10774 




Seq. No. 


10367 


Seq. ID 


OJ990310_09.9819.C8 


Gene No. 


21938 


Strand 




Start 


14744 


End 


15508 


Name 


OJ990310 09 . 9819 . C8 . ol . tw 


Method 


TBLASTX : Wheat 


Start 


14999 


End 


15316 


GI .■ 


none 


Score 


254 


Exons 


14 999 15316, 15184. .15315 






Seq. No. 


10368 


Seq. ID 


OJ990310_09. 98 19. C10 


Gene No. 


21939 


Strand 


+ 


Start 


730 


End 


2791 


Name 


OJ990310 09.9819.C10.o2.np 


Method 


AAT/NAP 


Start 


730 


End 


2791 


GI 


6721561 


Score 


125 


Exons 


730. .820, 2730. .2791 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gil 681508 6 | dbj I BAA90372 . 1 | (AP001081) 


EST AU082058 (C12976) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


10368 






Seq. ID 


OJ990310 


_09. 9819. C10 


Gene No. 


21940 






Strand 


+ 




Start 


3748 






End 


4901 




Name 


OJ990310 09 


.9819. 


C10.ol.gs 


Method 


GEN SCAN 




Start 


3748 






End' 


4901 




GI 


none 






Score 


.72 




Exons 


3748. .3877, 


3966. 


.4699, 4778 


. .4901 






Seq. No. 


10368 






Seq. ID 


OJ990310 


_09. 9819. C10 


Gene No. 


21941 






Strand ■ 






Start 


608 






End 


697 




Name 


OJ990310 09 


.9819. 


C10.ol.np 


Method 


AAT/NAP 




Start 


608 






End 


697 




GI 


4680183 






Score 


113 




Exons 


608. . 697 












GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


10369 






Seq. ID 


OJ990310 


_09.9819.C11 


Gene No. 


21942 






Strand 


+ 




Start 


306 






End 


10725 




Name 


OJ990310 09 


.9819. 


Cll.ol . gs 


Method 


GENSCAN 




Start 


306 






End 


9907 




GI 


none 






Score 


.71 




Exons 


306. .1072, 


1155. . 


1325, 1492. 


.1663, 2103 


\. .2141, 


2458. .2519, 




2629. .2717, 


3469. 


.3655, 3738 


. .4125, 4266. .4548, 


4595. .4711, 




4734. .4835, 


5756. 


.5979, 6087 


..6293, 7542. .7756, 


9668. .9907 



Seq.. No. 10369 

Gene No. 21942 

Start 306 

Name OJ990310_09 . 9819 .Cll . ol . gp 

Start 1481 

GI LIB34 31-001-P1-N1-B5 

Exons 1481.. 1663, 1769.. 2001 

GI Descrip. 1 4 680203/gb I AAD27566 . 1 | AF114 17 1__7 
protein [Sorghum bicolor] 1 



Seq. ID OJ990310_09. 9819.C11 

Strand + 

End 10725 

Method AAT/GAP 

End 2001 

Score 758 



1.0e-39 (AF114171) TNP2-like 



10775 




Seq. No. 


10369 




Seq. ID 


OJ990310_09.9819 


Cll 


Gene No. 


21942 




Strand 


+ 




Start 


"3 A C 

JUb 




End 


10725 




Name 


ojyyujiu uy . yy l y . ci l . oi 


. np 


Method 


AAT/NAP 




Start 


a i a a 




End 


10725 




GI 


ci o o ^ a c 
0 12 3 / {JO 




Score 


633 




Exons 


0/4U. . D£/D r /boo. . / /jD, 


9668 


..9833, 10635. .10725 




GI Descrip. 


(ALU/y34/) amiaase-like 


protein [Arabidopsis thaliana] 




Seq. No. 


10369 




Seq. ID 


OJ990310JD9.9819. 


Cll 


Gene No. 


21942 




Strand 


+ 




Start 


one 




End 


10725 




Name 


x-\ t n n a o 1 a Art aa 1 a /-* i i t 

OJ990310 09 . 98 1 9 . Cll . ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


/t> /2 




End 


9812 




GI 


none 




Score 


208 




Exons 


TCTO TTCl T^CO ncr 

/D/2.. /757, 7boo..77ob, 


9669 


..9758, 9741. .9812 




Seq. No. 


10370 




Seq. ID 


OJ990310_09.9819. 


C12 


Gene No. 


21943 




Strand 


+ 




Start 






End 


4341 




Name 


/"NTAAAOIA AA A O 1 A /*"< 1 A _ -1 

OJ990310 09 . 98 19 . C12 . ol 


.np 


Method 


AAT/NAP 




Start 


/"AC 

695 




End 


2384 




GI 


C 1 A "5 "1 A C 

5123705 




Score 


438 




Exons 


/"AC A O C OAOT OOO /I 

695. .935, 2031. .2384 










GI Descrip. 


/7VT ATA^JllX * 1 1 ' 1 

(AL079347) amidase-like 


protein [Arabidopsis th-aliana] ' 




Seq. No. 


10370 




Seq. ID 


OJ990310_09.9819. 


C12 


Gene No. 


21943 




Strand 


+ 




Start 


■ 695 




End 


4341 




Name 


OJ990310 09.9819.C12.ol 


. gs 


Method 


GENSCAN 




Start 


737 




End 


4341 




GI 


none 




Score 


.77 




Exons 


737. .935, 2031. .2259, 2869.. 


2986, 3727 


..3785, 4071. .4091, 




4229. .4341 










Seq. No. 


10370 




Seq. ID 


OJ990310_09.9819. 


C12 


Gene No . 


. 21944 




Strand 






Start 


4894 




End 


14358 




Name 


OJ990310 09.9819.C12.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2148 




End 


2372 






none 




Score 


101 




Exons 


2148. .2264, 2177. .2257, 


2262 


. .2372, 2267. .2371 




Seq. No. 


10370 




Seq. ID 


OJ990310_09.9819. 


C12 


Gene No. 


21944 




Strand 






Start 


4894 




End 


14358 




Name 


OJ990310 09.9819.C12.o2 


.gs 


Method 


GENSCAN 




Start 


4894 




End 


14358 




GI 


none 




Score 


.84 




Exons 


4894. .5283, 5376. .5477, 


5654 


..5746, 5830. .6042, 6367. .6623, 




6706. .6810, 6920. .7199, 


7297 


..7577, 7727. .7859, 9448. .10200 




10279. .10372, 10450 12971 , 


13204. .13380, 13914 13995, 






14181. .14358 










Seq. No. 


10370 




Seq. ID 


OJ990310_09.9819. 


C12 


Gene No. 


21944 




Strand 







10776 






Start „ 


4894 








End 


14358 






Name • 


OJ990310_09 . 


9819. 


C12.o8 


. tm 


Method 


TBLASTX: Maize 






Start 


4912 








End 


5477 






GI 


none 








Score 


35 






Exons 


4 912 . . 5124 , 


5021 . 


. 5125, 


5131 


..5247, 5156. .5248, 5406. .5477 




Seq. No. 


10370 








Seq. ID 


OJ990310_09.9819. 


C12 




Gene No. 


21944 








Strand 








Start 


4 8 94 








End 


14358 






Name 


OJ990310_09 . 


9819 . 


C12 . o4 


. tm 


Method 


TBLASTX: Maize' 






Start 


5663 








End 


6027 






GI 


none 








Score 


70 






Exons 


5 663 . . 5737 , 


C (Z "J tz 

bo to . 


. 5 / 3D , 




..5973, 58 


21. .6027, 5870. .6025 




Seq. No. 


10370 








Seq. ID 


OJ990310_09.9819. 


C12 




Gene No. 


21944 








Strand 


- 






Start 


4 8 94 








End 


14358 






Name 


OJ990310_09. 


9819 . 


C12 . o7 


. tm 


Method 


TBLASTX: Maize 






Start 


6370 








End 


6595 






GI 


none 








Score 


141 






Exons 


6370. . 6594, 


6371 . 


. 6595, 


6440 


. .6595 








Seq. No. 


10370 








Seq. ID 


OJ990310_09.9819. 


C12 


*? 


Gene No. 


21944 








Strand 


' - 




51 


Start 


4894 








End 


14358 




Ft 

il 


Name 


OJ990310_09. 


9819. 


C12 .ol 


.gp 


■ Method 


AAT/GAP 




L! 


Start 


9125 








End 


9633 






GI 


3759080 








Score 


837 




:j 
l! 


Exons 


9125 . . 9633 














= - 


Seq. No. 


10370 








Seq. ID 


OJ990310_09.9819. 


C12 




Gene No. 


21944 








Strand 


- 






Start 


4894 








End 


14358 






Name 


OJ990310 09. 


9819. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 




1 


Start 


9775 








End 


11099 




i 


GI 


none 








Score 


77 




3i 


Exons 


9775. .9954, 


10039. . 10194, 10653.. 11099 


, 10654 . .10872, 




3 s 




10942. .11049 












3 


Seq. No. 


10370 








Seq. ID 


OJ990310_09.9819. 


C12 




Gene No. 


21944 








Strand 








Start 


4894 








End 


14358 






Name 


OJ990310 09. 


9819. 


C12.o6 


.tm 


Method 


TBLASTX: Maize 






Start 


9958 








End 


10302 






GI 


none 








Score 


91 






Exons 


9958. .10194, 


9961. .1014 9, 9962. .10180, 


10273. .10302 






Seq. No. 


10370 








Seq. ID 


.OJ990310_09'. 9819. 


C12 




Gene No. 


21944 








Strand 








Start 


4894 








End 


14358 






Name 


OJ990310 09. 


9819. 


C12.o5 


.tm 


Method 


TBLASTX: Maize 






Start 


10467 








End 


10707 






GI 


none 








Score 


192 






Exons 


10467. .10505 


, 10512. .10706, 


10528. .107 07, 10555. .10707 






Seq. No. 


10370 








Seq. ID 


OJ990310_09. 9819. 


C12 




Gene No. 


21944 








Strand 







10777 



Start . 4894 End 14358 

Name OJ990310_09 . 9819. C12 . o2 . gp Method AAT/GAP 

Start 10517 " End 11015 

GI 20729_1.R1084 Score '927 

Exons 10517. .11015 

GI Descrip. ' 5911167/gb | AAD55677 . 1 | 3.0e-36 
protein [Zea mays] ' 



(AF136221) putative transposase 



Seq. No. 10370 Seq. ID 

Gene No. 21944 Strand 

Start 4894 End 

Name OJ990310_09 . 9819 . C12 . o2 . np Method 

Start 10620 End 

GI 5911167 Score 

Exons 10620. .12972 

GI Descrip. (AF136221) putative transposase protein [Zea mays] 



OJ990310_09.9819.C12 

14358 
AAT/NAP 
12972 
1635 



Seq. No. 10370 Seq. ID OJ990310_09 . 98 19 . C12 

Gene No. 21944 Strand 

Start 4894 End 14358 

Name OJ990310_09 . 9819 . C12 . ol . tm Method TBLASTX : Maize 

Start 10708 End 11200 

GI none Score 4 46 

Exons 10708. .11196, 10709 , . 10957 , 10710 .. 11195, 10976.. 11200 



Seq. No. 10370 Seq. ID OJ990310_09 . 981 9 . C12 

Gene No. 21944 Strand 

Start 4894 End 14358 

Name OJ990310_0 9.9819. C12 . ol . ts Method TBLASTX : Soybean 

Start 10758 End 11147 

GI none Score 116 

Exons 10758. .11000, 10759 .. 10950 , 107 61 .. 10952 , 11013 .. 11147 , 
11041. .11094 



Seq. No. 10370 

Gene No. 21944 

Start 4894 

Name . OJ990310_09 . 98 19 . C12 . o3 

Start 11235 

GI none 

Exons 11235. .11453, 11248.. 11 

Seq. No. 10370 

Gene No. 21944 

Start 4894 

Name OJ990310_09 . 9819 . C12 . o3 

Start 11235 

GI none 

Exons 11235. .11303, 11304.. 11 

Seq. No. 10370 

Gene No. 21944 

Start 4894 

Name OJ990310_09 . 98 19 . C12 . o2 

Start 11844 

GI none 

Exons - 11844. .12152, 11847.. 12 



Seq. ID OJ990310_09. 9819.C12 
Strand 

End 14358 

.tm Method TBLASTX: Maize 

End 11680 

Score 176 
403, 11457. .11678, 11459. .11680 

Seq. ID OJ990310_09.9819.C12 
Strand 

End 14358 

.tw Method TBLASTX : Wheat 

End 11436 

Score 70 
435, 11311.. 11436 

Seq. ID OJ990310_09.9819.C12 
Strand 

End 14358 

.tm Method TBLASTX: Maize 

End 12302 

Score 226 
155, 11848. .12156, 12147 .. 12221 , 



10778 






12148 . . 12204, 12234 . 


. 12296, 


12234 . . 12302 






Seq. No. 


10370 




Seq. ID 


OJ990310 


_09. 9819 


Cl2 


Gene No. 


21944 




Strand 








Start 


4894 




End 


14358 






Name 


OJ990310 09.9819.C12 


. ol . tc 


Method 


TBLASTX : 


Cress 




Start-,. 


11883 




End 


12224 






GI 


■ none 




Score 


99 






Exons 


11883. . 12095, 11886. 


. 12095, 


12117. .12224 






Seq. No. 


10370 




Seq. ID 


OJ990310 


.09.9819 


Cl2 


Gene No. 


21944 




Strand 








Start 


4894 




End 


14358 






Name 


OJ990310 09.9819.C12 


. o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


11979 




End 


12506 






GI 


none 




Score 


179 






Exons 


11979. . 12107, 12096. 


. 12230, 


12237. .12506 






Seq. No. 


10370 




Seq. ID 


OJ990310 


JD9.9819 


Cl2 


Gene No. 


21944 




Strand 


_ 






Start 


4894 




End 


14358 






Name 


OJ990310 09.9819.C12 


.o2. ts 


Method 


TBLASTX: 


Soybean 




Start . 


12237 




End 


12575 






GI 


none ■ 




Score 


71 






Exons 


12237. .12575, 12247. 


. 12408 










Seq. No. 


10371 




Seq. ID 


OJ990310 


09. 9819 


Cl3. 


Gene No. 


21945 




Strand 


+ 






Start 


335 




End 


557 






Name 


OJ990310 09.9819.C13 


. ol . gs 


Method 


GEN SCAN 






Start 


335 




End 


557 






GI 


none 




Score 


.85 






Exons 


335. .385, 471. .557 












Seq. No. 


10371 




Seq. ID 


OJ990310 


09. 9819 


Cl3 


Gene No. 


21946 




Strand 


+ 






Start 


7131 




End 


8678 






Name 


OJ990310 09.9819.C13 


. o4 . gs 


Method 


GEN SCAN 






Start 


7131 




End 


8678 






GI 


none 




Score 


.59 






Exons 


7131. .7353, 7632. .7686, 8333 


..8423, 8 


610. .8678 






Seq. No. 


10371 




Seq. ID 


OJ990310 


_09. 9819 


Cl3 


Gene No. 


21947 




Strand 








Start 


1217 




End 


1738 






Name 


OJ990310 09.9819.C13 


. o2 . gs 


Method 


GENSCAN 






Start 


1217 




End 


1738 






GI 


none 




Score 


1 






Exons 


1217. .1738 












Seq. No. 


10371 




Seq. ID 


OJ990310 


_09. 9819. 


Cl3 


Gene No. 


21948 




Strand 








Start 


4793 




End 


6017 






Name 


■ OJ990310 09.9819.C13 


. o3.gs 


Method 


GENSCAN 






Start 


4793 




End 


6017 






GI 


none 




Score 


.84 






Exons 


4793. .4950, 5653. .5739, 5957 


. .6017 









10779 




Seq. No. 


10371 








Seq. ID 


OJ990310_ 


09.9819 


.C13 


Gene No . 


21949 








Strand 








Start 


10756 










1 4 LOO 






Name 


OJ990310 09.9819.C13 


. o5 . gs 


Method 








Start ■ 


10756 










1 4 X Jo 






GI 


none 








Score 


Q Q 






Exons 


10756. 


.11129, 


11228. 


. 14 1 Jo 










Seq. No. 


10371 








Seq. ID 


OJ990310_ 


09.9819 


.C13 


Gene No. 


21949 








Strand 








Start 


10756 








End 


14138 






Name 


OJ990310 09.9819.C13 


.ol.np 


Method 


AAT/NAP 






Start 


10780 








End 


14135 






GI 


2586083 






Score 


1415 






Exons 


10780. 


.11129, 


11228. 


.12991, 


13283. .13486, 13562. 


.14135 




GI Descrip. 


(U72725) receptor kinase-like protein 


[Oryza longistaminata] 


Seq. No. 


10371 








Seq. ID 


OJ990310_ 


09.9819 


.C13 


Gene No. 


21949 








Strand 








Start 


10756 








End 


14138 






Name 


OJ990310 09.9819.C13 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


10828 








End 


11355 






GI 


none 








Score 


257 






Exons 


10828. 


.11142, 


10859. 


.11131, 


11212-. .11352, 11228. 


.11353, 






11229. 


.11354, 


11229. 


.11354, 


11230. .11355 






Seq. No. 


10371 








Seq. ID 


OJ990310_ 


09.9819 


.C13 


Gene No. 


21949 








Strand 








Start 


10756 








End 


14138 






Name 


OJ990310 09.9819.C13 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


10999 








End 


13925 






GI 


none 








Score 


70 






Exons 


10999. 


.11130, 


11229. 


. 11369, 


11412. . 11609, 11973. 


. 12443, 






11974 . 


.12060, 


12030. 


. 12230, 


12033. .12473, 12033. 


.12452, 






12036. 


.12347, 


12081. 


. 12458, 


12105. .12458, 12177. 


.12464, 






12471. 


.12704, 


12474. 


.12728, 


12474. .12803, 12474. 


. 12788, 






12474". 


.12704, 


12486. 


. 12728, 


12555. .12707, 12729. 


.12821,. 






12819. 


.13277, 


12840. 


.13136, 


12840. .13136, 12840. 


.13136, 






12852. 


.13319, 


12855. 


.13070, 


12982. .13143, 13140. 


.13304, 






13143. 


.13331, 


13149. 


. 13538, 


13201. .13509, 13326. 


.13550, 






13347. 


.13544, 


13347. 


.13514, 


13347. .13865, 13347. 


.13529, 






13347. 


.13529, 


13348. 


.13518, 


13533. .13736, 13536. 


.13892, 






13557. 


.13925, 


13557. 


.13895, 


13557. .13871, 13566. 


.13865, 






13638. 


.13904, 


13639.- 


.13797, 


13695. .13871 






Seq. No. 


10371 








Seq. ID 


OJ990310_ 


09.9819 


.C13 


Gene No. 


21949 








Strand 








Start 


10756 








End 


14138 






Name 


OJ990310 09.9819.C13 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11041 








End 


13904 






GI 


none 








Score 


67 






Exons 


11041. 


.11130, 


11209. 


. 11358, 


11229. .11369, 11412. 


.11618, 






11482. 


.11517, 


11655. 


. 11735, 


11976. .12443, 11989. 


. 12186, 






12033. 


.12458, 


12033. 


.12230, 


12033. .12281, 12033. 


. 12155, 






12036. 


.12350, 


12036. 


.12338, 


12126. .12347, 12180. 


.12452, 






12225. 


.12452, 


12273. 


.12434, 


12321. .12443, 12471. 


.12704, 





10780 






12474 


. . 12728 , 


12474 . 


T O "7 "~i r\ 

. 127 /0, 


1Z4 / 4 . . lz / U4 , lz4 /4 


. . 1 Z O / / , 






12474 


. .12584, 


1 O A 1 A 


1 O T 9 O 

. lz /ZO , 


iz 4 / / . . iz / u 4 , iz 4 yz 


1 OTA/I 
. . 1 Z / U4 , 






124 92 


. . 12 /oz , 


T O tZ A "7 


1 OTT >| 

. lz / / 4 , 


IZ bJU . . IZ / U 4 , Iz/Uz 


1 9 Q 9 1 
. . 1Z OZ 1 , 






12801 


. .13136, 


12801. 


. 13028, 


12825. .13130, 12840 


. .13328, 






12840 


. .13136, 


12909. 


. 13136, 


12972. .13151, 13047 


. .13136, 










1 "3 1 A "3 
1 O 1 *i J . 


. IjjO O , 


13200. .13367, 13335 


1 a 






1 O "3 A 1 

loo4 1 


. . 1 oooo , 


1 "3 "3 A H 
lo J4 / . 




13347. .13553, 13347 


1 Tccn 
. . X o 3 3 U , 






1 "3 *3 A "7 




1 q *3 a n 


. 1 JDOO, 


13533. .13757, 13536 


1 IQCiA 
• • _L O :7U ft , 






13539 


. .13865, 


13551. 


. i o y u i , 


13557. .13865, 13560 


. . X 3 O y fl , 






13566 


. .13868, 


13620. 




13800. .13865 






Seq. No. 


10371 








Seq. ID 


OJ990310 


_09.9819, 


.C13 


Gene No. 


21949 








Strand 








Start 


10756 








End 


14138 






Name 


OJ990310 09.9819.C13 


9 4- m 

. oz . tm 


Method 


TBLASTX : 1 


^ai ze 




Start 


11523 








End 


11786 






GI 


none 








Score 


239 






Exons 


11523 


. .11786, 


11524 . 




11525. .11779 






Seq. No. 


10371 








Seq. ID 


OJ990310. 


fiQ QO 1 Q 

u y . y 0 1 y 


. <w/ 1 O 


Gene No. 


21949 








Strand 








Start 


10756 








End 


14138 






Name 


OJ990310 09.9819.C13 


. ol . tw 


Method 


TBLASTX : 1 


Wheat . 




Start 


12036 








End 


13892 






GI 


none 








Score 


67 






Exons 


12036 


. . 12227, 


12081. 


1 OTTO 

. lz z / Z , 


12126. .12338, 12486 








12801 


. .12962, 


12846. 


1 *D A o o 


13512. .13757, 13629 


. . looz y , 






13639 


. .13794, 


13659. 


. l o o yz 










Seq. No. 


10371 








Seq. ID 


OJ990310 


uy . yo 1 y 




Gene No. 


21949 








Strand 








Start 


10756 








End 


14138 






Name 


OJ990310 09.9819.C13 


. oj . tm 


Method 


TBLASTX : 1 


■ 

Mai ze 




Start 


12183 








End 


13907 






GI 


none 








Score 


75 






Exons 


12183 


. . 12455, 


12234. 


. IZ 31 1 t 


12474. .12695, 12474 


. . lz t>y 3 , 






12492 


. .12584, 


12708. 


.12776, 


12729. .128 


33, 12735 


. .12836, 






12816 


. .12998, 


12822. 


.13253, 


12844. .13014,. 12960 


. .13031, 






13042 


. .13137, 


13143. 


i q *3 n /i 


13227. .13328, 13228 


. . x 0 0 z y , 






13329 


. .13538, 


13341. 


. ijJUO, 


13347. .13562, 13347 


■ . j. 0 f± 0 , 






13374 


. .13475, 


13392. 


1 *3 /I 
. 1 O 4 DO , 


13428. .13550, 13473 








13512 


. .13799, 


13569. 


1 "3. Q *7 1 
. loo / 1 , 


13636. .13800, 13641 


. . x 0 y u *± , 






13713 


. .13907 














Seq. No. 


10372 








Seq. ID 


OJ990310 


_09.9819 


-C14 


Gene No. 


21950. 








Strand 


+ 






Start 


238 








End 


712 






Name 


OJ990310 09.9819.C14 


. O 1 . tc 


Method 


TBLASTX : ■ 


Ores s 




Start 


136 








End 


278 






GI 


none 








Score 


200 






Exons 


136. .; 


276, 137 


. .277, 


1 "3Q 9 *7 1 
loo. . Z 1 < 


3, 144. .278 








Seq. No. 


10372 








Seq. ID 


OJ990310 


_09.9819 


.C14 


Gene No. 


21950 








Strand 


+ 






Start 


238 








End 


712 






Name 


OJ990310 09.9819.C14 


. ol . gs 


Method 


GENSCAN 






Start 


238 








End 


706 







10781 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

238. .706 



Score 



94 



10372 
21950 
238 

OJ990310_09. 9819.C14 .ol.np 
238 

5103193 
238. .712 

(AP000342) transposase of TnlO [Plasmid R100] 
gi|5738084|gb|AAD50242.1|AF162223_l (AF162223) ISlO-left 
transposase [Shigella flexneri] 



Seq. ID OJ990310_09.9819.C14 
Strand + 

712 

AAT/NAP 
712 
792 



End 

Method 

End 

Score 



10373 
21951 
1 

OJ990310_09.9819.C15.ol.np 
1 

418604 
1..412 

HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



Seq. ID OJ990310_09.9819.C15 

Strand + 

End 415 

Method AAT/NAP 

End 412 

Score 642 



10373 
21951 
1 

OJ990310_09. 9819.C15.ol .gs 
71 

none 
71. .415 

10374 
21952 
13 

OJ990310_09. 9819.C16.ol.gs 
13 

none 
13. .328 



Seq. ID OJ990310_09.9819.C15 

Strand + 

End 415 

Method GENSCAN 

End 415 

Score . 64 



Seq. ID OJ990310_09.9819.C16 

Strand + 

End 328 

Method GENSCAN 

End 328 

Score . 95 



10374 
21953 
1 

OJ990310_09. 9819. C16. ol.np 
1 

5123705 
1. .339 

(AL079347) amidase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990310_09.9819.C16 
Strand 

339 

AAT/NAP 
339 
154 



End 

Method 

End 

Score 



10375 
21954 
403 

OJ990310_09. 9819.C17.ol.gs 

403 

none 

403. .504 



Seq. ID OJ990310_09.9819.C17 

Strand + 

End 504 

Method GENSCAN 

End 504 

Score .99 



10782 



Seq. No. 


10376 


Seq. ID 


OJ990310_09.9819.C18 


Gene No. 


21955 


Strand 


+ 


Start 


93 


End 


oz l 


Name 


OJ990310 09 . 9819 . C18 . ol . gs 


Method 




Start 


93 


End 


C D 1 

DZ 1 


GI 


none 


Score 


. bo 


Exons 


93 . .521 




- 


Seq.' No. 


10377 


Seq. ID 


n tqq^qi n no qqi q pi q 


Gene No. 


21956 


Strand 


+ 


Start 


1 


End 


1034 


Name 


OJ990310 09.9819.C19.ol.np 


Method 


AA1 / WAr 


Start 


1 


End 


1 C\ "3 A 

1U o4 


GI 


4680186 


Score 


Z lo 


Exons 


1..52, 829. .1034 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 


Seq. No. 


10377 


Seq. ID 


OJ990310_09.9819.C19 


Gene No. 


21957 


Strand 




Start 


84 


End 


CQQ 

JO O 


Name 


OJ990310 09. 9819.C19.ol.gs 


Method 




Start 


84 


End 


coo 
DOO 


GI 


none 


Score 


O A 


Exons ■ 


84. .150, 512. .588 






Seq. No. 


10377 


Seq. ID 


0 Jy yuolu Uy . 9o 1 y . CI y 


Gene No. 


21958 


Strand 




Start 


590 


End 


962 


Name 


OJ990310 09.9819.C19.ol.gp 


Method 


AAT/GAP 


Start 


590 


End 


yvZ 


GI 


uC-osflcyp033a04bl 


Score 


r no 


Exons 


590. .962 






GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ? 




Seq. No. 


10378 


Seq. ID 


o j yyuoiu uy.yoiy.u^u 


Gene No. 


21959 


Strand 


+ 


Start 


1 


End 


519 


Name 


OJ990310 09. 9819.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


519 


GI 


2130082 


Score 


281 


Exons 


1. .519 






GI Descrip. 


protein kinase Xa21 (EC 2.7. 


1.-) - rice gi|1122443 (U37133) 




receptor kinase-like protein 


[Oryza sativa] gi I 2586085 (U7272; 




receptor kinase-like protein 


[Oryza longistaminata] 




gi | 1586408 | prf | | 2203451A receptor kinase-like protein [Oryza 




sativa] 






Seq. No. 


10378 


Seq. ID 


OJ990310_09.9819.C20 


Gene No. 


21960 


Strand 


+ 


Start 


826 


End 


6721 


Name 


OJ990310 09.9819.C20.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1 


End 


4 92 


GI 


none 


Score 


124 


Exons 


1..288, 7. .384, 7. .360, 10.. 


432, 13. .432, 22. .492, 118. .429, 




235. .435, 405. .491 







10783 




Seq. No. 


10378 


Seq. ID 


OJ990310J39. 9819.C20 


Gene No. 


21960 


Strand 


+ 


Start 


826 


End 


6721 


Name 


OJ990310__09 . 9819 . C20 . o2 . tc 


Method 


TBLASTX: Cress 


Start 


4 


End . 


465 


GI 


none 


Score 


144 


Exons 


4.. 357, 12..146, 13. .156, 118 


. .438, 132 


. .284, 157. .288, 




157.. 300, 229.. 360, 238.. 432, 


.295. . 465, 


315. . 461 


Seq. No. 


10378 


Seq. ID 


OJ990310J39. 9819.C20 


Gene No. 


21960 


Strand 


+ 


Start 


826 


End 


6721 


Name 


OJ990310_09 . 9819 . C20 . o3 . tm 


Method 


TBLASTX : Maize 


Start 


13 


End " 


492 


GI 


none 


Score 


113 


Exons 


1 O OOC OO OCT -i i r- j Art 

13. .285, 22. .357, 115. .492 






Seq. No. 


i n "3 i q 
luo / o 


Seq. ID 


OJ990310 09.9819.C20 


Gene No. 


21960 


Strand 


+ 


Start 


826 


End 


6721 


Name 


OJ990310 09. 9819.C20.ol.gs 


Method 


GENSCAN 


Start 


826 


End 


6690 


GI 


none 


Score 


.81 


Exons 


826. .1005, 3207. .3311, ' 3374. . 


3457, 4034 


. .4988, 5223. .6148, - 



6194. .6690 



; s ![ Seq. No. 


10378 






Seq. ID 


OJ990310_09. 9819 


.C20 


H Gene No. 


21960 






Strand 


+ 




Ul Start 


826 






End 


6721 




S z \ Name 


OJ990310 09 


.9819 


.C20.o2.np 


Method 


AAT/NAP 




.'[j Start 


2565 






End 


6721 






4680203 






Score 


1275 




! 5 . Exons 


2565. .2604, 


4034 


..5755, 5912. 


.6136, 6413. .6721 




* s [ GI Descrip. 

'"A 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 




^. Seq. No. 


10378 






Seq. ID 


OJ990310_09.9819 


.C20 


n Gene No. 


21960 






Strand 


+ 




II! Start 


826 






End 


6721 




HI Name 


OJ990310 09 


.9819 


-C20.o3.tw' 


Method 


TBLASTX: Wheat 




Start 


4535 






End 


4972 




GI 


none 






Score 


208 




Exons 


4535. .4819, 


4549 


..4821, 4877. 


.4972 






Seq. No. 


10378 






Seq. ID 


OJ990310_09. 9819 


.C20 


Gene No. 


21960 






Strand 


+ 




Start 


826 






End 


6721 




Name 


OJ990310 09 


. 9819 


.C20.ol. ts 


Method 


TBLASTX : Soybean 




Start 


4547 






End 


4819 






none 






Score 


283 




Exons 


4547. .4819, 


4564 


. .4812 








Seq. No. 


10378 






Seq. ID 


OJ990310__09. 9819 


.C20 


Gene No. 


21960 






Strand 


+ 




Start 


826 






End 


6721 




Name 


OJ990310 09 


.9819 


.C20.o3. tc 


Method 


TBLASTX: Cress 




Start 


4874 






End 


5206 




GI 


none 






Score 


65 





10784 



Exons 



4874. .4972, 4981. .5010, 4982. .5206, 5044. .5151 



Seq. No. 10378 

Gene No. 21960 

Start 826 

Name OJ990310_09 . 9819 . C20 . o2 . 

Start 4979 

GI none 

Exons 4979.-5293, 5008.. 5247 



tw 



Seq. ID OJ990310_09.9819.C20 

Strand + 

End 6721 

Method TBLASTX : Wheat 

End 5293 

Score 311 



Seq. No. 10378 

Gene No. 21960 

Start 826 

Name OJ990310_09 . 98 19 . C20 . o2 . 

Start 5012 

GI none 

Exons 5012.. 5116, 5020.. 5115, 
5309. .5356, 5357. .5404, 



tm 



5119. 
5404. 



Seq. ID OJ990310__09. 9819. C20 

Strand + 

End 6721 

Method TBLASTX : Mai ze 

End 5497 

Score 102 

.5211, 5123. .5212, 5280. .5315, 
.5493, 5408.. 5497 



Seq. No. 10378 

Gene No. 21960 

Start 826 

Name OJ990310_09 . 9819 . C20 . ol , 

Start 6002 
GI - none 

Exons 6002.. 6070, 6070.. 6384, 

Seq. No. 10378 

Gene No. 21960 

Start 826 

Name OJ990310_09 . 9819 .C20 . ol . 

Start 6026 

GI none 

Exons 6026.. 6673, 6079.. 6207, 



tm 



6071, 



tw 



Seq. ID OJ990310_09. 9819.C20 

Strand + 

End 6721 

Method . TBLASTX: Maize. 

End 6385 

Score 63 
.6385 



Seq. ID OJ990310_09.9819.C20 
Strand 
End 

Method 
End 
Score 



+ 

6721 

TBLASTX: Wheat 

6673 

465 



6257. .6562, 6271. .6654 



Seq. No. 10378 

Gene No. 21960 . 

Start 826 

Name OJ990310_0 9 . 9819 . C20 . ol . 

Start 6317 

GI none 

Exons 6317.. 6673, 6325.. 6654 



tc 



Seq. ID OJ990310_09.9819.C20 

Strand + 

End 6721 

Method TBLASTX: Cress 

End 6673 

Score 259 



Seq. No. 10379 Seq. ID 

Gene No. 21961 Strand 

Start 1 End 

Name OJ990310_09 . 9819 . C21 . ol . np Method 

Start 1 End 

GI 5305335 - Score 

Exons 1..95, 645. .1181, 1415. .1431 

GI Descrip. (AF071081) proline-rich mucin homolog [Mycobacterium 
tuberculosis] 



OJ990310_09. 9819.C21 
+ 

1431 
AAT/NAP 
1431 
178 



Seq. No. 10380 

Gene No. 21962 

Start 108 

Name OJ990310 09 . 9819 . C23 . ol , 



gs 



Seq. ID OJ990310_09. 9819.C23 

Strand + 

End 251 

Method GENSCAN 



10785 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



108 
none 
108. .251 

10381 
21963 

98 . 

OJ990310_09. 9819.C24.ol.gs 
98 

none 
98. .320 

10381 
21963 
98 

OJ990310_09. 9819.C24.ol.ts 

128 

none 

128. .262, 175. .336, 184. .336 



End 251 
Score .49 



Seq. ID OJ990310_09.9819.C24 
Strand 

End 336 

Method GENSCAN 

End 320 

Score .69 



Seq. ID OJ990310_09. 9819.C24 
Strand 
End 

Method 
End 
Score 



336 

TBLASTX : Soybean 

336 

80 



OJ990310_09.9819.C26 
+ 

1362 

AAT/NAP 

1362 

345 * 



10382 Seq. ID 

21964 Strand 
1 End 
OJ990310_09 . 9819 . C26 . ol . np Method 
1 End 
2130082 Score 
1..29, 474. .1362 

protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi I 1586408 Iprf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10382 
21964 
1 

OJ990310_09. 9819.C26.ol.ts 

491 - 

none 



Seq. ID OJ990310_09. 9819.C26 

Strand + 

End 1362 

Method TBLASTX : Soybean 

End 1086 

Score 37 



491. .565, 586. .1026, 595. .882, 601. .978, 601. .954, 607. .1026, 
616. .1086, 712. .1023, 829. .1029, 999. .1085 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10382 
21964 
1 

OJ990310_09. 9819.C26.ol.tc 

598 

none 



Seq. ID OJ990310_09.9819.C26 

Strand + 

End 1362 

Method TBLASTX: Cress 

End 1059 

Score 144 



598. .951, 606. .740, 607. .750, 712. .1032, 726. .878, 751, 
751. .894, 823. .954, 832. .1026, 889. .1059, 909. .1055 



, 882, 



Seq. No. 10382 

Gene No. 21964 

Start 1 

Name OJ990310_09 . 9819 . C26 . ol . tm 

Start 607 

GI none 



Seq. ID OJ990310_09.9819.C26 

Strand + 

End 1362 

Method TBLASTX : Mai ze 

End 1086 

Score 113 



10786 



Exons 



607. .879, 616. .951, 709. .1086 



Seq. No. 


10383 


Seq. ID 


OJ990310_09, 


. 9819. 


C28 


Gene No. 


21965 


Strand 








Start 


102 


End 


300 






Name 


OJ990310 09. 9819.C28 .ol.gs 


Method 


GENSCAN 






Start 


102 


End 


300 






GI 


none 


Score 


. 59 






Exons 


102 . . 300 










Seq. No. 


10384 


Seq. ID 


OJ990430_07, 


.9819. 


CI 


Gene No. 


21966 


Strand 








Start 


179 


End 


1085 






Name 


OJ990430 07.9819.Cl.ol.np 


Method 


AAT/NAP 






Start 


130 


End 


1085 






GI 


5852178 


Score 


591 






Exons 


130. .224, 588.-692, 724. .976, 


1035. .1085 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 








Seq. No. 


10384 


Seq. ID 


OJ990430_07. 


. 9819. 


CI 


Gene No. 


21966 


Strand 








Start 


179 


End 


1085 






Name 


OJ990430 07. 9819. CI. ol.gs 


Method 


GENSCAN 






Start 


179 


End 


1035 






GI 


none 


Score 


.78 






Exons 


179. .224, 588.-692, 724. .927, 


965. .1035 ' 






Seq. No. 


10385 


Seq. ID 


OJ990430_07. 


.9819. 


C2 


Gene No. 


21967 


Strand 


+ 






Start 


1312 


End . 


6674 






Name 


OJ990430 07. 9819 . C2 . o2 . np 


Method 


AAT/NAP 






Start 


1312 


End 


6674 






GI 


5852176 


Score 


405 






Exons 


1312. .1427, 6141. .6365, 6636., 


. 6674 








GI Descrip. 


(AL117265) zhb0006.1 [Oryza sativa] 








Seq. No. 


10385 


Seq. ID 


OJ990430_07. 


.9819. 


C2 


Gene No. 


* 21968 


Strand 








Start 


90 


End 


157 






Name 


OJ990430 07. 9819 . C2 . ol . gp 


Method 


AAT/GAP 






Start 


90 


End 


157 






GI 


61430 1.R1084 


Score 


90 






Exons 


90. .157 










GI Descrip. 


? 14394/emb|Z14060|MISCREPU4 0, 


. 0e+00 T. 


aestivum mitochondrion 




fMet, 18S, 5S repeat unit DNA' 


i 








Seq. No. 


10385 


Seq. ID 


OJ990430_07. 


,9819. 


C2 


Gene No. 


21969 


Strand 








Start 


573 


End 


2222 






Name 


OJ990430 07.9819.C2.ol.np 


Method 


AAT/NAP 






Start 


573 


End 


2222 






GI 


5852177 


Score 


501 






Exons 


573. .762, 2098. .2222 










GI Descrip. 


(AL117265) zhb0007.1 [Oryza sativa] 








Seq. No. 


10385 


Seq. ID 


OJ990430_07. 


9819. 


C2 


Gene No. 


21970 


Strand 









10787 




Start 5663 End 8948 

Name OJ990430_07 . 9819 .C2 . o2 . gp Method AAT/GAP 

Start 5380 End 5927 

GI uC-osflcypl57a08bl Score 1084 

Exons 5380.. 5927 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. . No. 


10385 








Seq. ID 


OJ990430_07.9819 


.C2 


Gene No. 


21970 








Strand 






Start 


5663 








End 


8948 




Name 


OJ990430 07, 


. 9819 . 


C2 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


5621 








End 


5874 




GI 


none 








Score 


289 




Exons 


5621 . . 5851, 


5622 . 


. 5855, 


5625 . 


.5855, 5635.. 5874 




Seq. No. 


10385 








Seq. ID 


OJ990430_07.9819 


.C2 


Gene No. 


21970 








Strand 






Start 


5663 








End 


8948 




Name 


OJ990430 07, 


. 9819. 


C2 . o2 . 


gs 


Method 


GENSCAN 




Start 


5663 








End 


8513 




GI 


none 








Score 


.72 




Exons 


5663 . . 6426, 


7156. 


. 7280, 


8290 . 


.8513 






Seq. No. 


10385 








Seq. ID 


OJ990430_07.9819 


.C2 


Gene No. 


21970 








Strand 






Start 


5663 








End 


8948 




Name 


OJ990430 07, 


.9819. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5681 








End 


5882 




GI 


none 








Score 


98 




Exons 


5681 . . 5881, 


5690 . 


. 5866, 


5703 . 


.5882 






Seq. No. 


10385 








Seq. ID 


OJ990430_07.9819 


.C2 


Gene No. 


21970 








Strand 






Start 


5663 








End 


8948 




Name 


OJ990430_07 , 


. 9819. 


C2 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


5738 








End 


8543 




GI 


none 








Score 


83 




Exons 


5738 . . 5830, 


5975 . 


. 6208, 


6299 . 


.6403, 8457. .8543 




Seq. .No. 


10385 








Seq. ID 


OJ990430_07.9819 


.C2 


Gene No. 


21970 








Strand 






Start 


5663 








End 


8948 




Name 


OJ990430 07, 


.9819. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5889 








End 


6220 




GI 


none 








Score 


269 




Exons 


5889. .6209, 


5924 . 


.6220 










Seq. No/ 


10385 








Seq. ID 


OJ990430_07.9819 


.C2 


Gene No. 


21970 








Strand 






Start 


5663 








End 


8948 




Name 


OJ990430 07, 


.9819. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5936 








End 


8499 




GI 


none 








Score 


644 




Exons 


5936. .6427, 


5937. 


. 6428, 


5937. 


.6428, 5962. .6429, 7150. .7278, 




7154 . .7282, 


7156. 


.7281, 


7212. 


.7283, 82! 


37. .8400, 8292. .8408, 




8298. .8378, 


8388. 


.8483, 


8404 . 


.8493, 8404. .8499 





10788 




Seq. No. 


10385 


Seq. ID 


OJ990430 


07 


.9819 


.C2 


Gene No. 


21970 


Strand 


- 








Start 


5663 


End 


894 8 








Name 


OJ990430_07 . 9819 . C2 . o3 . np 


Method 


AAT/NAP 








Start 


8259 


End 


8948 








GI 


5852175 


Score 


1092 








Exons 


8259 . . 8948 • 












GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 










Seq. No. 


10386 


Seq. ID 


OJ990430_ 


07 


.9819 


.C3 


Gene No. 


21971 


Strand 


+ 








Start 


272 


End 


2539 








Name 


OJ990430_07 . 9819 . C3 . ol . gs 


Method 


GENSCAN 








Start 


272 


End 


2539 








GI 


none 


Score 


. 4 9 








Exons 


272. .347, 1785. .1842, 1920.. 


2050, 2133 


. . 2539 








Seq. No. 


10386 


Seq. ID 


OJ990430 


07 


.9819 


. Co 


Gene No. 


21972 


Strand 










Start 


1 


End 


4590 








Name 


OJ990430 07.9819.C3.ol.np 


Method 


AAT/NAP' 








Start 


1 


End 


4590 








GI 


5852175 . ' 


Score. 


1628 








Exons 


1..115, 1509. .1665, 1993. .2209, 2445.. 


2497, 2978 




3059, 






3176. .3454, 4290. .4590 












GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 










Seq. No. 


10386 


Seq. ID 


OJ990430_ 


07 


. 9819 


.C3 


Gene No. 


21972 


Strand 










Start 


1 


End 


4590 








Name 


OJ990430 07. 9819 . C3 . o2 . gs 


Method 


GENSCAN 








Start 


3090 


End 


4572 








GI 


none 


Score 


. 62 








Exons 


3090. .3862, 4290. .4572 












Seq. No. 


10387^ 


Seq. ID 


OJ990430_ 


07 


.9819 


.C4 


Gene No. 


21973 


Strand 










Start 


168 


End 


1337 








Name 


OJ990430 07.9819.C4.ol.gs 


Method 


GENSCAN 








Start 


168 


End 


1337 








GI 


none 


Score 


. 48 








Exons 


168. .292, 707. .742, 1229. .1337 










Seq. No. 


10387 


Seq. ID 


OJ990430 


07 


.9819 


.C4 


Gene No. 


21974 


Strand 


- 








Start 


1 


End 


24 4 








Name 


OJ990430 07.9819.C4.ol.np. 


Method 


AAT/NAP 








Start 


1 


End 


244 








GI 


5852175 


Score 


loo 








Exons 


1. .244 












GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 










Seq. No. 


10388 


Seq. ID 


OJ990430_ 


07 


. 9819 


.C5 


Gene No. 


21975 


Strand 


+ 








Start 


454 


End 


694 








Name 


OJ990430 07.9819.C5.ol.gs 


Method 


GENSCAN 









10789 



Start 454 End 694 

GI none Score .52 

Exons 454.. 507, 604 694 



Seq. No. 


10388 


Seq. ID 


n iQQn a m 
uj yyuftju u / . 




Gene No. 


21976 


Strand 


i 

T 




Start _ . 


604 


End 


one 
oUj 




Name 


OJ990430 07. 9819 . C5 . ol . np 


Method 


a 7i T / XT B. D 




Start 


604 


End 


0\J>J 




GI 


4680186 


Score 






Exons 


604 . .805 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


10388 


Seq. ID 


OJ990430_07. 


9819. C5 


Gene No. 


21977 


Strand 






Start 


356 


End 


738 




Name 


OJ990430 07.9819.C5.ol.gp 


Method 


AAT/GAP 




Start 


356 


End 


738 




GI 


uC-osflcyp033a04bl 


Score 


628 




Exons 


356.. 738 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 1 AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


10389 


Seq. ID 


OJ990430 07. 


An 1 c\ i 

98 19 ..C7 


Gene No. 


21978 


Strand 






Start 


347 


End 


111 




Name 


OJ990430 07. 9819 . C7 . ol . np 


Method 


AAT/NAP 




Start 


347 


End 


111 




GI 


5852173 


Score 


570 




Exons 


347. .777 








GI Descrip. 


(AL117265) zhb0003.1 [Oryza 


sativa] 






Seq. No. 


10390 


Seq. ID 


OJ990430_07. 


9819. C10 


Gene No. 


21979 


Strand 


+ 




Start 


1 


End 


6009 




Name 


OJ990430 07. 9819 . C10 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


6009 




GI 


5852180 ., 


Score 


813 




Exons 


1..28, 567. .614, 967. .1068, 


2122. .2251 


, 2555.. 2656, 


' 3035. .309! 




3158.. 3227, 5226.. 5343, 5952 


. .6009 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


10390 


Seq. ID 


OJ990430_07. 


9819. C10 


Gene No. 


21979 


Strand 


+ 




Start 


1 


End 


6009 




Name 


OJ990430 07. 98 19 . C10 . ol . gs 


Method 


GENSCAN 




Start 


446 


End 


5449 




GI 


none 


Score 


.41 




Exons 


446. .566, 2555. .2656, 3035.. 


3095, 3158 


..3227, 5426. 


.5449 


Seq. No. 


10391 


Seq. ID 


OJ990430_07. 


9819. Cll 


Gene No. 


21980 


Strand 


+ 




Start 


1 


End 


3811 




Name 


OJ990430 07. 98 19 . Cll . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


3811 




GI 


5852180 


Score 


134 




Exons 


1..28, 1093. .1172, 1556. .1675, 3703. .3811 





10790 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 10391 Seq. ID 

Gene No. 21980 Strand 

Start 1 End 

Name OJ9904 30_07 . 98 19 . Cll . ol . gs Method 

Start ~1608 End 

GI none Score 

Exons 1608.. 1665, 2173.. 2312 



OJ990430_07. 9819. Cll 
+ 

3811 
GENSCAN 
2312 
.64 



Seq. No. 10391 Seq. ID 

Gene No. 21981 Strand 

Start 2937 End 

Name OJ9904 30_07 . 98 1 9 . Cll . o2 . gs Method 

Start 2937 End 

GI none Score 
Exons 



OJ990430_07. 9819. Cll 

5073 
GENSCAN 
5073 
.83 



2937. .3052, 3788. .3937, 4073. .4106, 4348.-4378, 4862. .4926, 
4978. .5073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10392 . 

21982 

1 

OJ9904 30_07 . 9819 . C12 . ol . np 
1 

5852179 



Seq. ID ,OJ990430 07.9819.C12 



Strand 
End 

Method 

End 

Score 



+ 

6814 
AAT/NAP 
6814 
520 



1..99, 1678. .1922, 2664. .2685, 6696. .6814 
(AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 10392 Seq. ID OJ990430JD7 . 9819 . C12 

Gene No. 21983 Strand 

Start 6708 End 6809 

Name OJ990430_07 . 9819 . C12 . o2 . gp Method AAT/GAP 

Start 6368 End 6770 

GI 2311596 Score 748 

Exons 6368 . . 6770 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 0.0e+00 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 804 



Seq. No. 10392 Seq. ID 

Gene No. 21983 Strand 

Start 6708 End 

Name OJ9904 30_07 . 9819 . C12 . o2 . gs Method 

Start 6708 End 

GI none Score 

Exons 6708.. 6809 



OJ990430_07.9819.C12 

6809 
GENSCAN 
6809 
. 66 



Seq. No. 10393 

Gene No. 21984 

Start 913 \ - • 

Name OJ990430_07 . 9819 .C13 . ol . 

Start 913 

GI none 

Exons 913.. 982 



gs 



Seq. ID OJ990430_Q7.9819.C13 

Strand + 

End 982 

Method GENSCAN 

End 982 

Score .71 



Seq. No. 
Gene No. 
Start 



10394 
21985 
365 



Seq. ID OJ990430_07.9819.C14 
Strand + 
End 486 



10791 




Name 


0J9 904 30 0 1 


. 9 o 1 9 . c 1 4 . o l . np 


Method 


7\ 7\ iTi / XI 7\ O 

AAi / JNAF 








Start 


365 




End 


A O C 

4 o o 








GI 


5852175 




Score 


1 A A 

14 4 








Exons 


365 . . 486 














GI Descrip. 


/7\T 1 1 TO^C \ 

(ALII /2ob ) 


zhDOUUo.l [Oryza 


sativa] 










Seq. No. 


i none 

1033b 




beq. ID 


uj y y U4 30 


U / . 


n o 1 a 
9ol9 . 


ClD 


Gene No. 


21986 




Strand 










Start 


1 




End 


1002 








Name 


oj yyU4 30 o i 


.9oiy.cio.oi. np 


Method 










Start 


1 




End 


1UU2 








GI 


5852180 




Score 


o o 

y o 








Exons 


1 . . 23, 179 . 


. 423 , 941.. 1002 












GI Descrip. 


/7\T 1 1 *"70^"C\ 

(ALII /265 ) 


znJoUUUlO.l [Oryza 


sativa ] 










Seq. No. 


10395 




Seq. ID 


OJ990430_ 


07. 


9819. 


C15 


Gene No. 


21986 




Strand 


+ 








Start 


1 




bna 


i n n o 








Name 


oj 9904ju u / 


. 9oiy.Clo.ol. gs 


Method 


rTMCP7\]iT 

CjhNbLAJN 








Start 


612 




End 


1 A O 

/ 4 y 








GI 


none 




Score 


o o 
. o 3 








Exons 


612 . . / 4 9 














Seq. No. 


10396 




Seq. ID 


OJ990430_ 


07. 


9819. 


C17 


Gene No. ' 


21987 




Strand 


+ 








Start 


1352 




End 


6957 








Name 


OJ990430 07 


. 98 1 9 . C17 . ol . gs 


Method 


GENSCAN 








Start 


1352 




End 


4744 








GI 


none 




Score 


.41 








Exons 


1352 . . 2578, 


2701 . . 2913, 3007 


..3858, 4187. .4320, 


4681. .4744 


Seq. No. 


10396 




Seq. ID 


OJ990430_ 


07. 


9819. 


C17 


Gene No. 


21987 




Strand 


+ 








Start 


1352 




End 


6957 








Name 


0Jyyu4 30 o i 


. 9819.C17.ol.np 


Method 


AAT/NAP 








Start 


2111 




End 


6957 








GI 


4 680179 




Score 


529 








Exons 


2111 . . 222 1 , 


2629.. 3402, 3573 


. .3778, '6858. .6957 








GI Descrip. 


( Ar 1 11/ U y ) 


polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


10396 




Seq. ID 


OJ990430_ 


07. 


9819. 


C17 


Gene No. 


21987 




Strand 


+ 








Start 


TOCO 




End 


6957 








Name 


OJ 9904 30 0 1 


.9819.C17.o2.gs 


Method 


GENSCAN 








Start 


6127 




End 


6501 








GI 


none 




Score 


1 








Exons 


/~ -i O T /"CAT 

6127 . . DOUl 














Seq. No. 


10396 




Seq.- ; ID 


OJ9904 30_ 


07. 


9819. 


C17 


bene inq . 


21988 




Strand 










Start 


644 




End 


6957 








Name 


OJ990430 07 


.9819.C17.o2.np 


Method 


AAT/NAP 








Start 


644 




End 


6957 








GI 


5852180 




Score 


343 








Exons 


644. .675, 5447. .5548, 6249.. 


6628, 6846 


. .6957 








GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 











10792 




Seq. No. 


10396 






Seq. ID 


OJ990430_07.9819.C17 


Gene No. 


21988 






Strand 




Start 


C A A 

64 4 






End 


6957 


Name 




. y o i y 


. CI / . ol . tw 


Method 


TBLASTX : Wheat 


btart 


jUUI 






End 


JJo / 


GI 


none 






Score 


24 9 


Exons 


oUUi . . JOD / 










Seq. No. 


10397 






Seq. ID 


OJ990430_07 . 9819.C18' 


Gene No. 


21989 






Strand' 


+ 


Start 


674 






End 




Name 


OJ990430 07 


.9819 


. Clo . ol . gs 


Method 


GEN SCAN 


Start 


674 






End 


C f~ c c 

5655 


GI 


none 






Score 


. 53 


Exons 


674 . .778, 2318.. 


2/11, I iol . . 


c d c c 

5655 




Seq. No. 


10397 






Seq. ID 


OJ990430_07.9819.C18 


Gene No. 


21989 






Strand 


+ 


Start 


674 






End 


5752 


Name 


OJ990430 07 


. 9819 


.C18.o2.np 


Method 


AAT/NAP 


Start 


2318 






End 


5752 


GI 


6721517 






Score 


4026 


Exons 


2318. .2399, 


2437 


. .2559, 2618 


..3394, 3443. .5415, 5620. .5752 


GI Descrip. 


(AP001072) 


Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


10397 






Seq. ID 


OJ990430J)7.9819.C18 


Gene No. 


21990 






Strand 




Start 


552 






End 


5840 


Name 


OJ990430 07 


. 9819 


.C18.ol.np 


Method 


AAT/NAP 


Start 


552 






End 


5840 


GI 


4680183 






Score 


140 


Exons 


552. .641, 5730.. 


5840 






GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


10397 






Seq. ID 


OJ990430_07.9819.C18 


Gene No. 


21990 






Strand 




brart 


552 






End 


5840 


Name 


OJ990430 07 


. 9819 


.C18.o5.tw 


Method 


TBLASTX: Wheat 


Start 


2531 






End 


2911 




none 






Score 


289 


Exons 


2531. .2911, 


2551 


. .2910 






Seq. No. 


10397 






Seq. ID 


OJ990430_07.9819.C18 


Gene No. 


21990 






Strand 




b tar l 


552 






End 


5840 


Name 


OJ990430 07 


.9819 


-C18.o4.tm 


Method 


TBLASTX: Maize 


Start 


2792 






End 


3124 


GI 


none 






Score 


226. 


Exons 


2792. .3124, 


2815 


. .2979 ... 






o e q . LN o . 


10397 






Seq. ID 


OJ990430_07.9819.C18 


Gene No. 


21990 






Strand 




Start 


552 






End 


5840 


Name 


OJ990430 07 


. 9819 


.C18.o6.tw 


Method 


TBLASTX: Wheat 


Start 


3452 






End 


3853 


GI 


none 






Score 


149 


Exons 


3452. .3676, 


3466 


..3618, 3680 


..3853, 3713.. 3772, 3754.. 3822 



10793 



Seq. No. 10397 Seq. ID 

Gene No. 21990 Strand 

Start 552 End 

Name OJ990430_07 . 9819 . C18 . 06 . tm Method 

Start 3490 End 

GI none Score 

Exons 3490.. 3591, 3491.. 3766 



OJ990430_07.9819.C18 
5840 

TBLASTX: Maize 

3766 

195 



Seq. No. 10397 Seq. ID 

Gene No. 21990 Strand 

Start 552 End 

Name OJ990430_07 . 98 19 . C18 . o2 . tw Method 

Start 4028 End 

GI none Score 

Exons 4028. .4510, 4132. .4467 



OJ990430_07. 9819.C18 
5840 

TBLASTX: Wheat 

4510 

546 





Seq. No. 


10397 


Seq. ID 






Gene No. 


21990 


Strand 






Start 


552 


End 


5840 




Name 


OJ990430 07. 98 19 . C18 . o3 . ts 


Method 


mnT 7\ O rp V . n - , T L_. _ _ _ 

IdJjAoIa : boyoean 




Start 


4064 


End 






GI 


none 


Score 


. loo 




Exons 


4064. .4378 






u 


Seq. No. 


10397 


Seq. ID 


n TQQnyi m qqi q pi q 

ujyyu4ou u/.yoiy.^io 




Gene No. 


21990 


Strand 




i k> 


Start 


552 


End 


5840 


r s i 

; B=:f 


Name 


OJ990430 07.9819.C18.o2.tm 


Method 


TBLASTX: Maize' 




Start 


4097 


End 


4564 


!. = ! 


GI 


none 


Score 


390 


:s; s 
i sr 


Exons 


4097. .4564, 4168. .4467 








Seq. No. 


10397 


Seq. ID 


OJ990430_07.9819.C18 


a 


Gene No. 


21990 


Strand 




w 


Start 


552 


End 


5840 


L i. 


Name 


OJ990430 07. 98 19 . C18 . ol . gp 


Method 


AAT/GAP 


a: 


Start 


4 4.24 


End 


5204 


i. i 


GI 


4107134 


Score 


.1165 


Q 


Exons 


4424. .5204 








GI Descrip. 


4680179/gb|AAD27547.1|AF111709 1 3.0e- 


97 (AF111709) polyprotein 






[Oryza sativa subsp. indica] 








Seq. No. 


10397 


Seq. ID 


OJ990430_07. 9819.C18 




Gene No. 


21990 


Strand 






Start 


552 


End 


5840 




Name 


OJ990430 07. 9819 . C18 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


4451 


End 


4846 




GI 


none - ; 


Score 


57 




Exons 


4451. .4483, 4453. .4479, 4487. 


.4846, 4494. .4559, 4499. .4816, 






4582. .4845 








Seq. No. 


10397 


Seq. ID 


OJ9904 30_07. 9819.C18 




Gene No. 


21990 


Strand 






Start 


552 


End 


5840 




Name 


OJ990430 07.9819.C18.o4.tw 


Method 


TBLASTX: Wheat 




Start 


4559 


End 


4861 



10794 




GI 


none 








Score 


399 




Exons 


/ceo /on 

4559 . .4861, 


4560 


A C O 1 

. . 4637, 


A C C O 

4562 . 


.4852, 4579. .4860 




Seq. No. 


10397 








Seq. ID 


OJ990430_07.9819 


.C18 


Gene No. 


21990 








Strand 


- 




Start 


ceo 

552 








End 


5840 




Name 


/"ntAAAVIOA AT 

OJ990430 07. 


f\n 1 a 

9819 , 


. C18 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4580 








End 


4933 




GI 


none 








Score 


327 




Exons 


/I r o A 4 nil 

4 580. .4 933, 


4648 , 


A A O C 

. . 4 926 










Seq. No. 


10397 








Seq. ID 


OJ990430_07.9819 


.C18 


Gene No. 


21990 








Strand 


- 




Start 


ceo 

552 








End 


5840 




Name 


OJ990430_07 . 


9819 , 


. C18 . ol . 


. tw 


Method 


TBLASTX: Wheat 




Start 


48 62 








End 


5371 




GI 


none 








Score 


622 




Exons 


4 8 62. . 5371 , 


/IOTA 

4870 ■ 


C O O A 

. . 5280, 


A A A 1 

4 901. 


C O O A 

. 5284 






Seq. No. 


10397 








Seq. ID 


OJ990430_07.9819 


.C18 


Gene No. 


21990 








Strand 


- 




Start 


ceo 

552 








End 


5840 




Name 


r\ t r\ r\ r\ a o a at 

OJ990430 07. 


9819 , 


. C18 . o2 , 


. ts 


Method 


TBLASTX :.Soybean 




Start 


4868 








End 


5113 




GI 


none 








Score 


207 




Exons 


4868 . . 5113 














Seq. No. 


10397 








Seq. ID 


OJ990430_07.9819 


.C18 


Gene No. 


21990 








Strand 


_ 




Start 


552 








End 


5840 




Name 


OJ990430 07. 


9819 , 


. C18 . ol , 


. tm 


Method 


TBLASTX: Maize 




Start 


4 934 








End 


5297 




GI 


none 








Score 


477 




Exons 


A C\ ^ A COOT 

4 934 . . 5287 , 


4 936. 


. . 5280, 


4 974. 


. 52 97 






Seq. No. 


10397 








Seq. ID 


OJ990430_07.9819 


.C18 


Gene No. 


21990 








Strand 


- 




Start 


ceo 

552 








End 


5840 




Name 


OJ990430 07. 


9819 , 


. C18 . o3 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


5375 








•End 


5737 




GI 


none 








Score 


403 




Exons 


r n r c T o T 

5375 . . 5737 , 


5408 , 


. .5731 










Seq. No. 


10397 








Seq. ID 


OJ990430_07.9819 


.C18 


Gene No. 


21990 








Strand 


- 




Start 


ceo 

552 








End 


5840 




Name 


r\ T A A A A O A A T 

OJ990430 07. 


A O 1 A 

9819 , 


, C18 . o5 . 


. tm 


Method 


TBLASTX: Maize 




Start 


5504 








End 


5734 




GI 


.none 








Score 


197 




Exons 


r r rt » C T O VI 

5504 . . 5734 , 


C C o c 

5525 , 


C T O 1 

, .5731 










Seq. No. 


10398 








Seq. ID 


OJ990430_07.9819 


.C19 


Gene No. 


21991 








Strand 


+ 




Start 


1 








End 


1006 




Name 


OJ990430 07. 


9819. 


.C19.ol. 


,np 


Method 


AAT/NAP 




Start 


1 








End 


1003 




GI 


4680179 








Score 


1537 





10795 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .1003 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



10398 
21991 
1 

OJ9904 30_07 . 9819 . C19 . ol . gs 
83 

none 
83.. 1006 



Seq. ID OJ990430_07. 9819.C19 

Strand + 

End 1006 

Method GEN SCAN 

End 1006 

Score 1 



Seq. No. 10398 

Gene No. 21991 

Start 1 

Name OJ9904 30_07 . 9819 . C19 . ol . tw 

Start 88 

GI none 

Exons 88.. 624, 89.. 625 



Seq. ID OJ990430_07. 9819.C19 

Strand + 

End 1006 

Method TBLASTX : Wheat 

End 625 

Score 643 



Seq. No. 10398 

Gene No. 21991 

Start 1 

Name OJ9904 30_07 . 9819 . CI 9 . ol . tm 

Start 179 

GI none 
Exons - 



Seq. ID OJ990430_07. 9819.C19 

Strand + 

End 1006 

Method TBLASTX: Maize 

End 7 66 . 

Score 226 



179. .340, 185. .331, 187. .342, 187. .333, 337. .435, 338. .766, 
505. .765 



Seq. No. 10398 

Gene No. 21991 

Start 1 

Name OJ9904 30_07 . 9819 . CI 9 . o2 . tw 

Start 625 

GI none 

Exons 625.. 825, 626.. 958, 940.. 993 



Seq. ID OJ990430_07. 9819.C19 

Strand + 

End 1006 

Method TBLASTX : Wheat 

End 993 

Score 366 



.Seq. No. . 10.398 . 
Gene No. . 21991 

Start 1 

Name OJ9904 30_07 . 9819 . C19 . o2 . tm 

Start 767 

GI none 

Exons 767.. 979 



Seq. ID OJ990430_07. 9819.C19 

Strand + 

End 1006 

Method TBLASTX : Mai ze 

End 979 

Score 208 



Seq. No. 

Gene No. 

Start 

Name 

St.art 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



10399 
21992 
1 

OJ9904 30_07 . 98 19 . C21 . ol . np 
1 

5852179 
1. .297 

(AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID OJ990430_07. 9819.C21 

Strand + 

End 297 

Method AAT/NAP 

End 297 

Score 141 



10399 
21993 
92 

OJ990430 07.9819.C21.ol.gp 



Seq. ID OJ990430_07. 9819.C21 
Strand 

End 253 

Method AAT/GAP 



10796 



Start 92 End 253 

GI 2311596 Score 275 

Exons 92.. 253 

GI Descrip. 5852170/emb | AL117265 . 1 1 OST17804 0.0e+00 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 178 04 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10399 Seq. ID 

21994 Strand 

1191 End 

OJ990430JD7. 9819 . C21 . ol . tc Method 

1191 End 

none Score 



OJ990430_07.9819.C21 
1533 

TBLASTX: Cress 

1533 

110 



1191. .1253, 1192. .1266, 1192. .1263, 1224. .1349, 1252. .1347, 
1256. .1354, 1256. .1348, 1483. .1533, 1486. .1533 



i.l i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10400 Seq. ID 

21995 Strand 

1 End 1392 

OJ990430_07. 98 1 9 . C22 . ol . np Method AAT/NAP 

1 End 1392 

4680186 Score 347 
1. .126, 1174.-. 1392 - 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990430_07.9819.C22 
+ 



104 00 
21996 
944 

OJ990430_07. 9819 . C22 . o2 . gp 
944 

uC-osflcyp033a04bl 
944. .1325 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990430_07.9819.C22 
Strand 

End 1325 

Method AAT/GAP 

End 1325 

Score 651 



y Seq. No. 

: %| Gene No. 

(.j, Start 

[ «; Name 

':!: Start 

2 GI 

Q Exons 



10401 Seq. ID 

21997 Strand 

1448 End 
OJ990430_07 . 9819 . C23 . ol . gs Method 

1448 End 

none Score 
1448. .1585 



OJ990430_07.9819.C23 
+ 

1585 
GENSCAN 
1585 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10401 Seq. ID OJ990430_07 . 98 19 . C23 

21998 Strand 

774 End 1069 

OJ990430_07 . 98 19 . C23 . ol . gp Method AAT/GAP 

774 End 1069 

2428185 Score. 493 

774. .1069 

5852170/embl AL117265. 1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



Seq. No. 10402 Seq. ID 

Gene No. 21999 Strand 

Start 385 End 

Name OJ990430_07 . 9819 . C24 . ol . gs Method 

Start 385 End 



OJ990430_07.9819.C24 
+ 

1483 

GENSCAN 

1483 



10797 






P T 
bl 


none 


Score 






Exons 


385. .914, 1118. .1270, 1477. .1483 






o e q . in o . 


10402 


Seq. ID 


OJ990430_07.9819.C24 




ucllc IN . 


22000 


Strand 






Start 


1 


End 


2280 




Name 


OJ990430 07.9819.C24.ol.np 


Method 


AAT/NAP 




OLqI L 


1 


End 


2280 




P T 


2708709 


Score 


124 




Exons 


1..64, 646. .1075, 1141. .1338, 


1997.. 2280 




bi uescrip . 


(AF038575) Wiskott-Aldrich Syndrome protein homolog 






[Schizosaccharomyces pombe] 








Seq. No. 


1 C\ A A O 

1U4 UZ 


oeq . i u 


PiTQQnd^n m qqi q coa 
vujj\J t io\j u/.yoiy.bZfi 




Gene No. 


o o a a a 
ZZUUU 


otrana 






DCdlL 


1 


U 1 ri *A 

bna 


Z Z o U 




Name 


ujyyu4ou u / . yo iy . 4 . oz . gs 


Method 


boNobAIN 




Of a yf 


T C Q A 

x oyu 


i^na 


Z 1 DU 




PT 

bl 


none 


Score 


q 

. y 




Exons 


1690. .1735, 2099. .2160 








oeq . lNu . 


1U4UJ 


oeq. lu 


PTQQA/l^A AT QQI Q POR 

uj yyu^ju . u / . y o i y . bz o 


L 1 


Gene No. 


O *"> A a T 

ZZUUl 


Strand 






Start 


1 


End 


A H Q 

4 / y 




Name 


ojyyo4iu o / . yyiy . czo . oi . np 


■ Metnoa 


7\ 7\ T> / hi 7\ F> 

AA1 / NAF 


i;n 


OH i v4- 

otart 


i 


End 


4- / y 


rii 


PT 




Score 


1 1 c 
113 




Exons 


1 . .4b, obZ . . 4 / y 






Ul 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


1U4 U j 


Seq. ID 


OJ990430_07.9819.C25 


ru 


Gene No. 


O O A A 1 

ZZ UU 1 


Strand 


+ 




Q+- -j vf- 


1 


End 


479 


:'- B : 


Name 


ATQQD/ m QQ1 Q POR 

ujyyu4ou u / . yo iy . lz d . oi . gs 


Method 


GEN SCAN 


:. : 

■A 


OLart 


O uZ 


End 


479 


hi, 


PT 
bl 


none 


Score 


. 62 


0 


Exons 


362. .479 










10404 


Seq. ID 


OJ990430_07.9819.C26 


n 


Gene No. 


22002 


Strand 






Start 


1 


End 


822 






OJ990430 07.9819.C26.ol.np 


Method 


AAT/NAP 






1 


End 


822 




PT 


4680179 


Score 


1176 




TT 5 /«\ c» 


1. .822 








ul UcbLl lp . 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




oeq . lno * 


10404 


Seq. ID 


OJ990430_07. 9819.C26 




Gene No. 


22002 


Strand 






Start 


1 


End 


822 




Name 


OJ990430 07.9819.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


82 


End 


632 




GI 


none 


Score 


146 




Exons 


82. .306, 84. .473, 195. .350, 376. .474, 


469. . 624, 471. . 632, 






478. .624, 480. .626 








Seq. No. 


10404 


Seq. ID 


OJ990430_07.9819.C26 



10798 



Gene No. 


22002 






Strand 








Start 


1 






Lna 


QOO 

oZZ 






Name 


OJ990430 07 


no 1 n o c 

. 9o 19 . uz o . 


ol . gs 


Method 


TP M O TV \7 






Start 


1 A O 

143 






hna 


TOO 

/zo 






GI 


none 






Score 


.95 






Exons 


i yio TOO 

14 J . . / zo 














Seq. No. 


10404*-"* 






Seq. ID 


OJ990430_07. 


9819 


.C26 


Gene No. 


22002 






Strand 








Start 


1 






bna 


822 






Name 


ojy y U4 u / 


n o i n ao £ 

. yyi9 . czb . 


ol . tw 


Metnoa 


TBLASTX: Wheat 




Start 


lob 






hna 


phi 






GI 


none 






Score 


"3 c, n 
jjU 






Exons 


i o c o n n i 
loo . . oUU, 1 


o i o n i 
o / . . oUl 












Seq. No. 


1 04 (Jo 






beq. id 


uj y yu^ ou u / . 


QQ1 Q 

y o i y 


AO! 

. cz / 


Gene No. 


22003 






Strand 


+ 






Start 


1 






End 


i *3 a o 






Name 


ojy yu4 3u u / 


noi n r* o o" 
. 9o 1 9 . Uz / . 


ol . np 


Method 


7\ 7\m / XT t\ r> 
AA1 / NAf 






Start 


l 






hna 


1 O DO 






GI 


C O C O 1 T C 

oobzl /o 






Score 


oon 






Exons 


1 . . Z0 , 3bU . 


coo n o n 
. Oz3, 939 . 


i o a o 
. 13bJ 










s j GI Descrip. 


/AT 1 1 TO^ c \ 

( ALi 11 /ZDD) 


znDUUUD . 1 


[Oryza 


sat lva ] 








![ Seq. No. 


10405 






Seq. ID 


uj yyu4ou u/. 


QQ1 Q 

yy i y 


.C27 


" Gene No. 


22004 






Strand 








LI Start 


151 






End 


ooc 
Z Z O 






j Name 


OJ990430 07 


. 9819 . C27 . 


ol . gs 


Method 


0 17 TvT O 7\ KT 

UhNbUAIN 






;! Start 


151 






End 


ooc 
Z Z O 






=s GI 


none 






Score 


. 4 o 






*[ Exons 


i c n o o 

151 . . zz 6 














Seq. No. 


10406 






Seq. ID 


n 70.0,04 ^o m 


J70 ± Z? 


.C28 


l\ Gene No . 


22005 






Strand 


j_ 






Start 


"7 1 O 

/ lo 






bna 


y uz 






Name 


OJ99043U 0/ 


n o i n r* o o 

. 9ol9 . Czo . 


ol . gs 


Method 


UhlNoUAJN 






Start 


7 lo 






T-l _ _J 

End 


o / y 






=r GI 


none 


.- 




Score 


Q 0 

. yz 






l\ Exons 


t i o o t n 
/ lo . .0 / 9 














J 

Seq. No. 


1 A/* 






beq. lu 


OJ990430_07. 


9819 


. UZ o 


Gene No. 


22005 






Strand 


+ 






Start 


718 






End 


902 






Name 


uj y yu4 3U u / 


.9819.C28. 


ol . np 


Method 


AAT/NAP 






Start 


/ lo 






End 


902 






GI 


c n /i o /i / o 

0U4 Z4 4 / 






Score 


100 






Exons 


n i o n n o 

/ lo . . 90z 














GI Descrip. 


( ACUU / lo 9 ) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


i n /i n *7 
1U4 U / 






SeqV ID 


OJ990430_07. 


9819 


. uz y 










Strand 








Start 


1 






End 


807 






Name 


OJ990430 07 


. 9819. C29. 


ol . np 


Method 


AAT/NAP 






Start 


1 






End 


807 






GI 


5852175 






Score 


548 






Exons 


1..185, 302 


..580, 668 


. .807 










GI Descrip. 


(AL117265) 


zhb0005. 1 


[Oryza 


sativa] 









10799 



Seq. No. 10407 Seq. ID 

Gene No. 22006 Strand 

Start 1 End 

Name OJ9904 30_07 . 9819 . C29 . ol . gs Method 

Start 302 End 

GI none Score 

Exons 302.. 580 



OJ990430_07.9819.C29 
807 

GEN SCAN 

580 

.54 



Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ990430_07 . 9819 . C30 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1 . . 1373 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ990430_07 . 9819 . C30 . o3 . tw Method 

Start 18 End 

GI none Score 

Exons . 18. .191, 41. .184 - 



OJ990430_07.9819.C30 
+ 

1373 
AAT/NAP 
1373 
2155 



sativa subsp. indica] 



OJ990430_07.9819.C30 
f 

1373 

TBLASTX: Wheat 

191 

262 



Seq. No. " 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ990430_07 . 9819 . C30 . o4 . tm Method 

Start 21 End 

GI none Score 

Exons 21. .191, 38. .184 



OJ990430_07. 9819.C30 
+ 

1373- 

TBLASTX : Maize 

191 

218 



Seq. No. 10408 Seq. ID 
Gene No. 22007 Strand 
Start 1 End 
Name OJ990430_07 . 9819 . C30 . ol . gs Method- 
Start .132 End 
GI none Score 
Exons 132.. 1232 



OJ990430_07.9819.C30 
+ 

1373 
GENSCAN 
1232 
.48 



Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ990430_07 . 9819 . C30 . o2 . tw Method 

Start 231 End 

GI none Score 

Exons 231.. 758, 312.. 725, 503.. 757 



OJ990430_07.9819.C30 
+ 

1373 

TBLASTX: Wheat 

758 

620 



Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ990430_07 . 9819 . C30 . o3 . tm Method 

Start 408 End 

GI none Score 

Exons 408.. 722, 429.. 638, 518.. 721 



OJ990430_07. 9819. C30 
+ 

1373 

TBLASTX: Maize 

722 

272 



10800 



Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ9904 30_07 . 9819 . C30 . ol . tc Method 

Start 4 65 End 

GI none Score 

Exons 4 65.. .6.38, 639.. 782, 641.. 781 

Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ990430JD7 . 9819 . C30 . ol . ts Method 

Start 546 End 

GI none Score 

Exons 546.. 806, 551.. 805 



OJ990430_07.9819.C30 
+ 

1373 

TBLASTX: Cress 

782 

90 



OJ990430_07.9819.C30 
+ 

1373 

TBLASTX : Soybean 

806 

300 



Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ9904 30_07 .9819. C30 . ol . tm Method 

Start 723 End 

GI none » . Score 

Exons 723.. 1040, 734.. 1039, 822.. 1043 ■ 

Seq. No. 10408 '"Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ9904 30_07 . 9819 . C30 . ol . tw Method 

Start 765 End 

GI none Score 

Exons 765.. 1286, 767.. 1285 

Seq. No. 10408 Seq. ID 

Gene No. 22007 Strand 

Start 1 End 

Name OJ9904 30_07 . 9819 . C30 . o2 . tm Method 

Start . ' 1047 End 

GI none Score 

Exons 1047.. 1286, 1047.. 1286 



OJ9904 30_07 . 9819 .C30 
+ " 

1373 . 

TBLASTX: Maize 

1043 

455 



OJ990430_07.9819.C30 
+ 

1373 

TBLASTX: Wheat 

1286 

620 



OJ990430_07.9819.C30 
+ 

1373 

TBLASTX: Maize 

1286 

306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10409 Seq. ID 

22008 Strand 

1 End 
OJ9904 30_07 . 9819 . C31 . ol . np Method 

1 End 

4680179 Score 
1. .223 

(AF111709) polyprotein [Oryza sativa subsp.' indica-1 



OJ990430_07.9819, 
+ 

223 

AAT/NAP 
223 
213 



C31 



10409 
22009 
686 

OJ9904 30_07 . 9819 . C31 . ol . gs 

686 

none 

686. .1178, 1272. .1364 



Seq. ID OJ990430_07.9819, 

Strand + 

End 1364 

Method GENSCAN 

End 1364 

Score . 62 



C31 



10801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI V 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10409 
22010 
518 

OJ9904 30_07 . 9819 . C31 . o2 . np 
518 

5295955 

518. .1120, 1251.. 1691, 2497 



OJ990430 07.9819.C31 



Seq. ID 
Strand 

End 2520 
Method AAT/NAP 
End 2520 
Score, 441 - 
2520 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



10410 Seq. ID 

22011 Strand 

474 End 
OJ990430_07 .9819. C32 . ol . gs Method 

474 End 

none Score 
474. .611 



OJ990430_07.9819.C32 
611 

GEN SCAN 

611 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10411 . Seq. ID 

22012 Strand 

. 1 End 

OJ9904 30_07 . 98 1 9 . C33 . ol . np Method 

1 End 

5852172 Score 
1..508, 1214. .1417, 1640. .1750 
(ALil7265) zhb0002.1 [Oryza sativa] 

10411 Seq. ID 

22012 Strand 

1 End 

OJ990430_07 . 98 19 . C33 . ol . gs Method 

260 End 

none Score 
260. .508, 1214. .1456 



OJ990430_07.9819.C33 
+ 

1750 
AAT/NAP 
1750 
760 



OJ990430_07.9819.C33 
+ 

1750 
GENSCAN 
1456 
.77 



Seq. No. 10411 Seq. ID 

Gene No. 22013 Strand 

Start 1239 ■ End 

Name OJ990430_07 . 98 19 . C33 . ol . ts Method 

Start 82 End 

GI none Score 
Exons 



OJ990430_07.9819.C33 
1664 

TBLASTX: Soybean 

1456 

87 



82. .450, 83. .211, 257. .439, 419. .508, 448. .504, 469. .510, 
1088. .1132, 1192. .1263, 1208. .1327, 1212. .1334, 1343. .1456, 
1345. .1452 



Seq. No. 10411 

Gene No. 22013 

Start 1239 

Name OJ9904 30_07 .9819. C33 . o2 . tm 

Start 152 

GI none 

Exons 152.. 382, 152.. 379 



Seq. No. 
Gene No. 
Start 



10411 
22013 
1239 



Seq. ID OJ990430_07.9819.C33 
Strand 

End .1664 

Method TBLASTX: Maize 

End 382 

Score 229 



Seq. ID 

Strand 

End 



OJ990430 07.9819.C33 



1664 



10802 



Name 

Start 

GI 

Exons 



OJ9904 30_07 .9819. C33 . ol . tc Method TBLASTX : Cress 
321 End 1459 

none Score 252 

321. .407, 323. .520, 325. .504, 450. .509, 1204. .1263, 1208. .1327, 
1212. .1400, 1328. .1459, 1330. .1458 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10411 
22013 
1239 

OJ9904 30_07 . 9819 . C33 . ol . tm 

382 

none 



Seq. ID OJ990430_07.9819.C33 
Strand 

End 1664 

Method TBLASTX : Mai ze 

End. 1456 

Score 211 



382. .507, 383. .520, 383. .508, 384. .509, 1204. .1452, 1205. .1456, 
1208. . 1456 



Seq. No. 10411 

Gene No. 22013 

Start 1239 

Name OJ9904 30_07 . 98 19 . C33 . ol . gp 

Start 1239 

GI 10742_1.R1084 

Exons 1239. . 1664 • 

GI Descrip. 1 5852172/emb | CAB554 10 . 1 | 1.0e-10 (AL117265) zhb0002.1 [Gryza 
sativa] ' ; 



Seq. ID OJ990430_07 . 9819.C33 
Strand 

End 1664 

Method AAT/GAP 

End 1664 

Score 805 



Seq. • No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10412 
22014 
1 

OJ9904 30_07. 9819 . C34 . ol . np 
1 

5852172 



Seq. ID OJ990430_07.9819.C34 

Strand + 

End 5363 

Method AAT/NAP 

End 5333 

Score 1486 



1..64, 2106. .2348, 2489. .2812, 2921. .3043, 3109. .3172, 
3239. .3311, 3591. .3718, 4920. .5009, 5254. .5333 
(AL117265) zhb0002.1 [Oryza sativa] 



Seq. No. 10412 

Gene No. 22014 

Start 1 

Name ' OJ990430_07 . 9819 . C34 . ol . gs 

Start 2145 

GI none 
Exons 



Seq. ID OJ990430_07.9819.C34 

Strand ■ + 

End 5363 

Method GENS CAN 

End 5363 

Score .77 



2145. .2348, 2489. .2812, 2935. .3043, 3239. .3311, 3591. .3718, 
4617. .4771, 5202. .5363 



Seq. No. 10412 

Gene No. 22015 

Start 5644 

Name OJ9904 30_07 . 9819 . C34 . o2 . np 

Start 5644 

GI 5852173 

Exons 5644.. 7255 

GI Descrip. (AL117265) zhb0003.1 [Oryza sativa] 



Seq. ID OJ990430_07.9819.C34 

Strand + 

End 7255 

Method AAT/NAP 

End 7255 

Score 2787 



Seq. No. 10412 

Gene No. 22016 

Start 8409 

Name OJ9904 30_07 . 98 19 . C34 . o3 . gs 



Seq. ID OJ990430_07.9819.C34 
Strand + 
End 8922 
Method . GENSCAN 



10803 



• * 



Start 


84 09 


End 


O A O O 

o 922 






GI 


none 


Score 








Exons 












Seq. No. 


1 A/1 1 O 

1U4 IZ 


beq. id 


^ Toon/ m 
uu y yu 4 ju u / . 


QQ1 Q 

yy l y 




Gene No. 


22016 


Strand 


+ ~ 






Start . 


8409 


End 


8922 






Name ■ 


ojyyu43u u / . yo iy . c J4 . oo . np 


Method 


AAi / NAr 






Start 


o a a a 

84 09 


End 


o y iy 






GI 


C O C O 1 ^ A 


Score 


4/5 






Exons 


8409. .8580, 8/92. .8919 










GI Descrip. 


(ALU /zoo) znDUUU4 . i Luryza 


sativa J 








Seq. No. 


10412 


Seq. ID 


OJ990430_07. 


9819 


.C34 


Gene No. 


22017 


Strand 


+ 






Start 


QQ Q A 

yo y4 


hjna 








Name 


ujyyi)4ou u / . y o iy . c^o4 . 04 . gs 


Method 


(ahjNbCAN 






Start 


9894 




1 i 1 Q /I 

1 1 1 o4 






GI 


none 


Score 


/I 1 
. 4 1 






Exons 


QOQ/1 1 AACQ 1 AQQO 111*3/ 

98 94 . . 1UU53 , 11)99^ ... 11134 










Seq. No. 


i a a i *d 
104 1 J 


beq. id 


uj y yu4 ju u / . 


yy i y 




Gene No. 


22018 


Strand 


+ 






Start 


519 


End 


1962 






Name 


/^taaa/ioa m a o i a /^o c ^ i « « 
OJ99U43U U / . 9819 . C35 . Ol . np 


Metnoa 


AA1 / NAP 






Start 


CIA 

519 


End 


1 A(TO 

1962 






GI 


5852175 


Score 


o c o 

358 






Exons 


CIA /~ "5 A 1 *7 >l O 1 A *T O 

519. .634, 1748. .1962 










GI Descrip. 


/ T\ T* T -1 —70/TC \ ™ V, t» A A A C 1 r /^s ______ 

(AL117265) zhb0005.1 [Oryza 


sativa] 








Seq. No. 


10413 


Seq. ID 


OJ990430_07. 


9819 


.C35 


Gene No. 


22018 


Strand 


+ 






Start 


CIA 

oi y 


hna 


i y oz 






Name 


Airtrtfi/i on n*"7 aoia o c ^ i « ^ 

OJ99043U 0 / . 9819 . C35 . ol . gs 


Method 


GENSCAN 






Start 


C O A 

539 


End 


93o 






GI 


none 


Score 


. OO 






Exons 


COA £T*3yl T O A OIA OCA AOO 

539. .634, /29..oiy, 85U..938 










beq. no. 


1 A / 1 / 

1 U 4 1 4 


C arv T Pi 

beq. lu 


uj y yu 4 u / . 


QQ1 Q 

y o i y 


nil 


Gene No. 


22019 


Strand 








Start 


1 


End 


900 






Name 


OJ990430 07.9819.C37.ol.np 


Method 


AA1 / NAJr 






Start 


1 


End 


QAA 

y uu 






GI 


4680179 


Score 


iz / J 






Exons 


1. .900 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa : 


subsp. indica] 






Seq. No. 


10414 


Seq. ID 


OJ990430_07. 


9819 


.C37 


Gene No. 


22019 


Strand 








Start 


1 


End 


900 






Name 


OJ990430 07.9819.C37.o2.tw * 


Method 


TBLASTX: Wheat 




Start 


84 


End 


441 






GI 


none 


Score 


149 






Exons 


84. .254, 84. .440, 85. .441 










Seq. No. 


10414 


Seq. ID 


OJ990430_07. 


9819 


.C37 


Gene No. 


22019 


Strand 









10804 






Start 


1 






End 


A 

900 






Name 


OJ990430_ 


07 . 9819 . C37 . ol . 


tm 


Method 


TBLASTX : Maize 






Start 


162 






End 


482 






GI 


none 






Score 


123 






1 Exons 


162 . . 383, 


"1/"C /lOO 1/"/™ 

165 . . 482, 166. 


.471 










Seq. No.'*" 


10414 






Seq. ID 


OJ990430 07.9819 


.C37 




Gene No. 


22019 






Strand 


- 






Start 


1 






End 


900 






Name 


OJ990430_ 


07 . 9819 . C37 . ol . 


ts 


Method 


TBLASTX : Soybean 






Start 


399 






End 


659 






GI 


none 






Score 


169 






Exons 


399 . . 659, 


400 . . 654 












Seq. No. 


10414 






Seq. ID 


OJ990430JD7.9819 


.C37 




Gene No. 


22019 






Strand 








Start 


1 






End 


C\ r\ r\ 

900 






Name 


OJ990430_ 


07 . 98 19 . C37 . ol . 


tc 


Method 


TBLASTX : Cress 






Start 


423 






End 


74 0 






GI 


none 






Score 


89 






Exons 


423 . . 566, 


424 . . 564 , 567 . 


. 740 










Seq. No. 


10414 






Seq. ID 


OJ990430 07.9819 


.C37 




Gene No. 


22019 






Strand 


- 




>:i 


Start 


1 






End 


900 




Name 


OJ990430_ 


07 . 9819 . C37 . ol . 


tw 


Method 


TBLASTX: Wheat 




■J * 


Start 


447 






End 


819 




'11 

: 3; 


GI 


none 






Score 


266 




t 


Exons 


447 . . 818, 


448. .702, 480. 


. 818, 


754 . . 819 






I! 


Seq. No. 


10414 






Seq. ID 


OJ990430 07.9819 


.C37 


!! E 


Gene No. 


22019 






Strand 


- 






Start 


1 






End 


900 






Name 


OJ990430_ 


07 . 9819 . C37 . o2 . 


tm 


Method 


TBLASTX : Maize 




;:i 


Start 


483 






End 


797 




t. i 


GI 


none 






Score 


129 






Exons 


483 . . 797 , 


484 . . 687 , 567 . 


. 776 








a i 

iaf 
:si 


Seq. No. 


10415 






Seq. ID 


OJ990430 07.9819 


.C38 


cF 
*: 


Gene No. 


22020 






Strand 


- 




:r 


Start 


24 9 






End 


759 






Name 


OJ990430_ 


07 . 9819 . C38 . ol . 


gs 


Method 


GEN SCAN 






Start 


24 9 






End 


759 






GI 


none 






Score 


. 97 






Exons 


24 9. .379, 


591 . . 759 












Seq. No. 


10415 






Seq. ID 


OJ990430_07 . 9819 


. C38 




Gene No. 


22020 






Strand 








Start 


249 






End 


759 






Name 


OJ990430 


07. 9819.C38.ol. 


np 


Method 


AAT/NAP 






Start 


252 






End 


759 






GI 


5852174 






Score 


411 






Exons 


252. .379, 


591. .759 












GI Descrip. 


(AL117265) zhb0004.1 [Oryza sativa] 








Seq. No. 


10416 






Seq. ID 


OJ990430_07.9819 


.C39 




Gene No. 


22021 






Strand 


+ 





10805 




Start 


1 


End 


163 






Name 


OJ9904 30_07 . 98 19 . C39 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


163 






GI 


4680183 


Score 


142 






Exons 


1 . .163 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


10417 


Seq. ID 


OJ990430_07. 


9819. 


C40 


Gene No. 


22022 


Strand 








Start 


330 


End 


406 






Name 


OJ9904 30_07 . 98 19 . C40 . ol . gs 


Method 


GEN SCAN 






Start 


330 


End 


406 






GI 


none 


Score 


.96 






Exons 


330 . . 406 










Seq. No. 


10418 


Seq. ID 


OJ990430_07. 


9819. 


C44 


Gene No. 


22023 


Strand 


+ 






Start 


1 


End 


383 






Name 


OJ990430_07 .9819.C44.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


383 






GI 


5852173 


Score 


490 






Exons 


1 . .383 










GI Descrip. 


(AL117265) zhb0003.1 [Oryza 


sativa] 








Seq. No. 


L0419 


Seq. ID 


OJ990430 07. 


9819. 


C45 


Gene No. 


22024 


Strand 








Start 


466 


End 


556 






Name 


OJ990430 07.9819.C45.ol.np 


Method 


AAT/NAP 






Start 


466 . 


End 


556 






GI 


5852180 


Score 


41 






Exons 


466. .556 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 








Seq. No. 


10420 


Seq. ID 


OJ990430_07. 


9819. 


C46 


Gene No. 


22025 


Strand 








Start 


1 


End 


797 






Name 


OJ990430 07.9819.C46.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


797 






GI 


4680179 


Score 


488 






Exons 


1. .797 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa ; 


subsp. indica] 






Seq. No. 


10420 


Seq. ID 


OJ990430_07. 


9819. 


C46 


Gene No. 


22025 


Strand 








Start 


1 


End 


797 






Name 


OJ990430 07.9819.C46.ol.tw 


Method 


TBLASTX: Wheat 




Start 


88 


End 


444 






GI 


none 


Score 


74 






Exons .. 


88. .444, 241. .432 










Seq. No. 


10421 


Seq. ID 


OJ990430_07. 


9819. 


C47 


Gene No. 


22026 


Strand 








Start 


585 


End 


671" 






Name 


OJ990430 07.9819.C47.ol.gs 


Method 


GENSCAN 






Start 


585 


End 


671 






GI 


none 


Score 


.87 






Exons 


585. .671 











10806 




Seq. No. 


10422 




Seq. ID 


OJ990430_07.9819 


.C4 9 


Gene No. 


22027 




Strand 






Start 


2 




End 


799 




Name 


OJ9904 30_07 . 9819.C4 9.ol 


.np 


Method 


AAT/NAP 




Start 


2 




End 


799 




GI 


4680179 




Score 


1048 




Exons 


2. .799 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


10422 




Seq. ID 


OJ990430_07 . 9819 


.C4 9 


Gene No. 


22027 




Strand 






Start 


2 




End 


799 




Name 


OJ9904 30_07 . 9819.C4 9.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


95 




End 


469 




GI 


none 




Score 


132 




Exons 


95. .469, 180. . 449 










Seq. No. 


10422 




Seq. ID 


OJ990430_07 . 9819 


.C49 


Gene No. 


22027 




Strand 






Start 


2 




End 


799 




Name 


OJ990430 07 . 9819.C49.ol 


.gs 


Method 


GENSCAN 




Start 


160 




End 


636 




GI 


none 




Score 


. 67 




Exons 


160. .636 










Seq. No. 


10422 




Seq. ID 


OJ990430_07.9819 


.C4 9 


Gene No. 


22027 




Strand 






Start 


2 




End 


799 




Name 


OJ990430 07. 9819.C49.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


239 




End 


797 




GI 


none 




Score 


170 




Exons 


239. . 637, 240 . . 500, 389 


. . 544, 


570. . 638 


, 637. .666, 674. 


733, 




675. .734, 756. .797 










Seq. No. 


10422 




Seq. ID 


OJ990430_07 . 9819 


.C49 


Gene No. 


22027 




Strand 






Start 


2 




End 


799 




Name 


OJ9904 30_07 . 9819.C4 9.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


473 




End 


787 




GI 


none 




Score 


95 




Exons 


473. .727, 477. .632, 572 


. .754, 


755. .787 






Seq. No. 


10423 




Seq. ID 


OJ990430JD7. 9819 


.C50 


Gene No. 


22028 




Strand 






Start 


1 




End 


777 




Name 


OJ990430 07.9819.C50.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


777 




GI 


5852180 




Score 


273 




Exons 


1..145, 449. .588, 755.." 


111 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


10424 




Seq. ID 


OJ990430_07. 9819 


.C51 


Gene No. 


22029 




Strand 






Start 


349 




End 


483 




Name 


OJ990430 07.9819.C51.ol 


.gs 


Method 


GENSCAN 




Start 


349 




End 


483 





10807 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



none 

349. .483 

10425 
22030 
51 

OJ9904 30_07 . 98 1 9 . C52 . ol . gs 
51 

none 
51. .184 

10426 
22031 
2568 

OJ990620_4 0. 9920.C4 .ol.gp 

2568 

none 

2568. .3032 

10426 
22032 
545 

OJ990620_40.9920.C4.ol.gs 

545 

none 



Score .58 



Seq. ID OJ990430_07.9819.C52 

Strand + 

End 184. 

Method , GENSCAN 

End 184 

Score .48 



Seq. ID OJ990620_40. 9920.C4 

Strand + 

End 3032 

Method AAT/GAP 

End 3032 

Score 833 



Seq. ID OJ990620_40.9920.C4 
Strand 

End 3334 

Method GENSCAN 

End 3334 

Score . 62 



545. .686, 2647. .2861, 3028. .3144, 3226. .3334 



10426 
22033 
5719 

OJ990 620_4 0. 9920 . C4 . ol .np 
5177 
6721559 
5177. .5782 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 |dbj |BAA90370.1| (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620 40. 9920. C4 



6357 
AAT/NAP 
5782 
383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99'0620_40.9920.C4' 

6357 
GENSCAN 
6357 
.45 



10426 
22033 
5719 

OJ990620_4 0. 9920.C4 .o2.gs 
5719 
none 

5719.. 6212, 6306.. 6357 

10427 
22034 
1 

OJ990620_40, 
1 

4680179 
1. .2171 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990620_40. 9920.C5 



9920.C5.ol.np 



Strand 
End 

Method 

End 

Score 



+ 

3195 
AAT/NAP 
2171 
3473 



10427 
22034 



Seq. ID OJ990620_40.9920.C5 
Strand + 



10808 






Start 


1 




o i y o 




Name 


OJ99062Q 4 0 . 9920 . Co . ol . gs 


Metnoa 






Start 


153 


End 


oiyo 




GI 


none 


Score 


CO 
. DO 




Exons 


TCO TO/1 1 1 ft *3 TOIT 1 OTC 

153. .734, 119J..121/, lJ/o. . 


i y y4 , zoy 4 






Seq. No. 


10427 


Seq. ID 


ujyyubzu 4u. yy^u.tj 




Gene No. 


22035 


Strand 






Start 


2444 


End 


jUOD 




Name 


OJ990620 40.9920.C5.o2.np 


Method 


AAT/NAP 




Start 


2444 


End 


3056 




GI 


6721559 


Score 


OCT 




Exons 


2444 . .2572, 2604 . . 3056 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815084 | dbj I BAA90370 . 1 | (AP001081) 


hypothetical protein 






[Oryza sativa] 








Seq. No. 


10427 


Seq. ID 


OJ990620_40. 9920.C5 




Gene No. 


22036 


Strand 






Start 


. 4358 


End 


A on A 
4 o / 4 




Name 


OJ990620 4 0.9920.C5.o4 . tm 


Method 


1 dLAoIa : Mai ze 




Start 


3 


End 


O *3 *3 

Zoo 




GI 


none 


Score 


O ft ft 

zUy 


CI 


Exons 


3. .233, 23. .232 






:i 

s £ 


Seq. No. 


10427 


Seq. ID 


OJ990620_40.9920.C5 


t S 


Gene No. 


22036 


Strand 






Start 


4358 


End 


4 o / 4 


a i 


Name 


OJ990620_40 . 9920 . C5 . o5 . tw 


Method 


TBLASTX : Wheat 


•f 


Start 


3 


End 


3561 




GI 


none 


Score 


IOC 

loo 


Lj 


Exons 


3. .161, 5. .160, 3469. .3561 








Seq. No. 


10427 


Seq. ID 


OJ990620_40. 9920.C5 


I; 


Gene No. 


22036 


Strand 






Start 


4358 


End 


A on A 

4 o / 4 


s: 


Name 


OJ990620 40.9920.C5.o2.tw 


Method 


I DjjAbiX : Wnea z 


s 3 
= r 


Start 


162 


End 


o /l 


GI 


none 


Score 


bU 1 


l\ 
= j 


Exons 


162. .671, 194. .505, 240. .572 








Seq. No. 


10427 


Seq. ID 


OJ990620_40.9920.C5 




Gene No. 


22036 


Strand 






Start 


4358 


End 


A Q~l A 

4 o / 4 




Name 


OJ990620 40.9920.C5.o2.ts 


Method 


i biiAb i a : boyoean 




Start 


168 


End 


A 1 "3 

4 lo 




GI 


none 


Score 


"1 ft ^ 

i y 4 




Exons 


168. .413, 203. .412 








Seq. No. 


10427 


Seq. ID 






Gene No. 


22036 


Strand 






Start 


4358 


End 


4874 




Name 


OJ990620 40. 9920 . C5 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


234 


End 


592 




GI 


none 


Score 


472 




Exons 


234. .587, 236. .502, 257. .592 


, 542. .580 





10809 






Seq. No. 


10427 








Seq. ID 


OJ990620_40.9920, 


.C5 




Gene No. 


22036 








Strand 








otart 


4358 








End 


4874 






Name 


OJ990620 40 


.9920 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


762 








End 


1155 






GI 


none 








Score 


- 484 






Exons 


762. .848, 763. .1155, 772. .1122, 900. .1154 






Seq. No. 


10427 








Seq. ID 


OJ990620_40.9920 


.C5 




Gene No. 










Strand 








otart 


4358 








End 


4874 






Name 


OJ990620 40 


. 9920 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


799 








End 


1221 






GI 


none 








Score 


. 340 






Exons 


799. .1221, : 


886. . 


1113, 909.. 1205 








Seq. No. 


10427 








Seq. ID 


- OJ990620_40. 9920 


.C5 




Gene No. 


22036 








Strand 








Start 


4358 








End 


4874 






Name 


OJ990620 40 


.9920 


. CS.ol. 


tc . 


Method 


TBLASTX: Cress 






Start 


862 








End 


1179 






GI 


none 








Score 


91 




St. 


Exons 


862. .1035, 


1036. 


.1179, 


1038. . 


1178 






_! 

s i 

5,' 


Seq. No. . 


10427 








Seq. ID 


OJ990620_40. 9920 


.C5 


ri 


Gene No. : 


22036 








Strand 






1 ! 
] =! 
s* 


Start 


4358 








End 


4874 




Name 


OJ990620 40 


. 9920 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


943 








End :,; 


1203 






GI 


none 








Score 


269 




=; 


Exons 


943. .1203, 


948. . 


1199 










Lf 


Seq. No. 


10427 








Seq. ID 


■ OJ990620__40.9920 


.C5 




Gene No. 


22036 








Strand 






-i 


otarc 


< O CO 

4358 








End 


4874 






Name 


OJ990620 40 


. 9920 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 




j. 
-< 


Start 


1164 








End 


1793 




3 


GI 


none 








Score 


219 




3 


Exons 


1164. .1379, 


1165 


. .1377, 


1384. 


,.1602, 1385\.1573, 1386.. 1793 


3 


beq. no. 


10427 








Seq. ID 


OJ990620_40. 9920 


.C5 




Gene No. 


22036 








Strand 








Start 


4358 








End 


4874 






Name 


OJ990620 40 


. 9920 


.CS.ol. 


tm 


Method 


TBLASTX : Maize 






C4- -i v-4- 

btart 


1342 








End 


1946 








none 








Score 


55 






Exons 


1342. . 1377, 


1344 


. .1370, 


1382. 


..1501, 1383. .1508, 1505. .1597, 






1505. . 1567, 


1506 


. .1946, 


1718. 


. .1930 








o c q . in u . 


10427 








Seq. ID 


OJ990620_40. 9920 


.C5 




Gene No. 


22036 








Strand 








Start 


4358 








End 


4874 






Name 


OJ990620 40 


. 9920 


,C5.o4 . 


tw 


Method 


TBLASTX: Wheat 






Start 


1794 








End 


2161 






GI 


none 








Score 


354 






Exons 


1794. .2126, 


1821 


. .1901, 


1886. 


,.2008, 2108. .2161 





10810 





Seq. No. 


1 A A O *7 

10427 


Seq. ID 


OJ990620 40. 9920. Co 




Gene No. 


22036 


Strand 






Start 


4358 


End 


4874 




Name 


OJ990620 40 . 9920 . Co . oo . np 


Method 


AAT/NAP 




Start 


4106 


End 


4874 




GI 


4 680183 


Score 


180 




Exons 


4106. .4195, 4804. .4874 








GI Descfip. 


(AFlll/09) gag-pol protein 


[Oryza sativa /subsp. indica] 




Seq. No. 


10427 


Seq. ID 


OJ990620 40. 9920. C5 




Gene No. 


22036 


Strand 






Start 


A O C O 


End 


4874 




Name 


OJ990o20 40 . 9920 . Co . o2 . gs 


Method 


GENSCAN 




Start . 


4 3oo 


End 


4504 




GI 


none 


Score 


.44 




Exons 


4 ODD . . 4504 








Seq. No. 


10428 


Seq. ID 


OJ990620 40. 9920. C7 




Gene No. 


22037 


Strand 


+ 




Start 


4 J2 


End 


1118 




Name 


OJ990620 40 . 9920 . C7 . ol . gs 


Method 


GENSCAN 




Start 


432 


End 


1112 




GI 


none 


Score 


. 96 




Exons 


432. .550, 718. .1112 








Seq. No. 


10428 


Seq. ID 


OJ990620_40. 9920.C7 


fU 


Gene No. 


o r\ o *n 

22037 


Strand 


+ 




Start 


432 


End 


1118 


Q 


Name 


OJ990620 40.9920.C7.ol.np . 


Method 


AAT/NAP 




Start 


492 


End 


1118 




GI 


2498930 


Score 


729 


m 


Exons 


492. .550, 718. .1118 








GI Descrip. 


DORSAL- VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GASTRULATION 


:i 

,: si 
!- - j 




PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 




Seq. No. 


10429 


Seq. ID 


OJ990620_40. 9920.C8 


s: 


Gene No. 


22038 


Strand 


+ 


Q' 


Start 


257 


End 


325 




Name 


OJ990620 40. 9920 . C8 . ol . np 


Method 


AAT/NAP 




Start 


257 


End 


325 




GI 


5922615 


Score 


67 




Exons 


257. .325 








GI Descrip. 


(AP000492) EST AU056052 (S20251 ) corresponds to a region of 






predicted gene.; hypothetical protein 


[Oryza sativa] 






gil 601684 8 | db j | BAA85191.il 


(AP000570) 


EST AU056052(S20251) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 10430 Seq. ID 

Gene No. 22039 Strand 

Start 114 End 

Name OJ990620_40 . 9920 . C9 ol . gs Method 

Start 114 End 

GI none Score 

Exons 114. .284, 375. .526, 644. .1216 



OJ990620_40. 9920.C9 

1216 
GENSCAN 
1216 
.43 



Seq. No. 



10430 



Seq. ID OJ990620_40. 9920.C9 



10811 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22040 Strand 
1547 End 
OJ990620_40 . 9920 . C9 . o2 . gs Method 
1547 End 
none Score 
1547. .1783, 1862. .2593, 3183. .3575 



10431 



3575 
GENSCAN 
3575 
.68 



Seq. ID OJ990620_40.9920.C11 



22041 Strand + 

1 End 238 

OJ990620_40. 9920 . Cll . ol . gp Method AAT/GAP 

1 End 238 

59529_1.R1084 Score 146 
1..9'2, 217. .238 

'4249388/gb|AAD14485| 2.0e-54 (AC005966) Similar to gb_AF025438 
Opa-interacting protein (0IP2) from Homo sapiens. [Arabidopsis 
thaliana] 1 



Seq. No. 10432 Seq. ID 

Gene No. 22042 Strand ' 

Start 137 End 

Name OJ990620_40 . 9920 . C12 . ol . gs Method 

Start 137 End 

GI none Score 

Exons 137.. 282 



OJ990620_40.9920.C12 
282 

GENSCAN 

282 

.83 



Seq. No. 10433 Seq. ID 

Gene No. ■ 22043 Strand 

Start 361 End 

Name OJ990620_4 0 . 9920 . C13 . ol . gs Method 

Start 361 End 

GI none Score 

Exons 361 . . 515 



OJ990620_40.9920.C13 
+ 

515 

GENSCAN 

515 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10433 Seq. ID 

22044 Strand 

292 End 

OJ990620_4 0 . 9920 . C13 . ol . np Method 

292 End 

3337389 Score. 



OJ990620_40.9920.C13 

7796 
AAT/NAP 
7796 
412 



292. .509, 1336. .1440, 1520. .1612, 2184. .2374, 7772. .7796 
(AC004682) pre-mRNA splicing factor (PRP16) (KIAA0224 ) [Homo 
sapiens] 



Seq. No. 10433 Seq. ID 

Gene No. 22044 Strand 

Start 292 End 

Name OJ990620_4 0 . 9920 . C13 . o2 . gs Method 

Start 1311 End 

GI none Score 

Exons 1311.. 1440, 1520.. 1641 



OJ990620_40.9920.C13 

7796 
GENSCAN 
1641, 
.51 



Seq. No. 10433 Seq. ID 

Gene No. 22044 Strand 

Start 292 End 

Name OJ990620_4 0 . 9920 . C13 . ol . tm Method 

Start 1335 End 



OJ990620_40.9920.C13 
7796 

TBLASTX: Maize 
2374 



10812 




GI 


none 








Score 


50 


Exons 


1 O O IT i o o a 

1335 . . 1388 , 


137 1 


. .14 4 8, 


1 0 o c 

13 / 5 . 


.1449, 1501. .1626, 1502. .1615, 




A "1 A O O O T / 

2183 . . 2374 , 


2184 


. . 2336 








Seq. No. 


10433 








Seq. ID 


OJ990620_40.9920.C13 


Gene. No. 


22044 








Strand 




Start ' 


292 








End 


7796 


Name 


OJ990620 40, 


n n 0 a 

, 9920 


. C13 . Ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1335 








End • 


1626 


GI 


none 








Score 


54 


Exons 


1335 . .1448, 


1 O C T 

1351 


1 a a n 
. .14 4 9, 


1 D 0 1 . 


.1626, 1505. .1591, .1534. .1620 


Seq. No. 


10433 








Seq. ID 


OJ990620_40.9920.C13 


Gene No. 


22044 








Strand 




Start 


o a o 

232 








End 


7796 


Name 


OJ990620_4 0 . 


Anon 

. 9920 


1 0 « 0 

. C13 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1341 








End 


1626 


GI 


none 








Score 


51 


Exons 


1341. .14 4 8, 


1342 


. . 14 4 U, 


lDO 1 . 


.1626, 1505.. 1609 


Seq. No. 


10433 








Seq. ID 


OJ990620__40.9920.C13 


Gene No. 


22044 








Strand 


- 


Start 


232 








End 


7796 


Name 


OJ990620 40. 


A A O A 

.9920 


. C13 . Ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2183 








End 


2374 


GI 


none 








Score 


150 


Exons 


2183 . . 2374 , 


2184 


O O A O 

. . 2342 








Seq. No. 


10433 








Seq. ID 


OJ990620_40.9920.C13 


Gene No. 


22044 








Strand 




Start 


292 








End 


7796 


Name 


OJ990620 40. 


. 9920 


. C13 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2183 








End 


2374 


GI 


none 








Score 


87 


Exons 


O 1 O O 00-7/ 

2 18 3 . . 2 J / 4 , 


O 1 A A 

2 iyo 


0 0 0 0 
. . 2339 








Seq. No. 


10433 








Seq. ID 


OJ990620_40.9920.C13 


Gene No . 


220-4 4 








Strand 




Start 


O Q O 

2 32 








End 


7796 


Name 


OJ990620_4 0 . 


A A O A 

. 9920 


.C13 . o2 


. tm 


Method 


TBLASTX : Maize 


Start 


3319 








End 


3494 


GI 


none 








Score 


140 


Exons 


3319 . .3441, 


O O Q A 

3330 


. .3494, 


0 0 0 n 
3330 . 


.3461 




Seq. No. 


10433 








Seq. ID 


OJ990620_40.9920.C13 


Gene No. 


22044 








Strand 




Start 


292 








End 


7796 


Name 


ojyyubzu 4u. 


A AO A 

. yyzo 


. Clo . 04 


.gs 


Method 


GEN SCAN 


Start 


44 38 








End 


7131 


GI 


none 








Score 


.51 


Exons 


/I /l OR /I £/1 "3 
flfljO. . *J O 4 .J , 


A 1 1 R 


. . ft :? V O , 


jdOj . 


.5726, 5823.. 5872, 5939.. 5986, 




6099. .6126, 


6227 


. .6411, 


6528. 


.6634, 6963.. 7131 


Seq. No. 


10434 








Seq. ID 


OJ990620_40.9920.C14 


Gene No. 


22045 








Strand 


+ 


Start 


5174 








End 


6224 


Name 


OJ990620 40. 


,9920 


.C14.ol 


.np 


Method 


AAT/NAP 



10813 




Start 


5174 




End 


6224 


GI 


4433620 




Score 


172 


Exons 


5174. .5311, 5396. .5530/ 


6177. . 


6224 




GI Descrip. 


(AF107586) putative cell 


. division control protein [Dendrobium 




grex Madame Thong- IN] 








Seq. No. 


10434 




Seq. ID 


OJ990620 40.9920.C14 


Gene No. 


22046 




Strand 




Start 


2541 




End 


/one 


Name 


OJ990620 40 . 9920 . C14 . o2 . 


gs 


Method 


GENSCAN 


Start 


2541 




End 


4295 


GI 


none 




Score 


.93 


Exons 


2541. .^oo4, 30ol..oiyZ/ 


4234. . 


4295 




Seq. No. 


104 34 




Seq. ID 


OJ990620_40.9920.C14 


Gene No. 


22047 




Strand 




Start 


5545 




End 


5920 


Name 


OJyyubzu 4 u . y yzu . ci4 . oi . 


tm 


Method 


TBLASTX: Maize 


Start 


5257 




End 


5530 


GI 


none 




Score 


46 


Exons 


5257. .5331, 5263. .5313, 


5264. . 


5332, 5393.. 5530, 5395.. 5529, 




5396 . . oo3U 








Seq. No. 


10434 




Seq. ID 


OJ990620_40.9920.C14 


Gene No. 


22047 




Strand 




Start 


5545 




End 


5920 


Name 


OJ990620 40 . 9920 . C14 . o3 . 


gs 


Method 


GENSCAN 


Start 


5545 




End 


5920 


GI 


none 




Score 


.69 


Exons 


5545. .5662, 5805. .5920 








Seq. No. 


10435 




Seq. ID 


OJ990620_40.9920.C16 


Gene No. 


22048 




Strand 


+ 


Start 


560 




End 


741 


Name 


OJ990620_4 0. 9920.C16.ol. 


gs 


Method 


GENSCAN 


Start 


560 




End 


741 


GI 


none 




Score 


.92 


Exons 


560 ..741 








Seq. No. 


10435 




Seq. ID 


OJ990620_40.9920.C16 


Gene No. 


22049 




Strand 




Start 


1018 




End 


3834 


Name 


OJ990620 40 . 9920 . C16 . o2 . 


gs 


Method 


GENSCAN 


Start 


1018 




End 


3834 


GI 


none 




Score 


.52 


Exons 


1018. .1251, 2032. .2085, 


zoy / . . 


2908, 3024.. '3346, 3690.. 3834 


Seq. No. 


10435 




Seq. ID 


OJ990620_40.9920.C16 


Gene No. 


22049 




Strand 




o tar z 






End 


3834 


Name 


OJ990620 40. 9920.C16.ol. 


gp 


Method 


AAT/GAP 


Start 


1997 




End 


2711 


GI 


59529 1.R1084 




Score 


249 


Exons 


1997. .2085, 2631. .2711 








GI Descrip. 


? 4249388/gb|AAD14485 | 2. 


Oe-54 


(AC005966) Similar to gb_AF025438 




Opa-interacting protein 


(OIP2) 


from Homo sapiens. [Arabidopsis 



thaliana] 1 



10814 






Seq. No. 


10435 




Seq. ID 


OJ990620 


_40.9920.C16 




Gene No. 


22049 




Strand 








Start 


1018 




End 


3834 






Name 


OJ990620 40.9920.C16.ol 


.np 


Method 


AAT/NAP 






Start 


2019 




End 


3233 






GI 


4249388 




Score 


386 






Exons 


2019. .2085, 2631. .2736, 


2839. 


.2908, 3024. .3233 






GI Descrip. 


(AC005966) Similar to gb|AF025438 Opa- 


interacting protein (< 






from Homo sapiens. [Arabidopsis thaliana] 






Seq. No. 


10435 




Seq. ID 


OJ990620 


_40.9920.C16 




Gene No. 


22049 




Strand 








Start 


1018 




End 


3834 






Name 


OJ990620 40.9920.C16.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2684 




End 


3194 






GI 


none 




Score 


93 






Exons 


2684..2743, 2685.-2744, 


2834. 


.2908, 2834. .2908, 


3024 . . 3194, 






3025.. 3063 












Seq. No. 


10435 




Seq. ID 


OJ990620 


_40. 9920.C16 




Gene No. 


22049 




Strand 








Start 


1018 




End 


3834 




"1 


Name 


OJ990620 40.9920.C16.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


2690 




End 


3194 






GI 


none 




Score 


69 




s !j 


Exons 


2690. .2737, 2691. .2744, 


2832. 


.2894, 2834. .2905, 


3024 . . 3194 




Seq. No. 


10436 




Seq. ID 


OJ990620 


_40. 9920.C17 




Gene No. 


22050 




Strand 


+ 




!f! 


Start 


219 




End 


650 




! i 
sr 


Name 


OJ990620 40. 9920.C17.ol, 


.np 


Method 


AAT/NAP 






Start 


219 




End 


650 




! S i 


GI 


6721516 




Score 


301 






Exons 


219. .464, 609. .650 










: 

tit 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




5 j 

: c " 


Seq. No. 


10436 




Seq. ID 


- OJ990620 


_40.9920.C17 


;:i 


Gene No. 


22051 




Strand 






= r 


Start 


418 




End 


550 






Name 


OJ990620 40.9920.C17.ol, 


.gs 


Method 


GENSCAN 






Start 


418 




End 


550 






GI 


none 




Score 


.53 






Exons 


418. .550 












Seq. No. 


10437 




Seq. ID 


OJ990620 


_40.9920.C18 




Gene No. 


22052 




Strand 


+ 






Start 


1 




End 


738 






Name 


OJ990620..40. 9920.C18.ol. 


.np 


Method 


AAT/NAP 






Start 


1 




End 


738 






GI 


6815052 




Score 


122 






Exons 


1..152, 615. .738 












GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


10437 




Seq. ID 


OJ990620 


_40.9920.C18 




Gene No. 


22053 




Strand 








Start 


48 




End 


716 





10815 



Name 


OJ990620_4 0 .9920.C18.ol 


.gs 


Method 


GEN SCAN 






Start 


48 




End 


716 






GI 


none 




Score 


. 82 






Exons 


48 . . 106, 611 . .716 












Seq. No. 


104 io 




Seq. ID 


OJ990620 40 


. 9920 


. C22 


Gene No. 


22054 




Strand 


+ 






Start 


431 




End 


862 






Name 


OJ990620 40. 9920.C22.ol 


.gp 


Method 


AAT/GAP 






Start 


431 




End 


862 






GI 


LIB34 7 9-006-Q6-K1-B11 




Score 


594 






Exons 


431. .862 












GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 l.Oe- 


110 Oryza sativa 


genomic 




DNA, chromosome 6, clone : P0538C01 ? 








Seq. No. 


10438 




Seq. ID 


OJ990620_40 


. 9920 


. C22 


Gene No. 


22055 




Strand 








Start 


1 




End 


' 642 






Name 


OJ990620 40.9920.C22.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


642 






GI 


6539570 




Score 


122 






Exons 


1..39, 191. .276, 449. .642 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


10438 




Seq. ID 


OJ990620__40 


9920 


. C22 


Gene No. 


22056 




Strand 








Start 


779 




End 


1643 






Name 


OJ990620 40 . 9920 . C22 . o2 


.np 


Method 


AAT/NAP 






Start 


779 




End 


1643 






GI 


6630699 




Score 


95 






Exons 


779. .857, 1538. .1643 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi| 6721536 | dbj IBAA89566 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


10439 




Seq. ID 


OJ990620 40 


9920 


.C24 


Gene No. 


22057 




Strand 


+ 






Start 


297 




End 


385 






Name 


OJ990620 40.9920.C24.ol 


.gs 


Method 


GENSCAN 






Start 


297 




End 


385 






GI 


none 




Score 


.62 






Exons 


297. .385 












Seq. No. 


10440 




Seq. ID 


OJ990620_40. 


9920 


.C25 


Gene No. 


22058 




Strand 


+ 






Start 


193 




End 


374 






Name 


OJ990620 40. 9920.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


192 




End 


374 






GI -j 


none 




Score 


272 






Exons 


192. .374, 192. .362 - 












Seq. No. 


10440 




Seq. ID 


OJ990620_40. 


9920 


.C25 


Gene No. 


22058 




Strand 


+ 






Start 


193 




End 


374 






Name 


OJ990620 40.9920.C25.ol 


gs 


Method 


GENSCAN 






Start 


193 




End 


350 






GI 


none 




Score 


.92 







10816 




Exons 193.. 350 



Seq. No. 


10441 




Seq. ID 


OJ990620_40.9920 


.C26 


Gene No. 


22059 




Strand 






Start 


58 . 




End 


1277 




Name 


OJ990620 40 . 9920 . C26 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


1095 




GI 


none 




Score 


53 




Exons 


3 . . 71, 14 . . 70, 88 . . 141, 


141 . . 


185, 142.. 


192, 208. .348, 209.. 




264. .350, 346J.546, 356. 


.499, 


551. .1051, 553. .1095 




Seq. No. 


10441 




Seq. ID 


OJ990620_4 0.9920 


.C26 


Gene No. 


22059 




Strand 






Start 


58 




End 


1277 




Name 


OJ990620 4 0 . 9920 . C26 . ol . 


gs 


Method 


GENSCAN 




Start 


58 




End 


1248 




GI 


none 




Score 


.65 




Exons 


co t a a a o c a a *i -i a a a 

58. .709, 9zo..99/, 109^. 


.1181, 1203. .1248 




Seq. No. 


10441 




Seq. ID 


OJ990620_40.9920 


.C26 


Gene No. 


22059 




Strand 


- 




Start 


58 




End 


1277 




Name 


OJ990620_40. 9920.C26.ol. 


np 


Method 


AAT/NAP 




Start 


263 




End 


1277 




GI 


6742729 




Score 


824 




Exons 


263 . . 1277 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


10441 




Seq. ID 


OJ990620_40.9920 


.C26 


Gene No. 


22059 




Strand 


_ 




Start 


58 




End 


1277 




Name 


OJ990620_4 0. 9920.C26.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


382 




End 


804 




GI 


none 




Score 


47 




Exons 


382. .546, 386. .499, 551. 


.796, 


553. .804 






Seq. No. 


10441 




Seq. ID 


OJ990620_40.9920 


.C26 


Gene No. 


22059 




Strand 






Start 


58 




End 


1277 




Name 


/"NTAAAZ-AA VIA A A A A /""* A /" 1 

OJ990620 4 0 . 9920 . C26 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


739 




End 


1054 




GI 


none 




Score 


123 




Exons 


739. .1053, 758. .1054 










Seq. No. 


10442 




Seq. ID 


OJ990620_40. 9920 


.C28 


Gene No. 


22060 




Strand 






Start 


296 




End 


465 




Name 


OJ990620 40 . 9920 .C28 . ol . 


gs 


Method 


GENSCAN 




Start 


296 




End 


465 




GI 


none 




Score 


.64 




Exons 


296. .465 










Seq. No. 


10443 




Seq. ID 


OJ990620_40.9920 


.C29 


Gene No. 


22061 




Strand 


+ 




Start 


231 




End 


365 




Name 


OJ990620 40. 9920.C29.ol. 


gs 


Method 


GENSCAN 




Start 


231 




End 


365 





10817 



GI * 
Exons 



none 

231. .365 



Score 



,83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



10443 Seq. ID OJ990620_40 . 9920 . C29 

22062 Strand 

1 End 37 6 

OJ9.90620_40 . 9920 . C29 . ol . np Method AAT/NAP 

1 End 376 

6324338 Score 71 

1..19, 245. .376 

RNA splicing factor RNA-dependent NTPase with DEAD-box motif; 
Prp2p gi|130804|sp|P20095|PR02_YEAST PRE-MRNA SPLICING FACTOR 
RNA HELICASE PRP2 gi | 83432 | pir | | S12334 pre-mRNA splicing protein 
PRP2 - yeast ( Saccharomyces cerevisiae) gi | 4232 | emb | CAA394 01 | 
(X55936) PRP2 (RNA2) protein [Saccharomyces cerevisiae] 
gi|4237|emb|CAA39471| (X55999) pre RNA processing protein [ 



10444 Seq. ID 

22063 Strand 
1 End 
OJ990620_4 0 . 9920 . C30 . ol . np Method 
1 End 
6539553 Score 
1..1627 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990620_40.9920.C30 

+ 

1627 
AAT/NAP 
1627 
2632 



10444 Seq. ID 

22063 Strand 

1 End 

OJ990620_40. 9920 . C30 . o2 . tm Method 

1 End 

none Score 
1. .210, 2. .211, 3. .212 

10444 ' Seq. ID 

22063 Strand 

1 End 

OJ990620_40 . 9920 . C30 . ol . gs Method 

3 End 

none Score 
3. .627, 742. .878, 1454. . 1582 

10444 Seq. ID 

22063 Strand 

1 End 

OJ990620_4 0 . 9920 . C30 . o2 . tw Method 

3 End 

none Score 
3. .152, 3. .149, 23. .151 

10444 Seq. ID 

22063 Strand 

1 End 

OJ990620 40.9920.C30.ol.tm Method 



OJ990620_40. 9920.C30 
+ 

1627 

TBLASTX: Maize 

212 

140 



OJ990620_40.9920.C30 

1627 
GENSCAN 
1582 
. 67 



OJ990620_40.9920.C30 
+ 

1627 

TBLASTX: Wheat 

152 

169 



OJ990620_40.9920.C30 
+ 

1627 

TBLASTX: Maize 



10818 



is?? 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Li\ Exons 

□ GI Descrip. 



753 End 1118 

none Score 297 

753. .1040, 806. .1033, 898. .1044, 1056. .1118 



10444 
22063 
1 

OJ990620_4 0.9920.C30.ol.tw 

1314 

none 

1314. .1349, 1314. .1370, 1349. 
1371.. 1529, 1462.. 1545, 1520. 



Seq. ID OJ990620__40. 9920.C30' 

Strand + 

End. 1627 

Method TBLASTX : Wheat 

End 1627 

Score 52 

.1561, 1357. .1410, 1364. .1423, 
.1627, 1521. .1625, 1535. .1627 



10445 Seq. ID 

22064 Strand 

347 End 

OJ990620_40. 9920 . C31 . ol . np Method 

347 End 

1841357 Score 
347.. 497, 1059.. 1081 

(D85382) mitochondrial ribosomal protein Sll (nuclear encoded) 
[Oryza sativa] 



OJ990620_40.9920.C31 
+ 

1081 
AAT/NAP 
1081 
59 



10446 Seq. ID 

22065 Strand 

1 End 
OJ990620_40. 9920 . C32 . ol . np Method 

1 End 

4544372 Score 
1..39, 735. .1965 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990620_40.9920.C32 
+ 

1965- 
AAT/NAP 
1965 
517 





Seq. No. 


10446 




Seq. ID 


OJ990620_ 


40. 


.9920, 


.C32 


0? 


Gene No. 


22065 




Strand 


+ 








. i 


Start 


1 




End 


1965 








it 


Name 


OJ990620 40.9920.C32.ol 


.gs 


Method 


GENS CAN 








°\ 


Start 


493 




End . 


1936 










GI 


none 




Score 


. 67 








:i 


Exons 


493.. 901, 1107.. 1936 
















Seq. No. 


10446 




Seq. ID 


OJ990620_ 


40, 


,9920, 


.C32 




Gene No. 


22066 




Strand 


+ 










Start 


3229 




End 


3879 ' 










Name 


OJ990620 40.9920.C32.o2 


.gs 


Method 


GENSCAN 










Start 


3229 




End 


3879 










GI 


none 




Score 


.4 










Exons 


3229.. 3376, 3523.. 3646, 


3739. 


.3829, 3874. .3879 










Seq. No. 


10446 




Seq. ID 


OJ990620_ 


40. 


. 9920. 


.C32 




Gene No. 


22067 




Strand 












Start 


2936 




End 


3592 










Name 


OJ990620 40.9920.C32.o2 


.np 


Method 


AAT/NAP 










Start 


2936 




End 


3592 










GI 


6721559 




Score 


330 










Exons 


2936.. 3077, 3107.. 3592 
















GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 









10819 




gi| 6815084 I dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



oeq . LNO . 


'1 04 4 




oeq . l u 


O,7QQ0fi9n AO QQ9 0 


PT9 


bene lno . 


ZZUDO 




Q-f- r*a r\ H 

oli ana 






Ol. air I, 


^79^ - 






DO / O 




Name 


nTQQflfi9n 4 0 Q Q 9 0 P ^ 9 a1 




LYie inoa 


i d±j£\o i a . ooyoean 




Of 2r f 

o taru 


1 94 
1 ^ ft 




iLnu 


^4 

D O ft 




GI 


none 




Score 


140 




Exons 


124. .261, 126. .275, 282 


. .449, 


283: .534 






oeq . . 


1 04 A 




oeq . ± u 


n.TQQ0fi90 40 QQ90 


. UJZ 


bene lno*. 


ZZUDO 




Q-f- v-anrl 
otrailu 






Q-H a r-h 
OLdiL 


R7 9 S 




PnH 


DO f O 




Name 


r>TQQ0fi90 40 QQ90 p^9 ^9 


. L W 




i DLno i a * wneau 




Q-H a r-h 








S67 




GI 


none 




Score 


73 




Exons 


169. .258, 298..567 










oeq . lno . 


i o a a 




Qtarr TP) 
oeq . ± u 


n,TQQD^9n 40 QQ9n 


P^9 


bene lno . 


9906R 










OtalL 


R7 9 R 






D 0 / O 




Name 


PjTQQ0£90 AO QQ90 P^9 a1 


. L.W 


L v ie inoa 






otart 


1 c: a A 






1 Q1 p 




GI 


none 




. Score 


212 




Exons 


1544. .1918, 1774. .1890 










oeq. jno . 






Seq. ID 


OJ990620_40. 9920, 




bene jno . 


<£Z U DO 




Strand 






o tar u 


J / zj 




End 


6878 




Name 


rnQQn£9n 40 QQ90 P^9 n9 


•f- c 


Method 


TBLASTX: Soybean 




otar l 


17 9 7 




End 


1967 




PT 

bJ. 


none 




Score 


202 




Exons 


1727. .1909, 1727. .1894, 


1729. 


.1899, 1935. .1967 






10446 




Seq. ID 


OJ990620_40.9920. 


r^9 


bene lnu • 


22068 




Strand 






Of a ri" 
O Lai L. 


5725 




End 


6878 




Name 


OJ990620 40.9920.C32.o3, 


.np 


Method 


AAT/NAP 




O idi U. 


4874 




End 


5639 




P.T 
bl 


4680183 




Score 


143 




Exons 


4874. .4962, 5569. .5639 










GI Descrip." 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




oeq. ln o . 


10446 




Seq. ID 


OJ990620_40. 9920. 


P ^9 


bene ino . 


22068 




Strand 






Of a r*+- 

o ta J7 L 


5725 




End 


6878 




Name 


OJ990620 40.9920.C32.o3. 


,gs 


Method 


GENS CAN 




Start 


5725 




End' 


6878 




GI 


none 




Score 


.76 




Exons 


5725. .6180, 6259. .6342, 


6441. , 


.6500, 6576.. 6878 




Seq. No. 


10447 




Seq. ID 


OJ990620_40. 9920. 


C35 


Gene No. 


22069 




Strand 


+ 




Start 


59 




End 


117 




Name 


OJ990620 40.9920.C35.ol. 


gs 


Method 


GENSCAN 




Start 


59 




End 


117 





10820 



GI 

Exons 



none 
59. .117 



Score 



,94 



Seq. No. 10447 Seq. ID OJ990620_4 0 . 9920 . C35 

Gene No. 22070 Strand 

Start 59 End 131 

Name OJ990620_40 . 9920 . C35 . ol . np Method AAT/NAP 

Start 59 End 131 

GI 5042448 Score 87 

Exons 59.. 131 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



beq. wo. 


i o A A Q 
1 U fi 4 O 








beq. ID 


ojyyuozu Jo.yyzz.ci 




9907 1 
ZZU / 1 








Strand 


+ 


o uar u 












Zoo 


Name 




QQ9 9 


LI . Ol . 


.gs 


Method 




Start 


193 








End 


286 


GI 


none 








Score 


.41 


Exons 


±5-3. .ZOO 












oeq . iNO . 


1 C\A A Q 








Seq. ID 


OJ990520_35.9922.C2 


bene wo . 


9907 9 








Strand 


+ 


DLalt 


7 








End 


2511 


Name 




Q Q 9 9 

yyzz . 


L-Z . Ol . 


gs 


Method 


GENSCAN 


Start 


7 








End 


2511 


GI 


none 








Score 


.85 




7 1 1 n 9ft9 


. ft U 0 , 




QIC 

O JJ , 


1060. .1272, 


1350. .1772, 1976. .2089, 




9 1 £ 7 oti 1 
ZlD / . . Z Oil 












oeq. in o . 


1 C\A A Q 
_L U 4 ft y 








Seq. ID 


OJ990520_35. 9922 .C2 


belle JNO . 


o 907 ^ 
ZZU / J 








Strand 






^9 ^ft 
jZ JO 








End 


9128 


Name 


O.TQQ0S90 


QQ99 


P9 




Method 


TBLASTX: Soybean 


Start 


•3241 








End 


3518 


GI 


none 








Score 


54 


Exons 


3241. .3309, 


3273. 


.3518, 


3346 


. .3516, 3351. .3518 


Seq. No. 


10449 








Seq. ID 


OJ990520_35.9922.C2 


Gene No. 


22073 








Strand 




Start 


3258 








End 


9128 


Name 


OJ990520 35. 


9922. 


C2.o2. 


gs 


Method 


GENSCAN 


Start 


3258 






End 


5392 


GI 


none 








Score 


.74 


Exons 


3258. .3539, 


5039. 


.5392 








Seq. No. 


10449 








Seq. ID 


OJ990520_35. 9922.C2 


Gene No. 


22073 








Strand 




Start 


3258 








End 


9128 


Name 


OJ990520 35. 


9922. 


C2.ol. 


np 


Method 


AAT/NAP 


Start 


3279 






End 


9128 


GI 


4544372 








Score 


1097 


Exons 


3279. .3539, 


5039. 


.6350, 


6459 


..6860, 6921.. 7955, 9081.. 9128 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


10449 








Seq. ID 


OJ990520_35.9922.C2 



10821 





Gene No. 


22073 








Strand 








Start 


"3 o c. Q 










Q1 OP 

y ± zo 






Name 


ujyyuozu jo 


. y yzz . 


uz . oz . 




Method 








Start 


CI QQ 

oio y 










O DUj 






GI 


none 








Score 


0 0 






Exons 


CI QQ CCf\0 

o l o y . . o duz , 




crfio 
. jDU J 












Seq. No. 


10449 








Seq. ID 


OJ990520_35.9922 


.C2 




Gene No. 


22073 








Strand 








btart 










r nr i 

rjna. 


Q1 OR 






Name 


ojyyuozu od 


. y yzz . 


LZ . O J . 


tm 


Method 


i £3±j/\o i a : jxiax ze 






Start 


C301 








bna 


D / DZ 






GI 


none 








Score 


D 4 






Exons 


cool crric; 


C01 


ci fro 












Seq. No. 


10449 








Seq. ID 


OJ990520_35.9922 


.C2 




Gene No. 


22073 








Strand 








O 4 > -f- 

otart 


Ji JO 








Hii Id 


Q1 OR 






Name 


vjjyyuozu jj 


QQOO 

. y yzz . 


t^Z . 04 . 


lS 


LYie unoa 


i dj_iH.d i a . ooyjDean 






Start 


D 4 O U 








Hjna 


j / 






GI 


none 








Score 


DO 






Exons 




R R ^R 


. D D1 0 , 


0 D J 1 . 


. o / o y 






1 

3? 


beq . ino . 


1 (1 A A Q 
J. U 4 4 .7 








Seq. ID 


OJ990520_35.9922 


ro 




Gene No. 


22073 








Strand 






rs 


Start 


3258 








End 


9128 




! i 


Name 


OJ990520 35 


. 9922. 


C2.o3. 


gs 


Method 


GENSCAN 




br 


Start 


5994 








End 


8035 




s? 


GI 


none 








Score 


.47 




l! 


Exons 


5994. .6592, 


6830. 


.6993, 


7390. 


.7627, 7645. .8035 





5? 
i i 



sf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



10449 
22073 
3258 

OJ990520__35. 

6213 

none 

6213. . 6365, 

10449 
22073 
3258 

OJ990520_35. 

6777 

none 

6777. .6965, 

10449 
22073 
3258 

OJ990520_35. 

6864 

none 

6864. .6965, 

10449 
22073 



9922.C2.o2.ts 
6384. .6467, 6385. 

9922.C2.ol.ts 
6790.. 6921, 6966. 

9922.C2.o3.tw 
6942.. 7244, 6982. 



Seq. ID OJ990520_35.9922.C2 
Strand 

End 9128 

Method TBLASTX : Soybean 

End 6627 

Score 71 

.6468, 6489.-6626, 6493. .6627 

Seq. ID OJ990520_35.9922.C2 
Strand 

End 9128 

Method ■ TBLASTX : Soybean 

End 7247 

Score 92 

.7247, 7072. .7209, 7140. .7247 

Seq. ID OJ990520_35.9922.C2 
Strand - * -■ 
9128' 

TBLASTX: Wheat 
7244 
90 



End 

Method 
End 
Score 
.7239 



Seq. ID OJ990520_35.9922.C2 
Strand 



10822 




btart 


OZ Oo 




Q1 9ft 

.7 X Z O 






Name 






TOT A CTY • 


Mai *7 £S 




btart 


£ Q O -3 


T? n 


f o y f± 






bl 


none 


Score 


9ft n 

Z O u 






Exons 


fiQ^ 7^Qd 6Q^4 7^Q9 7D0S 


7 ^Q4 

■ • / J Z> *i 








Seq. No. 


10449 


Seq. ID 


OJ990520 


_35.9922 


.C2 


Gene No. 


22073 


Strand 








Of 3 v- +- 


"39 ^ft 

Ji JO 


End 


" 9128 






Name 


uuyyuozu jo . yyzz . t/c , oi . tw 


Method 


TBLASTX: 


Wheat 




btart 


/zoo 


End 


7.667 






bl 


none 


Score 


218 








79£^ 7^Qft 79£^ 7fi"ifi 7^06 


..7605, 7502. .7609, 


7611. .7667 


Seq. No. 


10449 


Seq. ID 


OJ990520 


__35.9922 


.C2 


Gene No. 


22073 


Strand 


- 










End 


9128 






Name 


nTQQnR9fl "3^ QQ99 P9 n9 i-m 


Method 


TBLASTX : 


Maize 




C +- -a yf 


7 "3 Q R 


End 


76i3 








none 


Score 


201 






Exons 


7?QR 7^1^ 7^Qfi 760^ 
/ O .3 0 . . / O J. O , / O _? O • . / DUj 










Seq. No. 


10449 


Seq. ID 


OJ99052Q 


^35.9922 


.C2 


Gene No. 


22073 


Strand 








btart 


"3 9 t; Q 
OZ 0 O 


End 


9128 






Name 


ujyyuozu oo.yyzz.uz.o4.qs 


Method 


GENSCAN 






Start 




End 


8793 






bl 


none 


Score 


. 98 






Exons 


oi/y..o/yo 










beq. no. 


1 U 4 0 u 


Seq. ID 


OJ990520 


_35.9922 


.C3 


Gene No. 


22074 


Strand 


+ 






Start 


1 


End 


885 






Name 


OJ990520 35. 9922.C3.ol.np 


Method 


AAT/NAP 






Of 5 yf 

btart 


1 


End 


885 








6630459 


Score 


67 






Exons 


1..64, 540. .776, 848. .885 










ui UcSCiip. 


(AC.0.07190) fi .F23N19.12 [Arabidopsis thaliana] . 






Seq. No. 


10451 


Seq. ID 


OJ990520 


_35.9922 


.C4 


Gene No. 


22075 


Strand 


+ 






Cf a rf- 


71 


End 


3564 






Name 


OJ990520 35.9922.C4.ol.qs 


Method 


GENSCAN 






Cf 2 v-f 

bt art 


71 


End 


3564 






r t 


none 


Score 


.52 






HjXons 


71. .251, 1482. .1654, 2194. .2280, 3473. 


, .3564 






beq. jno . 


10451 


Seq. ID 


OJ990520 


_35.9922 


.C4 


Gene No. 


22076 


Strand 


+ 






Start 


10690 


End 


11973 






Name 


OJ990520 35. 9922.C4.o3.gs 


Method 


GENSCAN 






Start 


10690 


End 


11973 






GI 


none 


Score 


.95 






Exons 


10690. . 10868, 10962. . 11101, 


11312. . 114 


103, 11504 


. .11590, 






11702. .11812, 11902. .11973 










Seq. No. 


10451 


Seq. ID 


OJ990520 


_35.9922 


.C4 



10823 



Gene No. 


22077 


Strand 


+ 


Start 


25480 


End 


26211 


Name 


OJ990520 35.9922.C4.o5.gs 


Method 


GENSCAN 


Start 


25480 


End 


26211 


GI 


none 


Score 


.93 


Exons 


25480. .25486, 25503 .. 25597 , 25900.. 26211 


Seq. No. 


10451 


Seq. ID 


OJ990520 35. 9922. C4 


Gene No. 


22078 


Strand 


+ 


Start 


30984 


End 


31608 


Name 


OJ990520 35.9922.C4.o7.gs 


Method 


GENSCAN 


Start 


30984 


End 


31608 


GI 


none 


Score 


.75 


Exons 


30984. .31132, 31353.. 31608 






Seq. No. 


10451 


Seq. ID 


OJ990520_35.9922.C4 


Gene No . 


22079 


Strand 




OUdiL 


5241 


End 


6452 


Name 


OJ990520 35.9922.C4.ol.np 


Method 


AAT/NAP 


otart 


5241 


End 


6452 


GI 


5922636 


Score 


345 


Exons 


5241.. 5378, 5669.. 5903, 6380. 


. 6452 




GI Descrip. 


(AP000492) ESTs C99517 (E20319 ) , AU078 130 (E20319) correspond 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 




C99517 (E20319) ,AU078130 (E20319) correspond to a region of ■ 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


10451 


Seq. ID 


OJ990520_35.9922.C4 


Gene No. 


22080 


Strand 




Start 


8906 


End 


9251 


Name 


OJ990520 35.9922.C4.ol.gp 


Method 


AAT/GAP 


Start 


8906 


End 


9251 


GI 


427622 


Score 


655 


Exons 


8906. . 9251 






Seq. No. 


10451 


Seq. ID 


OJ990520_35.9922.C4 


Gene No. 


22081 


Strand 




otart 


9339 


End ' 


9709 


Name 


OJ990520 35.9922.C4.o2.gp 


Method 


AAT/GAP 


Start 


9339 


End 


9709 




5455575 


Score 


742 


Exons 


9339. .9709 






Seq. No. 


10451 


Seq. ID 


OJ990520_35.9922.C4 


Gene No. 


22082 


Strand 




Start 


12475 


End 


21883 


Name 


OJ990520 35.9922.C4.o3.gp 


Method 


AAT/GAP 


btart 


12263 


End 


14029 




46066 1.R1084 


Score 


963 


Exons 


12263. .12660, 12743 . . 12820, 13954.. 14029 


GI Descrip. 


f 4455323/emb|CAB36783.1| 1 . 0e- 


-21 (AL035525) aminopeptidase- 




protein [Arabidopsis thaliana] ' 




Seq. No. 


10451 


Seq. ID 


OJ990520_35.9922.C4 


Gene No. 


22082 


Strand 




Start 


12475 


End 


21883 



to a 



the 



10824 



Name 


OJ990520 35 . 9922.C4 . 


o4 . gs 


Method 


GEN SCAN 






Start 


12475 




End 


21883 






GI 


none 




Score 


.84 






Exons 


i o/nc i occn 10*7/1*3 
124 ID . . lZooU, 1Z/4o. 


. IZOZU, 


13954. .14031, 14159. 


. ± 4 Z Z O , 






14 313 . . 14 4 oZ , 14901. 


. 14 y y o , 


15110. .15231, 15318. 


. ijouy , 






16405 Idoo /, 1/340. 


1 -7 c 1 A 
. 1 / Dl4 , 


17735. .17801, 18365. 


T O A Q 1 






18834 18987, 191)96. 


i m o fi. 
. 19189, 


19307. .19493, 19713. 


1 QQ1 C 

. i yy lo , 






2 1425 . . ZlD 1 U , zloob. 












Seq. No. 


10451 




Seq. ID 


OJ990520_ 


OD . 9 9ZZ 


. L4 


Gene No. 


22082 




Strand 








Start 


12475 




End * 


21883 






Name 


OJ990520 35. 992Z.C4. 


o2 . np 


Method 


AAT/NAP 






Start 


12484 




End 


21871 






GI 


4455323 




Score 


2064 






Exons 


12484. .12660, 12743. 


.12820, 


13954. .14031, 14120. 


, .14226, 






14313. .14427, 14505. 


.14682, 


14901. .14988, 15100. 


, .15231, 






15318. .15609, 16405. 


.16587, 


17348. .17461, 18365. 


, .18481, 






18834. .18987, 19210. 


.19493, 


19713. .19825, 21390. 


.21566, 






21652. .21871 












GI Descrip. 


(AL035525) aminopeptidase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


10451 




Seq. ID 


OJ990520_ 


_35.9922 


r* a 
. C4 


Gene No. 


22083 




Strand 








Start- 


28189 




End 


31859 






Name 


OJ990520 35. 9922. C4. 


o4 . gp 


• Method 


AAT/GAP 






Start 


27901 




End 


29149 






GI 


90620 1.R1084 




Score 


1353 






Exons 


27901. .28544, 29097. 


.29149 










GI Descrip. 


'3928150/emb|CAA10289| l.Oe 


-56 (AJ131049) hypothetical ; 


protein 




[Cicer arietinum] 1 












Seq. No. 


10451 




Seq. ID 


OJ990520_ 


_35.9922 


.C4 


Gene No. 


22083 




Strand 








Start 


28189 




End 


31859 






Name 


OJ990520 35. 9922. C4. 


o3 . np 


Method 


AAT/NAP 






Start 


28186 




End 


30060 






GI' 


3928150 




Score 


1110 






Exons 


28186. .28544, 29097. 


.29193, 


29266. .29357, 29481, 


. .29601, 






29872. .30060 












GI Descrip. 


(AJ131049) hypothetical protein [Cicer 


arietinum] 




Seq. No. 


10451 




Seq. ID 


OJ990520_ 


35.9922 


.C4 


Gene No. 


22083 




Strand 








Start 


28189 




End 


31859 






Name 


OJ990520 35. 9922. C4. 


o6.gs 


Method 


GENSCAN 






Start 


28189 




End 


30060 






GI 


none 




Score 


.98 






Exons 


28189. .28544,, 29097. 


.29193, 


29266.-29357, 29481. 


, .29601, 






29872. .30060 ' 












Seq. No. 


10451 




Seq. ID 


OJ990520_ 


35.9922 


.C4 


Gene No. 


22083 




Strand 








Start 


28189 




End 


31859 






Name 


OJ990520 35. 9922. C4. 


o5 . gp 


Method 


AAT/GAP 






Start 


29271 




End 


31859 






GI 


25375 1.R1084 




Score 


922 







10825 



Exons 29271. .29357, 2948 1 .. 29601, 29872 30067 , 31762.. 31859 

GI Descrip. 1 3928150/emb | CAA10289 | 4.0e-50 (AJ131049) hypothetical protein 
[Cicer arietinum] ' 



Seq. No. 10451 

Gene No. 22084 

Start 32593 

Name OJ990520_35': 9922 . C4 . o5 . ts 

Start 10960 

GI none 

Exons 10960. . 11097, 10985 
11698. .11802, 11699 



Seq. ID OJ990520_35.9922.C4 
Strand 

End 51434 
Method TBLASTX : Soybean 
End 11973 
Score 175 
11110, 11504. .11590, 11506. .11592, 
11806, 11899. .11973, 11904.. 11972 



Seq. No. 10451 
Gene No. 22084 
Start 32593 

Name OJ990520_35 . 9922 . C4 . o4 . tc 

Start 12493 
GI none 
Exons 12493. 

14309. 

14578. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_35.9922.C4 
51434 

TBLASTX: Cress 

15190 

117 



,12660, 12515. .12661, 12770 .. 12826, 14 309 .. 144 16, 
,14428, 14311. .14430, 14505 .. 14 678 , 14509. . 14679, 
,14679, 15104. .15190 





Seq. No. 


10451 








Seq. ID OJ990520 


_35.9922 


.C'4 




Gene No.. 


22084 








Strand 








s*. 


Start 


32593 








End 51434 






ry 


Name 


OJ990520 35. 9922. C4. 


ol . tm 


Method TBLASTX: 


Maize 






Start 


12560 








End 16613 








GI 


none 








Score 131 








Exons 


12560. 


.12661, 


12562.. 


.12675, 


12742. .12822, 


12743 


. .12826, 








12744. 


.12821, 


13942. 


. 14055, 


13954. .14031, 


14135 


. .14206, 




!"j I 




14156. 


.14221, 


14157. 


.14240, 


14158. .14220, 


14309 


. .14428, 








14311. 


.14430, 


14314. 


.14436, 


14476. .14676, 


14490 


. .14708, 








14506. 


.14685, 


14514. 


.14708, 


14905. .14997, 


14906 


. .14998, 




ar 




14915. 


.14998, 


14925. 


.14999, 


15104. .15232, 


15107 


. .15232, 








15108. 


.15233, 


15315. 


.15452, 


15316. .15453, 


15316 


. .15483, 




i; gtc 




15484. 


.15618, 


15485. 


.15643, 


16398. .16466, 


16403 


. .16591, 




. -s 




16404. 


. 16487, 


16405. 


. 16593, 


16406. .16576, 


16545 


. .16613 




Q 


Seq. No. 


10451 








Seq. ID OJ990520 


_35. 9922 


.C4 


fse! 


Gene No. 


22084 








Strand 










Start 


32593 








End 51434 








Name 


OJ990520 35. 9922. C4. 


o2.ts 


Method TBLASTX: 


Soybean 






Start 


14506 








End 16593 








GI 


none 








Score 108 










Exons 


14506. 


.14682, 


14508. 


.14735, 


14900. .14998, 


15104 


. .15232, 








15316. 


.15450, 


15355. 


.15453, 


15496. .15612, 


15512 


. .15607, 








16405. 


.16593, 


16448 . 


. 16576 











Seq. No. 10451 Seq. ID 

Gene No. 22084 Strand 

Start 32593 End 

Name OJ990520_35. 9922 . C4 . 06 . tc Method 

Start 15314 End 

GI none Score 
Exons 



OJ990520_35. 9922.C4 
51434 

TBLASTX: Cress 

15649 

60 



15314. .15448, 1531 6 .. 154 47 , 15499. . 15627, 15503. .15649 



10826 






beq. No. 


10451 






Seq. ID 


OJ990520_35.9922 


. C4 




bene No . 


22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4 


. o2.tc 


Method 


TBLASTX: Cress 






nj._y.j- 

btart 


17348 






End 


18987 








none 






Score 


107 .. 






Exons 


17348. 


.17467, 17349 


1 "7 A C. 1 
. . X / 4 OZ , 


18362. .18481, 18363 .. 184 82, 








18556. 


.18678, 18572 


1 QCTQ 

. . lo d / y , 


18831. .18986, 18832 .. 18984 , 








18865. 


.18987 












Seq. No. 


10451 






Seq. ID 


OJ990520_35.9922 


. C4 




Gene No. 


22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4 


. o4 . t s 


. Method 


TBLASTX: Soybean 






O 4- -v- 4- 


18362 






End 


18908 








none 






Score 


109 






Exons 


18362. 


.18481, 18363 


1 Q A Q O 
. . 1 O 4 O Z , 


18556. .18678, 18572 18679, 








. 18573. 


.18680, 18831 


1 Q QO Q 

. . i o y U O 










beq. no. 


10451 






Seq. ID 


OJ990520_35.9922 


. C4 




Gene No . 


22084 






Strand 








bt art 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4 


. o2.tm 


Method 


TBLASTX: Maize 




□ 


Start 


18438 






End 


19454 






GI 


none 






Score 


57 




j.jl 


Exons 


18438. 


.18482, 18440 


i O A O 1 

. . Io4tS 1 , 


18577. .18678, 18578 .. 18679, 








18578. 


.18679, 18831 


. . Xo 9o o, 


18832. .18987, 18832 .. 18999, 




ru 




19085. 


.19183, 19085 


. . lylo J, 


19095. .19190, 19096. .19194, 








19302. 


.19451, 19305 


1 Q A C A 

. . 1 y4 04 








: **! 


Seq. No. 


10451 






Seq. ID 


OJ990520_35.9922 


. C4 




Gene No. 


22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4 


. oo . ts 


Method 


TBLASTX: Soybean 






btart 


19149 






End 


19505 




^ J 


VjX 


none 






Score 


49 






Exons 


19149. 


.19190, 19156, 


1 Q 1 Q A 

. . i y i y 4 , 


19300. .194 


94, 19305. .19493, 








19326. 


.19505, 19330, 


1 Q A Q A 

, . x y 4 y 4 








a; 
L 3 j 


beq. no. 


10451 






Seq. ID 


OJ990520_35.9922 


. C4 


.1 3 j 

'jar 


Gene No. 


22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4, 


. Oo . tS 


Method 


TBLASTX: Soybean 






otart 


19703 






End 


21868 






bX 


none 






Score 


74 






Exons 


19703. 


.19810, 19712, 


. . x yd xu , 


19713. .198 


17, 19714. .19821, 








21427. 


.21561, 21677. 


. . Z IO DO 










beg . NO . 


10451 






Seq. ID 


OJ990520_35.9922 


. C4 






22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4. 


. o5 . tc 


Method 


TBLASTX: Cress 






Start 


19737 






End 


21868 






GI 


none 






Score 


79 






Exons 


19737. 


.19817, 19738. 


. .19818, 


21322. .21354, 21425 .. 21514 , 








21427. 


.21567, 21677, 


. .21868 









10827 



ry 



Seq. No. 


10451 




Seq. ID 


OJ990520_35.9922. 


,C4 


Gene No. 


22084 




Strand 






Start 


32593 




End 


51434 




Name 


OJ990520 35. 9922. C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


21472 




End 


21883 




GI 


none 




Score 


55 




Exons 


21472. .21570, 21473 


. .21577, 


21674. .21883, 21696 21740, 






21831 . .21863 










Seq. No. 


10451 




Seq. ID 


OJ990520_35. 9922. 


C4 


Gene No. 


22084 




Strand 






Start 


32593 




End 


51434 




Name 


OJ990520 35 . 9922 . C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


28187 




End 


28533 




GI 


none 




Score 


378 




Exons 


rt rt i rt ^ rt rt >i rt rt rt i rt r* 

28187 284 62 , 28195, 


. . 28533, 


28199. .28501 




Seq. No. 


10451 




Seq. ID 


OJ990520_35.9922. 


C4 


Gene No. 


22084 




Strand 






Start 


32593 




End 


51434 




Name 


f\ t /~\ r\ r~ r\ rt r— rt rt rt rt s*i a 

OJ990520 35. 9922. C4, 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


28200 




End 


30067 




GI 


none 




Score 


91 




Exons 


rt rt rt rt rt rt rt rt A rt ririri/M 

28200 .. 2834 9, 28201, 


. . 28551, 


28214. .28501, 28257 28553, 






28582. .28608, 29098 , 


, .29193, 


29099. .29197, • 292 64 .. 29353, 






29265. .29354, 29266, 


. .29355, 


29266.-29376, 29336.-29365, 






29477. .29602, 29481, 


. .29603, 


29481. .29603, 294 82 29604 , 






29482. .29604, 29857, 


. . 30060, 


29870. .30061, 29870.. 30067 




Seq. No. 


10451 




Seq. ID 


OJ990520_35.9922. 


C4 


Gene No. 


22084 




Strand 






Start 


32593 




End 


51434 




Name 


OJ990520 35. 9922. C4 . 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


28204 




End 


29179 




GI 


none 




Score 


321 




Exons 


rt rt rt rt ji rt rt r* f" -i rt rt rt i ji 

28204. .28551, 28214, 


. .28501, 


29119. .29178, 29123. .29179 




Seq. No. 


10451 




Seq. ID 


OJ990520_35. 9.922. 


C4 


Gene No. 


22084 




Strand 






Start 


32593 




End ■ 


51434 




Name 


OJ990520 35. 9922. C4. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


rt rt rt rt rt 

28309 




End 


28482 




GI 


none 




Score 


126 




Exons 


rt rt rt rt rt rt rt rt c rt rt rt rt i~ i 

28309. .28359, 28351. 


, .28473, 


28361. .28474, 28365 .. 284 78 , 






28366. .28482 










Seq. No. 


10451 




Seq. ID 


OJ990520_35. 9922. 


C4 


Gene No. 


22084 




Strand 






Start 


32593 




End 


51434 




Name 


OJ990520 35 . 9922 . C4 . 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


29095 




End 


30070 




GI 


none 




Score 


131 




Exons 


29095. .29196, 29098. 


, .29193, 


29099. .29197, 2 9265 .. 2 9315 , 






29265. .29354, 29266. 


.29355, 


29266. .29376, 2 9318 .. 2 9365, 






29477. .29602, 29481. 


.29618, 


29482. .29604, 29857 30069, 






29870. .30070 











10828 




Seq. No. 


10451 






Seq, ID 


OJ990520_35. 9922 


. C4 


Gene No. 


22084 






Strand 






Start 


32593 






End 


51434 




Name 


OJ990520 35. 9922. C4 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


29098 






End 


29937 




GI 


none 






Score 


143 




Exons 


29098. 


.29193, 29099 


. 29197, 


29102. .29194, 29142 .. 29219, 






29265. 


.29330, 29266 


.29367, 


29266. .29376, 29477 .. 29602 , 






29478. 


.29603, 29482 




29482. .29604, 29857. .29937 




Seq. No. 


10451 






Seq. ID 


OJ990520J35.9922 


r* a 


Gene No. 


22084 






Strand 






Start 


32593 






End 


51434 




Name 


OJ990520 35. 9922. C4 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


29251 






End 


30067 




GI 


none 






Score 


69 




Exons 


29251. 


.29373, 29266 


.29385, 


29477. .29602, 29482 .. 29610, 






29482. 


.29604, 29857 


.30060, 


29870. .30067, 29880. .30065 







Seq. No. 


10451 








Seq. 


ID OJ990520_ 


35.9922 




Gene No. 


22084 








Strand 






Start 


32593 








End 


51434 




Q 


Name 


OJ990520 35.9 


922. C4. 


o4 . tw 


Method TBLASTX: Wheat 


0 


Start 


29938 








End 


30072 




i-! i 


GI 


none 








Score 


114 




m 

! sr 


Exons 


29938. 


.3Q072, 


29940. 


.30068, 


29942. . 


30070 




0 


Seq. No. 


10451 








Seq. 


ID OJ990520_ 


35.9922 


U! 


Gene No. 


22084 








Strand 




. -t 


Start 


32593 








End 


51434 




r Li 


Name 


OJ990520 35.9 


922. C4 


08 .gs 


Method GEN SCAN 






Start 


32593 








End 


51434 




;s 


GI 


none 








Score 


.73 




.: = j 

a? 


Exons 


32593. 


.32787, 


33307 


.33403, 


36189. . 


36487, 36638. 


.36726, 


M 




36850. 


.36955, 


37058 


.37186, 


37597. . 


37689, 37888. 


.38088, 


; : 

SSSt 




38378. 


.38730, 


38840 


.38965, 


39228. . 


39390, 39490. 


.39648, 


1 5i 




40086. 


.40210, 


40314 


.40433, 


40547. . 


40688, 40803. 


.4 090,6, 






41245. 


.41422, 


41640 


-.41800, 


42105. . 


42259, 42389. 


.42501, 


n 




42661. 


.42804, 


43715 


.43739, 


45371. . 


45666, 46125. 


.46264, 


a 




46826. 


.46979, 


47080 


.47441, 


47676. . 


47801, 47886. 


.48048, 






48132. 


.48290, 


48380 


.48504, 


48600. . 


48728, 48979. 


.49064, 






49381. 


.49417, 


49441 


.49585, 


49690. . 


49772, 50019. 


.50326, 






50375. 


.50568, 


51374 


.51434 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



10451 Seq. ID 

22084 Strand 

32593 End 

OJ990520_35 . 9922 . C4 . 06 . gp Method 

34421 End 

3760640 Score 
34421. .34505 

4176420/dbj IBAA37167 | 2.0e-ll 
[Arabidopsis thaliana] 

10451 Seq. ID 

22084 Strand 

32593 End 



OJ990520_35.9922.C4 

51434 
AAT/GAP 
34505 
77 



(AB008097) cytochrome P450 



OJ990520 35. 9922. C4 



51434 



10829 




Name 


OJ990520 35. 9922. C4 . 


o4 . np 


Method 


AAT/NAP 






Start 


36191 






End 


38730 






GI 


4741193 




Score 


7 92 






Exons 


36191. . 


36487, 36638. 


.36726, 


36850. .36955, 37058 


. .37186, 






37395. . 


37501, 37575. 


.37689, 


38378. .38730 






GI Descrip. 


(AL04 974 6) ABC transporter- 


like protein [Arabidopsis thaliana 


Seq. No. 


10451 






Seq. ID 


OJ990520 


_35.9922, 


,C4 


Gene No. 


22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4. 


o9. ts 


Method 


TBLASTX: 


Soybean 




Start 


36206 






End 


45549 






GI 


none 






Score 


154- 






Exons 


36206. . 


36256, 36338. 


.36370, 


45364. .45549, 45392 


. .45547 




Seq. No. 


10451 






Seq. ID 


OJ990520 


_35.9922, 


.C4 


Gene No. 


22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4. 


o4 . tm 


Method 


TBLASTX:: 


Maize 




Start 


36209 






End 


46059 






GI 


none 






Score 


297 






Exons 


36209. . 


36256, 36323. 


.36490, 


45362. .45667, 45364 


. .45669, 






45772. . 


45810, 45909. 


.46046, 


45940. .46059 






Seq. No. 


10451 






Seq. ID 


OJ990520 


_35.9922, 


.C4 


Gene No. 


22084 






Strand ' 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


36849 






End 


46600 






GI 


none 






Score 


79 






Exons 


36849. . 


36938, 36851. 


.36955, 


36869. .36979, 37052 


. .37195, 






37053. . 


37196, 37390. 


.37479, 


37404. .37478, 37574 


. .37603, 






37579. . 


37611, 45930. 


.46046, 


45940. .46047, 45944 


. .46048, 






45945. . 


46052, 46119. 


.46265, 


46120. .46254, 46131 


. .46256, 






46394. . 


46486, 46404. 


. 46472, 


46548. .46598, 46568 


. .46600 




Seq. No. 


10451 






Seq. ID 


OJ990520 


_35.9922, 


.C4 


Gene No. 


22084 






Strand 








Start 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4. 


08 . tm 


Method 


TBLASTX:! 


Maize 




Start 


36849 






End 


46670 






GI 


none 






Score 


73 






Exons 


36849. . 


36938, 36869. 


.36952, 


37052. .37195, 37053 


. .37193, 






37333. . 


37365, 37390. 


.37479, 


37394. .37480, 37404 


. .37481, 






37571. . 


37681, 37585. 


.37680, 


46125. .46265, 46126 


. .46254, 






46131. . 


46265, 46388. 


.46507, 


46389. .46472, 46560 


. .46670, 






46574 . . 


46669 












Seq. No. 


10451 






Seq. ID 


OJ990520 


_35.9922, 


■ C4 


Gene No. 


22084 






Strand 








otart 


32593 






End 


51434 






Name 


OJ990520 35. 9922. C4. 


06. tm 


Method 


TBLASTX : 1 


Maize 




Start 


37987 






End 


47610 






GI 


none 






Score 


143 






Exons 


37987. . 


38091, 38514. 


.38714, 


38519. .38725, 38841 


. .38924, 






46870. . 


46980, 46876. 


.46950, 


46878. .46985, 47152 


. .47448, 






47165. . 


47440, 47173. 


.47442, 


47521. .47610, 47531 


. .47608 





10830 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10451 Seq. ID 

22084 Strand 

32593 End 

OJ990520_35 . 9922 . C4 . ol . tw Method 

38482 End 

none Score. 

38482. .38685, 38519 .. 38725, 38529 

47080. .47169, 47176. . 47439, 47180 

10451 

22084 Strand 

32593 End 

OJ990520_35 . 9922 . C4 . o7 . ts Method 

38520 End 

none Score 



OJ990520 35. 9922. C4 



51434 

TBLASTX: Wheat 
47440 
136 

38720, 47080. .47148, 
47440, 47197. .47439 



Seq. ID. OJ990520_35.9922.C4 



51434 

TBLASTX : Soybean 

47436 

108 



38520. .38726, 3857 6.-38725, 47209 .. 47436, 47210. .47434 



10451 
22084 . 
32593 

OJ990520_35.9922 .C4.o9.tm 

39017 

none 

39017. .39133, 39028 .. 39132, 
39241. .39357, 47 684 .. 47803, 
47885. .47971 



Seq. ID 
Strand 
End 

Method 
End 
Score 

39226 

47728 



OJ990520 35. 9922. C4 



51434 

TBLASTX: Maize 
48018 
61 

39360, 39227. .39355, 
47802, 47884. .48018, 



Seq. No. 10451 Seq. ID 

Gene No. 22084 Strand 

Start 32593 End 51434 

Name OJ990520_35 . 9922 . C4 . o7 . gp Method AAT/GAP 

Start 45271 End 46479 

GI 60338_1.R1084 Score 1495 

Exons 45271. .45666, 45775 45863, 

46388. .46479 

GI Descrip. 1 4 74 1195/emb | CAB4 1861 . 1 1 1.0e-101 (AL049746) ABC 

transporter-like protein [Arabidopsis thaliana] 1 



OJ990520 35. 9922. C4 



45941. .4 604 6, 4 6125. .4 6253, 



Seq. No. 10451 
Gene No. 22084 
Start 32593 

Name OJ990520_35 . 9922 . C4 . o5 . np 

Start 45370 
GI 4741195 

Exons 45370. .45666, 45775 .. 45863, 

46388. .46472, 46569 .. 4 6678, 
47520. .47603, 4767 6 .. 47801, 
48380. .48504, 48600 .. 48728, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 35. 9922. C4 



51434 
AAT/NAP 
50234 
2352 

45941. .46046, 4 6125 .. 4 6253, 
46779. .46975, 47076 .. 4744 1, 
47886. .48048, 48132 .. 48290, 
49441. .49562, 49781. .50234 



GI Descrip. (AL049746) ABC transporter-like protein [Arabidopsis thaliana] 



Seq. No. 10452 Seq. ID 

Gene No. 22085 Strand 

Start 23 End 

Name OJ990520_35 . 9922 . C5 . ol . gs Method 

Start 23 End 

GI none Score 



OJ990520_35. 9922.C5 

3629 
GENSCAN 
2302 
.45 



10831 



Exons 


23.-238, 959. .1290, 1355. .1432, 1714.. 


1878, 2110 . . 2302 




Seq. No. 


10452 


Seq. ID 


OJ990520_35. 9922. 


C5 


Gene No. 


22085 


Strand 






Start 


23 


End 


3629 




Name 


OJ990520 35.9922.C5.o2.np 


Method 


AAT/NAP 




Start 


281 


End 


3629 




GI 


5042463 


Score 


108 




Exons 


281. .324, 2190. .2302, 2354.. 


2488, 3152 


..3426, 3583. .3629 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


10453 


Seq. ID 


OJ990520_35. 9922. 


C6 


Gene No. 


22086 


Strand 


+ 




Start 


149 


End 


1462 




Name 


OJ990520 35.9922.C6.ol.gs 


Method 


GENSCAN 




Start 


149 


End 


1462 




GI 


none 


Score 


. 67 




Exons 


149. .215, 1272. .1462 








Seq. No. 


10453 


Seq. ID 


OJ990520_35.9922. 


C6 


Gene No. 


22087 


Strand 


+ 




Start 


2623 


End 


3046 




Name 


OJ990520 35.9922.C6.ol.np 


Method 


AAT/NAP 




Start 


2623 


End 


3046 




GI 


4539658 


Score 


60 




Exons 


2623. .2732, 3026.. 3046 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


10453 


Seq. ID 


OJ990520_35. 9922. 


C6 


Gene No. 


22088 


Strand 


+ 




Start 


3980 


End 


4790 




Name 


OJ990520 35. 9922.C6.ol.gp 


Method 


AAT/GAP 




Start 


3980 


End 


4790 




GI 


none 


Score 


1581 




Exons 


3980. .4790 








Seq. No. 


10453 


Seq. ID 


OJ990520_35. 9922. 


C6 


Gene No. 


22089 


Strand 


+ 




Start 


22610 


End 


22799 




Name 


OJ990520 35.9922.C6.o5.np 


Method 


AAT/NAP 




Start 


22610 


End 


22799 




GI 


6016874 


Score 


117 




Exons 


22610. .22799 








GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


•10453 


Seq. ID 


OJ990520_35.^922. 


C6 


Gene No. 


22090 


Strand 


+ 




Start 


37189 


End 


37459 




Name 


OJ990520 35. 9922.C6.o4 .gp 


Method 


AAT/GAP 




Start 


37189 


End 


37459 




GI 


23880 2.R1084 


Score 


184 




Exons 


37189. .37290, 37385.. 37459 








GI Descrip. 


'4176420/dbj |BAA37167| 2 . Oe- 


11 (AB008097) cytochrome P450 



[Arabidopsis thaliana] 1 



10832 




Seq. No. 


1 C\ A R Q 




Seq. ID 


OJ990520_ 


J J • -7 Zf £. Z. 


• O D 


i^ene ino . 


99DQ1 




Strand 


+ 






Start 


37592 




End 


47347 






Name 


OJ990520 35. 9922. C6. 


08 . np 


Method 


AAT/NAP 






b tart 


37592 




End 


42737 






GI 


5669636 




Score 


933 






Exons 


37592. .37892, 37986. 


.38158,' 


38548. .38628, 40921. 


. 41095, 






41635. .41819, 42376. 


.42501, 


42606. .42737 






GI Descrip. 


(AF096247) ethylene- 


■responsive elongation factor 


EF— Ts 


nrpf 




[Lycopersicon esculentum] 










Seq. No. 


10453 




Seq. ID 


OJ990520_ 


35.9922 


.C6 


Gene No. 


22091 




Strand 


+ 






Start 


37592 




End 


47347 






XT _ _ _ 

Name 


OJ990520 35. 9922. C6. 


o5 . gp 


Method 


AAT/GAP 






Start 


38545 




End 


40995- 






C T 


none 




" Score 


270 






Exons 


38545. .38628/40921. 


.40995 










beq . ino . 


10453 




Seq. ID 


OJ990520_ 


35 . 9922 


.C6 


Gene No. 


22091 




Strand 


+ 






Start 


37592 




End 


47347 






Name 


OJ990520. 35. 9922. C6. 


08 . gs 


Method 


GENSCAN 






Start 


40915 




End 


47268 






GI 


none 




Score 


.73 






Exons 


40915. .41095, 41635, 


.41819, 


42376. .42501, 42606. 


.42695, 






43874. .43987, 47119, 


.47268 











Seq. No. 


10453 


Seq. ID 


OJ990520_35. 


9922 


C6 


Gene No. 


22091 


Strand 


+ 






Start 


37592 


End 


47347 






Name 


OJ990520 35.9922.C6.o9.np 


Method 


AAT/NAP 






Start 


47054 


End 


47347 






GI 


6539588 


Score 


166 






Exons 


47054. .47347 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10453 


Seq. ID 


OJ990520_35. 


9922 


.C6 


Gene No. 


22092 


Strand 


+ 






Start 


53383 


End 


54058 






Name 


OJ990520 35. 9922.C6.ol0.gs 


Method 


GENSCAN 






Start 


53383 


End 


54058 






GI 


none 


Score 


.72 






Exons 


53383. .53458, 53937.. 54058 










Seq. No. 


10453 


Seq. ID 


OJ990520_35. 


9922 


.C6 


Gene No. 


22093 


Strand 








Start 


4569 


End 


8002 






Name 


OJ990520 35.9922.C6.o2.np 


Method 


AAT/NAP 






Start 


4569 


End 


6642 






GI 


4415936 


Score 


420 






Exons 


4569. .5091, 5847. .6096, 6241. 


.6642 








GI Descrip. 


(AC006418) unknown protein [Arabidopsis thaliana] 






Seq. No. 


10453 


Seq. ID 


OJ990520_35. 


9922 


.C6 


Gene No. 


22093 


Strand 










10833 












Start 


4569 


End 


8002 




Name 


OJ990520 35.9922.C6.o2.gp 


Method 


AAT/GAP 




Start 


4947 


End 


8002 




GI 


23995 1.R1084 


Score 


2347 




Exons 


4947. .5063, 5687. .6669, 7858. .8002 






GI Descrip. 


'4415936/gb|AAD20166| 9.0e- 


09 (AC006418) unknown protein 




'""[ Arabidopsis thaliana] 1 








Seq. No. 


10453 


Seq. ID 


OJ990520 35.9922. 


C6 


Gene No. 


22094 


btrana 






Start 


1 O A O "O 


End 


1 bU 4 o 




Name 


OJ990520 jj . 332. 2. . Co . o4 . np 


Method 


AAT/NAP 




Start 


13483 


End 


16043 




GI 


5903099 


Score 


679 




Exons 


i t/icj Tcnm i com i cn/n 
1 J4o J . . loUU / , lDy(Jl..lbU4o 








GI Descrip. 


(ACOOoUl/) Unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


10453 


Seq. ID 


OJ990520_35.9922. 


Co 


Gene No. 


22095 


Strand 






Start 


20152 


End 


22335 




Name 


OJ990520 35 . 9922 . C6 . o4 . gs 


Method 


GENSCAN 




Start 


20152 


End 


22335 




GI 


none 


Score 


. 64 




Exons 


20152. .20283, 20629 .. 20807 , 


22314.. 22335 




Seq. No. 


10453 


Seq. ID 


OJ990520_35.9922. 


C6 


Gene No. 


22096 


Strand 






Start 


22871 


End 


35822 




Name 


OJ990520_35 . 9922 . C6 . o5 . gs 


Method 


GENSCAN 




Start 


22871 


End 


33866 




GI 


none 


Score 


.42 




Exons 


22871 .. 23074 , 25335 .. 254 13, 


26317. .26601, 27075 .. 27143, 






28578.-28664, 28937 .. 31733, 


31879. .32149, 32592 .. 3277 6, 






33626. .33866 








Seq. No. 


10453 


Seq. ID 


OJ990520_35.9922. 


C6 


Gene No. 


22096 


Strand 






Start 


22871 


End 


35822 




Name 


OJ990520 35. 9922 . C6 .'06 . np 


Method 


AAT/NAP 




Start 


26806 


End 


35822 




GI 


4455323 


Score 


258 




Exons 


26806. .26962, 27054 .. 27145, 


28224. .28300, 28384 .. 28498, 






28601. .28705, 28785 .. 28 962 , 


35754. .35822 




GI Descrip. 


(AL035525) aminopeptidase-like protein 


[Arabidopsis thaliana 


Seq. No. . 


10453 


Seq. ID 


OJ990520_35.9922. 


C6 


Gene No. 


22096 


Strand 






Start 


22871 


End 


35822 




Name 


'OJ990520 35.9922.C6.o7.np 


- ; Method 


AAT/NAP 




Start 


27048 


End 


31096 




GI 


5903099 


Score 


173 




Exons 


27048. .27163, 28993 .. 294 81 , 


30964. .31096 




GI Descrip. 


(AC008017) Unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


10453 


Seq. ID 


OJ990520_35.9922. 


C6 


Gene No. 


22097 


Strand 






Start 


37094 


End 


39087 





10834 



Name 

Start 

GI 

Exons 



OJ990520_35 . 9922 . C6 . o7 . gs Method GENSCAN 

37094 End 39087 

none Score .58 

37094 . .37489, 37730 37822, 37 939 . . 38 1 12 , 38947. .39087 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10453 Seq. ID 

22098 Strand 

4 4 641 . End 

OJ990520_35. 9922.C6.olO.np Method 

44641 End 

2459412 Score 



OJ990520_35.9922.C6 

54030 
AAT/NAP 
54030 
179 



44641. .44686, 4 9147 .. 4 9691, 52018 .. 52159, 53999. .54030 
(AC002332) similar to mammalian MHC III region protein G9a 
[Arabidopsis thaliana] 



Seq. No. 10453 Seq. ID 

Gene No. 22099 Strand 

Start 56497 End 

Name OJ990520_35 . 9922 . C6 . o4 . tm Method 

Start 4579 End 

GI none Score 
Exons 



OJ990520_35.9922.C6 
56859 

TBLASTX: Maize 

6111 

48 



4579. .4764, 4590. .4670, 4643. .4771, 4661. .4777, 4769. .5062, 
4770. .5063, 5699. .5725, 5708. .5785, 5722. .5778, 5799. .6047, 
5839. .6111, 5851. .6072, 5876. .6100 



Seq. No. 10453 

Gene No. 22099 

Start 56497 

Name OJ990520_35 . 9922 . C6 . o4 . ts 

Start 4822 

GI none 
Exons 



Seq. ID OJ990520__35.9922.C6 
Strand 
End 

Method 
End 
Score 



56859 

TBLASTX : Soybean 

6003 

118 



4822. .4989, 4823. .5023, 4824. .4964, 4826. .4987, 5899. .6003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10453 
22099 
56497 

OJ990520_35.9922.C6.o5.tm 
6142 
none 

6142. .6453, 6143. .6451, 6143. .6457 



Seq. ID OJ990520_35.9922.C6 
Strand 

End 56859 

Method TBLASTX: Maize 

End 6457 

Score 24 5 



Seq. No. 10453 

Gene No. 22099 

Start 56497 

Name OJ990520_35 . 9922 . C6 . ol . ts 

Start 13477 

GI none 

Exons 13477.'. 13770, 134 82 .. 13757 , 



Seq. ID OJ990520_35.9922.C6 
Strand 
End 

Method 
End 
Score 



56859 

TBLASTX: Soybean 

13770 

153 



13483. . 13764 



Seq. No. 10453 

Gene No. 22099 

Start 56497 

Name OJ990520_35 . 9922 . C6 . ol . tm 

Start 13555 

GI none 

Exons 13555. .13749, 13556 .. 13750, 
13808. .14017, 13925. .14140, 



Seq. ID OJ990520_35.9922.C6 
Strand 

End 56859 

Method TBLASTX : Maize 

End 14140 

Score 210 
13562. .13750, 13801. .14139, 
13957. .14136, 14 060. .14140 



10835 



Seq. No. 10453 

Gene No. 22099 

Start 56497 

Name OJ990520_35 . 9922 . C6 . o3 . ts 

Start 13903 

GI none 

Exons 13903. .14082, 13903 .. 14 154 , 
14152. .14274 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_35.9922.C6 
56859 

TBLASTX: Soybean 

14274 

65 



13919. .14194, 14130. . 14207, 



Seq. No. 10453 

Gene No. 22099 

Start 56497 

Name OJ990520_35 . 9922 . C6 . o2 . tw 

Start 14071 

GI none 

Exons 14071. .14361, 14389 14451, 
29050. .29094 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_35. 9922.C6 
56859 

TBLASTX: Wheat 

29094 

46 



14452. .14496, 28 987 .. 2904 9, 



Seq. No. 10453 Seq. ID 

Gene No. 22099 Strand 

Start 56497 End 

Name OJ990520_35 . 9922 . C6 . 06 . tm Method 

Start 14398 End 

GI none; Score 

Exons 14398. .'14442, 14443 .. 14 496, 14548 14742, 14767 

28996. .29040, 2904 1 .. 29094 , 2914 6 .. 29340, 29365 

49185. .49238, 4 9290 .. 4 9484 , 4 9509 .. 4 9673, 56548 
56653. .56847 



OJ990520 35. 9922. C6 



56859 

TBLASTX : Maize 
56847 
153 



.14835, 
.29532, 
.56601, 



Seq. No. 10453 Seq. ID 

Gene No. 22099 Strand 

Start 56497 End 

Name OJ990520_35 . 9922 . C6 . o2 . tc Method 

Start 26840 End 

GI none Score 
Exons 



OJ990520_35.9922.C6 
56859 

TBLASTX: Cress 

28959 

155 



26840. .26902, 28785 .. 28 958 , 28789. .28959 



Seq. No. 10453 
Gene No. 22099 
Start 56497 

Name OJ990520_35 . 9922 . C6 . o3 . tm 

Start 26871 
GI none 
Exons 26871. 

27085. 

28422, 

28784. 

48920. 



.26915, 26873. 

,27132, 28234. 

,28490, 28606. 

,28951, 28785. 

,48979, 48962. 



.26902, 
.28311, 
.28707, 
.28958, 
.49000, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.26911. .26970, 
28235. .28324, 
28607. .28708, 
28787. .28972, 
48967. .49008, 



OJ990520 35;9922.C6 



56859 

TBLASTX: Maize 
56322 
66 

26928. .26972, 
28421. .28501, 
28773. .28967, 
48917. .48979, 
56278. .56322 



Seq. No. 10453 

Gene No. 22099 

Start 56497 

Name OJ990520_35. 9922 . C6 . o2 . tm 

Start 37594 

GI none 
Exons 



Seq. ID OJ990520_35. 9922.C6 



Strand 
End 

Method 

End 

Score 



56859 

TBLASTX: Maize 

42701 

189 



37594. .37890, 37616 .. 37891, 37 621 .. 378 90, 37 622 .. 378 91 , 



10836 



37961. .38164, 37984. 

38547. .38627, 40912. 

41612. .41674, 41629. 

42372. .42512, 42376. 
42605. .42685 



,38157, 37989. 

41097, 40918. 

.41820, 41649. 

42492, 42439. 



.38159, 38547.-38624, 

.41097, 40932. .41099, 

,41819, 41658. .41837, 

,42519, 42597. .42701, 



i! 



Seq. No. 10453 Seq. ID 

Gene No. 22099 Strand 

Start 56497 End 

Name OJ990520_35 . 9922 . C6 . o3 . tw Method 

Start 37609 End 

GI none Score 

Exons 37609. .37836, 37610.. 37837 

Seq. No. 10453 Seq. ID 

Gene No. 22099 Strand 

Start 56497 End 

Name OJ990520_35 . 9922 . C6 . ol . tc Method 

Start 37759 End 

GI none Score 
Exons 



Q Seq. No. 
ill Gene No, 
Start 
Name 
^ Start 

Ly Exons 

ri! 

Seq. No. 
Gene No. 
Start 
Name 
y, Start 

Exons 



OJ990520_35.9922.C6 
56859 

TBLASTX: Wheat 

37837 

233 



OJ990520_35.9922.C6 
56859 

TBLASTX: Cress 

38091 

63 



37759. .37887, 37795 .. 37887 , 377 96 .. 37 891 , 37796 .. 37888 , 
37961. .38086, 37 984 .. 3807 6, 37 985 .. 38 083, 37990. .38091 



10453 
22099 
56497 

OJ990520_35.9922.C6.o2.ts 

37792 

none 

37792. .37890, 37793 .. 37891, 
40915. .41028, 40932.. 41027 

10453 
22099 
56497 

OJ990520_35.9922.C6.ol.tw 

40918 

none 

40918. .41097, 4 0920 4 1096, 
41620. ".41838, 4 1658 4 1837 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_35.9922.C6 
56859 ■■ 

TBLASTX: Soybean 

41028 

130 



37984. .38148, 37991 .. 38158, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



40941. .41099, 41615 
42353. .42430, 42371 



OJ990520_35.9922.C6 
56859 

TBLASTX: Wheat 

42430 

274 

41674, 
42430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10453 Seq. ID OJ990520_35 . 9922 . C6 

22099 Strand 

56497 End 56859 

OJ990520_35. 9922.C6.ol2.np Method AAT/NAP 

55742 End 56859 

3668088 Score 191 

55742. .55779, 56508.. 56859 

(AC004 667) similar to mammalian MHC III region protein G9a 
[Arabidopsis thaliana] 



Seq. No. 10453 

Gene No. 22099 

Start 56497 

Name OJ990520_35 . 9922 . C6 . oil , 

Start 56497 

GI none 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_35.9922.C6 

56859 
GENSCAN 
56806 
.73 



10837 



Exons 



56497. .56806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10454 
22100 
489 

OJ990520_35. 9922.C7.ol.np 
489 

2498930 
489. .552, 720. .813 

DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RUL AT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990520___35.9922.C7 

Strand + 

End 813 

Method AAT/NAP 

End 813 

Score 183 



Seq. No. 10454 Seq. ID 

Gene No. 22100 Strand 

Start 489 End 

Name OJ990520_35 . 9922 . C7 . ol . gs Method 

Start 493 End 

GI none Score 

Exons 493.-552, 720.. 764 



OJ990520_35.9922.C7 
+ 

813 

GENS CAN 

764 

.93 



Seq. No. 


10455 


Seq. ID 


OJ990520 


_34.9922.C1 


Gene No. 


22101 


Strand 


+ 




Start 


584 


End 


1633 




f t l\ Name 


OJ990520 34.9922.Cl.ol.gs 


Method 


GENSCAN 




i a \ Start 


584 


End 


1633 






none 


Score 


.75 




Exons 


584. .666, 1446. .1633 








Q Seq. No. 


10455 


Seq. ID 


OJ990520 


_34.9922.C1 


id Gene No. 


22102 


Strand 






3 Start 


2361 


End 


2742 




I* f j| Name 


OJ990520 34.9922.Cl.o2.gs 


Method 


GENSCAN 




1 - f Start 


2361 


End 


2742 






none 


Score 


.79 




U Exons 


2361. .2597, 2635. .2742 








y ? Seq. No. 


10456 


Seq. ID 


OJ990520 


_34 . 9922. C2 


] Gene No. 


22103 


Strand - 


+ 




;.: Start 


18766 


End 


26476 




ls l* Name 


OJ990520 34.9922.C2.o4.np 


Method 


AAT/NAP 




Q Start 


18766 


End 


23828 




GI 


5295955 


Score 


582 




Exons 


187 66. .187 91, 19100. .19171, 


21269. .21338, 21880 


. .21994, 




22676. .22773, 22806 23144 , 


23237. .23828 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) < 


genome. (V01555) 



[Oryza sativa] 



Seq. No. 10456 Seq. ID 

.Gene No. 22103 Strand 

Start ' 18766 End 

Name OJ990520_34 . 9922 . C2 . o4 . gs Method 

Start 19300 End 

GI none Score 

Exons 19300. .19363, 1998 4 .. 20053, 

21269. .21338, 21880. .22003, 

23565. .23722, 26039 .. 26282, 



9922. C2 



OJ990520_34 
+ 

26476 
GENSCAN 
26476 
.43 

20316. .20467, 20560 .. 20626, 
22681. .23180, 23188 .. 2337 1 , 
26382. .26476 



10838 



Seq. No. 10456 Seq. ID OJ990520_34 . 9922 . C2 

Gene No. 22104 Strand + 

Start 29036 End 29772 

Name OJ990520_34 . 9922 . C2 . o2 . gp Method AAT/GAP 

Start 29036 End 29772 

GI 101153_1.R1084 Score 364 

Exons 29036. .29061, 29529.. 29772 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAG clone : t 17804 ' , 



O r>r Mrt 

oeq. in u . 


i n a r 

1UH DO 


Seq. ID 


OJ990520_ 


34 


.9922 


.C2 


ucilc INO . 


ooi fit; 


Strand 


+ 










jIIU j 


End 


56975 








Name 


nTQQDR?!! ^4 QQ99 P9 rrr-\ 
\JOyy\JD£\J O • .? Z . ^Z . o j . gp 


Method 


AAT/GAP 








Start 


30770 


End 


31021 








GI 


61605_3.R1084 


Score 


379 








Exons 


in H9 1 

jU / / U . . jIU^ 1 












GI Descrip. 


* 1 /I ft 9 Q 9 H /^™K 1 PTi £ C Q £ c: j 9 

14 uzy^u/ eitiD 1 LAAooy do i z.ue- 


-20 (X98321) peroxidase 


[Arabidopsi; 




thaliana] ' 












oeq. no. 


1 U 4 D 0 


Seq. ID 


OJ990520_ 


_34 


.9922 


.C2 


Gene No . 


9010c: 
1 uo 


Strand 


+ 








oiart 


jIIU j 


End 


56975 








Name 


niQQrm9n qqoo co ^£ /-re 
uuyyu jzu o*± . yyzz . . oo . gs 


Method 


GEN SCAN 








Start 


31103. . 


End 


43239 








GI 


non£ r ■■• 


* Score 


.5 








Exons 


jIIUj. . j1 JU / , jl / jZ . . jiyoo, 


32000. .32350, 32491. 


.32768, 






"JOl AQ "3 O 1 ^ Q T3QQ1 

jjiUo . . jj!4y, Jji / o. .ooool, 


34046. .34280, 34324. 


.34331, 






oci cq oc oco "3 R "3 Q 9 oc^oo 


36818. .36946, 37965. 


.38057, 






jo4jU. . jo jyuDo. . o yo 04 , 


39864. .40616, 40732. 


.41203, 


















O Cr q • IN O • 


1U4 JO 


Seq. ID 


OJ990520_ 


34 


.9922 


,C2 


Gene No. 


22105 


Strand 


+ 








Start 


31103 


End 


56975 








Name 


OJ990520 34.9922.C2.o5.np 


Method 


AAT/NAP 










32416 


End 


37562 










2583130 


Score 


968 










32416. .34607, 37505.. 37562 














(AC002387) putative non-LTR 


retroelement reverse 


transcriptase 




[Arabidopsis thaliana] 












Seq. No. 


10456 


Seq. ID 


OJ990520_ 


34 


.9922 


.C2 


Gene No. 


22105 


Strand 


+ 








Start 


31103 


End 


56975 








Name 


OJ990520 34.9922.C2.o8.np 


Method 


AAT/NAP 








Start 


42392 


End 


55117 








GI 


4416302 


Score 


2470 








Exons 


42392. .42536, - 45880. .4 6288, 


52931. .55117 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 








Seq. No. 


10456 


Seq. ID 


OJ990520_ 


34 


.9922 


.C2 


Gene No. 


22105 


Strand 


+ 








Start 


31103 


End 


56975 








Name 


OJ990520 34 . 9922.C2.olO.gs 


Method 


GEN SCAN 








Start 


52770 


End 


56975 








GI 


none 


Score 


.41 









10839 



Exons 



52770. .52912, 53167 .. 55071 , 56039 56096, 56513 56534 , 
56701. .56975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10456 Seq. ID 

22106 Strand 
1215 End 
OJ990520_34 . 9922 . C2 . ol . np Method 
1215 End 
6063554 Score 
1215. .1247, 2390. .2636, 4328. .4351 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 



OJ990520_34.9922.C2 

4351 
AAT/NAP 
4351 
125 





protein [Oryza sativa] 










Seq. No. 


10456 


Seq. ID 


OJ990520_34 


.9922 


. CZ 


Gene No. 


22107 


Strand 








Start 


9216 


End 


14468 






Name 


OJ990520 34.9922.C2.o2.gs 


Method 


GENSCAN 






Start 


9216 


End 


14468 






GI 


none 


Score 


.49 






Exons 


9216. .9334, 11886 .. 12006, 12067 .. 12113, 12459 .. 12726, 






13172. .13302, 13510. .13591, 


13667. . 13827, 14033. .14 4 68 




Seq. No. 


10456 


Seq. ID 


OJ990520_34 , 


. 9922 


.C2 


Gene No. 


22107 


.Strand 








btart 


9216 


; End 


14468 






Name 


OJ990520 34 . 9922.C2.o2.np 


Method 


AAT/NAP 






Start 


12043 


End 


12450 






r* t 

GI 


2462640 


Score 


470 






Exons 


12043. .12450 










GI Descrip. 


( Y1337 0 ) reverse transcriptase [Oryza 


sativa] 






beq. no. 


10456 


Seq. ID 


OJ990520_34 , 


.9922 


.C2 


Gene No. 


22108 


Strand 








Start 


15712 


End 


18978 






Name 


OJ990520 34 . 9922.C2.ol.gp 


Method 


AAT/GAP 






Of a v- +- 


15712 


End 


17405 






C T 


31291 1.R1084 


Score 


1128 






Exons 


15712. .16007, 16107. .16196, 


16279. . 16359, 16924 .. 16970, 






17297. .17405 










GI Descrip. 


'5813796/gb|AAD52015. 1 IAF082862 1 3 . Oe 


-15 (AF082862) unknown 




[Pisum sativum] 1 










Seq. No. 


10456 


Seq. ID 


OJ990520_34 . 


. 9922 


.C2 


Gene No. 


22108 


Strand 








Start 


15712 


End 


18978 






Name 


OJ990520 34.9922.C2.o3.np 


Method 


AAT/NAP 






Start 


15861 


End 


18978 






GI 


6561963 


Score* 


649 






Exons 


15861. . 16007, 16107. .16196, 


16279. .16359, 16924 16970, 






17157. . 17190, 17326. . 17456, 


17566. .17624, 18119 .. 18186, 






18270. .18333, 18454 .. 18572, 


18699. .18978 






GI Descrip. 


(AL132964) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


10456 


Seq. ID 


OJ990520_34. 


9922 


.C2 


Gene No. 


22108 


Strand 








Start 


15712 


End 


18978 







10840 



Name 


OJ990520 34. 9922. C2 


. o3 . gs 


Method 


GENSCAN 




Start 


15879 




End 


18776 




GI 


none 




Score 


.6 




Exons 


15879 .. 16007, 16107 


. . 16196, 


1634 4. .16359, 17297. .17456, 






18299 .. 18333, 18454 


. . loo 11 , 


18699. .18776 




Seq. No. 


10456 




Seq. ID 


OJ990520_34 . 9922 


.C2 


Gene No. 


'22109 




Strand 






Start 


27235 




End 


29660 




Name 


OJ990520_34 . 9922 . C2 


. o5 . gs 


Method 


GENSCAN 




Start 


27235 




End 


29660 




GI 


none 




Score 


.43 




Exons 


27235 .. 27822, 28291 


. . 28580, 


28924. .29019, 29495.. 29660 




Seq. No. 


10456 




Seq. ID 


OJ990520_34.9922 


. C2 


Gene No. 


22H0 




Strand 






Start 


35306 




End 


37755 




Name 


OJ990520 34. 9922. C2 


. o 6 . np 


Method 


AAT/NAP 




Start 


35306 




End 


37755" 




GI 


6721516 




Score 


469 




Exons 


35306. .35338, 36824 


. .37067, 


37503. .37755 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


10456 




Seq. ID 


OJ990520_34 .9922 


.C2 


Gene No. 


22111 




Strand 






Start 


47539 




End 


47772 




Name 


OJ990520 34. 9922. C2 


. 08 . gs 


Method 


GENSCAN 




Start 


47539 




End 


47772 




GI 


none 




Score 


.93 




Exons 


47539. .47772 










Seq. No. 


10456 




Seq. ID 


OJ990520__34 .9922 


.C2 


Gene No. 


22112 




Strand 






Start 


48018 




End 


54214 




Name 


OJ990520 34. 9922. C2 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


7436 




End 


53746 




GI 


none 




. Score 


66 




Exons 


7436. .7498, 7493. .7651, 534 59 53707 , 


53479.-53742, 53696. 


Seq. No. 


10456 




Seq. ID 


OJ990520_34 . 9922 


.C2 


Gene No. 


22112 




Strand 






Start 


48018 




End 


54214 




Name 


OJ990520 34. 9922. C2 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


10570 




End 


10881 




GI 


none 




Score 


191 




Exons 


10570. .10881 










Seq. . No. 


10456 




Seq. ID 


OJ990520_34 . 9922 


C2 


Gene No. 


22112 




Strand 






Start 


48018 




End 


54214 




Name 


OJ990520 34. 9922. C2 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


11149 




End 


11497 




GI 


none 




Score 


78 




Exons 


11149. .11178, 11203 


. . 11487, 


11239. .114 57, 11309. .114 97 




Seq. No. 


10456 




Seq. ID 


OJ990520_34 .9922 


C2 


Gene No. 


22112 




Strand 







10841 



□ 

s;fi 
rlf 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



• 



48018 End 

OJ990520_34 . 9922 . C2 . o9 . tm Method 

11149 End 

none Score 



54214 

TBLASTX: Maize 

11472 

38 



11149. .11235, 11157. . 11222, 11242 .. 11283, 1124 3 11284 , 
11290. .11472, 11309.. 11455 



Seq. No. 10456 
Gene No. 22112 
Start 48018 

Name OJ990520J34 . 9922 .C2.o6.tm 

Start 11477 
GI none 
Exons 11477. 

11910. 

33969. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_34.9922.C2 
54214 

TBLASTX: Maize 

34431 

67 



,11647, 11500, 
,11924, .11989, 
,34058, 34151, 



,11649, 11638. . 11931, 11639 11869, 
,12114, 11990. .12115, 12139. . 12414, 
,34198, 34203. .34262, 34327. .34431 



10456 Seq. ID 

22112 Strand 
48018 End 
OJ990520_34 .9922.C2.o5.tw Method 
12172 End 
none Score 

12172. .1224 9, 12265. . 12507, 

34061. .34201, 34067.. 34225 

10456 
22112 
48018 

OJ990520_34 . 9922 .C2 . o4 . tw 
13107 
none 



OJ990520_34.9922.C2 
54214 

TBLASTX: Wheat 
34225 
172 

33866. .-34051, 33873 .. 34 055, 



Seq. ID OJ990520_34. 9922.C2 
Strand 
End 

Method 
End 
Score 



54214 

TBLASTX: Wheat 

13522 

127 



Exons 


13107. 


.13178, 


13199. 


. .13522, 


13200. . 


13511 






Seq. No. 


10456 








Seq. 


ID OJ990520 


_34.9922 


Gene No. 


22112 








Strand 






Start 


48018 








End 


54214 




Name 


OJ990520 34. 9922. C2 . 


. o4 .tm 


Method TBLASTX:! 


Maize 


Start 


15871 








End 


188 


30 




GI 


none 








Score 


: 202 




Exons 


15871. 


.16008, 


15874, 


. . 16008, 


15879. . 


16010, 


16107 


. .16199, 




16107. 


.16196, 


16112. 


. . 16201, 


16112. . 


16198, 


16274 


. .16360, 




16275. 


.16343, 


16276. 


. .16395, 


16276. . 


16362, 


16858 


. .16971, 




16883. 


.16972, 


16923. 


. .16985, 


17155. . 


17187, 


17272 


. . 17331, 




17283. 


.17453, 


17299. 


. .17475, 


17300. . 


17458, 


17338 


. . 17469, 




18119. 


. 18184, 


18121. 


. .18186, 


18124 . . 


18216, 


18269 


. . 18334, 




18270. 


.18335, 


18271. 


. .18336, 


18447. . 


18572, 


18453 


. . 18572, 




18454. 


.18573, 


18457. 


. . 18594, 


18458. . 


18595, 


18695 


. .18802, 




18696. 


.18830, 


18699. 


. . 18827 










Seq. No. 


10456 








Seq. 


ID OJ990520 


_34.9922 


Gene No. 


22112 








Strand 






Start 


48018 








End 


54214 




Name 


OJ990520 34. 9922. C2 . 


, o4 . ts 


Method TBLASTX:, 


Soybean 


Start 


15885 








End 


18827 




GI 


none 








Score 


76 






Exons 


15885. 


.16010, 


15886. 


, . 16005, 


16107. . 


16196, 


16276 


. .16374, 



10842 







16280. . 16375, 16921. 


.16971, 


17341. .17475, 17342 .. 174 73, 








17573. . 17623, 18118. 


. 18186, 


18270. .18335, 1827 1 .. 18336, 








18277. .18342, 18453. 


. 18572, 


18454. .18573, 184 54 .. 18585, 








18696. . 18815, 18699. 


. 18827, 


18700.. 18816 






Seq. No. 


10456 




Seq. ID 


OJ990520_34 . 9922 


.C2 




Gene .No. 


22112 




Strand 








Start 


48018 




End 


54214 - 






Name 


OJ990520 34. 9922. C2. 


o9. ts 


Method 


TBLASTX : Soybean 






Start 


40234 




End 


40572 






GI 


none 




Score 


191 






Exons 


40234 . . 40572 












Seq. No. 


10456 




Seq. ID 


OJ990520_34 .9922 


.C2 




Gene No. 


22112 




Strand 








Start 


48018 




End 


54214 






Name 


OJ990520 34. 9922. C2. 


o7 . ts 


Method 


TBLASTX: Soybean 






Start 


40982 




End 


41346 






GI 


none 




Score 


126 






Exons 


40982 . . 41203, 40993 . 


. 41172, 


41212. .41346 






Seq. No. 


10456 




Seq. ID 


OJ990520_34.9922 


.C2 


□ 


Gene No. 


22112 




Strand 








Start 


48018 




End 


54214 






Name 


OJ990520 34. 9922. C2. 


o2.tw 


Method 


TBLASTX: Wheat 






Start 


41144 




End 


41547 




f r LI 


GI 


none 




Score 


76' 




Q 


Exons 


41144 . . 41188, 41194 . 


.41547, 


41202. .41519, 41206.. 41547 




: t 
! it 
•= Xf 


Seq. No. 


10456 




Seq. ID 


OJ990520_34.9922 


.C2 


kI\ 


Gene No. 


22112 




Strand 






i y 


Start 


48018 




End 


54214 






Name 


OJ990520 34. 9922. C2. 


08 . tm 


Method 


TBLASTX: Maize 




b 


Start 


41197 




End 


41415 




M 


GI 


none 




Score 


291 






Exons 


41197 . .41415, 41197 . 


.41397, 


41202. .41414 






Seq. No. 


10456 




Seq. ID 


OJ990520_34.9922 


.C2 




Gene No. 


... 22112 




Strand 








Start 


■ 48018 




End 


54214 






Name 


OJ990520_34 . 9922. C2. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


41416 




End 


41877 






GI 


none 




Score 


.538 






Exons 


41416. . 41877, 41416. 


.41805, 


41418. .41E 


S76 






Seq. No. 


10456 




Seq. ID 


OJ990520_34 .9922 


.C2 




Gene No. 


22112 




Strand 








Start 


48018 




End 


54214 






Name 


OJ990520 34. 9922. C2. 


o9. tw 


Method 


TBLASTX: Wheat 






Start 


41548 




End 


41883 ' 






r~> t 
bl 


none 




Score 


194 






Exons 


41548. .41883, 41565. 


.41825 










Seq. No. 


10456 




Seq. ID 


OJ990520_34 .9922 


,C2 




Gene No. 


22112 




Strand 








Start 


48018 




End 


54214 






Name 


OJ990520 34. 9922. C2. 


o5 . ts 


Method 


TBLASTX: Soybean 





10843 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41563 
none 

41563. .41844, 4 1601 4 184 9, 

10456 
22112 
48018 

OJ990520_34. 9922.C2.o3.ts 

42184 

none 

42184. .42321, 42186 .. 42317, 

10456 
22112 
48018 

OJ990520_34.9922.C2.ol0.tw 

42229 

none 

42229. .42318, 42358 . . '42 618 

10456 
22112 
48018 

OJ990520_34 . 9922 . C2 . 08 . ts 

45912. 

none 

45912. .4 6025, 45913. .4 6206 



10456 
22112 
48018 

OJ990520_34 . 9922.C2, 

46108 

none 

46108. .46242, 52951, 
53135. .53287, 53135, 
53348. .53386 



o5 . tm 



.53118, 
.53287, 



End 42033 

Score 220 
41845. .42033, 41889. .42020 

Seq. ID OJ990520__34 . 9922.C2 
Strand 

End 54214 

Method TBLASTX : Soybean 

End 42594 

Score 145 
42342. .42509, 42343. .42594 

Seq. ID OJ990520_34.9922.C2 
Strand 

End 54214 

Method TBLASTX : Wheat 

End 42618 

Score 81 



Seq. ID OJ990520_34.9922.C2 
Strand 

End 54214 

Method TBLASTX : Soybean 

End 46206 

Score 193 



Seq. ID OJ990520_34.9922.C2 
Strand 

End 54214 

Method TBLASTX : Mai ze 

End 53458 

Score 73 
52953. .53120, 53131. .53247, 
53296. .53397, 53300. .53458, 



Seq. No. 10456 

Gene No. 22112 

Start 48018 

Name OJ990520_34 . 9922 . C2 . 06 . tw 

Start 46366 

GI none 

Exons 46366. .46773 



Seq. ID OJ990520_34.9922.C2 
Strand 

End 54214 

Method TBLASTX : Wheat 

End 46773 

Score 219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



10456 
22112 
48018 

OJ990520_34.9922.C2.o6.ts 
46549 
none 

46549. .46791, 4 6551 .. 4 6688 , 46759.-46788 



Seq. ID OJ990520_34.9922.C2 
Strand 

54214 

TBLASTX : Soybean 
46791 
218 



End, • 
Method 
End 
Score 



10456 
22112 
48018 



Seq. ID OJ990520_34.9922.C2 
Strand 

End 54214 



10844 




Name 


OJ990520_34 . 9922 . C2 . 


o9 .gs 


Method 


GENSCAN 




Start 


48018 




End 


51964 




GI 


none 




Score 


.73 




Exons 


48018.. 48521, 48542. 


.48703, 


48962. .49027, 49097 .. 4 9519, 






49597 .. 49730, 49735. 


. 50174 , 


50223. .50920, 51884. .51964 




Seq. No. 


10456 




Seq. ID 


OJ990520_34.9922. 


C2 


Gene No. 


22112 




Strand 






Start 


48018 




End 


54214 




Name 


OJ990520 34. 9922. C2. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


53020 




End 


53362 




GI 


none 




Score 


100 




Exons 


53020 .. 53097, 53130. 


. 53258, 


53135. .53251, 53273 .. 53362 , 






53299 . . 53352 










Seq. No. 


10456 




Seq. ID 


OJ990520_34. 9922. 


c* o 
LZ 


Gene No. 


22112 




Strand 






Start 


48018 




End 


54214 




Name 


OJ990520 34. 9922. C2. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


53474 




End 


54087 




GI 


5509260 




Score 


710 




Exons 


53474.. 54082, 53567. 


. 54079, 


53599. .54087, 54016.. 54087 




GI Descrip. 












Seq. No. 


10456 




Seq. ID 


OJ990520_34. 9922. 


C2 


Gene No. . " 


.-22112 




Strand 






Start 


4"8018 




End 


54214 




Name 


OJ990520 34 . 9922 . C2 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


53603 




End 


54079 




GI 


none 




Score 


84 




Exons 


53603. .53692, 53699. 


. 53725, 


53716. .54 069, 5372 6. .54073, 






53732. .53860, 53733. 


. 53936, 


53734. .54072, 53903. .54079 




Seq. No. 


10456 




Seq. ID 


OJ990520_34. 9922. 


C2 


Gene No. 


22112 




Strand 






Start 


48018 




End 


54214 




Name 


OJ990520 34. 9922. C2. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


53695 




End 


53959 




GI 


none 




Score 


196 




Exons 


53695. .53841, 53696. 


. 53959 








Seq. No. 


10456 




Seq. ID 


OJ990520_34. 9922. 


C2 


Gene No. 


22112 




Strand 






Start 


48018 




End 


54214 




Name 


OJ990520_34. 9922. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


53747 




End 


54214 




GI 


none 




Score 


566 




Exons 


53747. .54214, 53747. 


. 53866, 


53749. .54207 - 




Seq. No. 


10456 


*• 


Seq. ID 


OJ990520_34.9922. 




Gene No. 


22113 




Strand 






Start 


54256 




End 


55144 




Name 


OJ990520 34. 9922. C2. 


olO . tm 


Method 


TBLASTX: Maize 




Start 


54256 




End 


54448 




GI 


none 




Score 


241 




Exons 


54256. .54447, 54257. 


.54448 









10845 




Seq. No. 


10456 






Seq. ID 


OJ990520 34.9922 


.C2 


Gene No. 


22113 






Strand 






Start 


54256 






End 


55144 




Name 


OJ990520_34 . 


9922 .C2 


,o7 . tw 


Method 


TBLASTX: Wheat 




Start 


54257 






End 


54673 




GI 


none 






Score 


92 




Exons 


54257. .54424 


, 54437 


. 54673 








Seq. No. 


10456 






Seq. ID 


OJ990520_34.9922 


C2 


Gene No. 


22113 






Strand 






Start 


54256 






End 


55144 




Name 


OJ990520 34. 


9922. C2 


ol . tm 


Method 


TBLASTX: Maize 




Start 


54449 






End 


55136 




GI 


none 






Score 


897 




Exons 


54449. .55111 


, 54451 


.55125, 


55012. .55116, 55014.. 55136 





Seq. No. 10456 

Gene No. 22113 

Start 54256 

Name OJ990520_34 . 9922 . C2 . o2 . ts 

Start 54458 

GI none 

Exons 54458. .54841, 54463.-54834, 
■ 54881. .55024, 54904. .55050 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_34.9922.C2 
55144 

TBLASTX : Soybean 

55144 

301 



54470. .54841, 54875 .. 55144 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10456 
22113 
54256 

OJ990520_34 . 9922 . C2 . ol . tc 

54638 

none 



Seq. ID OJ990520__34.9922.C2 
Strand 
End 

Method 
End 
Score 



55144 

TBLASTX: Cress 

55096 

60 



54 638. .54 727, 54 731. .54865, 54851. .55096 



'is? 



Seq. No. 10456 Seq. ID 

Gene No. 22113 Strand 

Start 54256 End 
Name Jtf .. OJ990520_34 . 9922 . C2 . oil . tw Method 

Start 54 683 End -* 

GI none Score 
Exons 



OJ990520_34.9922.C2 
55144 

TBLASTX: Wheat 
:55063 
113 

54683. .54856, 54751 .. 54852, 54875 .. 55063, 54931.. 55050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10457 Seq. ID OJ990520_34 . 9922 . C3 

22114 Strand + 

136 End 2032 

OJ990520_34 . 9922 . C3 . ol . np Method AAT/NAP 

136 End 2029 

6907087 Score 1233 

136. .519, 728. .1387, 1928. .2029 

(AP001129K ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 10457 Seq. ID OJ990520_34 . 9922 . C3 

Gene No. 22114 Strand + 

Start 136 End 2032 

Name OJ990520_34 . 9922 . C3 . ol . gs Method GENSCAN 

Start 557 End 2032 



10846 



GI 

Exons 

Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .78 

557. .717, 760. .1197, 1221. .1387, 1928. .2032 



10457 Seq. ID 

22115 Strand 
2598 End 
OJ990520__34 . 9922 . C3 . ol . gp Method 
2493 ' • End 

uC-osflcyp033a04bl Score 
2493. .2876 

' 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990520_34 .9922.C3 
+ 

3878 
AAT/GAP 
2876 
681 



Seq. No. 10457 Seq. ID 

Gene No. 22115 Strand 

Start 2598 End 

Name OJ990520_34 . 9922 . C3 . o2 . gs Method 

Start 2598 End 

GI none Score 

Exons 2598.. 2748, 3565.. 3878 



OJ990520_34.9922.C3 
+ 

3878 
GENSCAN 
3878 
.63 



Seq. No. 
Gene No. 
"Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10457 Seq. ID 

22116 Strand 

7 600 ' End 

OJ990520_34 . 9922 . C3 . o4 . np Method 

6542 End 

2213608 Score 
6542. .7638 

(AC000103) F21J9.2 [Arabidopsis thaliana] 



OJ990520_34.9922.C3 
+ 

8955 
AAT/NAP 
7638 
491 



10457 Seq. ID 

22116 Strand 

7600 End 

OJ990520_34 . 9922 . C3 . o3 . gs Method 

7600 End 

none Score 

7600. .7731, 8869. .8955 



OJ990520_34.9922.C3 
+ 

8955 
GENSCAN 
8955 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10457 Seq. ID OJ990520_34 . 9922 . C3 

22117 Strand + 

21408 End 22557 

OJ990520_34 . 9922 . C3 . 06 . np Method AAT/NAP 

21408 End 22557 

6630699 Score 110 

21408. .21681, 22473.. 22557 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



10457 Seq. ID 

22118 Strand 

2422 End 

OJ990520_34 . 9922 . C3 . o2 . np Method 

2422 End 

4680186 Score 
2422. .2626, 4331. .4375 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990520_34.9922.C3 

5738 
AAT/NAP 
4375 
220 



10847 



Seq. No. 


10457 


Seq. ID 


OJ990520_34.9922 


Gene No. 


22118 


Strand 


- 


Start 


2422 


. End 


5738 


Name 


OJ990520 34.9922.C3.o3.np 


Method 


AAT/NAP 


Start 


3785 


End 


5738 


GI 


6721516 


Score 


434 


Exons 


3785. .3987,-4787. .5097, 5488 


. .5738 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


10457 


Seq. ID 


OJ990520_34 .9922 


Gene No. 


22119 


Strand 




Start 


10485 


End 


21582 


Name 


OJ990520 34 . 9922.C3.o4 . gs 


Method 


GENS CAN 


Start 


10485 


End 


21480 


GI 


none 


Score 


.82 


Exons 


10485. .10595, 10647. .10711, 


11509. .11623, 12405. .12452, 




12580. .12669, 12880. .12954, 


13062. .13214, 13756. .1384 0, 




16112. .16182, 16304. .16354, 


17098. .17514, 17590. .17721, 




1784 0. .17 953, 19174 .. 19240, 


19325. . 19458, 19547 .. 19762, 




20688. .21132, 21188. .21480 






Seq. No. 


10457 


Seq. ID 


OJ990520_34.9922 


Gene No. 


22119 


Strand 




.Start 


. 10485 


End 


-21582 


Name 


OJ990520 34.9922.C3.o5.np 


* Method 


AAT/NAP 


Start 


10488 


End 


21582 


GI 


6958204 


Score 


3711 


Exons 


10488. .10595, 11303. .11406, 


11509. .11623, 12405. .12452, 




12580. .12669, 12880. .12954, 


13062. .13214, 137 56. .1384 0, 




16112. .16182, 16304. .16354, 


17098. .17514, 17590. .17721, 




1784 0. .17 953, 18 653. .18770, 


19017. . 19075, 19174. .19240, 




19328. .19458, 19547 .. 197 62, 


20688. .21165, 21220. .21582 


GI Descrip. 


(AF091838) single-subunit RNA polymerase G [Triticum ae; 


Seq. No. 


10457 


Seq. ID ' 


OJ990520__34.9922 


Gene No. 


22120 


Strand 




Start 


22253 


End 


22427 


Name 


OJ990520 34.9922.C3.o4.ts 


Method 


TBLASTX : Soybean 


Start 


6646' 


End 


7064 


GI 


none 


Score 


115 


Exons 


6646. .6849, 6864. .7064, 6872 


. .7063 




Seq. No. 


10457 


Seq. ID 


OJ990520_34.9922 


Gene No. 


22120 


Strand 




Start 


22253 


End 


22427 


Name 


OJ990520 34.9922.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


6715 


End . 


7091 


GI 


none 


Score 


123 


Exons 


6715. .6852, 6750. .6857, 6870 


..7091, 6872. .7081 


Seq. No. 


10457 


Seq. ID 


OJ990520_34.9922 


Gene No. 


22120 


Strand 




Start 


22253 


End 


22427 


Name 


OJ990520 34.9922.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6730 


End 


7115 


GI 


none 


Score 


127 



10848 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6730.. 6858, 6735.. 6857, 6852.. 6983, 6855.. 7052, 6857.. 7054, 
7053. .7115, 7056. .7106 



10457 
22120 

22253 ' End 

OJ990520_34 .9922.C3.o2.tw 
7510 

none Score 
7510. .7827, 7516. .7659 



Seq. ID OJ990520_34 .9922.C3 
Strand 

22427 

Method. TBLASTX : Wheat 
End" 7827 
236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



10457 
22120 
22253 
OJ99052 
10423 
none 
10423. . 
11289. . 
11508. . 
12577. . 
13059. . 
16301. . 
17108. . 
17837. . 
19016. . 
19331. . 
20751. . 



0 34 .9922.C3.ol.tc 



10596, 
11411, 
11624, 
12672, 
13217, 
16375, 
17515, 
17956, 
19075., 
19459, 
21077, 



10485. 
11298. 
11509. 
12581. 
13066. 
16305. 
17137. 
18653. 
19169. 
19544. 
20758. 



.10604, 
.11408, 
.11625, 
.12667, 
.13215, 
.16355, 
.17517, 
.18769, 
.19246, 
.19699, 
.20817, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10488. 

11300. 

11510. 

12877. 

16111. 



OJ990520 34. 9922. C3 



10457 
22120 
22253 

OJ990520_34 . 9922 . C3 . ol . tm 

10450 

none 

10450. .10608, 10474. .10605, 

11289. .11411, 11300. .11410, 

12399. .12452, 12403 .. 12453, 

12594. .12692, 12874 .. 12966, 

13059. .13217, 13060. .13215, 

16111. .16182, 16112. .16183, 

16306. .16356, 17099 17221, 

10457 
22120 
22253 

OJ990520_34.9922.C3.o3.ts 

10486 

none 



22427 

TBLASTX: Cress 
21084 
68 

,10598, 10489. .10605, 
,11410, 11507. .11629, 
,11629, 12396. .12452, 
,12966, 12877. .12954, 
,16182, 16112. .16183, 
16306.. .16356, 17098 .. 17517 , 
17587... 17721, 17593 .. 17712 , 
18654. .18770, 18 990 .. 1907 6, 
19174. .19224, 19330 .. 19458, 
19545. .19655, 20686 .. 20751, 
20869.. 21084 

Seq. ID OJ990520_34 . 9922.C3 
Strand 

End 22427 

Method TBLASTX: Maize 

End 17227 

Score 156 
10485. .10616, 10485. . 10616, 
11507. .11629, 11508. .11624, 
12577. .12672, 1258 1 .. 12670, 
12877. .12954, 12878 .. 12964 , 
16100. .16183, 16111. .16185, 
16301. .16357, 16305. .16355, 
17102. .17227, 17104.. 17226 

Seq. ID OJ990520_34.9922.C3 
Strand 

End 22427 

Method TBLASTX : Soybean 

End 12452 

Score 101 



10486. .10593, 10488 .. 10616, 11289 .. 114 11, 11300 .. 114 10, 
11507. .11629, 11508. .11630, 12399.. 12452 



10457 
22120 
22253 

OJ990520_34. 9922.C3.ol.ts 
17220 



Seq. ID OJ990520_34.9922.C3 
Strand 

End 22427 

Method TBLASTX : Soybean 

End 17497 



10849 




GI 


none 


Score 


116 


Exons 


17220 .. 17495, 17220 174 95, 


17221. .17496, 17222. .17497 


Seq. No. 


10457 


Seq. ID 


OJ990520_34.9922.C3 


Gene No. 


22120 


Strand 




Start 


22253 


End 


22427 


Name 


OJ990520 34 . 9922 . C3 . o4 . tm 


Method 


TBLASTX: Maize 


Start 


17601 


End 


17868 


GI 


none 


Score 


103 


Exons 


17 601.. 17717, 17 602.. 17709, 


17602. .17721, 17837. .17866, 




17838 .. 17867, 17839. .17868 






Seq. No. 


10457 . 


Seq. ID 


OJ990520_34.9922.C3 


Gene No. 


22120 


Strand 




Start 


22253 


End 


22427 


Name 


OJ990520_34 . 9922 . C3 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


18673 


End 


19408 


GI 


none 


Score 


149 


Exons 


18673 .. 18768 , 18674 .. 18769, 


18675. .18770, 18995. .19075, 




.19021 .. 19080, 19022 .. 19081, 


19173. .19253, 1 9174 . .19224 , 




19322 .. 19408 , 19324. .1940/ 






Seq. No. 


10457 


Seq. ID 


OJ990520_34.9922.C3 


Gene No. 


22120 


Strand 




Start, 


22253 


End 


22427. 


Name 


OJ990520_34 . 9922 . C3 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


20716 


End 


21069 


GI 


none 


Score 


70 


Exons 


20716.. 2 07 48, 20736.. 20816, 


207 37. .20817, 20823. .21068, 




20835. .20978, 20857. .21069 






Seq. No. 


10457 


Seq. ID 


OJ990520_34.9922.C3 


Gene No. 


22120 


Strand 




Start 


22253 


End 


22427 


Name 


OJ990520_34 . 9922 . C3 . o2 . gp 


Method 


AAT/GAP 


Start 


22253 


End 


22427 


GI 


35458_1 .R1084 


Score 


128 


Exons 


22253 .. 22283, 22328.-22427 






GI Descrip. 


1 38 68853/dbj | BAA34 24 7 | l.Oe- 


21 (AB013853) GPI-anchored proi 




[Vigna radiata] 






Seq. No. 


10458 


Seq. ID 


OJ990520_34.9922.C4 


Gene No. 


22121 


Strand 


+ 


Start 


739 


End 


5022 


Name 


OJ990520 34 . 9922 . C4 . ol . gs 


Method 


GEN SCAN 


Start 


739 


End 


5022 


GI 


none 


Score 


.67 


Exons 


739. .855, 1154. .1265, 1358.. 


1448, 1574 


..1748, 4936. .5022 


Seq. No. 


10458 


Seq. ID 


OJ990520_34 .9922.C4 


Gene No . 


9 9191 


Strand 


+ 


Start 


739 


End 


5022 


Name 


OJ990520 34.9922.C4.o2.np 


Method 


AAT/NAP 


Start 


4246 


End 


4855 


GI 


3243136 


Score 


141 


Exons 


4246..4488, 4758. .4855 






GI Descrip. 


(AF047702) fragile histidine 


: triad protein [Mus musculus] 



10850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10458 Seq. ID 

22122 Strand 

607 End 

OJ990520_34 . 9922 . C4 . ol . np Method 

607 End 

5295955 Score 



607. .1181, 1221. .1313, 1407. .1760, 2442 
5614. .5743 

(AB026295) Similar to Epstein-Barr virus (EBV) 
[Oryza sativa] 



OJ990520 34. 9922. C4 



5743 
AAT/NAP 
5743 
420 
2555, 



3102. .3170, 
genome. (V01555) 



10458 
22122 
607 

OJ990520_34 . 9922 . C4 . ol . tm 

4 34 3 

none 

4343. .4402, 4344. .4403, 4345, 



OJ990520_34.9922.C4 
5743 ' 

TBLASTX: Maize 

5030 

90 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4404, 4345. .4404, 4405. .4479, 



4407. .4484, 4407. .4484, 4408. .4488, 4747. .4812, 4749. .4820, 
4749. .4811, 4757. .4840, 4807. .4854, 4808. .4858, 4815. .4862, 
4815. .4862, 4935. .5009, 4936. .5010, 4936. .5007, 5007. .5030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10459 Seq. ID OJ990520 34. 9922. C6 

22123 
1 

OJ990520_34 . 9922 . C6 . ol . np 
1 

6498441 
1..48, 446. .839 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_34, 
+ 

839 

AAT/NAP 

839 

209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10459 Seq. ID 

22123 Strand 

1 End 

OJ990520_34 . 9922 . C6 ol . gs Method 

215 End 

none Score 

215. .430, 527. .811 

10459 

22123 Strand 

1 End 

OJ990520_34 . 9922 . C6 . ol . tw Method 

638 End 

none Score 

638. .838, 654. .839, 655. .837 

10459 Seq. ID 

22123 Strand 

1 End 

OJ990520_34 . 9922 . C6 . ol . tm Method 

698 End 

none Score 

698. .838, 700. .837 



OJ990520_34.9922.C6 
+ 

839 

GEN SCAN 

811 

.5 



Seq. ID OJ990520_34 . 9922.C6 
+ 

839 

TBLASTX: Wheat 
839 
315 



OJ990520_34.9922.C6 
+ 

839 

TBLASTX: Maize 

838 

202 



10851 



Seq. No. 10460 Seq. ID OJ990520_34 . 9922 . C7 

Gene No. 22124 Strand + 

Start 1 End 932 

Name OJ990520_34 . 9922 . C7 . ol . np Method AAT/NAP 

Start 1 End . 932 

GI 6815107 Score 129 

Exons 1..60, 741.. 932 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



BAC 



Seq. No. 10460 Seq. ID 

Gene No. 22124 Strand 

Start 1 End 

Name OJ990520_34 . 9922 . C7 . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99.. 173, 333.. 590 



OJ990520_34.9922.C7 
+ 

932 

GENSCAN 
590 
. 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10461 Seq. ID OJ990520_34 . 9922 . C8 

22125 Strand + 

1 End 2434 

OJ990520_34 . 9922 .C8 . p2 . np Method AAT/NAP 

1 End 2434 

6498441 Score 144 

1..67, 1175. .1286, 1326. .1465, 1754. .1927, 2081. .2434 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 10461 Seq. ID 

Gene No. 22125 Strand 

Start 1 End 

Name OJ990520_34 . 9922 . C8 . ol . np Method 

Start 116 End 

GI 6815107 Score 

Exons 116.. 425, 466.. 624 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



OJ990520_34.9922.C8 
+ 

2434 
AAT/NAP 
624 
270 



BAC 



Seq. No. 10461 

Gene No. 22125 

Start 1 

Name OJ990520_34 . 9922 . C8 . ol . gs 

Start 393 

GI none 

Exons 393.. 465, 1368.. 1588 

Seq. No. 10461 

Gene No. 22126 

Start 2508 

Name OJ990520_34 . 9922 . C8 . o2 . ts 

Start 119 

GI none 

Exons 119.. 331, 120.. 425, 546.-656 



Seq. ID OJ990520_34 . 9922.C8 

Strand + 

End 2434 

Method GENSCAN 

End 1588 

Score .72 



Seq. ID OJ990520_34.9922.C8 
Strand 
End 

Method 
End 
Score 



4588 

TBLASTX : Soybean 

656 

220 



Seq. No. 



10461 



Seq. ID OJ990520_34.9922.C8 



10852 




Gene No. 


22126 








Strand 






Start 


2508 








End 


A C O O 

4 DO O 




Name 


OJ990520 34 


. 9922 


.C8.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


" 143 








End 


4 1 y 




GI 


none 








Score 


1 1 o 

Z ±3 




Exons 


143. .316, 144. .419 










Seq. No. 


10461 








Seq. ID 


OJ990520 


34 . 9922 . C8 


Gene No. 


22126 








Strand 






Start 


2508 








End 


4588 




Name 


OJ9y0o20 34 




. Co . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1885 








End 


2302 




GI 


none 








Score 


128 




Exons 


1885. .2010, 


1886 


. .1996, 


TOO/" 

lOO 0 . 


.2023, 2060. .2302, 


20 / 1 . . 2 1 4 o 




2200. ..2298 














Seq. No. 


10461 








Seq. ID 


OJ990520 


_34.9922.C8 


Gene No. 


22126 








Strand 






Start 


2508 








End 


4588 




Name 


OJ990520 34 


. 9922 


,C8.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1931 








End 


2365 




GI 


none 








Score 


60 




Exons 


1931. .1996, 


2074 


. .2148, 


O f\ *7 C 


.2365, 2200. .2280 




Seq. No. 


10461 








Seq. ID . 


OJ990520 


_34.9922.C8 


Gene No. 


22126 








Strand 






Start 


2508 








End 


4588 




Name 


OJ990520 34 


.9922 


.C8 ,o2. 


gs 


Method 


GENS CAN 




Start 


2508 








End 


4588 




GI 


none 








Score 


.63 




Exons 


2508. .2632, 


3044 


. .3244, 


3575 . 


.3665, 4236. .4379, 


a a c\ r Anon 

44 96. .4 588 


Seq. No. 


10461 








Seq. ID 


OJ990520 


34 . 9922 . Co 


Gene No. 


22126 








Strand 






Start 


2508 








End 


4588 




Name 


OJ990520 34 


.9922 


.C8 .o3. 


np 


Method 


AAT/NAP 




Start 


2511 








End 


4386 




GI 


6498436 








Score 


607 




Exons 


2511. .2632, 


2897 


. .3496, 


3545. 


.3665, 42! 


38. .4386 




GI Descrip. 


(AP000815) 


hypothetical 


protein [Oryza 


sativa] 




beq. No. 


10462 








Seq. ID 


OJ990520 


"3/1 QQOO r*Q 

o4i . y yzz . t^y 


Gene No. 


22127 








Strand 


+ 




Start 


1667 








End 


4317 




Name 


OJ990520 34 


.9922 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


1405 








End 


3180 




GI 


629693 








Score 


523 




Exons 


1405. .2520, 


3136 


. .3180 











GI Descrip. probable integrase - common tobacco (fragment) - : 

gi I 530742 | emb|CAA56791 1 (X80830) integrase [Nicotiana tabacum] 



Seq. No. 


10462 


Seq. ID 


OJ990520 


Gene No. 


22127 


Strand 


+ 


Start 


1667 


End . 


4317 


Name 


OJ990520 34 . 9922.C9.o2.gs 


Method 


GEN SCAN 


Start 


1667 


End 


4317 


GI 


none 


Score 


.58 



10853 




Exons 1667.. 2381, 4262.. 4317 





Seq. No. 


104 62 


Seq. ID 


OJ990520_34 


. yy2z 






Gene No. 


22128 


Strand 


+ 








Start 


9697 


End 


14011 








Name 


OJ990520 34 . 9922 . C9 . o4 . gs 


Method 


GENSCAN 








Start 


9697 


End 


12893 








GI 


none 


Score 


.75 








Exons 


9697. .10205/ lllOo . . 114 4U , 


11477. .12893 








Seq. No. 


10462 


Seq. ID 


OJ990520__34 


.9922 


.C9 




Gene No. 


22128 


Strand 


+ 








Start 


9697 


End 


14011 








Name 


OJ990520 34.9922.C9.o4.np 


Method 


AAT/NAP 








Start 


11032 


End 


12797 








GI 


3645898 


Score 


602 








Exons 


11032. .11993, 12024.. 12497 


, 12583.. 12797 








GI Descrip. 


(U68408) in-frame stop codon; possibly 


a post-transpositioi 






mutation [Zea mays] 












Seq. No. 


10462 


Seq. ID 


OJ990520_34 


.9922 


.C9 




Gene No. 


22128 


Strand 


+ 








Start 


9697 


End 


14011 






u 


Name 


OJ990520 34. 99.22. C9.o6.np 


Method 


AAT/NAP 








Start 


12062 


End 


14011 






cri 


GI 


-4680186 


Score 


239 








Exons 


12062. .12114, 13806. .14011 










ru 

!" s i 


GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. 


, indica] 






'= s? 
; . 1 
\t 


Seq. No. 


10462 


Seq. ID 


OJ990520_34 


.9922 


.C9 




Gene No. 


22129 


Strand 








"• z ' : 


Start 


262 


End 


949 






ry 


Name 


OJ990520 34.9922.C9.ol.np 


Method 


AAT/NAP 








Start 


262 


End 


949 








GI 


6498436 


Score 


350 






-i 


Exons 


262. .383, 648..949 












GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






ili 


Seq. No. 


10462 


Seq. ID 


OJ990520_34 


.9922 


.C9 


!"| 


Gene No. 


22130 


Strand 








r = i 


Start 


6922 


End 


8949 








Name 


OJ990520 34.9922.C9.o3.gs 


Method 


GENSCAN 








Start 


6922 


End 


8949 








GI 


none 


Score 


.84 








Exons 


6922.. 7735, 8513.. 8949 












Seq. No. 


10462 


. Seq. ID 


OJ990520_34 


.9922 


.C9 




Gene No. 


22131 


Strand 










Start 


13557 


End '"" .. . 


13939 








Name 


OJ990520 34.9922.C9.o3.ts 


Method 


TBLASTX : Soybean 






Start 


1625 


End 


1936 








GI 


none 


Score 


191 








Exons 


1625.. 1936, 1642.. 1836 












Seq. No. 


10462 


Seq. ID 


OJ990520_34 


.9922 


.C9 




Gene No. 


22131 


Strand 










Start 


13557 


End 


13939 







10854 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520_34 . 9922 . C9 . o3 . tw Method 

1696 End 

none Score 
1696. .1872, 1697. .2107 



Seq. No. ..-.104 62 Seq. ID 

Gene No. 22131 Strand 

Start 13557 End 

Name OJ990520_34 . 9922 . C9 . o2 . ts Method 

Start 2279 End 

GI none Score 
Exons 



2279. .2446, 2293. .2409, 2449. .2523 



Seq. No. 10462 Seq. ID 

Gene No. 22131 Strand 

Start 13557 End ' 

Name OJ990520_34 . 9922 . C9 . ol . ts Method 

Start 4424 End 

GI none Score 

Exons 4424. .4657, 4427. .4633 



10462 
22131 
13557 

OJ990520_34 . 9922 . C9 . ol . tw 

4445 

none 

4445. .4720, 4445.-4765 

10462 
22131 
13557 

OJ990520_34. 9922.C9.o2.tw 

11091 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Wheat 

2107 

179 



OJ990520_34 .9922.C9 
13939 

TBLASTX : Soybean 

2523 

191 



OJ990520_34 .9922.C9 
13939 

TBLASTX : Soybean 

4657 

86 



OJ990520_34 .9922.C9 
13939 

TBLASTX: Wheat 

4765 

151 



OJ990520_34.9922.C9 
13939 

TBLASTX: Wheat 

11519 

259 



11091. . 11519, 11124. .11219, 11126. .11224 



Seq. No. 10462 ' Seq. ID 

Gene No. 22131 ' Strand 

Start 13557 End 

Name OJ990520_34 . 9922 . C9 . o4 . ts Method 

Start 11121 End 

GI none Score 

Exons 11121. .11228, 11232.. 11567 

Seq. No. 10462 Seq. ID 

Gene No. 22131 Strand 

Start 13557 End 

Name OJ99052-0_34 . 9922 . C9 . ol . tm Method 

Start 11277 End 

GI none Score 

Exons 11277. . 11678, 11418.. 11528 

Seq. No. 10462 Seq. ID 

Gene No. 22131 Strand 

Start 13557 End 

Name OJ990520_34 . 9922 . C9 . o3 . gp Method 



OJ990520__34.9922.C9 
13939 

TBLASTX : Soybean 

11567 

73 



OJ990520_34.9922.C9 
13939 

TBLASTX: Maize 

11678 

213 



OJ990520_34.9922.C9 

13939 
AAT/GAP 



10855 



Start 13557 . End 13939 

GI uC-osflcyp033a04bl Score 664 

Exons 13557 . . 13939 

GI Descrip. • 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. . 10463 

Gene No. 22132 

Start 3748 

Name OJ990520_34 . 9922 .CIO .o2 . gs 

Start 3748 

GI none 
Exons 



Seq. ID OJ990520_34. 9922. CIO 

Strand + 

End 13060 

Method GEN SCAN 

End 13060 

Score .53 



3748.-3798, 4006. .4143, 6575. .6754, 9044. .9085, 11221 .. 1134 9, 
12526. . 12948, 13001.. 13060 



Seq. No. 10463 

Gene No. 22132 

Start 3748 

Name OJ990520_34 . 9922 . C10 . ol . gp 

Start 8718 

GI 2428514 

Exons 8718.. 9085, 9717.. 9764 



Seq. ID OJ990520_34. 9922. C10 

Strand + 

End 13060 

Method AAT/GAP 

End 9764 

Score 787 



□ Seq. No. 

Gene No. 

Start 

Name 
! ,!? Start 
U GI 
Ul Exons 
Q GI Descrip. 
r! I 

i s? _ 

Seq. No. 

Gene No. 
P Start 

Name 
U Start 

,Isj . Exons 

U Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



10463 
22132 
3748 

OJ990520_34. 9922. C10. o2.np 

9960 

5257262 



Seq. ID OJ990520_34. 9922. C10 

Strand + 

End 13060 

Method AAT/NAP 

End 13023 

Score 275 



9960.. 9994, 11069 .. 11366, 12530 .. 12799, 12941.. 13023 
(AP000364) hypothetical protein [Oryza sativa] 



10463 
22133 
17300 

OJ990520_34. 9922. C10. o3.gp 

17300 

none 

17300. .17788 

10463 
22134 
21919 

OJ990520_34. 9922. C10. o4.gs 

21919 

none 



Seq. ID OJ990520_34. 9922. C10 

Strand + 

End 17788 

Method AAT/GAP 

End . 17788 

Score 966 



Seq. ID OJ990520_34. 9922. C10 

Strand + 

End 23349 

Method GENSCAN 

End 23349 

Score .76 



* 21919. .22404, 22640 .. 23009, 23011 .. 23083 , 23223. .23349 



10463 - 

22135 

48 

OJ990520_34 .9922. C10. ol.gs 
48 

none 



Seq. ID OJ990520_34. 9922. C10 
Strand 

End 3062 

Method GENSCAN 

End 3062 

Score .52 



48. .291, 598. .810, 949. .1403, 1709. .1993, 2597. .3062 

10463 Seq. ID OJ990520_34 . 9922 . C10 



10856 





Gene No. 


22136 






Strand 








Start 


15840 






End 


15910 






Name 


OJ990520 34. 9922. CIO 


. o2 . gp 


Method 


AAT/GAP 






Start 


15840 






End 


15910 






GI 


uC-osflcypl58c04al 




Score 


84 






Exons 


15840. 


.15910 












GI Descrip. 


■4581164/gb| AAD24647 


.1IAC006220 3 2 . Oe 


-17 (AC006220) putative 






polyprotein [Arabidopsis thaliana] ' 


't • 






Seq. No. 


10463 






Seq. ID 


OJ990520_34.9922 


. C10 




Gene No. 


22137 






Strand 








Start 


24361 






End 


26036 






Name 


OJ990520 34. 9922. CIO 


. o5 . gs 


Method 


GENSCAN 






Start 


24361 






End 


26036 






GI 


none 






Score 


. 65 






Exons 


24361. 


.24651, 25175. 


.25225, 


25262. .25440, 25949. .26036 






Seq. No. 


10463 






Seq. ID 


OJ990520_34 . 9922 


. C10 




Gene No. 


22138 






Strand 








Start 


26955 






End 


31045 






Name 


OJ990520 34. 9922. C10 


. 06 . gs 


Method 


GENSCAN 






Start 


26955 






End 


31045 






GI 


none 






Score 


.58 






Exons 


26955. 


.27577, 27826. 


.27920, 


27981. .28084, 28096 .. 28303, 




, ~i 
W 




28334. 


.28448, 28659. 


.28877, 


29025. .29078, 29179 .. 29622, 








30001. 


.30395, 30469. 


.30569, 


30584. .31045 




.is: 


Seq. No. 


10463 






Seq. ID 


OJ990520_34.9922 


.C10 


u 


Gene No. 


22139 






Strand 






Li 


Start 


31348 






End 


33972 






Name 


OJ990520 34. 9922. C10 


. ol . tm 


Method 


TBLASTX: Maize 




ry 


Start 


11104 






End 


11367 






GI 


none 






Score 


263 




Q 


Exons 


11104. 


.11367, 11105. 


. 11350 










Seq. No. 


10463 






Seq. ID 


OJ990520_34.9922 


. C10 




Gene No. 


22139 






Strand 








Start 


31348 






End 


33972 




c o| 


Name 


OJ990520 34. 9922. C10 


. ol . tw 


Method 


TBLASTX: Wheat 




* 


Start 


11263 






End 


12815 






GI 


none 






Score 


111 






Exons 


11263. 


.11367, 11263. 


. 11403, 


12525. .12797, 12526 12810, 








12546. 


.12632, 12690. 


.12815 










Seq. No. 


10463 






Seq. ID 


OJ990520_34.9922 


.C10 




Gene No. 


22139 






Strand 








Start 


31348 






End 


33972 






Name 


OJ990520 34. 9922. C10 


. o2 . tm 


Method 


TBLASTX : Maize 






Start 


12613' 






End 


12912 . 






GI 


none 






Score 


50 








12613. 


.12651, 12655. 


. 12810, 


12690. .12824, 12804. .12911, 








12826. 


.12912 












Seq. No. 


10463 






Seq. ID 


OJ990520_34.9922 


.C10 




Gene No. 


22139 






Strand 








Start 


31348 






End 


33972 






Name 


OJ990520_34 .9922. C10 


. o7 . gs 


Method 


GENSCAN 





10857 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31348 

none 

31348. 



End 33972 
Score .72 
.31569, 32232.-32398, 33206 .. 33304 , 33906.. 33972 



OJ990520 30. 9922. CI 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10464 
22140 
1 

OJ990520_30.9922.Cl.ol.np 
1 

2498930 
1..412, 580. .639 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



639 

AAT/NAP 
639 
736 ' 





1 (14 fid 


Cprr T n 


n TQQD ^9n 


C r-±t-\ a NT r\ 

bsne lnu . 


991 dfl 


c +- ranr l 

o irdna 




jLail 


1 
± 




v J 7 


Name 


OJ990520 30.9922.Cl.ol.gs 


Method 


GENSCAN 


•Start 


18 


End 


639 


GI 


none 


Score 


1 


Exons 


18. .412, 580. .639 






Seq. No. 


10465 


Seq. ID 


OJ990520 


Gene No. 


22141 


Strand 




Start 


582 


End 


1841 


Name 


OJ990520 30.9922.C2.ol.np 


Method 


AAT/NAP 


Start 


582 


End 


1841 


GI 


5042454 


Score 


181 


Exons 


582. .815, 1803. .1841 






GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 


Seq. No. 


10466 


Seq. ID 


OJ990520 


Gene No. 


22142 


Strand 


+ 


Start 


1 


End 


5138 


Name 


OJ990520 30-9922. C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5033 


GI 


6102610 


Score 


94 



30. 9922. C2 



1..24, 1056. .1359, 4655. .4809, 4896. .5033 
(AF187317) CAF protein [Arabidopsis thaliana] 



10466 Seq. ID 

22142 Strand 

1 End 

OJ990520_30. 9922.C3.ol.gs Method 

966 End 

none Score 



OJ990520_30.9922.C3 
+ 

5138 
GENSCAN 
5138 
.81 



966. .1352, 1717. .1908, 2397. .2483, 4669. .4809, 4896. .513E 



10466 Seq. ID 

22142 Strand 
1 End 
OJ990520_30 . 9922 . C3 . ol . gp Method 
2770 End 
5867_1.R1084 Score 
2770.. 2878, 3285. .3307 

, 4 64 986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 



OJ990520_30.9922.C3 
+ 

5138 
AAT/GAP 
3307 
126 



10858 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 88 4_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10467 Seq/ ID 

22143 ; Strand 

9959 End 

OJ990520_30 . 9922 . C4 . o2 . np Method 

9959 End 

6498441 Score 



OJ990520_30.9922.C4 
+ 

15797 
AAT/NAP 
15797 
6880 



9959. .11022, 11353. .11816, 11880 .. 12253, 12437 12571 , 
12746. .13086, 1347 1 .. 13853, 14 025 15422 , 15516.. 15797 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


10467 


Seq. ID 


OJ990520_30. 


9922 


.C4 


Gene No. 


22144 


Strand 








Start 


202 


End 


7056 






Name 


OJ990520 30.9922.C4.ol.gs 


Method 


GEN SCAN 






Start 


202 


End 


6951 






GI 


none 


Score 


.96 






Exons 


202. .4722, 4952. .4980, 5019.. 


5784, 681 


86. . 6951 






Seq. No. 


10467 


Seq. ID 


OJ990520_30. 


9922 


.C4 


Gene No. 


22144 


Strand 








Start 


202 


End 


7056 






Name 


OJ990520 30. 9922.C4 .ol.np 


Method 


AAT/NAP 






Start 


205 


End 


4725 






GI 


4680179 


Score 


5415 






Exons 


205. .3606, 3640. .4725 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 






Seq. No. 


10467 


Seq. ID 


OJ990520_30. 


9922 


.C4 


Gene No. 


22144 


Strand 








Start 


202 


End 


7056 






Name 


OJ990520 30.9922.C4 .ol.gp 


Method 


AAT/GAP 






Start 


6672 


End 


7056 






GI 


uC-osflcyp033a04bl 


Score 


670 






Exons 


6672. .7056 










GI Descrip. 


f 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


10467 


Seq. ID 


OJ990520_30. 


9922 


-C4 


Gene No. 


22145 


Strand 








Start 


16428 


End 


21573 






Name 


OJ990520 30.9922.C4.o3.gs 


Method 


GENS CAN 






Start 


16428 


End 


19771 






GI 


none 


Score 


.97 






Exons 


16428. .18414, 18594. .19771 










Seq. No. 


10467 


Seq. ID 


OJ990520_30. 


9922 


.C4 


Gene No. 


22145 


Strand 








Start 


16428 


End 


21573 






Name 


OJ990520 30.9922.C4 .o3.np 


Method 


AAT/NAP 







10859 




Start 


16431 End 


19771 




GI 


5803259 Score 


5063 




Exons 


16431. .18100, 18185. .18414, 18510. .19771 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


10467 Seq. ID 


OJ990520__30. 9922. 


C4 


Gene No. 


22145 Strand 






Start 


16428 End 


21573 




Name 


OJ990520 30.9922.C4.o4.np Method 


AAT/NAP 




Start 


■ 19088 End 


21557 




GI 


5922623 Score 


209 




Exons 


19088. .19113, 20700. .20775, 20943 .. 21101 , 21477. .21557 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj IBAA85199.1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


10467 Seq. ID 


OJ990520_30.9922. 


C4 


Gene No. 


22145 Strand 






Start 


16428 End 


21573 




Name 


OJ990520 30.9922.C4.o4.gs Method 


GENSCAN . 




Start 


20148 End 


21573 




GI 


none Score 


.65 




Exons 


20148. .20268, 20700 .. 20775, 21102 .. 2117 6, 21477. .21573 




Seq. No. 


10467 Seq. ID 


OJ990520_30.9922. 


C4 


Gene No. 


22146 Strand 






Start 


21547 End 


21789 




Name 


OJ990520 30. 9922.C4 .o9.tw Method 


TBLASTX: Wheat 




Start 


250 End 


583 




GI 


none Score 


126 




Exons 


250. .582, 271. .579, 314. .583 






Seq. No. 


10467 Seq. ID 


OJ990520_30.9922. 


C4 


Gene No. 


22146 Strand 






Start 


21547 End 


21789 




Name 


OJ990520 30.9922.C4.ol.tm Method 


TBLASTX: Maize 




Start 


4 30 End 


1029 




GI 


none Score 


200 




Exons 


430. .870, 446. .871, 868. .1029, 875. .1021, 877. .1026 




Seq. No. 


10467 Seq. ID 


OJ990520_30.9922. 


C4 


Gene No. 


22146 Strand 






Start 


21547 End 


21789 




Name 


OJ990520 30.9922.C4.ol.tw Method 


TBLASTX: Wheat 




Start 


583 End 


15431 




GI 


none Score 


48 




Exons 


583. .1209, 622. .708, 695. .1153, 868. .1203, 15102 .. 15260, 






15315.. 15431 






Seq. No. 


10467 Seq. ID 


OJ990520_30.9922. 


C4 


Gene No. 


22146 Strand 






Start 


21547 End 


21789 




Name 


OJ990520 30.9922.C4.o4.tm Method 


TBLASTX : Maize 




Start 


1078 End 


1370 




GI 


none Score 


204 




Exons 


1078. .1368, 1082. .1369, 1182. .1370 







10860 




Seq. No. 


10467 








Seq. ID 


OJ990520_30.9922 


.C4 


Gene No. 


22146 








Strand 






Start 


21547 








End 


21789 




Name 


OJ990520_30 


. 9922 . 


C4 .o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1167 








End 


1428 




GI 


none 








Score 


155 




Exons 


1167 . . 1349, 


1168 . 


.1428, 


1169. 


.1423 






Seq. No. 


10467 








Seq. ID 


OJ990520_30.9922 


.C4 


Gene No. 


22146 








Strand 






Start 


21547 








End 


21789 




Name 


OJ990520_30 


. 9922 . 


C4 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1192 








End 


1557 




GI 


none 








Score 


.85 




Exons 


1192 . . 1335, 


1193 . 


. 1333, 


1336 . 


.1509, 1516.. 1557 




Seq. No. 


10467 








Seq. ID 


OJ990520_30.9922 


.C4 


Gene No. 


22146 








Strand 






Start 


21547 








End 


21789 




Name 


OJ990520_30 


. 9922 . 


C4 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1216 








End 


1783 




GI 


none 








Score 


333 




Exons 


1216. . 1752, 


1217 . 


. 1783 










Seq. No. 


10467 








Seq. ID 


OJ990520_30.9922 


.C4 


"Gene No . 


22146 








Strand 






Start 


21547 








End 


21789 




Name 


OJ990520_30 


. 9922 . 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1774 








End 


13808 




GI 


none 








Score 


171 




Exons 


1774 . .2136, 


1783 . 


.2136, 


1787 . 


.2137, 13668. .13808 




Seq. No. 


10467 








Seq. ID 


OJ990520_30.9922 


.C4 


Gene No. 


22146 








Strand 






Start 


21547 








End 


21789 




Name 


OJ990520_30 


. 9922 . 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1786 








End 


2208 




GI 


none 








Score 


341 




Exons 


1786. .2208, 


1787 . 


.2176 










Seq. No. 


10467 








Seq. ID 


OJ990520_30. 9922 


.C4 


Gene No. 


22146 








Strand 






Start 


21547 








End 


21789 




Name 


OJ990520_30 


. 9922 . 


C4 . o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1957 








End 


2202 




GI 


none 








Score 


204 




Exons 


1957 . .2202 














Seq. No. 


104 67 








Seq. ID 


OJ990520_30.9922 


,C4 


Gene No. 


22146 








Strand 






Start 


21547 








End 


21789 




Name 


OJ990520 30 


.9922. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2173 








End 


12842 




GI 


none 








Score 


50 




Exons 


2173. .2487, 


2216. 


.2266, 


2294. 


.2347, 2494. .2673, 2519. .2665 



12357. .12500, 124 89. .12842 



10861 




Seq. No. 


10467 






Gene No. 


22146 






Start 


O 1 C A "7 






Name 


OJ990520_30 . 


9922 . 


C4 . o5 . 


Start 


2209 






GI 


none 






Exons 


Z2U9 . . ZobZ , 


lz4 DO 




Seq. No. 


10467 






Gene No. 


22146 






Start 


21547 






Name 


OJ990520 30. 


9922. 


C4 . Ol . 


Start 


2224 






GI 


none 






Exons 


2224. .2583, 


2225. 


.2515, 




12429. .12800 




Seq. No. 


10467 






Gene No. 


22146 






Start 


21547 






Name 


OJ990520 30. 


9922. 


C4 . o!4 


Start 


2563 






GI 


none 






Exons 


2563. .2682, 


2564. 


. ZD / 4 


Seq. No. 


10467 






Gene No. 


22146 






Start 


21547 






Name 


OJ990520 30. 


9922. 


C4 .06. 


Start 


2680 






GI 


none 






Exons 


2680. .2910, 


12018 


1. .1235 




Seq. ID OJ990520_30.9922.C4 
Strand 

End 21789 

tw Method . TBLASTX: Wheat 

End ■ 12874 

Score 472 
4, 12459.. 12872 

Seq. ID OJ990520_30. 9922.C4 
Strand 

End 21789 

ts Method TBLASTX : Soybean 

End . 12800 

Score 199 
2543. .2581, 2587. .2619, 2588. .2617, 

Seq. ID OJ990520_30. 9922.C4 
Strand 

End 21789 

.tw Method TBLASTX : Wheat 

End 2682 

Score 135 



Seq. ID. OJ990520_30. 9922.C4 
Strand 

End 21789 

tm Method TBLASTX : Maize 

End ■ 12356 

Score 358 
6, 12053.. 12355 



Seq. No. 10467 

Gene No. 22146 

Start 21547 

Name OJ990520_30 . 9922 . C4 . o4 . tw 

Start 2692 . . 

GI none 
Exons 



Seq. ID OJ990520_30.9922.C4 



Strand 
End 

Method 

End 

Score 



21789 

TBLASTX: Wheat 

12350 

587 



2692. .2910, 11888. .1234 3, 11889. .12350, 11889. .12344 



Seq. No. 


10467 






Seq. ID 


OJ990520_30.9922, 


.C4 


Gene No. 


22146 






Strand 






Start 


21547 






End 


21789 




Name 


OJ990520 30. 


.9922. 


C4 ,o5.ts 


Method 


TBLASTX: Soybean 




Start 


2731 






End 


12293 




GI 


none 






Score 


117 




Exons 


2731. .2865, 


11928 


..12152, 12159.. 12293 






Seq. No. 


10467 






Seq. ID 


OJ990520_30.9922, 


.C4 


Gene No. 


22146 






Strand 






Start 


21547 






End 


21789 




Name 


OJ990520 30, 


.9922. 


C4 .ol2.tw 


Method 


TBLASTX: Wheat 




Start 


3157 






End 


3579 




GI 


none 






Score 


76 




Exons 


3157. .3324, 


3212. 


.3325, 3370. 


.3579, 3371.. 3523 





10862 



Seq. No. 10467 Seq. ID 

Gene No. 22146 Strand 

Start 21547 End 

Name OJ990520_30 . 9922 . C4 . o7 . tm Method 

Start 3943 End 

GI none * Score 

Exons 3943.-4248, 4118. .4234 , .. . 



OJ990520_30.9922.C4 
21789 

TBLASTX: Maize 

4248 

92 - 



Seq. No. 10467 Seq. ID 

Gene No. 22146 .Strand 

Start 21547 End 

Name OJ990520_30 . 9922 . C4 . oil . tw Method 

Start 4129 End 

GI none Score 

Exons 4129. .4491, 4130.. 4489 



OJ990520_30.9922.C4 
21789 

TBLASTX: Wheat 

4491 

149 



Seq. No. 10467 

Gene No. 22146 

Start 21547 

Name OJ990520_30 . 9922 . C4 . olO . tw 

Start 10107 

GI none 

Exons 10107. .10154, 10161 .. 10259, 
10242. .10499 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_30.9922.C4 
21789 

TBLASTX : Wheat . 

10499 

58 



10166. .10258, 10226. .10465, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 10467 

Gene No. 22146 

Start 21547 

Name OJ990520_30 . 9922 . C4 . 08 . tm 

Start 10112 

GI none 

Exons 10112. .10396, 10149.. 10397 

Seq. No. 10467 

Gene No. 22146 

Start 21547 

Name OJ990520_30 . 9922 . C4 . 06 . tw 

Start 11237 

GI none 

Exons 11237. .11374, 11238 .. 11696, 11432.. 11692 



OJ990520_30.9922.C4 
21789 

TBLASTX: Maize 
10397 
193 



Seq. ID OJ990520_30. 9922.C4 
Strand 

End 21789 

Method TBLASTX : Wheat 

End 11696 

Score 405 



Seq. No. 10467 Seq. ID 

Gene No. 22146 Strand 

Start 21547 End 

Name OJ990520_30 . 9922 . C4 . 08 . tw Method 

Start 13725 End 

GI none Score 

Exons 13725. .13976, 13725 .. 13922 , 13790 .. 13966, 14 010 .. 14 159, 
14021.. 14158 



OJ990520_30.9922.C4 
21789 

TBLASTX: Wheat 
14159 
235 



Seq. No. 10467 

Gene No. 22146 Strand 

Start 21547 End 

Name OJ990520_30 . 9922 . C4 . o3 . ts Method 

Start 13848 End 

GI 5666795 Score 

Exons 13848. .13946, 14022 .. 14 159, 14214. .14414 



Seq. ID OJ990520 30. 9922. C4 



21789 

TBLASTX : Soybean 
14414 
72 



10863 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


10467 


Seq. ID 


OJ990520 30.9922 


.C4 


Gene No. 


22146 


Strand 


- 




Start 


21547 


End 


21789 




Name 


OJ990520 30 . 9922 . C4 . ol3 . tw 


Method 


TBLASTX : Wheat 




Start 


14162 


End 


14474 




GI 


none 


Score • ■* 


188 




Exons 


14 162 .. 14338, 14214. .14474 








Seq. No. 


10467 


Seq. ID 


OJ990520_30. 9922 


.C4 


Gene No. 


22146 


Strand 






Start 


21547 


End 


o i i o n 

21789 




Name 


OJ990520 30 . 9922 . C4 . o5 . tm 


Method 


TBLASTX : Maize 




Start 


14667 


End 


14 990 




GI 


none 


Score 


364 




Exons 


14 667 .. 14 990 , 14696. .149// 








Seq. No. 


10467 


Seq. ID 


OJ990520__30. 9922 


.C4 


Gene No. 


22146 


Strand 






Start 


21547 


End 


21789 




Name 


OJ990520_30. 9922 . C4 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14670 


End 


15059 




GI 


none 


Score 


363 




Exons 


1.4 670 .. 15059, 14 693 .. 14 983, 


15005. .15058 




Seq. No. 


10467 


Seq. ID 


OJ990520_30.9922 


. C4 


Gene No. 


22146 


Strand 






Start 


21547 


End 


21789 




Name 


OJ990520 30.9922.C4 .o5.np 


Method 


AAT/NAP 




Start 


21547 


End 


21789 




GI 


82485 


Score 


109 




Exons 


21547. .21789 








GI Descrip. 


hypothetical protein 2 - rice gi 120383 


| emb|CAA29826 | (X06611) 




put. ORF 3 [Oryza sativa] 








Seq. No. 


10468 


Seq. ID 


OJ990520_30.9922 


.C5 


Gene No. 


22147 


Strand 


+. 




Start 


1307 ■ 


End 


1833 




Name 


OJ990520 30.9922.C5.ol.gs 


Method 


GENSCAN 




Start 


1307 


End 


■1833 




GI 


none 


Score 


.52 




Exons 


1307. .1647, 1704. .1833 








Seq. No. 


10468 


Seq. ID 


OJ990520_30. 9922 


.C5 


Gene No. 


22148 


Strand 


+ 




Start 


2450 


End 


2822 




Name 


OJ990520 30.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


2450 


End 


2822 




GI 


4914442 


Score 


118 




Exons 


2450.. 2583, 2665.. 2822 








GI Descrip. 


(AL050351) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


10468 


Seq. ID 


OJ990520_30.9922 


.C5 


Gene No. 


22149 


Strand 






Start 


4518 


End 


4891 




Name 


OJ990520 30.9922.C5.o3.gs 


Method 


GENSCAN 





10864 




C? 4- -i -v- +- 

btart 


^ CI Q 


tina 


a a q i 

fi 0 J X 






XdX 


none 


Score 


. DO 






Exons 


/I CI Q /I £Q 1 /IT/11 /I QQ1 










beq. no. 


XU H DO 


Seq. ID 


OJ990520 


_30.9922 


.C5 


Gene No. 


22150 


Strand 








Start 


5764 


End 


5895 






Name 


PiTQQnR9n QQ99 PR i-m 


Method 


TBLASTX: 


Maize 




b tar t 


ZD / J 


End 


4363 






LjX 


none 


Score 


186 






Exons 


OCTC oonc 9CQ9 OOOji 9791 
ZD / J. .ZoUD/ ZDOZ . . Z0O4 , Z / ZX 


..2807, 4283. .4351, 


4292. .4363 




/I 01 0 /I "3£9 
4 J XZ . . 4 jDZ 










beq. NO. 


X U 4 Do 


Seq. ID 


OJ990520 


_30.9922 


.C5 


Gene No. 


22150 


Strand 








Start 


5764 


End 


5895 






Name 


OJ990520 30. 9922.C5.o2.np 


Method 


AAT/NAP 






otart 


5764 


End 


5895 






C T 


6907104 


Score 


97 






Exons 


5764. .5895 










GI Descrip . 


(AP001129) hypothetical protein [Oryza 


sativa] 






beq . NO . 


10469 


Seq. ID 


OJ990520 


__30.9922 


. L,D 


Gene No . 


22151 


Strand 


+ 






Start 


7389 


End 


12432 






Name 


OJ990520 30. 9922.C6.o3.gs 


Method 


GEN SCAN 






b tart 


7389 


End 


12432 






GI 


none 


Score 


. 61 






Exons 


7389..7467, 9310. .9421, 9795 


..9847, 10186. .10331, 10678 


. . 1 




10875. .11025, 11130. .11229, 


11353. .11445, 11652 


. . 11700, 






11785. .11882, 12061. .12167, 


12259. .12432 






beq. NO. 


10469 


Seq. ID 


OJ990520 


_30.9922 


.C6 


Gene No . 


22151 


Strand 


+ 






Start 


7389 


End 


12432 






Name 


OJ990520 30. 9922.C6.o2.np 


Method 


AAT/NAP 






Of 2 v-J- 

b t art 


10254 


End 


12429 






C T 


6723399 


Score 


400 






Exons 


10254. .10331, 10678. .10760, 


10875. .11025, 11130 


. .11246, 






11518. .11851, 12268. .12429 










\jX UcbOXip. 


(AL132956) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


10469 


Seq. ID 


OJ990520 


_30.9922 


C6 


Gene No. 


22152 


Strand 








Cf -i vf 

bt art 


1646 


End 


3908 






Name 


OJ990520 30. 9922.C6.o2.gs 


Method 


GENSCAN 






b t art 


1646 


End 


3908 






laX 


none 


Score 


.95 






Exons 


1646.. 1932, 1952.. 2876, 3152 


...3322, 3339. ,3401, 


3741. .3908 




10469 


Seq. ID 


OJ990520_ 


_30.9922 


C6 


Gene No. 


22152 


Strand 








Start 


1646 


End 


3908 






Name 


OJ990520 30. 9922.C6.ol.np 


Method 


AAT/NAP 






Start 


1677 


End 


3727 






GI 


6730706 


Score 


243 






Exons 


1677.. 1929, 2033.. 2200, 3701 


. .3727 









10865 



GI Descrip. (AC011809) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10469 
22153 
12469 

OJ990520_30. 9922.C6.o3.tm 

10672 

none 

10672. .10758, 1067 6. .10774, 
10875. .11021, 10876. .11025, 

10469 
22153 
12469 

OJ990520_30.9922.C6.ol.tw 

10675 

none 

10675. .107 67, 1067 6. .10756, 
10876. .11025, 11127. .11231, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10681. .10758, 
11127. .11180, 



OJ990520 30. 9922. C6 



19105 

TBLASTX: Maize 
11180 
114 

10874 . .11020, 
11141. .11179 



Seq. ID 

Strand 

End 

Method 

End 
• Score 
10866 
11144 



11012, 
11230 



OJ990520_30.9922.C6 
19105 

TBLASTX: Wheat 

11231 

86 

10876. .11025, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520 30. 9922. C6 



10469 Seq. ID 

22153 Strand 

12469 End 

OJ990520_30. 9922.C6.o2.ts Method 

10675 . End 

none Score 

10675. .10758, 10872 .. 11030, 10876 .. 11034 , 11144 .. 11227, 
11145. .11234 



19105 

TBLASTX: Soybean 

11234 

79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10469 Seq. ID 

22153 Strand 

124 69 End.. 

OJ990520_30. 9922.C6.o3.np Method 

12469 End 

4415937 Score 



OJ990520_30.9922.C6 

19105 
AAT/NAP 
19105 
1219 



12469. .12501, 13791. .13983, 14057 .. 14 134 , 14 174 .. 14317 , 
14983. .15116, 15200. .15423, 16195 .. 1 6359, 16453 .. 16623, 
17489. .17545, 1.7 632 .. 18 602 , 19074. .19105 
GI Descrip. (AC006418) hypothetical protein [Arabidopsis thaliana] 



10469 Seq. ID 

22153 Strand 

12469 End 

OJ990520_30. 9922.C6.o4 .tm Method 

13579 End 

none Score 



OJ990520_30.9922.C6 
19105 

TBLASTX: Maize 

14195 

94 



13579. .13647, 13581 .. 13643, 13647 .. 13682 , 13648 13677, 

13793. .13834, 13806 .. 13826, 13809 .. 13985 , 13838 .. 13963, 

13838; . 13888, 1384.? . . 1398 6, 138 61 .. 13983, 14 010 .. 14 105, 

14055. .14105, 14142. .14195, 14144. .14194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



10469 Seq. ID 

22153 Strand 

12469 End 

OJ990520J30. 9922.C6.ol.tc Method 

13596 End 

none Score 



OJ990520_30.9922.C6 
19105 

TBLASTX: Cress 

13903 

83 



10866 




Exons 


13596. 


.13682, 13603 


. . 13677 , 


13805. .13903 






Seq. No. 


10469 






Seq. ID 


OJ990520 


_30 . 9922 . 


C6 


Gene No. 


22153 






Strand 








Start 


12469 






End 


19105 






Name 


OJ990520 30. 9922. C6. 


. o4 . gs 


Method 


GENSCAN 






Start 


13787 






End 


18729 






GI 


none 






Score 


.61 






Exons 


13787. 


.13983, 14057, 


. . 14317 , 


14983. .15136, 15262 


. . 15423, 






16195. 


.16486, 16535, 


. . 16623, 


17489. .17545, 17632 


. . 18729 




Seq. No. 


10469 






Seq. ID 


OJ990520 


_30 . 9922 . 


C6 


Gene No. 


22153 






Strand 








Start 


12469 






End 


19105 






Name 


OJ990520 30. 9922. C6, 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


14966 






End 


15405 






GI 


none 






Score 


121 






Exons 


14966. 


.15097, 14981, 


. . 15115, 


14982. .15116, 14983 


1 C 1 "1 T 

. . 15117 , 






15193. 


.15405, 15204, 


. . 154 U4 










Seq. No. 


10469 






Seq. ID 


OJ990520 


_30.9922. 


C6 


Gene No. 


22153 






Strand 








Start 


12469 






End . 


19105 






Name 


OJ990520 30. 9922. C6. 


. ol . ts 


.Method 


TBLASTX : 


Soybean 




Start 


16199 






End 


16468 






GI 


none ■ 






Score 


57 






Exons 


16199. 


.16282, 16201. 


. . 16467, 


16278. .16391, 16394 


. . 16468 




Seq. No. 


10469 






Seq. ID 


OJ990520 


_30.9922. 


C6 


Gene No. 


22153 






Strand 








Start 


124 6.9 






End 


19105 






Name 


OJ990520 30. 9922. C6, 


, ol . tm 


Method 


TBLASTX :i 


Maize 




Start 


16202 






End 


16620 






GI 


none 






Score 


356 






Exons 


16202. 


.16291, 16203. 


. . 16619, 


16204. .16620 






Seq. No. 


10469 






Seq. ID 


OJ990520 


_30. 9922. 


C6 


Gene No. 


22153 






Strand 








Start 


12469 






End 


19105 






Name 


OJ990520 30. 9922. C6. 


.ol.gp 


Method 


AAT/GAP 






Start 


17880 






End 


18349 






GI 


none 






Score 


922 






Exons 


17880. 


.18349 












Seq. No. 


10470 






Seq. ID 


OJ990520 


_30.9922. 


C7 


Gene No. 


22154 






Strand 


+ 






Start 


7641 






End 


8218 






Name 


OJ990520 30. 9922. CI. 


. o 1 . gp 


Method 


AAT/GAP 






Start 


7641 






End 


8218 






GI 


none 






Score 


1124 . 






Exons 


7641. . 


8218 












Seq. No. 


10470 






Seq. ID 


OJ990520 


_30.9922. 


C7 


Gene No. 


22155 






Strand 


+ 






Start 


9941 






End 


11855 






Name 


OJ990520 30. 9922. C7. 


o2 .gs 


Method 


GENSCAN 






Start 


9941 






End 


11855 







10867 






GI 


none 


Score 


.75 






Exons 


9941. .10183, 10328. . 10524, 


11717. .11855 






Seq. No. 


10470 


Seq. ID 


OJ990520_ 


30. 9922. C7 




Gene No. 


22156 


Strand - 


+ 






Start 


15230 


End 


19914 






Name 


OJ990520 30.9922.C7.o2.np 


Method 


AAT/NAP 






Start 


13362 


End 


13448 






GI 


6721547 


Score 


80 






Exons 


13362. .13448 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 




Seq. No. 


10470 


Seq. ID 


OJ990520_ 


30. 9922. C7 




No. 


22156 


Strand 


+ 






Start 


15230 


End 


19914 






Name 


OJ990520_30 . 9922 .C7 .o4 .np 


Method 


AAT/NAP 






Start 


13596 


End 


16980 






GI 


6094106 


Score 


185 






Exons 


13596. .13712, 14 598. .14 825, 


16932. .16980 






GI Descrip. 


MITOCHONDRIAL 60S RIBOSOMAL 


PROTEIN L2 








Seq. No. 


10470 


Seq. ID 


OJ990520_ 


30. 9922. C7 




Gene No. 


22156 


Strand 


+ 




:» i 


Start 


15230 


End 


19914 




. => 


Name 


OJ990520 30.9922.C7.o3.np 


Method 


AAT/NAP 




.5 s; 

Li f 


Start 


14276 


End 


14351 




( Li 


GI 


6650526 


Score 


29 




Exons 


14276. .14351 










GI Descrip. 


(AF101045) putative transcription factor XI [Oryza sativa subsp 


U! 




japonica] 








r i E 


Seq. No. 


10470 


Seq. ID 


OJ990520_ 


30. 9922. C7 




Gene No. 


22156 


Strand 


+ 




iE 

>; cl 


Start 


15230 


End 


19914 






Name 


OJ990520 30.9922.C7.o3.gp 


Method 


AAT/GAP 






Start 


15163 


End 


15773 




Uz 


GI 


66234 1.R1084 


Score 


872 




. 't' 


Exons 


15163. .15540, 15623.. 15773 








■"i 


GI Descrip. 


'3643090/gb|AAC36700| 4 . Oe- 


21 (AF075582) protein 


. phosphatase-2C, 


: s s? 




PP2C [Mesembryanthemum crystallinum] 1 








Seq. No. 


10470 


Seq. ID 


OJ990520_ 


30. 9922. C7 




Gene No . 


22156 


Strand 


+ 






Start 


15230 


End 


19914 






Name 


OJ990520 30.9922.C7.o3.gs 


Method 


GENSCAN 






Start 


15230 


End 


19914 






GI 


none 


Score 


.77 






Exons 


15230. .15531, 15623. .15751, 


16211. .16313, 17080. 


.17159, 






17843. .17 959, 18083. .18137, 


19630. .19914 






Seq. No. 


10470 


Seq. ID 


OJ990520_ 


30. 9922. C7 




Gene No. 


22156 


Strand 


+ 






Start 


15230 


End 


19914 






Name 


OJ990520 30.9922.C7.o5.np 


Method 


AAT/NAP 






Start 


15230 


End 


18801 






GI 


4972111 


Score 


793 






Exons 


15230. .15540, 15623. .157 61, 


16218. .16313, 16480. 


.16590, 



10868 




17080. .17159, 17269. .17322, 17843 .. 17959, 18083 .. 18 131 , 
18231. .18263, 18399 .. 18445, 18684. .18801 
GI Descrip. (AL078579) protein phosphatase homolog (PPH1) [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



10470 -. 

22156 

15230 

OJ990520_30. 9922 ,C7 .o4 .gp 
16211 

3935 1.R1084 



Seq. ID OJ990520_30.9922.C7 

Strand + 

End' 19914 

Method AAT/GAP 

End 18979 

Score 1553 



16211. .16313, 16480. . 16590, 17080 .. 17159, 17269 .. 17322 , 
17843. .17959, 18083 .. 18137 , 18231 182 63, 18399 .. 184 4 5, 
18684. .18979 

' 4972111/embl CAB43968.il 6.0e-87 (AL078579) protein phosphatase 
homolog (PPH1) [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10470 
22157 
1 

OJ990520_30. 9922.C7 .ol.np 
1 

4415937 



Seq. ID OJ990520_30. 9922.C7 
Strand 

End 9255 

Method AAT/NAP 

End 6860 

Score 1818 



1. .254, 373. .618, 707. .978, 1279. .1443, 1944 .. 2172,. 2343 2859, 
3251. .3394, 3893. .6350, 6451. .6576, 6604. .6860 
(AC006418) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10470 
22157 
1 

OJ990520_30 . 9922 .C7 . o2 . tm 
3 

none 



Seq. ID OJ990520_30. 9922.C7 
Strand 

End 9255 

Method TBLASTX: Maize 

End 406 

Score 134 



3. .185, 5. .196, 6. . 185, 13. .204, 186. .254, 187. .252, 204. .254, 
361. .405, 374. .406 



Seq. No. 10470 

Gene No. 22157 

Start 1 

Name OJ990520_30 . 9922 . C7 . 61 . gs 

Start 373 

GI none 
Exons 



Seq. ID OJ990520_30.9922.C7 
Strand 

End 9255 

Method GENSCAN 

End 9255 

Score . 7 



373. .561, 707. .850, 1279. .1443, 1944.. .2172, 2343. .2784, 
3768. .6344, 6436. .6616, 6849. .6946, 9177. .9255 



Seq. No. 10470 

Gene No. 22157 

Start 1 

Name OJ990520_30 . 9922 . C7 . ol . tm 

Start 685 

GI none 
Exons 



Seq. ID OJ990520_30.9922.C7 
Strand 

End 9255 

Method TBLASTX : Mai ze 

End 1392 

Score 242 



685. .795, 686. .931, 698. .931, 717. .938, 896. .976, 930. .977, 
1279. . 1374, 1357. .1392 



Seq. No. 
Gene No. 
Start 



10470 
22157 
1 



Seq. ID OJ990520_30. 9922.C7 
Strand 

End 9255 



10869 



Name 


OJ990520 30. 9922. CI. 


o4 . tm 


Method 


TBLASTX r 


Maize 




Start 


2543 




End 


3964 






GI 


none 




Score 


139 






Exons 


2543.. 2683, 2553.-2687, 2686 


!..2793, 2686. .2784, 


2690. .2806, 




3765.. 3869, 3766.. 3906, 3766 


...3903, 3898. .3963, 


3899. .3964 


Seq. No. 


10470 




Seq. ID 


OJ990520 


_30. 9922 


.C7 


Gene No. 


22157 




Strand 


- 






Start 


1 




End 


9255 






Name 


nTQQncion qqoo hi 
ujyyuozu ju.yyzz.L./. 


o2 . gp 


Method 


AAT/GAP 






Start 


8655 




End 


9128 






GI 


none 




Score 


920 






Exons 


8655. .9128 












Seq. No. 


10470 




Seq. ID 


OJ990520 


_30. 9922 


.C7 


Gene No. 


22158 




Strand 








btart 


15383 




End 


18845 






Name 


OJ990520_30 . 9922 . C7 . 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1 COO") 




End 


15743 






GI 


none 




Score 


90 






Exons 


15383. .15472, 15472. 


.15540, 


15473. .15538, 15606 


. . 15743 




C< « XT 

Seq. No. 


10470 




Seq. ID 


OJ990520 


_30.9922 


.C7 


Gene No. 


22158 




Strand 








Start 


15383 




End 


18845 






Name 


OJ990520 30. 9922. CI . 


ol.tc 


Method 


TBLASTX : ■ 


Cress 




Start 


15395 




.End 


16322 






GI 


none 




Score 


82 






Exons 


15395. .15460, 15473. 


.15541, 


15475. .15540, 15621 


. .15752, 






16224 . . 16322 












Seq. No. 


10470 




Seq. ID 


OJ990520 


_30.9922 


.C7 


Gene No. 


22158 




Strand 








Start 






End 


18845 






Name 


OJ990520 30. 9922. CI. 


o3 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


15645 




End 


18845 






GI 


none 




Score 


137 






Exons 


15645. . 15752, 15659. 


.15751, 


16230. .16322, 16238 


. .16315, 






16249. . 16323, 16473. 


.16589, 


16475. .16588, 16479 


. .16589, 






16480. .16593, 16483. 


.16593, 


17073. .17159, 17076 


. . 17159, 






17080. .17166, 17080. 


.17175, 


17263. .17349, 17270 


. .17326, 






17819. . 17977, 17841. 


.17957, 


17841. .17987, 17851 


1 1 Q&A 
. . X / y OH f 






18077. .18136, 18081. 


.18140, 


18228. .18263, 18235 


. .18264, 






18399. .18446, 18399. 


.18446, 


18671. .18838, 18684 


. .18845, 






18685. .18786 












Seq. No. 


10471 




Seq. ID 


OJ990520 


_30.9922 


.C8 


Gene No. 


22159 




Strand 


+ 






Start 


161 




End 


1649 






Name 


OJ990520 30. 9922. C8. 


ol .gs 


Method 


GENSCAN 






Start 


161 




End 


1649 






GI 


none 




Score 


.82 






Exons 


161. .701, 1111. .1649 










Seq. No. 


10471 




Seq. ID 


OJ990520 


_30. 9922 


.C8 


Gene No. 


22160 




Strand 


+ 






Start 


4863 




End 


8894 







10870 



Name 

Start 

GI 

Exons 



OJ990520_30 . 9922 . C8 . o2 . gs Method GEN SCAN 

4863 End 8894 

none Score .54 

4863. .4892, 5894. .6101, 6222. .6332, 6703. .6854, 6998. 

8878. .8894 



.7085, 



Seq. No. 10471 Seq. ID 

Gene No. 22161 Strand 

Start 2605 End 

Name OJ990520_30 . 9922 . C8 . ol . gp Method 

Start 2605 End 

GI none Score 

Exons 2605.. 2936, 3846.. 3896 

Seq. No. 10471 Seq. ID 

Gene No. 22162 Strand 

Start 5799 End 

Name OJ990520_30 . 9922 . C8 . ol . tm Method 

Start 131 End 

GI none Score 

Exons 131.. 409 



OJ990520_30. 9922. C8 

3896 
AAT/GAP 
3896 
652 



OJ990520_30.9922.C8 
6290 

TBLASTX: Maize 

409 

218 



Seq. No. 10471 Seq. ID 

r\ Gene No. 22162 Strand 

Start 57 99 End 

ll\ Name OJ990520_30 . 9922 . C8 . ol . tw Method 

>!; Start 173 End 

"LI GI none Score 

!:i Exons 173.. 565 



OJ990520_30.9922.C8 
.6290 

TBLASTX: Wheat 

565 

186 



□ 



Seq. No. 10471 Seq. ID 

Gene No. 22162 Strand 

Start 5799 End 

Name OJ990520_30 . 9922 . C8 . o2 . gp Method 

Start 5799 End 

GI none Score 

Exons 5799.. 6290 



OJ990520_30. 9922.C8 

6290 
AAT/GAP 
6290 
924 



Seq. No. 10472 Seq. ID OJ990520_30 . 9922 . C9 

Gene No. 22163 Strand + 

Start 1 End .10562 

Name OJ990520_30 . 9922 . C9 . ol . np Method AAT/NAP 

Start 1 End 10562 

GI 4417309 Score 839 

Exons 1..27, 529. .889, 2893. .3167, 5362. .6112, 6203. .6534, 

10537. .10562 

GI Descrip. (AC00644 6) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 10472 Seq. ID 

Gene No. 22163 Strand 

Start 1 End 

Name OJ990520_30 . 9922 . C9 . ol . gs Method 

Start 552 End 

GI none Score 

Exons 552.. 828, 1482.. 1564 



OJ990520_30.9922.C9 
+ 

10562 
GEN SCAN 
1564 
.54 



10871 



beq. no. 


i n a n o 


beq. id 




no 
. by 


Pona NT /"\ 

bene no . 


22164 


Strand 


+ — 




Start 


13122 


End 


13687 




Name 


OJ990520 30.9922.C9.o2.gp 


Method 


AAT/GAP 




O 4 v v- 4- 

otart 


13122 


End 


13687 




bl 


uC-osflcyp088bl2bl 


Score 


159 




Exons 


13122. .13230, 13662. .13687 








GI Descrip. 


f 5257255/dbj | AP000364 . 1 | AP000364 3 . Oe 


-36 Oryza sativa genomi 




DNA, chromosome 8, clone : P0026F07 f 






beq. no. 


10472 


Seq. ID 


OJ990520__30. 9922 


.C9 


bene lno . 


22165 


Strand 


+ 




Start 


18732 


End 


19135 




Name 


OJ990520 30.9922.C9.o3.gp 


Method 


AAT/GAP 




b tart: 


18732 


End 


19135 




bl 


2312652 


Score 


695 




Exons 


18732.. 19135 








GI Descrip. 


4521194 /dbj I AB013613 . 1 | AB013613 2.0e- 


40 Oryza sativa DNA, 




centromere sequence RCB11 








beq. no. 


10472 


Seq. ID 


OJ990520_30. 9922 


.C9 


bene ino . 


22166 


Strand 


+ 




Start 


24497 


End 


26561 ( 




Name 


OJ990520 30. 9922.C9.o3.np 


Method 


AAT/NAP 




btart 


24497 


End 


' 26561 




bl 


4417307 


Score 


415 




Exons 


24497. .24521, 25743. .26561 








GI Descrip. 


(AC006446) putative retroelement pol 


polyprotein [Arabidopsi 




thaliana] 








beq. NO. 


10472 


Seq. ID 


OJ990520_30.9922 


.C9 


Gene No. 


22166 


Strand 


+ 




Start 


24497 


End 


26561 




Name 


OJ990520 30. 9922.C9.o2.np 


Method 


AAT/NAP 




O 4 1 -v 4- 

btart 


25541 


End 


26174 




bi 


2832245 


Score 


353 




Exons 


25541. .26174 








GI Descrip. 


(AF031569) hypothetical protein [Zea mays] 




Seq. No. 


10472 


Seq. ID 


OJ990520_30. 9922 


.C9 


Gene No. 


22167 


Strand 






Cf -vyf 

o Lai L 


12644 


End 


26806 




Name 


OJ990520 30.9922.C9.o4.tw 


Method 


TBLASTX: Wheat 




btart 


609 


End 


830 




bl 


-none 


Score 


200 




Exons 


609. .830 








Seq. No. 


10472 


Seq. ID 


OJ990520_30. 9922 


.C9 


Gene No. 


22167 


Strand 






Qf 3 -y~ 4- 

b tart 


12644 


End 


26806 




Name 


OJ990520 30.9922.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5143 


End 


5548 




GI 


none 


Score 


158 




Exons 


5143. .5358, 5151. .5318, 5344. 


.5547, 5354. .5548 




Seq. No. 


10472 


Seq. ID 


OJ990520_30. 9922 


.C9 


Gene No. 


22167 


Strand 







10872 



Start 
Name 
Start 
GI 

Exons 



12644 

OJ990520_J30.9922.C9.o3.tm 

5221 

none 

5221. .5358, 5224. .5358, 5341. 



End 

Method 

End 

Score 



26806 

TBLASTX: Maize 

5578 

111 



5565, 5354. .5578, 5354. .5578 



Seq. No. 10472 

Gene No. 22167 

Start 12644 

Name OJ990520_30 . 9922 . C9 . ol . tm 

Start 5606 

GI none 

Exons 5606.. 5989, 5620.. 5976 

Seq. No. 10472 

Gene No. 22167 

Start 12644 

Name OJ990520_30 . 9922 . C9 . ol . tw 

Start 5663 

GI none 

Exons 5663.. 6085, 5668.. 5976, 5762. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_30.9922.C9 
26806 

TBLASTX : Maize 

5989 

386 



Seq. ID OJ990520_30.9922.C9 
Strand 
End 

Method 
End 
Score 
.5980 



26806 

TBLASTX: Wheat 

6085 

431 



Seq. No. 10472 Seq. ID 

Gene No. 22167 Strand 

Start 12644 ;>;'■ End 

Name OJ990520_30 . 9922 . C9 . ol . ts Method 

Start 5741 End 

GI none Score 

Exons 5741.. 6169, 5746.. 5865 



OJ990520_30.9922.C9 
26806 

TBLASTX : Soybean 

6169 

292 



Seq. No. 10472 Seq. ID 

Gene No. 22167 Strand 

Start 12644 End 

Name OJ990520__30 . 9922 . C9 . o5 . tw Method 

Start 6152 End 

GI. none Score 

Exons 6152.. 6397, 6166.. 6396 



OJ990520_30.9922.C9 
26806 

TBLASTX: Wheat 

6397 

182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10472 
22167 
12644 
OJ990520 
12644 
none 
12644 
14594 
23941 
26740 



30.9922.C9.o3.gs 



12883, 
14804, 
24167, 
26806 



13004. .13114, 
14955. .14994, 
24269. .24388, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_30. 9922.C9 

26806 
GENSCAN 
26806 
.46 



13753. .1387 6, 14171. .1428 4, 
17085. .17231, 20859. .21109, 
24 484 . .24746, 25014 . . 2514 8 , 



Seq. No. 10472 Seq. ID 

Gene No. 22167 Strand 

Start 12644 End 

Name OJ990520_30 . 9922 . C9 . o2 . tm Method 

Start 25743 End 

GI none Score 

Exons 25743. .26204, 25850.. 26203 



OJ990520_30.9922.C9 
26806 

TBLASTX: Maize 

26204 

359 



10873 




Seq. No. 


10472 


Seq. ID 


OJ990520_30.9922 


.C9 


Gene No. 


22167 


Strand 






btart 


±Z OH H 


X? r^, r-i 


Z DO U O 




Name 


ujyyuozu ju . yyzz . uy . oj . tw 


Metnoa 


1 b-LAb 1 x : wneat 




Start 


Z Doj4 


Lna 


Z OZ 4 j 




GI 


none 


Score 


O "5 1 
Z J 1 




Exons 


ZOO . . Z DZ f± o 








Seq. No. 


10472 


Seq. ID 


OJ990520_30.9922 


.C9 


Gene No. 


22167 


Strand 






btart 


JLZ o4 4 


hino. 


Z DO U O 




Name 


ujyyuozu ou. yyzz .uy.oz. ts 


Method 


1 D-LAb 1 a : boyoean 




otart 


Z bU 4 J 


EjTIQ. 


z do y u 






none 


Score 


n 0 
/ J 




Exons 


9£ri/l"3 9£*|c:£ 9£1££ OCOQn 








Seq. No. 


10472 ' 


Seq. ID 


OJ990520_30.9922 


.C9 


Gene No. 


22167 


- Strand 






btari: 


JLZ o4 4 


End 


26806 




Name 


ujyyuozu . yyzz . ty . 04 . tin 


Method 


TBLASTX: Maize 




Start 


Z bZU3 


End. 


26374 






none 


Score 


199 




Exons 


ZdZUj. . Z D J / Z , Z O Z U / . . Zdj44 , 


26210. .26374 




Seq. No. 


,10473 


Seq. ID 


OJ990520_30.9922 


.C10 


Gene No. 


22168 


Strand 


+ 




Start 


Z4 o 


End 


526 




Name 


ATnnnco/^ on nnoo /-•"in -^i 

OJyyuozO oU . y yzz . ciu . 01 . gs 


Method 


GENSCAN 




Start 


Z4 0 


End 


526 






none 


Score 


.81 




Exons 


O A Q ROC 
Z 4 O . . JZD 








Seq. No. 


10473 


Seq. ID 


OJ990520_30.9922 


.C10 


Gene No. 


22169 


Strand 


+ 




otart 


Z O Z O 


End 


4279 




Name 


ujyyuozu ju . yyzz . oiu . 00 . gs 


Method 


GENSCAN 




btart 


ZoZ 0 


-End 


4279 






none 


Score 


.71 




Exons 


oqoc oono jIOI/ yl oiq 
ZoZo..oZUo, 4ZI4..4Z/y 








beq . no . 


1U4 /o 


Seq. ID 


OJ990520_30.9922 


.LIU 


Gene No . 


091 in 
z z ± / u 


Strand 


-f- 






11176 


End 


14101 




Name 


OJ990520 30.9922.C10.ol.np 


Method 


AAT/NAP 




Start 


11176 


End 


14089 




GI 


6691716 


Score 


2482 




Exons 


11176. .12060, 12258. .12436, 


12513. .12615, 12692. .12871, 






1294 9. .13136, 13211. .13313, 


13463. . 13576, 13650.. 14089 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] > 






gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


10473 


Seq. ID 


OJ990520_30.9922 


.C10 


Gene No. 


22170 


Strand 


+ 




Start 


11176 


End 


14101 




Name 


OJ990520 30. 9922. C10. 06. gs 


Method 


GENSCAN 




Start 


11176 


End 


14101 





10874 



GI 

Exons 



none Score .85 . ■ 

11176. .12060, 12216. .12436, 12513. .12871, 12949. .13136, 
13211. .13400, 13650.. 14101 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10473 Seq. ID 

22171 Strand 
20249 End 
OJ990520_30. 9922. C10. ol.gp Method * 
20249 End 
5816562 Score 
20249. .20274, 20595.. 21007 

6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ990520_30. 9922. C10 
+ 

21007 
AAT/GAP 
21007 
'612 



10473 Seq. ID 

22172 Strand 
24377 End 
OJ990520_30. 9922. C10. o3.np Method 
24377 End 
5295950 Score 
24377. .24848, 26023.. 26052 

(AB026295) EST AU066268 ( S5980 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990520_30. 9922. C10 
+ 

26052 
AAT/NAP 
26052 
127 



Seq. No. 


10473 






Seq. . ID 


OJ990520_30, 


.9922 


.C10 


Gene No. 


22173 






Strand 








Start 








PnH 


2070 






Name 


OJ990520 30.9922 


.C10.o2, 


.gs 


Method 


GENSCAN 






Start 


646 






End 


2070 






GI 


none 






Score 


. 98 






Exons 


646. .1070, 1518. 


.2070 












Seq. No. 


10473 






Seq. ID 


OJ990520_30, 


.9922 


.C10 


Gene No. 


22174 






Strand 








Start 


8167 






End 


9220 






Name 


OJ990520 30.9922 


.ClO.oS, 


.gs 


Method 


GENSCAN 






Start 


8167 






End 


9220 






GI 


none 






Score 


.74 






Exons 


8167. .8275, 8372 


. .8642, 


8965. 


.9220 








Seq. No. 


10473 






Seq. ID 


OJ990520_30, 


,9922, 


.C10 


Gene No. 


22175 






Strand 








Start 


14431 






End 


24621 






Name 


OJ990520 30.9922 


.C10.o9. 


.tw 


Method 


TBLASTX: Wheat 




Start 


11272 






End 


11586 






GI 


none 






Score 


217 






Exons 


11272. .11586 














Seq. No. 


10473 






Seq. .ID 


OJ990520_30. 


9922. 


,C10 


Gene No. 


22175 






Strand 








Start 


14431 






End 


24621 






Name 


OJ990520 30.9922 


.C10.o7. 


gs 


Method 


GENSCAN 






Start 


14431 






End 


17529 






GI 


none 






Score 


1 






Exons 


14431. . 17529 














Seq. No. 


10473 






Seq. ID 


OJ990520_30. 


9922. 


,C10 



10875 



Gene No. 22175 Strand 

Start 14431 End 

Name OJ990520_30 . 9922 . CIO . o2 . tw Method 

Start 14443 End 

GI none Score 

Exons 14443. .14574, 14566 .. 15057, 14774 .. 14896, 14878 .. 14 907, 
14951.. 15037 



24621 

TBLASTX: Wheat 

15057 

86 



Seq. No. 10473 

Gene No. 22175 

Start 14431 

Name OJ990520_30 . 9922 . C10 . o2 . np 

Start 14467 

GI 5922631 

Exons 14467. .16994, 
19457. .19664, 

GI Descrip. 



17601, 
19922. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
18654 
20425 



OJ990520 30. 9922. C10 



24621 
AAT/NAP 
20548 
6757 

18847. 



, 19411, 



,18527, 18654.. 18804 
,20166, 20425.. 20548 
(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1 . (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the . 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AFQ49110) [Oryza sativ 



Sprr No 


10473 






Seq. ID 


OJ990520_30. 9922 




Gene No . 


22175 






Strand 






Start 


14431. 






End 


24621 




Name 


OJ990520 30. 9922. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14482 






End 


14745 




GI 


none 






Score 


100 




Exons 


14482. 


.14583, 14483. 


.14584, 


14563. .14745, 14 564. .14 689 




Seq. No. 


10473 






Seq. ID 


OJ990520_30.9922, 


.C10 


Gene No. 


22175 






Strand 






Start 


14431 






End 


24621 




Name 


OJ990520 30. 9922. C10 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


14827 






End 


15100 




GI 


none 






Score 


'53 




Exons 


14827. 


.14913, 14923. 


.15006, 


14933. .15010, 14993. .15100, 






15001. 


.15099 










Seq. No. 


10473 






Seq. ID 


OJ990520_30.9922. 


.C10 


Gene No. 


22175 






Strand 






Start 


14431 






End 


24621 




Name 


OJ990520 30. 9922. C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15170 






End 


15561 




GI 


none 






Score 


192 




Exons 


15170. 


.15559, 15172. 


.15561, 


15172. . 15558 




Seq. No. 


10473 






Seq. ID 


OJ990520_30.9922, 


■ C10 


Gene No. 


22175 






Strand 






Start 


14431 






End 


24621 




Name 


OJ990520 30. 9922. C10 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15233 






End 


'15565 




GI 


none 






Score 


250 




Exons 


15233. 


.15565, 15241. 


.15564 









10876 



Seq. No. 


10473 






Gene No. 


22175 






Start 


14431 






Name 


OJ990520 30. 9922. CIO 


. olO . tw 


O Lai L 


15562 






(11 


none 








15562. 


.15660, 15587. 


. 15676, 


Seq. No. 


10473 






Gene No. 


22175 






Start 


14431 








OJ990520 30. 9922. CIO 


. 06 . tm 


u Lai l 


15793 






\J J. 


none 






R von s 


15793. 


.16047, 15932. 


. 16039, 


Seq. No. 


10473 






Gene No. 


22175 






' start 


14431 






Name 


OJ990520 30. 9922. C10 


o5 . tw 


Of- a r +- 


15877 








none 






Fynn ^ 

L_J Vmi/ X 1 o 


15877. 


.16299, 15953. 


. 16294 


- Seq. No. 


10473 






Gene No. 


2217 5 






Start 


14431 






Name 


OJ990520 30. 9922. C10 




OLdlL 


15920 








none 






R von ^ 


15920. 


.16159, 15922. 


. 16164 , 


Seq. No. 


10473 






Gene No. 


22175 






Start 


14431 






Name 


OJ990520 30. 9922. C10 


. 08 . tw 


OLqI l 


16300 






GI 


none 






R v o n *5 


16300. 


.16395, 16303. 


. 16584 , 




10473 






Gene No. 


22175 






Start 


14431 






Name 


OJ990520 30. 9922. C10 


o3 . tm 


Start 


16423 






GI 


none 






R von <=; 


16423. 


.16449, 16459. 


. 16584 , 




16612. 


.16866, 16613. 


. 16867 


Seq. No. 


10473 






Gene No. 


22175 






Start 


14431 






Name 


OJ990520 30. 9922. C10 


. ol . ts 


Start 


16534 






GI 


none 






Exons 


16534. 


.16965, 16568. 


.16708, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End' 

Method 

End 

Score 



Seq. ID 
.Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_30. 9922. C10 
24621 

TBLASTX: Wheat 

15861 

58 



OJ990520_30. 9922. C10 
24621 

TBLASTX: Maize 

16152 

63 



OJ990520_30. 9922. C10 
24621 

TBLASTX: Wheat 

16299 

220 



OJ990520_30. 9922. C10 
24621 

TBLASTX : Soybean 

16308 

108 



OJ990520J30. 9922. C10 
24621 

TBLASTX: Wheat 

16584 

64 



OJ990520_30. 9922. C10 
24621 

TBLASTX: Maize 

16867 

56 



16459. .16590, 16609. .16866, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_30. 9922. C10 
24621 

TBLASTX : Soybean 

16965 

41 



10877 



Seq. No. 


10473 




Gene No. 


22175 






14431 




Name 


D.TQQO^O 10 QQ99 PI 0 


• Oj • tW 




1 fiSR Q ~ 




ot 
VjX 


none 




F von q 


16^89 1 6969 1 6^94 


17011 

> X / Ul J 


Seq. No. 


10473 ' 




Gene No. 


22175 




O Lai U 


14 411 




Name 


n.TQQn^^n 10 QQ99 no 


o9 f m 
. OZ. . L.1TL 


Cf -5 v--j- 


1 70Q7 ~ 




V3X 


none 




Exons 


1 70Q7 1 7^ft1 1 70QP, 


1 7 90 S 


Seq. No. 


10473 




Gene No. 


22175 




uLai L 


14 411 




Name 


DTQQ0R90 10 QQ99 ri n 


1 

• O X . t W 


Oldl L 


17100 — 

X / X £. 0 




OX 


none 




F von q 

Ej A. J 1 1 0 


171 ?fi 1 7 SP. 1 17199 


1 7 SP.4 

• X / JO 1 : 


Seq. No. 


10473 




Gene No. 


22175 




otart 


X 4 ^ O X 




Name 


pitqqocioo qqoo pin 


Q j_ — 

. Oj . tS 


Of v- 4- 


1 7 1 7 Q 

x / x / y 




O T 


none 




Exons 


1717Q 1 711 ^ 1 7190 


1 7 R4 4 


osq. LN 0 . 


X u fl / O 




Gene No. 


22175 




Start 


14431 




LN cliUtr 


n.TQQOR^n in QQ99 pi o 


. oo • qs 




17741 ~ 






none 






1 7741 1 7Q0Q 1 P.0P.1 


1 Q^7Q 




9 4 S4 7 9 4 691 




Sea No 


10473 




Gene No. 


22175 




Start 


14431 




Name 


OJ990520 30. 9922. CIO 


. 06 . tw 


Start 


17836 




GI 


none 




Exons 


17836. .18228, 17843. 


. 18085 



Seq. No. 10473 

Gene No. 22175 

Start 14431 

Name OJ990520_30 . 9922 . C10 . o7 . tw 

Start 18841 

GI none 

Exons 18841. .19242, 18935.. 19243 



Seq. ID OJ990520_30. 9922. CIO 
Strand 

End 24 621 

Method TBLASTX : Wheat 

End 17013 

Score 282 



Seq. ID OJ990520_30. 9922. CIO 
Strand 

End 24621 

Method TBLASTX: Maize 

End 17454 

Score 50 
17098. .174 54, 17222. .174 37 

Seq. ID OJ990520_30. 9922. C10 
Strand 

End 24621 

Method TBLASTX : Wheat 

End 17584 

Score 257 



Seq. ID OJ990520_30. 9922. C10 
Strand 

End 24621 

Method TBLASTX : Soybean 

End 17544 

Score 139 



Seq. ID OJ990520_30. 9922. C10 
Strand 

End 24621 
Method GENSCAN 
End .."24621 
Score ' . 52 
19883. .20596, 24050 24230, 



Seq. ID OJ990520_30. 9922. C10 
Strand 

End 24621 

Method TBLASTX : Wheat 

End 18228 

Score 166 



Seq. ID OJ990520_30. 9922. C10 
Strand 

End 24621 

Method TBLASTX : Wheat 

End 19243 

Score 110 



10878 




Seq. No. 


10474 








Seq. ID 


OJ990520_30.9922.C11 


Gene No. 


22176 








Strand 


+ 




9ft 7 
Z o / 








iLina 


c. 1 *3 


Name 


Pi TQQn i;on 


"50 QQ99 P11 

jU . y yzz . bii 


^1 
. oi 


. gs 


fV/T ±* V^i /-J 


PTTNTCPZiNT 
boINob/^lN 




9 p 7 








rjna 




P T 
bl 


none 








Score 


R7 


Exons 


9 ft 7 A C\Q 
Z O 1 . . *i U y , 


4 97 R 1 ^ 










Seq. No. 


10475 








Seq. ID 


OJ990520_30. 9922.C12 


Gene No. 


22177 








Strand 


+ 




9 Gi "3 








£jna 


TCQ 
/JO 


Name 




^fl QQ99 P19 

o\) . y yzz .uiz 


. Ol 


. tut 


Method 


TDTBCTY'Mai ^ c 

i dj_i/\o i a . irjai ze 




141 








ii<na 


cot; 
OZ D 


P T 


none 








Score 


Q7 

y / 


Exons 


1/11 9 ^ 1 


1 /I ^ 9 "3 


1 (TO 

IDj 


9 1 A 
. . Z oft , 


9 £9 coc 
Z OZ . . DZO/ 


970, A OA 9Q"3 c. 1 £ 
Z/U. . 4 y 4 , Zoo. .DID 


oeq . no . 


1 H 4 7 ^ 








oeq . iu 


PiTQQnR9D *}n QQ99 PI 9 

ujyyuozu ou.yyzz.^±z 


Gene No. 


22177 








Strand 


+ ~ 


Start 


253 








End 


758 


Name 


Pi TQQfm9fl 
UJ y y U3Z U 


on QQ99 P19 

jU. yyzz.ci-z 


.ol 


.np 


Method 


AAT/NAP 




9 t; o — 








End 


758 


pt 


oofioo yy 








Score 


464 


Exons 


O E O T CO 

ijj. . / Do 












GI Descrip. 


f Ti£Q A C\Q \ 
\ U DO fi Uo ; 


_ 

b end not 


determined experimentally [Zea mays] 


Seq. No. 


10475 








Seq. ID 


OJ990520_30.9922.C12 


Gene No. 


22177 








Strand 


+ 


O i 1 -y-+- 


OCT 








End 


758 


Name 


p to q ri c o n 

uj y y uoz u 


"5fl QQOO PIO 

. y yzz .biz 


.ol 


.gs 


Method 


GENSCAN 


Start 


ZOO 








End 


402 


P T 


none 








Score 


.92 


Exons 














Seq. No. 


10475 








Seq. ID 


OJ990520_30.9922.C12 


Gene No. 


22177 








Strand 


+ 




Z JJ 








End 


758 


Name 


Pt TQQHROn 

uj y yuozu 


*3 Pi QQ99 P19 

ju . y yzz .biz 


.ol 


. tw 


Method 


TBLASTX: Wheat 


o uar c 


97 7 _ 

Z / / 








End 


594 


P T 


none 








Score 


237 


HiXons 


9 7 7 S Qd 

z / / . . o y 4 , 


9Q1 R1 9 
zyx. . o j. z 










oeq . ino . 


1 n /i 7 








Seq. ID 


OJ990520_30. 9922.C12 


Gene No. 


22177 








Strand 


+ 


Start 


253 








End 


758 


Name 


Pj TQQfl ^90. 

uj y y u o z u 


on QQ99 PI 9 
ju . yyzz . biz 


,o2 


. tm 


Method 


TBLASTX: Maize 


oCait 


coo — 








End 


756 


P T 
bl 


none 








Score 


69 


Exons 


coo to c 
Dzo . . OJJ, 


c, A A CO o 

04 4 . . DJJ; 


623 


. .733, 


624. .752, 


624. .740, 628. .756, 




CylH TCO 












oeq. No. 


i n / 7 c 








Seq. ID 


OJ990520_30.9922.C13 


Gene No. 


22178 








Strand 


+ 


Start 


1 








End 


419 


Name 


OJ990520 


30. 9922.C13 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


419 


GI 


2498930 








Score 


703 


Exons 


1. .419 













10879 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



10476 Seq. ID 

22178 Strand 

1 End 
OJ990520_30 . 9922 . C13 . ol . gs Method 

85 End 

none Score 
85. .306 



OJ990520_30.9922.C13 
+ 

419 

GENSCAN 

306 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start , 
Name r " 
Start 
GI 

Exons 



10477 Seq. ID 

22179 Strand 

1 End 

OJ990530_33. 9924 .Cl.ol.np Method 

1 End 

6630685 Score 
1. .1396 

(AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



OJ990530_33.9924.C1 
+ 

1399 
AAT/NAP 
1396 
1263 



(AF105716) 



10477 Seq. ID 

22179 Strand 

1 End 

OJ990530_33. 9924 .Cl.ol>gs Method 

191 End 

none Score 

191. .339, 419. .891, 924. .1399 



OJ990530_33.9924.C1 
+ 

1399 
GENSCAN 
1399 
.83 



Seq. No. . 10477 

Gene No. 22180 

Start 2922 

Name OJ990530_33 . 9924 . CI . o2 . gs 

Start 2922 

GI none 

Exons 2922.. 3004, 3218.. 3519, 4187, 
6724. .6772, 8727. ..8758, 9731, 



Seq. ID OJ990530_33.9924.C1 

Strand + 

End 10188 

Method GENSCAN 

End 10188 

Score .71 

.4215, 5897. .5926, 6371. .6446, 
,9844, 10001. .10188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990530_33. 9924. CI 
+ 

10188 
AAT/GAP 
3454 
932 



10477 Seq. ID 

22180 Strand 
2922 End 
OJ990530_33. 9924 .Cl.ol.gp Method 
2965 End 
uC-osrocyp002b09bl Score 
2965. .3454 

' 4 521193/dbj | ABO 134 50 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 

10477 • Seq. ID OJ990530_33 . 9924 . CI 

22181 Strand 

3666 End 4011 

OJ990530_33 . 9924 . CI . o2 . gp Method AAT/GAP 

3666 End 4011 

uC-osrocyp002b09al Score 485 
3666. .4011 

»4768980/gb|AAD29703.1|AF140490_l 1.0e-35 (AF140490) heat-shock 
protein [Oryza sativa] 1 



10880 






Seq. No. 


10477 




Seq. ID 


OJ990530_33.9924 


.CI 




Gene No . 


22182 




Strand 








Start 


11027 




End 


16105 






Name 


OJ990530 33. 9924 .CI, 


ol . tw 


Mp t hod 


TBLASTX • Whpat- 






Start 


185 ~ 




End 


355 






GI 


none 




Score 


231 






Exons 


185 . . 355, 186. . 272, 


187 354 










Seq. No. 


10477 




Seq. ID 


OJ990530_33.9924 


.CI 




Gene No. 


22182 




Strand 








Start 


11027 




End 


16105 






Name 


OJ990530 33. 9924. CI. 


o2 . ts 


Mp t* hod 


TBLASTX • Sovbpan 






Start 


185 ~~ 




End 


372 






GI 


5509260 




Score 


254 






Exons 


185. .370, 186. .344, 


187 . . 372 










GI Descrip. 














Seq. No. 


10477 




Seq. ID 


OJ990530J33.9924 


.CI 




Gene No. 


22182 




Strand 








Start 


11027 




End 


16105 






Name 


OJ990530 33. 9924 .CI. 


o2 . tm 


Mp1~ hind 


TBLASTX * Ma i 7P 






Start 


185 ~~ 




End 


608 






GI 


none 




■ Score 


293 




's s? 


F.xon 

J_J *\ 1 lu 


185 412 186 344 


187 396 


' 40? 608 


4fi? fins 




: ; [ I 


Seq. No. 


10477 




Seq. ID 


OJ990530_33. 9924 


.CI 






22182 




Strand 






r=: 


Start 


11027 




End 


1U1U J 




I ;j 


Name 


OJ990530 33 9924 CI 


o3 . ts 


L JC LilUU. 


x DxjiT.0 -L /\ ■ OL^^yxJtrdii 




. =i 


Start 


512 _ 




End 


74 0 




ri! 


GI 


none 




Score 


192 






Exons 


512 . . 679, 516 740 












Seq. No. 


10477 




Seq. ID 


OJ990530_33. 9924 


.CI 




Gene No . 


22182 




Strand 






i : s: 


Start 


11027 




End 


16105 






Name 


OJ990530 33 9924 CI 


o2 . tw 


Mof hod 


TBLASTX • Whp^i- 




"sar 
.: =; 


Start 


540 ~ 




End 


896 




-i 


GI 


none 




Score 


103 




,s c; 

i t _i 


Exons 


540 . . 692, 720 . . 896 












Seq. No. 


10477 




Seq. ID 


OJ990530_33.9924 


.CI 




Gene No . 


22182 




Strand 








Start 


11027 




End 


16105 






Name 


OJ990530 33. 9924. CI 


ol . tm 


Method 


TBLASTX: Maize 






Start 


723 ~~ 




End 


1378 






GI 


none 




Score 


206 






Exons 


723 . . 920, 731 . . 901, 


932 1378 


, 934.. 1377 






Seq. No. 


10477 




Seq. ID 


OJ990530_33.9924 


.CI 




Gene No. 


22182 




Strand 








Start 


11027 




End 


16105 






Name 


OJ990530 33. 9924. CI. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


732 




End 


1378 






GI 


none 




Score 


110 






Exons 


732. .902, 1013. .1147 


, 1165. .1284, 1166. 


.1378 





10881 




Seq. No. 


10477 


Seq. ID 


OJ990530_33.9924.C1 


Con o M r\ 


22182 


Strand 






1 1 097 


End 


16105 


Name 


OJ990S30 33 9924 CI ol ts 


Method 


TBLASTX : Soybean 




7 4 1 " 

/ 4 1 


End 


1420 


O X 


none 


Score 


111 


CjAUJIo 


741 902 932 1129, 934.. 


1044, 1157 . . 


1420, 1162 . . 1323 


Seq. No. 


10477 


Seq. ID 


OJ990530_33.9924.C1 


Gene No. 


22182 


Strand 




Start 


11027 


End 


16105 


Name 


OJ990530 33.9924.Cl.o2.np 


Method 


AAT/NAP 


Start 


10904 


End 


16105 


GI 


6069646 


Score 


153 


Exons 


10904. .11187, 11703. .12073 


, 16029.. 16105 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 



[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliaha chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



OcCj. LN V * 


10477 

X \J *i / / 




Seq. ID 


OJ990530 


_33. 


9924 


.CI 


usne lnu • 


991 R? 




Strand 










Of- -a 


11027 




End 


16105 








Name 


OJQ90530 33 


9924 . CI . o3 . gs 


Method 


GENSCAN 








Start 


11027 




End 


11872 








GI 


none 




Score 


.6 








Exons 


11027 . . 11127 


, 11791. .11872 












Seq. No. 


10477 




Seq. ID 


OJ990530 


_33. 


9924 


.CI 


Gene No. 


22182 




Strand 










Start 


11027 




End 


16105 








Name 


OJ990530 33. 


9924.Cl.o4.gs 


Method 


GENSCAN 








Start 


12821 




End 


14296 








GI 


none 




Score 


.56 








Exons 


12821. .12997 


, 13161. .13481, 


13850. .13919, 14178 


. . 14296 




Seq. No. 


10478 




Seq. ID 


OJ990530 


_33. 


9924 


.C2 


Gene No. 


22183 




Strand 


+ 








Start 


34 




End 


5207 








Name 


OJ990530 33. 


9924.C2.ol.gs 


Method 


GENSCAN 








Start 


34 




End 


5207 








GI 


none 




Score 


.44 








Exons 


34. .76, 114. 


.239, 904.. 1095, 


1503. .1640, 1694.. 


1829 


1848. 




2161. .2256, 


2968.. 3060, 4950 


. .5207 










Seq. No. 


10478 




Seq. ID 


OJ990530 


_33. 


9924 


.C2 


Gene No. 


22184 




Strand 










Start 


1 




End 


291 








Name 


OJ990530 33. 


9924 .C2.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


291 








GI 


6742729 




Score 


152 








Exons 


1. .291 














GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 










Seq. No. 


10478 




Seq. ID 


OJ990530 


_33. 


9924 


.C2 



10882 




Gene No. 


22185 


Strand 




Start 


4081 


End 


4531 


Name 


OJ 990530 33 . 9924 . C2 . o2 . np 


Method 


7\ 7\ m / Vf TV T"> 

AAT/NAP 


Start 


4081 


End 


4531 


GI 


1785701 


Score 


O C A 

264 


Exons 


4081 . . 4531 






GI Descrip. 


( Y08501 ) orr 154 [Araoiaopsis 


thaliana. 


■ 

• 


Seq. No. 


10478 


Seq. ID 


OJ990530_33. 9924 .C2 


Gene No. 


22186 


Strand 




Start 


7340 


End 


a o a ~i 

9207 


Name 


OJ990530 33.9924.C2.ol. tw 


Method 


TBLASTX : Wheat 


Start 


4165 


End 


A O O A 

4 380 


GI 


none 


Score 


193 


Exons 


416b. .4 380 






Seq. No. 


10478 


Seq. ID 


OJ990530_33.9924.C2 


Gene No. 


22186 


Strand 




Start 


7340 


End 


y20 / 


Name 


OJ990530 33. 9924 -C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4 74 9 


End 


C O A 1 

5201 


GI 


none 


Score 


228 


Exons 


4749. .b063, 514 2. .5201 






J 

=f Seq. No. \. ; 


10478 


Seq. ID 


OJ990530 33. 9924. C2 


?i Gene No.'' 


22186 


Strand 


-■ 


Start 


7340 


End 


9207 


=: Name 


OJ990530_33 . 9924 . C2 . ol . tm 


Method 


TBLASTX : Maize 


l\ Start 


4791 


End 


5201 


d gi 


none 


Score 


184 


s = Exons 


4791. .5087, 5121. .5201 






h ' Seq. No. 


10478 


Seq. ID 


OJ990530_33.9924.C2 


Gene No. 


22186 


Strand 




J Start 


7340 


End 


A O A *7 

9207 


4 Name 


OJ990530_33 . 9924 . C2 . o2 . gs 


Method 


GENSCAN 


■ ; Start 


7340 


End 


A O A T 

9207 


5 i GI 


none 


Score 


. 5 / 


:: Exons 
j 


—j o /i r\ "7>iot a Am A o A "7 

7340.. 7421, 8969.. 92 07 






J Seq. No. 


1 A /I T A 

1047 9 


Seq. ID 


/^TAAACOA 0"3 AAO/1 Z™' O. 

OJ 990530 33 . 992 4 . C3 


Gene No. 


22187 


Strand 


+ 


Start 


1 


End 


20156 


Name 


OJ990530 33.9924.C3.o3.gp 


Method 


AAT/GAP 


Start 


1 


End 


20156 


GI 


LIB3477-003-P1-K1-E9 


Score 


119 


Exons 


1..19, 14679. .14718, 20103.. 


20156 




GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


10479 


Seq. ID 


OJ990530_33. 9924 . C3 


Gene No. 


22187 


Strand 


+ 


Start 


1 


End 


20156 


Name 


OJ990530 33.9924 .C3.ol.gs 


Method 


GENSCAN 


Start 


114 


End 


604 


GI 


none 


Score 


.84 



10883 





Exons 


11/1 1 C y|7 £Zn A 
114. .lOO, 04 / . . bU4 












Seq. No. 


10479 


Seq. ID 


OJ990530_ 


_33.9924 


.C3 




Gene No. 


22187 


Strand 


+ 








Start 


1 




zUl Ob 








Name 


OJ990ooU oo . 99z4 . Co . ob . gs 


Method 


bhNoLAN 








Start 


18251 


hna 


IbO 1 4 








GI 


none 


Score 


Q "7 

. y / 








Exons 


Io^jI. . lOZ OZ , Id JOj. . 100 / 4 












Seq. No. 


10479 


Seq. ID 


OJ990530 


j j . y yz 4 


. Co 




Gene No. 


22188 


Strand 


+ 








Start 


22090 


End 


33323 








Name 


OJ990530_33. 9924 .C3.o8.gs 


Method 


GENSCAN 








Start 


22090 


End 


33323 








GI 


none 


Score 


.8 








Exons 


ooAon ooio/i ooono ooooi 
zzUyU . . ZZ lz 4 , ZZ oUz . . zzoo 1 , 


22648. .22725, 24417 


. . Z 4 OZ U , 








z4 yl / . . zolUo, Z bz 14 . . Z b4 bo , 


28305. .28430, 30814 


. . ou y / o , 








olboo . . ol / bo, oz 4 oo . . oz oo / , 


32817. .33323 








Seq. No. 


1U4 / y 


Seq. ID 


OJ990530_ 


oo . y y z 4 


. v^O 




Gene No. 


22188 


Strand 


+ 








Start 


22090 


End 


33323 








Name 


OJ990530 33.9924.C3.o2.np 


Method 


AAT/NAP 






: K E 

'=5? 


Start 


.30115 


End 


32063 






en 


GI 


4680186 


: Score 


199 








Exons 


30115. .30153, 31862.. 32063 ' 










■S3? 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






LL! 


Seq. No. 


10479 


Seq. ID 


OJ990530 


oo . y yz4 


. Co 


: "i 
5 5? 


Gene No. 


22189 


Strand 


+ 






Hi 


Start 


33462 


End 


38576 








Name 


OJ990530 33.9924 .C3.o9.gs 


Method 


GENSCAN 






s 


Start 


33462 


End' 


38576 






; 

;sr 


GI 


none 


Score 


.46 






j_ i 
^: 


Exons 


33462. .33893, 34 966 .. 3508 9, 


35814. .36042, 36358 


. . O OH OO , 








36509. .36613, 37078 .. 37090, 


37284..37563, 38453 


. . JOJ / D 






Seq. No. 


10479 


Seq. ID 


OJ990530_ 


oo . y y z 4 


. CO 


;;i 

s c ; 


Gene No . 


22190 


Strand 








»P 


Start 


1 


End 


96 








Name 


OJ990530 33.9924.C3.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


96 








GI 


uC-osflcypl72e09bl 


Score 


167 








Exons 


1. .96 












GI Descrip. 


'3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 41. 


yjxij 






protein gb 1001369 from sequence of Synechocystis sp. 








gb D64006. [Arabidopsis thaliana] 1 










Seq. No. 


10479 


Seq. ID 


OJ990530_ 


_33. 9924 








22191 


Strand 










Start 


607 


End 


4377 








Name 


OJ990530 33.9924 .C3.ol.np 


Method 


AAT/NAP 








Start 


607 


End 


2286 








GI 


6539588 


Score 


223 








Exons 


607.. 646, 1975.. 2286 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 







10884 



Seq. No. 


10479 


Seq. ID 


OJ990530_33.9924 .C3 


Gene No. 


22191 


Strand 




Start 


oU / 




f± O / / 


Name 


OJyyUooU jj . 3 4 . C 5 . oz . gs 


Method 




Start 


a r* a 

y y o 


hjna 


A 'ill 


GI 


none 


Score 


A Q 
. 4 y 


Exons 


yyb. . iioo, lybD. . ^zo / , z//y. 


. z y 4 y , oz o < 


3 "^^n^ OQOC -DQQ1 




4 31b . . 4 o / / 






Seq. No. 


10479 


Seq. ID 


OJ990530_33. 9924 ,C3 


Gene No. 


22192 


Strand 




Start 


6375 


End 


i n o q i 
i y i 


Name 


OJ990530 33.9924.C3.o3.gs 


Method 




Start 


6375 


End 


iuz y i 


GI 


none 


Score 


. / 3 


Exons 


6375. .6521, 6624.. 6865, 10243.. 10291 




Seq. No. 


10479 


Seq. ID 


OJ990530_33.9924.C3 


Gene No. 


22193 


Strand 




Start 


11491 


End 


13759 


Name 


OJ990530 33.9924.C3.o4.gs 


Method 


GENSCAN 


Start 


11491 


End 


13759 


GI 


none 


Score 


.63 


Exons 


11491. . 11616, 12204. .12320, 

- 


13265. .13406, 13578.. 13759 


Seq. No. 


10479 


Seq. ID 


OJ990530_33. 9924 .C3 


Gene No. 


22194 


Strand 




Start 


15488 


End 


17071 


Name 


OJ990530 33. 9924 .C3.o5.gs 


Method 


GENSCAN 


Start 


15488 


End 


17071 


GI 


none 


Score 


.61 


Exons 


15488. .15657, 15890 .. 16024 , 


16346. .165- 


32, 16741. . 16919, 




16952. .17071 






Seq. No. 


10479 


Seq. ID 


OJ990530_33. 9924 ,C3 


Gene No . 


22195 


Strand 




Start 


19484 


End 


19919 


Name 


OJ990530 33.9924.C3.o7.gs 


Method 


GENSCAN 


Start 


19484 


End 


19919 


GI 


none 


Score 


.5 


Exons 


19484 .. 19686, 19727.. 19919 






Seq. No. 


10479 


Seq. ID 


OJ990530_33. 9924 .C3 


uclie LNO . 


22196 


Strand 




Start 


32458 


End 


34077 


Name 


OJ990530 33. 9924 .C3.o3.np 


Method 


AAT/NAP 


Start 


32458 


End 


34077 


GI 


6907087 


Score 


527 


Exons 


32458. .32559, 33103.. 34077 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


10479 


Seq. ID 


OJ990530_33. 9924 .C3 


Gene No. 


22197 


Strand 




Start 


36402 


End 


38362 



10885 





Name 


OJ990530 33. 9924. C3. 


o4 .np 


Method 


7\ t\ m / XT TV T~i 

AAT / NAP . 






Start 


36402 




End 


*5 o o r o 

38362 






GI 


6742729 




Score 


O T C 

275 






Exons 


36402. .36444, 37701. 


.38362 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq.. No. 


10479 




Seq. ID 


OJ990530_33.9924 


,C3 




Gene No. 


22198 




Strand - 








Start 


39084 




' End 


43202 






Name 


OJ990530_33.9924.C3. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


37805 




End 


41652 






GI 


none 




Score 


154 






Exons 


37805. .37894, 37897. 


.38154, 


4094 8. .41652, 41132. .41416 






Seq. No. 


10479 




Seq. ID 


OJ990530_33.9924 


. C3 




Gene No. 


22198 




Strand 








Start 


39084 




End 


43202 






Name 


OJ990530 33. 9924. C3. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


37897 




End 


41617 






GI 


none 




Score 


117 






Exons 


37897. .38115, 37897. 


. 38157, 


38150. .38191, 38192. .38254, 








41302. .41616, 41306. 


141617 










Seq. No. 


10479 




Seq. ID 


OJ990530_33.9924 


. C3 




Gene No. . 


22198 




Strand 








Start 


39084 




End 


43202 ■ 






Name 


OJ990530 33-.9924.C3. 


o5 . np 


Method 


AAT /NAP 






Start 


39084 




End 


43202 




'J sr 


GI 


4680203 




Score 


1160 




'■A) 


Exons 


39084. .39116, 40911. 


.41268, 


41545. .41775, 41935 .. 42041, 








42108 . .43202 










fu 


GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




iS 


Seq. No. 


10479 




Seq. ID 


OJ990530_33.9924 


. C3 


r s i 


Gene No. 


22198 




Strand 








Start 


39084 




End 


43202 






Name 


OJ990530 33. 9924. C3. 


olO . gs 


Method 


GENSCAN 






Start 


39281 




End 


42466 






GI 


none 




Score 


.65 






Exons 


39281. .39466, 39544. 


.39636, 


39738. .39798, 39885 .. 39995, 




'\ 




40076. .40327, 40411. 


.40687, 


40743. .41090, 41247 .. 42132, 








42149. .42466 












Seq. No. 


10479 




Seq. ID 


OJ990530_33.9924 


C3 




Gene No. 


22198 




Strand 








Start 


39084 




End 


43202 






Name 


OJ990530 33. 9924. C3. 


ol. tc 


Method 


TBLASTX: Cress 






Start 


40948 




End 


41371 






GI 


none 




- } Score- 


111 






Exons 


40948. .41370, 41132. 


.41371 










Seq. No. 


10479 




Seq. ID 


OJ990530_33.9924 


C3 




Gene No. 


22198 




Strand 








Start 


39084 




End 


43202 






Name 


OJ990530 33. 9924. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


42288 




End 


42631 






GI 


none 




Score 


34 





10886 



Exons 



42288.-42338, 42359 .. 424 45, 42363 42506, 42489.-42587, 
42491. .42589, 42593. .42631 



Seq. No. 10479 Seq. ID 

Gene No. 22198 Strand 

Start 39084 End 

Name OJ990530_33 . 9924 . C3 . o2 . tc . Method 

Start 42539 End 

GI none Score 

Exons 42539. . 42859 



OJ990530_33. 9924.C3 
43202 

TBLASTX: Cress 

42859 - 

269 



Seq. No. 10479 

Gene No. 22198 

Start 39084 

Name OJ990530_33 . 9924 . C3 . o2 . tm 

Start 42560 

GI none 

Exons 42560. .427 63, 42560 . . 427 66, 



Seq. ID OJ990530_33. 9924 .C3 
Strand 

End 43202 

Method TBLASTX : Maize 

End 42797 

Score 131 
42S76..42797, 42585. .42770 



Seq. No. 10479 

Gene No. 22198 

Start 39084 

Name OJ990530_33 . 9924 . C3 . ol . ts 

Start 42620 

GI none 

Exons 42620, .42868, 42639 .. 42860, 



Seq. ID OJ990530_33. 9924 .C3 
Strand 

End 43202 

Method TBLASTX : Soybean 

End 43019 

Score 98 
42892. .43014, 42897. .43019 



Seq. No. 10479 

Gene No. 22198 

Start 39084 

Name OJ990530_33 . 9924 . C3 . o2 . tw 

Start 42635 

GI none 

Exons 4263S..42763, 42755.-42856, 
42897. .43187 



Seq. ID OJ990530_33. 9924 .C3 
Strand 

End 43202 

Method TBLASTX : Wheat 

End 43187 

Score 61 
42761. .42856, 42877 .. 43131, 



Seq. No. 10480 Seq. . ID 

Gene No. 22199 : Strand 

Start 1765 End 

Name OJ990530_33 . 9924 . C5 . ol . gp Method 

Start 1765 End 

GI 4715762 Score 

Exons 1765. .2358 



OJ990530_33.9924.C5 
+ 

2358 
AAT/GAP 
2358 
1050 



Seq. No. 10480 Seq. ID 

Gene No. 22200 . Strand 

Start 6930 ' End 

Name OJ990530_33 . 9924 . C5 . o2 . gp Method 

Start 6930 .. End 

GI 2338_1.R1084 Score 

Exons 6930. .7085 

GI Descrip. ' 5803242/dbj | AP000399 . 1 | AP000399 2.0e-40 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



OJ990530_33.9924.C5 
+ 

7085 
AAT/GAP 
7085 
190 



Seq. No. 
Gene No. 
Start 



10480 
22201 
8166 



Seq. ID OJ990530_33. 9924 .C5 
Strand + 
End 17812 



10887 




Name 


OJ990530_33 . 9924 . C5 . o2 . gs 


Method 


GENSCAN 




Qf- o -v~+- 
OLdl C 


O X D D 


End 


17812 




PT 


none 


Score 


.49 




TP V /~\ TT% C 

Lxons 


fill c; RQ£7 QHRQ Q9QPI 


..9374, 9484. .9654, 9874. .10282 




1 n^Rn iri4^fi iosqi Tn7Qfi 


10980. .11012, 114 22. . 11538, 






1 jOU^ 1 • ± O f Kj £ f 1 JjU / • • 14UU J/ 


14 324. .14 348, 17699. .17812 




o e q . in o • 


1U40U 


Seq. ID 


OJ990530_33.9924. 


PS 


Gene No. 


22201 


Strand 


+ 




Start 


8166 


End 


17812 




Name 


OJ990530 33.9924.C5.ol.np 


Method 


AAT/NAP 




Q4- a 


9450 


End 


9674 






5669654 


Score 


76 




TJ 1 v /""\ 10 0 


9450. .9674 










(AF096262) ER6 protein [Lycopersicon 


esculentum] 




O /T Ma 

O S q • IN U . 


10480 


Seq. ID 


OJ990530_33.9924. 


C5 


Vac lie 1NU > 


22202 


Strand 






Start 


743 


End 


18721 




Name 


OJ990530 33.9924.C5.ol.gs 


Method 


GENSCAN 




OLdl L. 


743 


End 


7097 




P T 


none 


Score 


.68 




Lxons 


743.-775, 1781. .2082, 2454.. 


2560, 3026.. 3073, 4101.. 4201 






4364. .4448, 4458. .4507, 4657 


..4742, 4892. .4985, 5276. .5430, 




. 7060. .7097 








oeq. iNo . 


**10480 


Seq. ID 




p c; 


Gene No. 


22202 


Strand 






Start 


743 


End 


18721 




Name 


OJ990530 33.9924.C5.o2.np 


Method 


AAT/NAP 




Olalt 


4722 


End 


18721 




PT 


1869859 


Score 


102 




Exons 


4722.. 5073, 9549.. 9620, 10590 .. 10674 , 


18254 . . 18721 




bl UcoLIip. 


(Z86099) very large tegument 


protein 


[human herpesvirus 


2] 


Seq. No. 


10480 


Seq. ID 


OJ990530_33.9924. 


C5 


Gene No. 


22202 


Strand 








743 


End 


18721 




Name 


OJ990530 33.9924.C5.o3.gs 


Method 


GENSCAN ■ 




Of a v-f- 

O Ldl U 


18321 


End 


18559 




PT 


none 


Score 


.87 




R von q 


18321. .18559 








Seq. No. 


10481 


Seq. ID 


OJ990530_33.9924. 


C6 


Gene No. 


22203 


Strand 


+ 






161 


End 


3897 




Name 


OJ990530 33.9924.C6.ol.gs 


Method 


GENSCAN 






161 


End 


3897 




P T 


none .. 


Score 


.4 




Exons 


161. .206, 550. .687, 1231. .1260, 2723. 


.2798, 3837. .3897 




Seq. No. 


10481 


Seq. ID 


OJ990530__33.9924. 


C6 


Gene No. 


22204 


Strand 






Start 


8185 


End 


12255 




Name 


OJ990530 33.9924.C6.o5.tw 


Method 


TBLASTX: Wheat 




Start 


8176 


• End 


8392 




GI 


none 


Score 


123 





10888 




Exons 


oi / o . . o jyi; 


o X / / 










Seq. No. 


1 C\ A Q T 

1U4 o 1 






Seq. ID 


OJ990530_33.9924 


. Co 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name .... 


OJ990530 33. 


9924. 


C 6 . o 1 . np 


Method 


AAT/NAP 




Start 


8185 






End 


12255 




GI 


3935164 






Score 


1862 




Exons 


8185. .11600, 


11730. .11943, 12104.. 12255 




GI Descrip. 


(AC004557) F17L21.7 [Arabidopsis thaliana] 




Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


.C6 


Gene No. 


22204 






Strand 


- 




O 4- -v- J- 


8185 






End 


12255 




Name 


OJ990530 33. 


9924. 


C6.o4 .tm 


Method 


TBLASTX: Maize 




btart 


8242 






End 


8538 






none 






Score 


103 




Exons 


OOjIO ocoo 
824z . . 00 DO , 


O O A O 

bV4 J . 


. o4 13 , 8254 . 


o c d o 






Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


.C6 


Gene No. 


22204 






Strand 


- 




otart 


8185 






End 


12255 




Name 


OJ990530 33. 


9924. 


C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8245 






End 


8841 




GI 


none 






' Sqore : 


166 ' ... 




Exons 


8245 . .8841, 


o o a r 

824 6 . 


. 8650, 8714 . 


.8836 






Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


.C6 


Gene No. 


22204 






Strand 






otart 


8185 






End 


12255 




Name 


OJ990530 33. 


9924. 


C6.o2 . tm 


Method 


TBLASTX: Maize 




b tart 


8544 






End 


9006 






none 






Score 


67 




Exons 


O C A A O A 

oo4 4 . . OOD4 , 


O C A O 

oo4 o . 


. yuub, oo4y . 


.8995 






Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


.C6 


Gene No. 


22204 






Strand 






oi art 


8185 ., 






End- 


12255 




Name 


OJ990530 33. 


9924. 


C6.ol.tw ' 


Method 


TBLASTX: Wheat 




btart 


8605 






End 


9036 






none 






Score 


58 




Exons 


8605. .8874, 


8606. 


.8659, 8717. 


.8899, 8872. .9036, 8876. .9028 


Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


.C6 


Gene No. 


22204 






Strand 






otart 


8185 






End 


12255 




Name 


OJ990530 33. 


9924 . 


C6.o3.tm 


Method 


TBLASTX: Maize 




bt art 


9013 






End 


9370 




GI ■} 


none 






Score 


41 




Exons 


9013. .9054, 


9017. 


.9064, 9044. 


.9370, 9055. .9369 




Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


.C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 


9924. 


C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9067 






End 


9502 




GI 


none 






Score 


104 





10889- 



Exons 9067.. 9171, 9157.. 9501, 9158.. 9502 



Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


.C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530_33 . 


9924 


.C6.o2. ts 


Method 


TBLASTX : Soybean 




Start 


9172 






End 


9666 




GI 


5509260 






Score 


90 




Exons 


9172 . . 9666, 


9188 


. . 9343 








GI Descrip. 














Seq. No. 


10481 






Seq. ID 


OJ990530 33.9924 


.C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530_33 . 


9924 


. C6 . o3 . tc 


Method 


TBLASTX: Cress 




Start 


9283 






End 


9558 




GI 


none 






Score 


85 




Exons 


9283. . 9558, 


9425 


. .9535 








Seq. No. 


10481 






Seq. ID 


OJ990530_33 .9924 


. C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 


9924 


. C6 . 06 . tm 


Method 


TBLASTX: Maize 




Start 


9376 






End 


9622 




GI 


none 






Score 


152 




Exons 


9376. . 9621*. 


9383 


..9622, 9518 


. . 9622 






Seq. No. 


10481 






Seq. ID 


OJ990530J33.9924 


.C6 


Gene No. 


22204 






Strand 


— 




Start 


8185 






End 


12255 




Name 


OJ990530 33. 


9924 


,C6.o2 .np 


Method 


AAT/NAP 




Start 


10157 






End 


12255 




GI 


2352260 






Score 


181 




Exons 


10157. .10175 


, 11717.. 12255 








GI Descrip. 


(AF000949) keratin [Canis familiaris] 






Seq. No. 


10481 






Seq. ID 


OJ990530 33.9924 


. C6 


Gene No. 


**22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 


9924 


.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


10228 






End 


10626 




GI 


none 






Score 


300 




Exons 


10228. .10626 












Seq. No. 


10481 






Seq. ID 


OJ990530 33.9924 


. C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 


9924 


.C6.o3. ts 


Method 


TBLASTX: Soybean 




Start 


10228 






End 


10686 




GI 


none 






Score 


269 




Exons 


10228. .10686 












Seq. No. 


10481 






Seq. ID 


OJ990530_33. 9924 


.C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 


9924 


.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10228 






End 


10560 





10890 




GI 


none 






Score 


84 




Exons 


10228 


..10560, 10292, 


, . 10447, 


10296.. 10448 




Seq. No. 


10481 






Seq. ID 


OJ990530_33. 9924 


. C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 9924. C6. 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


10235 






End 


10696 




GI 


none 






Score 


151 




Exons 


10235 


..10354, 10237, 


, . 10614, 


10239. .10577, 1028 9. .10633, 






10589 


..10696, 10591, 


. . 10692 








Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


,C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 9924. C6. 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


10702 






End 


10980 




GI 


none 






Score 


50 




Exons 


10702 


..10797, 10723, 


, . 10818, 


10810. .10977, 10810. .10980 




Seq. No. 


10481 






Seq. ID 


OJ990530_33. 9924 


.C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 9924. C6, 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


10786 






End 


11074 




GI 


none 






Score 


85 




Exons 


10786 


..10872, 10876, 


, . 11067, 


10877. .11074 




Seq. No. 


10481 






Seq. ID 


OJ990530_33.9924 


. C6 


Gene No. 


22204 






Strand 






Start . 


8185 






End 


12255 




Name 


OJ990530 33. 9924. C6. 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10882 






End 


11331 




GI 


none 






Score 


45 




Exons 


10882 


..11001, 11029. 


. . 11067 , 


11064. .11108, 1114 6. .11331, 






11149 


. .11268 










Seq. No. 


10481 






Seq. ID 


OJ990530_33. 9924 


.C6 


Gene No. 


22204 






Strand 






Start 


8185 






End 


12255 




Name 


OJ990530 33. 9924. C6, 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10990 






End 


11307 




GI 


none 






Score 


55 




Exons 


10990 


..11067, 10991, 


. . 11065, 


11113. .11307, 11135. .11305 




Seq. No. 


10482 






Seq. ID 


OJ990530_33.9924 


.C7 


Gene No. 


22205 






Strand 






Start 


450 






End 


782 




Name 


OJ990530 33. 9924. C7. 


. ol . gs 


Method 


GENSCAN 




Start 


450 






End 


782 






none 






Score 


.85 




Exons 


450. . 1 


520, 552. .660, 


675. .782 






Seq. No. 


10483 






Seq. ID 


OJ990530_33. 9924 


.C8 


Gene No. 


22206 






Strand 


+ 




Start 


1 






End 


429 




Name 


OJ990530_33.9924 .C8, 


. ol.np 


Method 


AAT/NAP 





10891 






Start 


1 


End 


429 






GI 


3269281 


Score 


285 






Exons 


1 . . 429 










GI Descrip. 


(AL030978) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


10483 


Seq. ID 


OJ990530_33.9924 


.C8 




Gene No. 


22207 


Strand 


+ 






Start 


4044 


End 


9127 






Name 


OJ990530 33.9924.C8.o2.np 


Method 


AAT/NAP 






Start 


4044 


End 


9127 






GI 


6539588 


Score 


144 






Exons 


4044. .4070, 4791. .4852, 6389 


..6594, 8477. .8547, 9097. .9127 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10483 


Seq. ID 


OJ990530_33 .9924 


.C8 




Gene No. 


22207 


Strand 


+ 






Start 


4044 


End 


9127 






Name 


OJ990530 33.9924.C8.o3.np 


Method 


AAT/NAP 






Start 


6637 


End 


8037 






GI 


2626948 


Score 


58 






Exons 


6637. .6657, 7922. .8037 








\" 3 \ 


GI Descrip. 


(D32052) NADH dehydrogenase 


subunit IV 


[Oryza sativa] 




: : bt 
k'J 


Seq. No. 


10483 


Seq. ID 


OJ990530_33 . 9924 


,C8 


.3 31 


Gene No. 


22208 


Strand 








Start 


2027 


End 


6373 




j" i i 


Name 


OJ990530 33.9924.C8.ol.ts 


Method 


TBLASTX: Soybean 




'"t 


Start 


57 


End 


333 




Uf 


GI 


none 


Score 


185 




"it a? 


Exons 


57. .260, 58. .333 








: or 


Seq. No. 


10483 


Seq. ID 


OJ990530 33.9924 


.C8 


.;=; 


Gene No. 


22208 


Strand 






L- J 


Start 


2027 


End 


6373 




: i E 
't . t 

•! 


Name 


OJ990530_33.9924 .C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


147 


End 


405 




! !i 


GI 


none 


Score 


277 






Exons 


147. .368, 148. .405, 157. .375 








: i 

cr 


Seq. No. 


10483 


Seq. ID 


OJ990530_33.9924 


.C8 




Gene No. 


22208 


Strand 








Start 


2027 


End 


6373 






Name 


OJ990530 33.9924.C8.ol.tw 


Method 


TBLASTX: Wheat 






Start 


186 


End 


402 






GI 


none 


Score 


187 






Exons 


186. .401, 187. .402 










Seq. No. 


10483 


Seq. ID 


OJ990530_33.9924 


C8 




Gene No. 


22208 


Strand 








Start 


2027 


End 


6373 






Name 


OJ990530 33.9924.C8.o2.gs 


Method 


GENSCAN 






Start 


2027 


End 


6373 






GI 


none 


Score 


.48 






Exons 


2027.. 2143, 3929.. 4073, 4976 


..5094, 5767. .5842, 5929. .5972, 






6248.. 6373 










Seq. No. 


10484 


Seq. ID 


OJ990530_33.9924 


C9 



10892 



4 



Gene No. 


22209 


Strand 


+ 








btart 


Jo / 


bna 










XT — — 

Name 


ujyyuoju Jo . yy^4 . by . oi . gs 


Me tnoa 


bbNbbAN 








Start 




End 


z y bi 








bl 


none 


Score 


. 0 1 








Exons 


jo/ ..4 jo, zuyy..zibb, zojy.. 


z y bi 










Oz-irt- 'Kin 

beq. No. 


!U4o4 


beq. id 


r\ Toon con 
uo yy uo ju 


o_ o 
J J . 


y yZ 4 


G 

. cy 


Gene No. 


22209 


Strand 


+ 








Start 


387 


End 


4206 








Name 


OJ990530 33.9924.C9.ol.np 


Method 










btart 


1668 


End 


4 zub 








GI 


4680186 


Score 


1 i z 








Exons 


1668.-1763, 3046.. 3203, 3773 


. .4206 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


10484 


Seq. ID 


OJ990530_ 


_33. 


9924, 


.C9 


Gene No. 


22210 


Strand 










otart 


3501 


End 


A 1 Q Q 








Name 


OJ990530 33.9924.C9.o2.gs 


Method 


C V M C C 7\ M 

bhNbbAN 








Start 


3501 


End 


y| 1 QQ 

4 loo 








bl 


none 


Score 


A Q 
. 4 O 








Exons 


3501. .3701, 4090. .4188 












Seq. No. 


10485 


Seq. ID 


ojyy uo ju 


o o 
J J . 


yyz4 - 


. C1U 


Gene No. 


22211 


Strand 


+ 








Start 


1 


End 


1605 








Name 


OJ990530 33.9924.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


i fi r\ c 

1605 








GI 


6907086 


Score 


CIO 

ol J 








Exons 


1..706, 758. .1055, 1267. .1605 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 








beq. No. 


10485 


Seq. ID 


ojyy uo ju 


o o 
J J . 


yyz4 , 


. C1U 


Gene No. 


22211 


Strand 


+ 








Start 


1 


End 


1605 








Name 


OJ990530 33.9924.C10.o2.np 


Method 


AA1 / NAf 








O 4- -i H-4- 

btart: 


701 


End 


lo lb 








x 
bl 


775215 


Score 


G O 

y j 








Exons 


701. .839, 889. .1078, 1155. .1516 










GI Descrip. 


(U23857) EBNA1 [Herpesvirus 


papio] 










beq. no. 


10486 


Seq. ID 


oiTGGncon 

ojy y uo ju 


o o 
J J . 


G G o yi 

yyz4 . 


P1 1 

. bll 


Gene No. 


22212 


Strand 










Start 


1 


End 


374 








Name 


OJ990530 33.9924.Cll.ol.np 


Method 


AAT/NAP 








Of -i -v- 4- 

oz art 


1 


End 


374 








bl 


2498930 


Score 


122 








Exons 


1..57, 225. .374 












GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


10486 


Seq. ID 


OJ990530_ 


33. 


9924 . 


,C11 


Gene No. 


22212 


Strand 










Start 


1 


End 


374 








Name 


OJ990530 33.9924.Cll.ol.gs 


Method 


GENSCAN 








Start 


13 


End 


284 









10893 






bl 


none 


Score 


Q9 




Exons 


1*3 ^1 99 S 9 ft d 








O r~\ r~x MA 

D6CJ. LN O . 




O C ^ . X.VJ 


OJ990S20 32 9922 CI 




Gene No. 


22213 


Strand 






Start 


1 


End 


600 




Name 


OJ990520 32. 9922.Cl.ol.np 


Method 


AAT/NAP 




DlaiL 


1 


End 


600 




z^ 1 T 
bl 


2498930 


Score 


669 




Exons 


1..372, 540. .600 








bl uescrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774] 


) Sog [Drosophila melanogaster] 




Seq. No. 


1U40 / 


Seq. ID 


OJ990520_32.9922.C1 




Gene No. 


0 0 9 1 "5 


Strand 


- 




0 tar l 


1 
1 


End 


600 




Name 


nTQQrm9D ^9 QQ99 PI nl rr<5 


Method 


GENSCAN 




otan 


/ U 


End 


599 




bl 


none 


Score 


.59 




Lxons 


70 . . 372, 540 . . 599 








Seq. No. 


10488 


Seq. ID 


OJ990520_32.9922.C2 




Gene No. 


22214 


Strand 


+ 




otan 


5246 


End 


5730 


i. S \ 


Name 


OJ990520 32. 9922.C2.o3.gs 


Method 


GENSCAN 


i!fi 


Start 


5246' 


End 


5730 




GI 


none 


Score 


.83 


Pi! 

r "i 


Exons 


5246. .5296, 5626. .5730 








beq. No. 


10488 


Seq. ID 


OJ990520_32.9922.C2 




(2pnp No 


22215 


Strand 


+ 


"s 3f 


Start 


11904 


End 


14187 


;* j { 

; sf 


Name 


OJ990520 32 . 9922.C2 ,o6.gs 


Method 


GENSCAN 




Start 


11904 


End 


14187 




GI 


none 


Score 


.43 




Exons 


11904. .11986, 12332. .12453, 


12870. .13003, 13150. . 13388, 


sis 




13470. .13506, 13769. .13960, 


14068. .141 


87 



Seq. No. 


10488 


Seq. ID 


OJ990520_32. 9922. 


.C2 


Gene No. 


22216 


Strand 


+ 




Start 


15935 


End 


18760 




Name 


OJ990520 32. 9922.C2.o7.gs 


Method 


GENSCAN 




Start 


15935 


End 


18651 




GI 


none 


Score 


.8 




Exons 


15935. .16007, 16736. .17409, 


17477. .17701, 17785. .18651 




Seq. No. 


10488 


Seq. ID 


OJ990520_32. 9922, 


,C2 


Gene No. 


22216 


Strand 


+ 




Start 


15935 


End 


18760 




Name 


OJ990520 32. 9922.C2.o3.np 


Method 


AAT/NAP 




Start 


16738 


End 


18760 




GI 


4559347 


Score 


729 




Exons 


16738. .17409, 174 80. .17701, 


17785. .17970, 18253 .. 18427 , 






18698. .18760 








GI Descrip. 


(AC006585) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


10488 


Seq. ID 


OJ990520_32. 9922, 


,C2 




- - 10894 










Gene No. 


22217 






Strand 


- 






Start . 


2687 






End 


3190 






Name 


OJ990520_32 . 


9922 . 


C2 . o2 . gs 


Method 


GEN SCAN 






Start 


2687 






End 


3190 






GI 


none 






Score 


. 95 






Exons 


2687 . .3190 














Seq. No. 


10488 






Seq. ID 


OJ990520 32.9922 


.C2 




Gene No. 


22218 






Strand 


- 






Start 


7259 






End 


13785 






Name 


OJ990520 32. 


9922 . 


C2 . o4 . gs 


Method 


GENS CAN 






Start 


7259 






End 


7 622 






GI 


none 






Score 


. 81 






Exons 


7259 . . 7321, 


74 05. 


.7501, 7555. 


.7 622 








Seq. No. 


10488 






Seq. ID 


ojyyuozu 


. cz 




Gene No. 


22218 






Strand 








Start 


7259 






End 


13785 






Name 


OJ990520 32. 


9922. 


C2 .ol .np 


Method 


AAT/NAP 






Start 


7317 






End 


13785 






GI 


6691191 






Score 


2773 






Exons 


7317. .10258, 


13700. .13785 










GI Descrip. 


(AC007534) F7F22. 


15 [Arabidopsis thaliana] 




□ 


Seq. No. 


10488 ' 






Seq.. ID 


OJ990520_32. 9922 


-C2 


cn 


Gene No. 


22218 






Strand 








Start 


7259 






End 


13785 




r L| 


Name 


OJ990520 32. 


9922. 


C2.o2.ts 


Method 


TBLASTX : Soybean 




r a j 


Start 


7375 






End 


7902 




: ! 


GI 


none 






Score 


128 




; s J 


Exons 


7375. .7428, 


7414. 


.7500, 7513. 


.7902, 7661. .7879 




ry 


Seq. No. 


10488 






Seq. ID 


OJ990520_32.9922 


.C2 


.: ;i 


Gene No. 


22218 






Strand 






; s wl 


Start 


7259 






End 


13785 




:, J 
"k\ 


Name 


OJ990520 32. 


9922. 


C2.o3. tw 


Method 


TBLASTX: Wheat 




U, 
\' ~ 


Start 


7510 






End 


7896 




'i3 


GI 


none 






Score 


123 




.s a; 
I. -1 

EC? 


Exons 


7510. .7890, 


7540. 


.7896, 7749. 


.7895 






; : ei 

5, 


Seq. No. 


10488 






Seq. ID 


OJ990520_32.9922 


.C2 




Gene No. 


22218 






Strand 








Start 


7259 






End 


13785 






Name 


OJ990520 32. 


9922. 


C2.o4.ts 


Method 


TBLASTX: Soybean 






Start 


7903 






End 


8216 






GI 


none 






Score 


95 






Exons 


7903. .8106, 


7904 . 


.8110, 8092. 


.8178, 8103. .8177, 8175. .8216, 






8176. .8214 














Seq. No. 


10488 






Seq. ID 


OJ990520_32. 9922 


VC2 




Gene No. 


22218 






Strand 








Start 


7259 






End 


13785 






Name 


OJ990520 32. 


9922. 


C2.o6.tw 


Method 


TBLASTX: Wheat 






Start 


7912 






End 


8211 






GI 


none 






Score 


47 






Exons 


7912. .8082, 


8006. 


.8080, 8103. 


.8210, 8104. .8211 





10895 




Seq. No. 


10488 








Seq. ID 


OJ990520_32 . 9922 . 


C2 


Gene No. 


22218 








Strand 






Start 


7259 








End 


13785 




Name 


OJ990520 32. 


9922 


. C2 . o5 . 


gs 


Method 


GEN SCAN 




Start 


8130 








End 


■11600 




GI 


none 








Score 


. 78 




Exohs 


8130. .8289, 


"8305 


. . 9510, 


9541 . 


.10828, . 


10869. . 10985, 11064 




.V 


11389. .11600 












Seq. No. 


10488 








Seq. ID 


OJ990520 32.9922. 


C2 


Gene No. 


22218 








Strand 


- 




Start 


7259 








End 


13785 




Name 


OJ990520 32. 


9922 


. C2 . ol . 


tc 


Method 


TBLASTX : Cress 




Start 


8238 








End 


8621 




GI 


none 








Score 


72 




Exons 


8238. .8531, 


8239 


o n. "5 *i 

. . 8 532, 


854 4. 


O C O 1 






Seq. No. 


10488 








Seq. ID 


OJ990520_32.9922. 


C2 


Gene No. 


22218 








Strand 






Start 


7259 








End 


13785 




Name 


OJ990520 32. 


9922 


. C2 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8334 








End 


8804 




GI 


none 








Score 


86 




Exons 


8334. .8537, . 


8541 


. . 8612, 


8619 . 


.8804, 8676.. 8801, 8677. .8802 


Seq. No. 


10488 








Seq. ID 


OJ990520_32.9922. 


C2 


Gene No. 


22218 








Strand 






Start 


7259 








End 


13785 




Name 


OJ990520 32. 


9922 


. C2.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


8660 








End 


8798 




GI 


none 








Score 


118 




Exons 


8660. .8755, 


8664 


. . 8798, 


8665 . 


.8784, 8 


682. .8798 




Seq. No. 


10488 








Seq. ID 


OJ990520_32.9922. 


C2 


Gene No. 


22218 








Strand 






Start 


7259 








End 


13785 




Name 


OJ990520 32. 


9922 


. C2 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8816 








. End 


9129 




GI 


none 








Score 


191 




Exons 


8816. .9124, 


8817 


. .9119, 


8817. 


.9128, 8944. .9129 




Seq. No. 


10488 








Seq. ID 


OJ990520_32.9922. 


C2 


Gene No. 


22218 








Strand 






Start 


7259 








End 


13785 




Name 


OJ990520 32. 


9922 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8841 








End 


9389 




GI 


none 








Score 


44 




Exons 


8841. .8984, 


8976 


. . 9389, 


8983 . 


.9069, 9151. .9297 




Seq. No. 


10488 








Seq. ID 


OJ990520_32. 9922. 


C2 


Gene No. 


22218 








Strand 






Start 


7259 








End 


13785 




Name 


OJ990520 32. 


9922 


.C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8910 








End 


9263 




GI 


none 








Score 


87 




Exons 


8910. .9197, 


8965 


. .9198, 


9198. 


.9263, 9199.. 9255 





10896 




Seq. No. 


10488 








Seq. ID 


OJ990520_32.9922 


.C2 


Gene No. 


22218 








Strand 






o L3. J- u 


7 9 








End 


13785 




Name 


PiTQQDR9n ^9 


QQ99 
. yy£.£ . 


P9 o1 


CW 


Method 


TBLASTX: Wheat 




otart 


Q1 9Q 








End 


9554 




P T 


none 








Score 


228 




Exons 


Q1 9 Q 




Q4 90 


TP X \J *J • 


.9533, 9502.. 9552 




Seq. No. 


10488 








Seq. ID 


OJ990520_32.9922 


.C2 


Gene No. 


22218 








Oil dllU 








7 9 SQ 








End 


13785 




Name 


HTQQnR9n "39 


QQ99 
. yy£.£ . 


CO r^9 


LIU 


Method 


TBLASTX: Maize 














End 


9767 




P T 


none 








Score 


217 




Exons 


QdOR Q7£7 














Seq. No. 


10488 








Seq. ID 


OJ990520_32.9922 


.C2 


Gene No. 


22218 








C +- nH 
o t. railCj 






ot art 


/ ^ o y 








End 


13785 




Name 


Pi TQQfi R 9 D "39 


QQ99 
. yy£.c. * 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 






QCOQ ~ " 








End 


10052 




P T 


none 








Score 


161 






u ^ .7 . . y f u 0 f 




.10052, 9637 


. .9939 






Seq. No. 


•10488 








Seq. ID 


OJ990520_32.9922 


.C2 


Gene No. 


22218 








Strand 






C -1 i -V--)- 

otart 










End 


137-85 




Name 




. 9922. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




otart 










End 


10053 




p t 


none 








Score 


38 




Exons 




, 9652.. 9705, 9760 


. .9939, 


10006. . 10053 




o e q . in o . 


10489 








Seq. ID 


OJ990520_32. 9922 


PR 


Gene No. 


22219 








Strand 


+ 




Start 


1 








End 


10549 




Name 


OJ990520 32 


. 9922. 


CS.ol. 


np 


Method 


AAT/NAP 






1 








End 


1320 




P T 


4559347 








Score 


222 






1. .274, 1007. .1320 












(AC006585) 


hypothetical 


protein [Arabidopsis thaliana] 




o e q . in o . 


10489 








Seq. ID 


OJ990520_32.9922 


.C5 


Gene No . 


22219 








Strand 


+ 




Start 


1 








End 


10549 




Name 


OJ990520 32 


.9922. 


CS.ol. 


gs 


Method 


.GENSCAN 




Otail. 


667 








End 


10549 




P T 


none 








Score 


. 6 




Exons 


667. .1313, 


1483. . 


1606, 


1962. . 


2033, 3948.. 4046, 4157. .4198, 




4503. .4553, 


4637. 


,4718 7 


5101. 


.5190, 5837.. 5952, 6081.. 6130 




7969. .8124, 


8815. 


.8884, 


9205. 


.9321, 9698.. 9766, 10466.. 


105 


Seq. No. 


10489 








Seq. ID 


OJ990520_32. 9922 


.C5 


Gene No. 


22219 








Strand 


+ 




Start 


1 








End 


10549 




Name 


OJ990520 32 


.9922. 


C5.o3. 


np 


Method 


AAT/NAP 




Start 


8039 








End 


8288 




GI 


2244784 








Score 


56 





10897 




Exons 


8039. .8288 






GI Descrip. 


(Z97335) hypothetical protein [Arabidopsis thaliana] 

jf ■ 




Seq. No. 


10489 Seq. ID 


OJ990520_32.9922. 


,C5 


Gene No. 


22220 Strand 


+ 




Start 


11802 End 


15016 




Name 


OJ990520 32.9922.C5.o4.np Method 


AAT/NAP 




Start 


11802 End 


15016 




GI 


6498436 Score 


61 




Exons 


11802. .11828, 13570. .13830, 14920.. 15016 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


10489 Seq. ID 


OJ990520_32.9922, 


. C5 


Gene No. 


22221 Strand 


+ 




C+- v+- 

btart 


19160 End 


20025 




Name 


OJ990520 32.9922.C5.ol.gp Method 


AAT/GAP 




Start 


19160 End 


19929 




GI 


10994 1.R1084 Score 


888 




Exons 


19160. .19364, 19521. .19596, 19718. .19929 




GI Descrip. 


, 4467145/emb|CAB37514 | 7.0e-29 (AL035540) farnesylated protein 




(ATFP6) [Arabidopsis thaliana] ? 







Seq. No. 


10489 


Seq. ID 


OJ990520_32. 


9922. C5 


Gene No. 


,22221 


Strand 


+ 




Start 


^19160 


End 


20025 




Name 


OJ990520 32.9922.C5.o5.np 


Method 


AAT/NAP ' 




Start 


19335 


End 


20025 




GI 


4097573 


Score 


448 




Exons 


19335. .19364, 19521 .. 19596, 


19718. .20025 




GI Descrip. 


(U64917) GMFP7 [Glycine max] 








Seq. No. 


10489 


Seq. ID 


OJ990520_32. 


9922. C5 


Gene No. 


22222 


Strand 


+ 




Start 


26102 


End 


26874 




Name 


OJ990520 32.9922.C5.o4.gs 


Method 


GENSCAN 




Start 


26102 


End 


26874 




GI 


none 


Score 


.79 




Exons 


26102. .26260, 26525 26668 , 


26686.. 26874 




Seq. No. 


10489 


Seq. ID 


OJ990520 32. 


9922. C5 


Gene No. 


22223 


Strand 


+ 




Start 


28977 


End 


29420 




Name 


OJ990520 32.9922.C5.o5.gp 


Method 


AAT/GAP 




Start 


28977 


End 


29420 




GI 


uC-osroM202031al2bl 


Score 


830 




Exons 


28977. .29420 








GI Descrip. 


f 3879119/emb ICAA94368.il 2.0e-17 (Z70310) similar to Glutathione 




S-transf erases . ; cDNA EST yk536e7.3 comes from this 


gene 




[Caenorhabd,itis elegans] 1 








Seq. No. 


10489 


Seq. ID 


OJ990520_32. 


9922. C5 


Gene No. 


22224 


Strand 






Start 


20003 


End 


20345 




Name 


OJ990520 32.9922.C5.o2.gp 


Method 


AAT/GAP 




Start 


20003 


End 


20345 




GI 


uC-osroM202016a!2al 


Score 


627 




Exons 


20003. .20345 










10898 








GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA/ chromosome 6, clone : P0514G12 1 



Cart M/-\ 

oeq . wo . 


1 fidfiQ 




Cart t n 
beq. id 


Pi TQQn R9H 


jz . y yzz 


p r 


bene jno . 


0000 R 




Strand 








Q4- a y-4- 


94 H4 Q 




JjUU 


jDUjU 






Name 




o3 . gs 


Tvyf 4* V"\ /■•} 

jxie cnoQ 


p i? m c p a m 






O Lai L 


0 A 0 4 Q 

^ fl U fl 




rjna 


9 A 7 1 R 
Z H 1 1 D 






P T 


none 




Score 


.96 






Exons 


24049. .24627, 24632. 


.24715 










o e q . im o . 


i 04 ft Q 




Seq. ID 


OJ990520_ 


"59 Q Q9 9 

jz . y yzz , 




bene ino . 


OOOOt: 




Strand 








OtaiU 


9 4 Pi 4 Q 
£ ft U fi -/ 




End 


36050 






Name 


OTQQDS9n ^9 QQ99 PR 


o6.np 


Method 


AAT/NAP 






o t art 


Z *± J / o 




End 


35595 






P T 
b J. 


c o c o i on 




Score 


371 






Exons 


94^76 9474A 9R77R 


.25868, 


35562. .35595 








(AL117265) zhbOOOlO. 


1 [Oryza sativa] 








Seq. No. 


10489 




Seq. ID 


OJ990520_ 


32.9922, 


.C5 


bene ino . 


22225 




Strand 








C -|- -a v-+- 


24049 




End 


36050 






Name 


OJ990520 32. 9922. C5. 


o4 .gp 


Method 


AAT/GAP 






C -t- v-4- 


26137 




End 


26442 . 






P T 


61605 3.R1084 




Score 


439 






Exons 


26137. .26442 












GI Descrip. 


' 1402920/emb|CAA66965| 2.0e- 


■20 (X98321) peroxidase [Arabidopsis 




thaliana] 1 












seq, in o . 


10489 




Seq. ID 


OJ990520_ 


32.9922. 


.C5 


bene no . 


22225 




Strand 










24049 




End 


36050 






Name 


OJ990520 32. 9922. C5. 


o5 . gs 


Method 


GENSCAN 








27490 




End 


32509 








none 




Score 


.6 






Exons 


27490. .27606, 29444. 


.29521, 


30272. .30341, . 31371, 


,-.31450, 






31527. .31645, 32130. 


.32208, 


32471. .32509 






Seq. No. 


10489 




Seq. ID 


OJ990520_ 


32.9922. 


■ C5 


Gene No. 


22225 




Strand 








O Lai L 


24049 




End 


36050 






Name 


OJ990520 32. 9922. C5. 


o7 ,np 


Method 


AAT/NAP 






C 4- -j 
uLdiL 


29298 




End 


36034 






b-L 


6560732 




Score 


422 






Exons 


29298. .29363, 29444. 


.29503, 


30254. .30341, 31371. 


.31450, 






31527. .31645, 32127. 


.32273, 


35276. .35342, 35430. 


.35630, 






35698. .36034 












GI Descrip. 


.. (AF209069) hypothetical protein [Homo 


sapiens] 






Seq. No. 


10489 




Seq. ID 


OJ990520_ 


32.9922. 


,C5 


Gene No. 


22225 




Strand 








Start 


24049 




End 


36050 






Name 


OJ990520 32. 9922. C5. 


o6.gs 


Method 


GENSCAN 






Start 


34348 




End 


35964 






GI 


none 




Score 


.49 






Exons 


34348. .34601, 35276. 


.35342, 


35430. .35630, 35698. 


.35964 





10899 



Seq. No. 10489 Seq. ID OJ990520_32 . 9922 . C5 

Gene No. 22225 Strand 

Start 24049 End 36050 

Name OJ990520_32 . 9922 . C5 . 06 . gp Method AAT/GAP 

Start • 35464 End 36050 

GI 26088_1.R1084 Score 1020 

Exbns 35464. .35630, 35698.. 36050 

GI Descrip. • 3879119/emb | CAA94368 . 1 | 2.0e-17 (Z70310) similar to Glutathione 
S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] ' 



Seq. No. 


10489 






Seq. ID 


OJ990520_32.9922.C5 


Gene No . 


22226 






Strand 




o cart 


37183 






End 


50292 


Name 


OJ990520 32. 


9922. 


C5 .o4 . ts 


Method 


TBLASTX: Soybean 


o car c 


3958 






End 


5186 




none 






Score 


89 


Exons 


3958. .4047, 


3958. 


.4047, 4154 


..4198, 4162. .4206, 4286. .4405, 




4314. .4403, 


4331. 


.4417, 4503 


..4556, 4634. .4723, 4645. .4719, 




5099. .5182, 


5100. 


,5186 






beq . no . 


10489 






Seq. ID 


OJ990520_32.9922.C5 


Gene No . 


22226 






* Strand 




o tart 


37183 






End 


50292 


Name 


OJ990520 32". 


9922. 


C5.ol.tw 


Method 


TBLASTX: Wheat 


Of yf 

ot art 


6584 






End 


28227 


GI 


none 






Score 


84 


Exons 


6584. .6808, 


6584 . 


.6901, 27872. .27919, 


27882. .28034, 




27923. .27988, 2808 1 .. 28137 , 


28150.. 28227 


oeq . no . 


10489 






Seq. ID 


OJ990520_32.9922.C5 


bene no . 


22226 






Strand 




O +- a >-f- 
OLdlL 


37183 






End 


50292 


Name 


OJ990520 32. 


9922. 


C5.o6.ts 


Method 


TBLASTX: Soybean 


OLall 


7246 






End 


7728 


GI 


none 






Score 


41 


Exons 


7246. .7329, 


7321. 


.7353, 7325 


..7354, 7399.-7728, 7427. .7612 


Seq. No. 


10489 






Seq. ID 


OJ990520_32.9922.C5 


Gene No. 


22226 






Strand 




Start 


37183 






End 


50292 


Name 


OJ990520 32. 


9922. 


C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


7343 






End 


7660 


GI 


none 






Score 


240 


Exons 


7343. .7660, 


7348. 


.7656, 7430 


. .7657 




Seq. No. 


10489 






Seq. ID 


OJ990520_32.9922.C5 


Gene No. 


22226 






Strand 




Start 


37183 






End 


50292 


Name 


OJ990520 32. 


9922. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


19269 






End 


20028 


GI 


none 






Score 


141 


Exons 


19269. . 19370, 192 


84. .19364, 


19310. .19372, 19514. .19597, 




19515. . 19598, 19716. .20027, 


19717. .20028 



Seq. No. 



10489 



Seq. ID OJ990520_32.9922.C5 



10900 




Gene No. 


22226 






Strand 








Start 


37183 






End 


50292 






Name 


OJ990520 32. 9922. C5. 


O-L . IC 


Method 


TBLASTX : 


Cres s 




btart 


19514 






End 


20028 






GI 


none 






Score 


111 






Exons 


19514. 


.19597, 19518. 


1 QCQp 

. i y o yu , 


19716. .19925, 19717 








19924. 


.20028, 19965. 












Seq. No. 


10489 






Seq. ID 


OJ990520 


_32. 9922 


.C5 


Gene No. 


22226 






Strand 








C+- -s v~ +- 

btari 


37183 






End 


50292 






Name 


OJ990520 32. 9922. C5 . 


01 . ts 


Method 


TBLASTX: 


O rt t rV\ rt -\ t*i 

ooyjL)ean 




btart 


19514 






End 


20037 






bi 


none 






Score 


119 






Exons 


19514 . 


.19597, 19515. 


1 QRQQ 


19716. .20030, 19717 






beq. no. 


10489 






Seq. ID 


OJ990520 


09 QQ99 


P R 
■ Lj 


Gene No . 


22226 






Strand 








btart 


37183 






End 


50292 






Name 


OJ990520 32. 9922. C5. 


rt O 4- t.i 

oz . tw 


Method 


TBLASTX: 


wnea u 




Start 


29302 






End 


31620 






GI 


none 






Score 


67 






Exons 


29302. 


.29352, 29310. 


OQOQ1 


29311. .29385, 29312 


OQTO O 
■ < Z jjO J/ 






29319. 


.29390, 29436. 




29442. .29516, 29444 


OQC97 






30272. 


.30343, 30273. 


"5H "5 Q £ 


3027.4.. .30345, 30275 


. , jUjflD, 






31343. 


.31450, 31367. 


. J14 jj , 


31371. .31451, 31378 


*3 1 A ^ 9 






31520. 


.31618, 31525. 




31527. .31619 






Seq. No. 


10489 






Seq. ID 


OJ990520 


_32. 9922 


.C5 


Gene No. 


22226 






Strand 








btart 


37183 






End 


50292 






Name 


OJ990520 32. 9922. C5. 


00 . t s 


Method 


TBLASTX: 


ooyDean 




otart 


35272 






End 


35516 








none 






Score 


93 






Exons 


35272. 


.35343, 35274. 




35430. .35516, 35431 


• . JJ^DU 




beq. no. 


10489 






Seq. ID 


OJ990520 


j^ . yyZZ 


p ^ 


Gene No. 


22226 






Strand 








Start 


37183 






End 


50292 






Name 


OJ990520 32. 9922. C5. 


o4 . tm 


Method 


TBLASTX: 


Ma t 7 rt 




ot art 


35428 






End 


35776 






p t 


none 






Score 


122 






TT 1 V7 /-\ £*i 

tjXons 


35428. 


.35532, 35430. 


7 r r 4 0 


35430. .35549, 35431 


. • JJJ11 ; 






35541. 


.35630, 35547. 


.OO DjU , 


35692. .35769, 35699 


^7 7 6 




C* rt- M rt 

beq. no. 


10489 






Seq. ID 


OJ990520 


OO QQOO 


P R 


Gene No . 


22226 






Strand 








Start 


37183 






End 


50292 






Name 


OJ990520 32. 9922. C5. 


o7 .gs 


Method 


GENSCAN 






oLart 


37183 






End 


46715 






C T 


none 






Score 


.8 






Exons 


37183. 


.37251, 37455. 


.37590, 


38267. .38389, 38849 


. .38957, 






39071. 


.39238, 41331. 


.41425, 


42306. .42381, 42513 


. .42647, 






46391. 


.46715 












Seq. No. 


10489 






Seq. ID 


OJ990520 


_32.9922 


.C5 


Gene No. 


22226 






Strand 









10901 






Start 


37183 


End 


50292 






Name 


OJ990520 32. 9922.C5.o8.np 


Method 


AAT/NAP 






btart 


38766 


End 


50292 






GI 


6065850 


Score 


265 






Exons 


38766.-38958, 39066 .. 39235, 


41316. .41425, 42306 .. 42647 , 








46391. .46467, 50235.. 50292 










GI Descrip. 


(AJ250309) hypothetical protein [Drosophila erecta] 






Seq. No. 


10489 


Seq. ID 


OJ990520_32.9922. 


C5 




Gene No. 


22226 


Strand 








Start 


37183 


End 


50292 






Name 


OJ99U52U 52. . 9 9ZZ , Lb . OZ . tc 


Method 


TBLASTX: Cress 






Start 


38776 


End 


38959 






GI 


none 


Score 


157 






Exons 


38776. .38958, 38777. .38959 










Seq. No. 


10489 


Seq. ID 


OJ990520_32. 9922. 






Gene No . 


22226 


Strand 








Start 


37183 


End 


50292 






Name 


OJ990520 32 . 9922 . C5 . o2 . tm 


Method 


TBLASTX: Maize 






o tar l 


38800 


End 


41434 






GI 


none 


Score 


193 




u 


Exons 


38800. .38958, 38800 38958, 


38801. .38959, 39065 .. 3918 1 , 








39069. .39236, 39069 39239, 


39070. .39240, 4 1326 .. 41427 , 








41326. .41370, 41339 .. 4 1434 , 


41342. .41434 




i : L! 


Seq. No. 


10489 


Seq. ID 


OJ990520_32.9922. 


C5 


ill! 


Gene No. 


22226 


Strand 






U! 


Start 


37183 


End 


50292 






Name 


OJ990520 32.9922.C5.o2.ts 


Method 


TBLASTX : Soybean 






Start 


38833 


End 


39221 




n i 


GI 


none 


Score 


148 






Exons 


38833. .38958, 38834 .. 38959, 


39069. .39221, 39070. .39216 




U 

't # E 


Seq. No. 


10489 


Seq. ID 


OJ990520_32.9922. 


PC 

Lj 


-t 

: ; 


Gene No. 


22226 


Strand 






:s =: 
. 3 i 


Start 


37183 


End 


50292 






Name 


OJ990520 32.9922.C5.o7.gp 


Method 


AAT/GAP 




rj 


Start 


38899 


End 


42572 




■ E C m 


GI 


2311840 


Score 


799 






Exons 


38899. .38957, 39071 .. 39238, 


41331. .41425, 4 2306 ... 4238 1 , 








42513. .42572 










GI Descrip. 


3879119/emb|CAA94368.1| 2 . Oe 


i-17 (Z70310) similar to Glutathione 






S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 






[Caenorhabditis elegans] 










Seq. No. 


10489 


Seq. ID 


OJ990520_32.9922. 


C5 




Gene No. 


22226 


Strand 








Start ■ 


37183 


End 


50292 






Name 


OJ990520 32.9922.C5.o3.tc 


Method 


TBLASTX: Cress 






Start 


39096 


End 


42618 






GI 


none 


Score 


162 






Exons 


39096. .39239, 39097 .. 3924 6, 


41303. .41428, 4 1324 .. 4 1425, 








41326. .41433, 4 1326 .. 4 1433, 


42514 . .42618, 42515. .42589 






Seq. No. 


10489 


Seq. ID 


OJ990520_32.9922. 


C5 




Gene No. 


22226 


Strand 







10902 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37183 

OJ990520_32. 9922.C5.o3.ts 
41303 
none 

41303. .41449, 41326 
42515. .42649, 46395 



End 50292 
Method TBLASTX : Soybean 
End 46508 
Score 104 
41433, 42302. .42382, 42505 .. 42 654 , 
46508 



10489 
22226 
37183 

OJ990520_32. 9922.C5.o5.tm 
42302 



none 
42302, 
46381, 
46668, 



,42382, 42303. .42383, 
,46458, 46392. .46529, 

,46724 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ990520_32. 9922.C5 
50292 

TBLASTX: Maize 

46724 

152 



424 96. .42654, 42513 .. 42650, 
46473. .46550, 4 64 95 .. 4 6554 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10489 Seq. ID 

22226 Strand 

37183 End 

OJ990520_32. 9922.C5.o8.gs Method 

47379 End 

none Score 



OJ990520_32.9922.C5 

50292 
GENSCAN 
49596 
.46 



47379. .47554, 4 8170 .. 48295, 49458. .49596 



Seq. No. 


10490 


Seq. ID 


OJ990520_32. 9922.C7 


Gene '^No . 


22227 


Strand 


+ 


Start 


82 


End 


621 


Name 


OJ990520 32.9922.C7.ol.np 


Method 


AAT/NAP 


Start 


82 


End 


618 


GI 


4097573 


Score 


438 


Exons 


82. .189, 311. .618 






GI Descrip. 


(U64917) GMFP7 [Glycine max] 






Seq. No. 


10490 


Seq. ID 


OJ990520_32.9922.C7 


Gene No. 


22227 


Strand 


+ 


Start 


' 82 


End 


621 


Name 


OJ990520 32.9922.C7.ol.gp 


Method 


AAT/GAP 


Start 


109 


End 


522 


GI 


10994 1.R1084 


Score 


491 


Exons 


109. .189, 311. .522 






GI Descrip. 


' 4467145/emb|CAB37514 | 7.0e-29 (AL035540) farnesylated protein 




(ATFP6) [Arabidopsis thaliana] 







Seq. No. 


10490 








Seq. ID 


OJ990520_32.9922. 


C7 


Gene No. 


22227 








Strand 


+ 




Start 


82 








End 


621 




Name 


OJ990520 


32. 9922. C7 


.ol 


.gs 


Method 


GENSCAN 




Start ■ 


114 








End 


-*621 




GI 


none 








Score 


.91 




Exons 


114. .189, 


311. .621 












Seq. No. 


10490 








Seq. ID 


OJ990520_32.9922. 


C7 


Gene No. 


22228 








Strand 






Start 


596 








End 


969 




Name 


OJ990520 


32. 9922. C7 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


107 








End 


621 





10903 



GI 


none 


Score 


111 




Exons 


1 A 1 1 A A 111 1 rv i TArt CIO 

107. .190, 111. .191, 309. .518, 


ft 1 A r 1 /-~ 

310 . . 516 


CI/"" /"OA C1T 

, 516 . . 620 , 517 . . 


621 


Seq. No. 


10490 


Seq. ID 


OJ990520 32.9922 


.C7 


Gene No. 


22228 


Strand 


- 




Start 


596 


End 


969 




Name. 


s~\ t a ri a r ft ft ft ft n r\ o o /~i t -i ■ _ _ 

OJ990520_32 . 9922 . C7 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


107 


End ■ 


630 




GI 


none 


Score ' 


119 




Exons 


i ft -7 i a a 1 AO i a 1 a roo 

107. .190, 108. .191, 309. .623, 


OTA C ft A 

310 . . 630 






Seq. No. 


10490 


Seq. ID 


OJ990520_32.9922 


.07 


Gene No. 


22228 


Strand 






Start 


596 


End 


A /" A 

969 




Name 


/^taaacaa ft a a no 0 on i_ 

OJ990520 32 . 9922 . C7 . ol . tm 


Method 


TBLASTX : Maize 




Start 


107 


End 


638 




GI 


none 


Score 


136 




Exons 


•y 1 ft ft i A O i n ft n /"OA 

107. .190, 108. .191, 309. .620, 


ft 1 A f~ ft 1 

310 . . 621 


Cftr f ft ft 

, 585 . . 638 




Seq. No. 


10490 


Seq. ID 


/ft T A A A C A A ft ft ft ft ft ft 

OJ990520_32 . 9922 


. 07 


Gene No. 


22228 


Strand 






Start 


596 


End 


969 




Name 


OJ990520 32.9922.C7.o2.gp 


Method 


AAT/GAP 




Start 


596 


End 


969 




GI,.. 


uC-osroM202016al2al 


Score 


596 




Exons 


596.. 722, 754.. 969 








GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


10491 


Seq. ID 


OJ990430_35.9922 


.01 


Gene No. 


22229 


Strand 


+ 




Start 


398 


End 


509 




Name 


OJ990430 35.9922.Cl.ol.tm 


Method 


TBLASTX : Maize 




Start 


397 


End 


508 




GI 


none 


Score 


206 




Exons 


397. .507, 398. .508 








Seq. No. 


10491 


Seq. ID 


OJ990430._35.9922 


.01 


Gene No. 


22229 


Strand 


+ 




Start 


398 


End 


509 




Name 


OJ990430 35.9922.Cl.ol.tw 


Method 


TBLASTX : Wheat 




Start 


397 


End 


509 




GI 


none 


Score 


209 




Exons 


397. .507, 398. .508, 399. .509 








Seq. No. 


10491 


Seq. ID 


/~\ T ft ft ft /I ft ft AC ft ft ft ft 

OJ9904 30_35 .9922 


. 01 


Gene No. 


22229 


Strand 


+ 




Start 


398 


End 


509 




Name 


OJ990430 35.9922.Cl.ol.np 


Method 


AAT/NAP 




Start 


398 


End 


509 




GI 


4584347 


Score 


143 




Exons 


398. .509 








GI Descrip. 


(AC007127) unknown protein [Arabidopsis thaliana] 




Seq. No. 


10492 


Seq. ID 


OJ990430_35.9922 


.02 


Gene No. 


22230 


Strand 


+ 




Start 


1 


End 


910 





10904 



Name OJ990430_35 . 9922 . C2 . ol . np Method AAT/NAP 

Start 1 . End 910 

GI 2498930 Score 413 

Exons 1..21, 461.. 521, 690.. 910 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



o e q . in o . 


1 04 Q9 






Gene No. 


22230 


Strand 




Start 


1 


End 


910 


Naitie 


f).TQQ04^0 QQ99 P9 nl rrd 


11G L. 11UU 


v3 Hi IN O \*> r\ IN 


otalL 


4 0? — 

*a VJ o 




PP7 

oo / 


n 


none 


Score 


• o ± 




40? S91 fiQO RR7 

t U J • • O ^ -L , \j .7 \J . .00/ 






Q r\ /—r Mrs 
u€Cj. LN V . 


1 04 Q? 

X U r± _? O 






Gene No. 


22231 


Strand 




Start 


1 


End 


126 


Name 


PiTQQOd^O "3^ QQ9 9 P? ol rrrt 


l y Jc CIIOU. 


7\7\T / CTi D 
nH 1 / bnr 


Q+- -i 


— 

X 


-una 


IOC 
J. Z D 


H T 


none 


Score 


9/1/1 
Z 4 4 


Exons 


1 1 9 £ 






beg. wo. 




Cart T n 


Pi TQQfl /I "5 H "3C; 

ujyyu^ou 00 


Gene No. 


22232 


Strand 


1 

T 


Q+- a Y--h 


1772 


End 


3454 


Name 


OJ990430 35. 9922.C4 .ol.gs 


Method 


GENSCAN 


Start 


1772 


End 


3454 


C T 


none 


Score 


.82 


Exons 


1772. .1832, 2886. .3454 






O e QJ . IN O . 


10494 


Seq. ID 


OJ990430_35 


ocllc LNU . 


22233 


Strand 




Olail 


1 


End 


3169 


Name 


OJ990430 35.9922.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


742 


GI 


70950 1.R1084 


Score 


506 


DAUllO 


1..82, 170. .277, 511. .607, * 698. .742 






! 2864616/emb|CAA16963 | l.Oe- 


24 (AL021811) hypothet, 




[Arabidopsis thaliana] 1 






Cprr Ma 


10494 


Seq. ID 


OJ990430_35 


OCllti LNU • 


22233 


Strand 




Start 


1 


End 


3169 


Name 


OJ990430 35. 9922.C4 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3151 


GI 


2864616 


Score 


287 


Exons 


1..82, 170. .277, 1570. .1738, 


2986. .3151 


GI Descrip. 


(AL021811) hypothetical protein [Arabidopsis thali. 


Seq. No. 


10494 


Seq. ID 


OJ990430_35 


Gene No. 


22233 


Strand 




Start 


1 


End 


3169 


Name 


OJ990430 35. 9922.C4 .o2. tm 


Method 


TBLASTX : Mai: 


Start 


22 


End 


884 


GI 


none 


Score 


51 


Exons 


22. .60, 30. .59, 160. .258, 168. .275, 168 


..272, 170. 



10905 



170. .277, 508. .555, 509. .565, 510. .620, 535. .609, 666. .746, 
690. .743, 697. .744, 703. .783, 824. .874, 825. .884, 826. .882 



Seq. No. 10494 

Gene No. 22233 

Start 1 

Name OJ990430_35 . 9922 . C4 . ol . ts 

Start 885 

GI none 
Exons 



Seq. ID OJ990430_35.9922.C4 
Strand 

End 3169 

Method TBLASTX : Soybean 

End 3076 

Score 76 



885. .959, 892. .960, 1334. .1459, 1339. .1467, 1352. .1477, 
1567. .1632, 1657. .1734, 2065. .2151, 2072. .2152, 2993. .3067, 
3002. .3076 



Seq. No. 10494 

Gene No. 22233 

Start 1 

Name OJ990430_35 . 9922 . C4 . ol . tm 

Start 1334 

GI none 
Exons 



Seq. ID OJ990430_35.9922.C4 
Strand 

End 3169 

Method TBLASTX: Maize 

End 3169 

Score 203 



1334. .1468, 1334. .1465, 1336. .1467, 1567. .1734, 1568. .1783, 
2065. .2169, 2072. .2149, 3001. .3075, 3002. .3076, 3002. .3169 



Seq. No. 10495 

Gene No. 22234 

Start 35. 

Name 0 J990430_35 . 9922 . C5 . ol . gs 
Start " 35 

GI none 

Exons 35.. 161, 601.. 689 ■ 



Seq. ID OJ990430_35. 9922.C5 
Strand 

End' 68 9 

Method GEN SCAN 

End 68 9 

Score .72 



Seq. No. 10496 

Gene No. 22235 

Start 1041 

Name OJ9904 30_35 . 9922 . C6 . ol . gs 

Start 1041 

GI none 

Exons 1041.. 1592 



Seq. ID OJ990430_35.9922.C6 
Strand 

End 1592 

Method GENSCAN 

End 1592 

Score .59 



Seq. No. 10497 

Gene No. 22236 

Start 58 

Name OJ990430_35 . 9922 . C7 . ol . gs 

Start 58 

GI none 

Exons 58.. 175 



Seq. ID OJ990430_35.9922.C7 
Strand 

End 175 

Method GENSCAN 

End 175 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



10498 
22237 
57 

OJ990430_35. 9922.C8.ol.gs 
57 

none 



Seq. ID OJ990430_35.9922.C8 

Strand + 

End .. 4855 

Method GENSCAN 

End 4855 

Score .41 



57. .164, 1708. .1810, 2427. .2608, 3162. .3459, 3481. .3552, 
3865. .4134, 4817. .4855 



10498 
22238 



Seq. ID OJ990430_35.9922.C8 
Strand 



10906 




Start 1 End 7272 

Name OJ9904 30_35 . 9922 . C8 . o2 . np Method AAT/NAP 

Start 1 End 7272 

GI 5042454 Score 233 

Exons 1..94, 6635.-6728, 7141.. 7272 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 





Seq. No'. 


104 98 






Seq. ID 


oj y yu4 ou 




y yzz 


no 
. Co 




Gene No. 


22238 






Strand 












Start 


1 






End 


7272 










Name 


OJ990430_35 


.9922.C8.ol. 


np 


Method 


AAT/NAP 










Start 


2314 






End 


34 08 










GI 


6539570 






Score 


14 3 










Exons 


2314 2373, 


2559 . . 2718 , 


3367. 


.3408 












GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


10498 






Seq. ID 


OJ990430 


35 


9922 


. Co 




Gene No. 


22238 






Strand 












Start 


1 






End 


7272 










Name 


OJ990430 35 


.9922.C8.o2. 


QS 


Method 


GENSCAN 










Start 


6197 






End 


7001 










GI 


none 






Score 


. 4 










Exons 


6197. .6304, 


6658. .6746, 


6950. 


.7001 










.1 

-j 


Seq. No. 


10499 






Seq. ID 


OJ990430_ 


35 


9922 


. C9 


fi 

: 5 


Gene No . 


22239 






Strand 


+ . 








i : 


Start 


383 






End 


1143. 








■-1 


Name 


OJ990430 35 


.9922.C9.ol. 


gs 


Method 


GENSCAN 








" 


Start 


383 






End 


1143 










GI 


none 






Score 


. 7 








= 1 


Exons 


383. .411, 719. . 903,- 950 


. .1143 












: i 
•-t 


Seq. No. 


10499 






Seq. ID 


OJ990430 


35 


9922 


. C9 




Gene No. 


22240 






Strand 


+ 








at 


Start 


7806 






End 


18574 








-) 


Name 


OJ990430 35 


.9922.C9.ol. 


gp 


Method 


AAT/GAP 








= : 


Start 


7669 






End 


8149 








"i 


GI 


2311730 






Score 


722 








J 


Exons 


7669. .8041, 


8125. .8149 
















Seq. No. 


10499 






Seq. ID 


OJ990430_ 


35 


9922 


.C9 




Gene No. 


22240 






Strand 


+ 










. Start 


7806 






End 


18574 










Name 


OJ990430 35 


. 9922.C9.o3. 


gs 


Method 


GENSCAN 










Start 


7806 






End 


11971 










GI 


none 






Score 


.75 










Exons 


7806. .8040, 


8192. .8816, 


9561. 


.9643, 11169. .11971 









Seq, No. 10499 _ Seq. ID 

Gene No. 22240 Strand 

Start 7806 End 

Name OJ9904 30_35 . 9922 . C9 . o2 . np Method 

Start 8186 End 

GI 4836931 Score 

Exons 8186.. 8536, 8726.. 8816, 9561.. 9643, 



OJ990430_35.9922.C9 

+' ■ 

18574 
AAT/NAP 
18509 
765 

9914 . . 10002, 



10322. .10372, 
18483. .18509 



10599. . 10675, 11169 .. 114 16, 15035. 



10161. .10234, 
15143, 



10907 




GI Descrip. 


(AC006085) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


10499 


Seq. ID 


OJ990430 35.9922. 


C9 


Gene No. 


22240 


Strand 


+ 




Start 


7806 


End 


18574 




Name 


OJ990430 35. 9922.C9.o4 . gs 


Method 


GENSCAN 




Start 


13397 ~ 


End 


15609 




GI 


none 


Score 


.53 




Exons 


13397. .13576, 14112 .. 14256, 


14460. .14645, 14990. .15609 




Seq. No. 


10499 


Seq. ID 


OJ990430_35.9922. 


C9 


Gene No. 


22240 


Strand 


+ 




Start 


7806 


End 


18574 




Name 


OJ990430 35. 9922.C9.o3.np 


Method 


AAT/NAP 




Start 


13770 


End 


15624 




GI 


4262160 


Score 


267 




Exons 


13770. . 13822, 15102.. 15624 








GI Descrip. 


(AC005275) putative chloroplast protein import component 




[Arabidopsis thaliana] 








Seq. No. 


10499 


Seq. ID 


OJ990430_35.9922. 


C9 


Gene No . 


22240 


Strand 


+ 




Start 


7806 


End 


18574 




Name 


OJ990430 35. 9922.C9.o2.gp 


Method 


AAT/GAP 




Start 


14152 


End 


15403 ' 




GI 


61411 1.R1084 


Score 


1268 




Exons 


14152. .14256, 144 60 .. 14 645, 


14990. .15403 




GI Descrip. 


'3769673 2.0e-10 (AF095285) 


Tic20 [Pisum sativum] 1 




Seq. No. 


10499 


Seq. ID 


OJ990430_35.9922. 


C9 


Gene No. 


22240 


Strand 


+ 




Start 


7806 


End 


18574 




Name 


OJ990430 35.9922.C9.o3.gp 


Method 


AAT/GAP 




Start 


15519 


End 


15996 




GI 


3762910 


Score 


909 




Exons 


15519. . 15996 








Seq. Noi 


10499 


Seq. ID 


OJ990430_35.9922. 


C9 


Gene No. 


22240 


Strand 


+ 




Start 


7806 


End 


18574 




Name 


OJ990430 35.9922.C9.o6.gp 


Method 


AAT/GAP 




Start 


• 18409 


End 


18574 




GI 


94899 1.R1084 


Score 


275 




Exons 


18409. . 18574 








GI Descrip. 


1 4 538 911/emb ICAB39648.il 3. 


Oe-18 * (AL049482) hypothetical 


Pi 




[Arabidopsis thaliana] ' 








Seq. No. 


10499 


Seq. ID 


OJ990430_35.9922. 


C9 


Gene No. 


22241 


Strand 






Start 


1 


End 


4191 




Name 


OJ990430 35. 9922.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4191 




GI 


5042454 


Score 


3954 




Exons 


1..85, 506. .1117, 1757. .3466, 3522. .3628, 4041. .4191 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


10499 


Seq. ID 


OJ990430_35. 9922. 


C9 



10908 





Gene No. 


22241 




Strand 






Start 


1 




End 


4191 




Name 


OJ990430 35. 9922. C9. 


o2 . gs 


Method 


GENSCAN 




Start 


1756 




End 


3901 




GI 


none 




Score 


.54 




Exons 


1756.. 2189, 2233.. 2496, 2650 


..3466, 3522. .3646, 3850. .3901 




Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922.C9 




Gene No. 


22242 




Strand; 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


2402 




End 


2794 




GI 


none 




Score 


79 




Exons 


2402. .2659, 2514. .2675, 2642 


..2740, 2643. .2723, 2747. .2794 




Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922.C9 




Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


2504 




End 


2789 




GI 


none 




Score 


85 




Exons 


2504. .2752, 2505. .27 


89 






i! SI 


Seq. No". 


10499 




Seq. ID 


OJ990430_35.9922.C9 




Gene No. 


22242 




Strand 




in 


Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15002 




End 


15216 


: 

s sr 


GI 


none 




Score 


39 


. : 


Exons 


15002. .15046, 15028. 


.15216, 


15104. .15202, 15105. .15209 


'i i 
=? 


Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922.C9 




Gene No. 


22242 




Strand 




: = x 


Start 


15945 




End 


18640 


; 

: 


Name 


OJ990430 35. 9922. C9. 


o2.tc 


Method 


TBLASTX: Cress 


. : 

,f *i 


Start 


15103 




End 


15492 


: st 


GI 


none 




Score 


188 




Exons 


, 15103. .15246, 15129. 


.15251, 


15250.. 15492 


*! 


Seq. No. 


10499 




Seq. ID 


OJ990430_35. 9922.C9 




Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15216 




End 


15618 




GI 


none 




Score 


106 




Exons 


15216. .15368, 15217. 


.15618, 


15219. . 15617 



Seq. No. 10499 

Gene No. 222<$2 

Start 15945 - 

Name OJ9904 30_35 . 9922 . C9 . o2 . ts 

Start 15256 

GI none 

* Exons 15256. .15582, 15289.. 15561 



Seq. ID OJ990430_35.9922.C9 
Strand 

End 18640 

Method TBLASTX : Soybean 

End 15582 

Score 251 



Seq. No. 
Gene No. 



10499 
22242 



Seq. ID OJ990430_35.9922.C9 
Strand 



10909 




Start 


15945 




End 


18640 




Name 


OJ990430 35 . 9922.C9. 


o5 . gs 


Method 


GEN SCAN 




Start 


15945 




End 


18562 




GI 


none 




Score 


.79 




Exons 


15945. .16046, 17515. 


. 17676, 


18095. .18295, 18502.. 18562 




Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922. 




Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


o4 .gp 


Method 


AAT/GAP 




Start 


16230 




End 


16700 




GI 


13474 1.R1084 




Score 


885 




Exons 


16230. .16700 










GI Descrip. 


' 5042155/emb|CAB4 4 674. 1 | 6. 


Oe-24 (AL07J 


3620) putative protein 




[Arabidopsis thaliana] 1 - 








Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922. 


C9 


Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


o4 .np 


Method 


AAT/NAP 




Start 


16472 




End 


18640 




GI 


5042155 




Score 


1041 




Exons 


16472. .16809, 17511. 


.17676, 


18095. .18295, 18378. .18640 




GI Descrip. 


(AL07 8620) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922. 


C9 


Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


16499 




End 


18575 * • 




GI 


none 




Score 


303 




Exons 


16499. .16804, 16518. 


.16787, 


17530. .17676, 17579 .. 17 665 , 






17599. .17679, 18095. 


.18298, 


18095. .18298, 18099 .. 182 99, 






18354. .18521, 18355. 


.18501, 


18372. .18575, 18379. .18561 




Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922. 


. C9 


Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


16502 




End 


16743 




GI 


none 




Score 


261 




Exons 


16502. .16741, 16503. 


.16742, 


16518. .16742, 16540. .16743 




Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922. 


,C9 


Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 




Name 


OJ990430 35. 9922. C9. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


16502 




End 


18574 




GI 


none 




Score 


293 




Exons 


16502. .16786, 16502. 


.16786, 


16503. . 1671 


37, 16518. .16787, 






17515. .17679, 17515. 


.17676, 


1757 9. . 17 680, 18095. .18298, 






18095. .18298, 18096. 


.18299, 


18198. .18299, 18354. .18521, 






18355. .18561, 18377. 


.18574, 


18379. .18522 




Seq. No. 


10499 




Seq. ID 


OJ990430_35.9922. 


,C9 


Gene No. 


22242 




Strand 






Start 


15945 




End 


18640 





10910 




Name 


OJ990430 35 . 9922 . C9 . oo . 


gp 


Method 


AAT/GAP 




Start 


17 165 


End 


17395 




GI 


2 / 964 2 1 




Score 


438 




Exons 


1 /loo . .1 7395 










Seq. No. 


10500 




Seq. ID 


OJ990430_35.9922. 


C10 


Gene No. 


22243 




Strand 


-f 




Start 


A O C A 

4 o d4 




End 


7559 




Name 


OJ9904 30_35 . 9922. CIO. o2 


.gs 


Method 


GEN SCAN 




Start 


48 64 




End 


7559 




GI 


none 




Score 


.59 




Exons 


A O C A d A "2 corn £ "J 1 "3 

48b4..oo4o, 6392.. 6713, 


a o q a 
DO 9 o . 


.6956, 7068. .7559 




Seq. No. 


10500 




Seq. ID 


OJ990430_35.9922. 


C10 


Gene No. 


22244 




Strand 


+ 




Start 


18120 




End 


18711 




Name 


OJ9904 30_35 .9922. C10. 06 


.gs 


Method 


GENSCAN 




Start 


18120 




End 


18711 




GI 


none 




Score 


.87 




Exons 


18 12U .. 18285 , 18489. .18 


568, 18607. .18711 




Seq. No. 


1U5UU 




Seq. ID 


OJ990430_35. 9922. 


C10 


Gene No. 


22245 




Strand 


+ 




Start 


20021 




End 


20879 




Name 


OJ990430 35. 9922. C10. o2 


.np 


Method 


AAT/NAP 




Start 


20021 




End"* 


20879 




GI 


2586087 




Score 


422 




Exons 


20021. .20879 










GI Descrip. 


(U72724) receptor kinase-like 


protein 


[Oryza sativa] 




Seq. No. 


10500 




Seq. ID 


OJ990430_35.9922. 


C10 


Gene No. 


22246 




Strand 






Start 


1 




End 


463 




Name 


OJ990430 35. 9922. C10. ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


348 




GI 


none 




Score 


696 




Exons 


1. .348 










Seq. No. 


10500 




Seq. ID 


OJ990430_35. 9922. 


C10 


Gene No. 


22246 




Strand 






Start 


1 




End 


463 




Name 


OJ990430 35. 9922. C10. o2 


• gp 


Method 


AAT/GAP 




Start 


1 




End 


463 




GI 


94899 1.R1084 




Score 


153 




Exons 


1..36, 380. .463 










GI Descrip. 


'4 538911/emb|CAB3964 8.1 


I 3.0e- 


-18 (AL049482) hypothetical 


protein 




[Arabidopsis thaliana] ' 










Seq. No. 


10500 




Seq. ID 


OJ990430_35.-9922. 


C10 


Gene No. 


22247 




Strand 






Start 


10054 




End 


11669 




Name 


OJ990430 35. 9922. C10. o3 


.gp 


Method 


AAT/GAP 




Start 


9813 


End 


10551 




GI 


none 




Score 


1395 




Exons 


9813. .10551- 











Seq. No. 10500 Seq. ID OJ990430_35 . 9922 . C10 



10911 



Gene No. 22247 Strand 

Start 10054 End 11669 

Name OJ990430_35 . 9922 . CIO . o3 . gs Method GENSCAN 

Start 10054 End 11669 

GI none Score .96 

Exons 10054. .10547, 10622.. 11669 



Seq. No. 10500 

Gene No. 22248 

Start 15684 

Name OJ990430_35 . 9922 .C10 . o4 .gs 

Start 15684 

GI none 
Exons 



Seq. ID OJ990430_35. 9922. C10 
Strand 

End 16506 

Method GENSCAN 

End 16506 

Score .93 



15684. .15868, 16051 .. 16253, 16466. .16506 



Seq. No. 10500 

Gene No. 2224 9 

Start 17689 • 

Name OJ990430_35 . 9922 . C10 . o5 . gs 

Start 17689 

GI none 

Exons 17689. .17958 

Seq. No. 10500 

Gene No. 22250 

Start 19274 

Name OJ9904 30_35 . 9922 . C10 . o3l ts 

Start 5107 

GI none 

Exons 5107. .5394, 5250. .5393' 



Seq. ID OJ990430_35. 9922. C10 
Strand 

End 17958 

Method GENSCAN 

End 17958 

Score . 95 



Seq. ID OJ990430_35. 9922. C10 
Strand 

End 20879 

Method TBLASTX : Soybean 

End 5394 

Score 230 



i U 



Seq. No. 10500 

Gene No. 22250 

Start 19274 

Name OJ9904 30_35 . 9922 . C10 . o2 . tm 

Start 5146 

GI none 
Exons 



Seq. ID OJ990430_35. 9922. C10 
Strand 

End 20879 

Method TBLASTX : Maize 

End 5838 

Score 258 



5146. .5394, 5184 .. 5393, .5602 .. 5748, 5788.15838 



Seq. No. 10500 

Gene No. 22250 

Start 19274 

Name OJ990430_35 . 9922 . C10 . o2 . tc 

Start 5176 

GI none 

Exons 5176.. 5394, 5184.. 5393 



Seq. ID OJ990430_35. 9922. C10 
Strand 

End 20879 

Method TBLASTX : Cress 

End 5394 

Score 230 



Seq. No. 10500 

Gene No. 22250 

Start 19274 

Name OJ9904 30_35 . 9922 . C10 . o3 . tm 

Start 6055 

GI none 

Exons 6055.. 6408, 6192.. 6404 



Seq. ID OJ990430_35. 9922. C10 
Strand 

End 20879 

Method TBLASTX : Mai ze 

End 6408 

Score 210 



Seq. No. 
Gene No. 



10500 
22250 



Seq. ID OJ990430_35. 9922. C10 
Strand 



10912 



Start 


i yz / 4 






zuo / y 




Name 


ojyyu4ju oo.yyzz.ciu 


. ol . t s 


Method 


1 bLAo 1 a : 


Soybean 


Start 


10276 




Lna 


1U5ZZ 




GI 


none 




Score 


1 Q1 

1 o 1 




Exons 


10276 . . 10521 , lUZoU. 


. 1U5ZZ 








Seq. No. 


10500 




Seq. ID 


OJ990430 


O C CI q o o 

_oo . y yzz 


Gene No. 


22250 




Strand 






Start 


19274 




End 


20879 




Name 


ojyyu4ou oD.yyzz.uiu 


. o7 . gs 


Method 


GENSCAN 




Start 


i hot x 

l yz /4 




End 


20560 




GI 


none 




Score 


.61 




Exons 


19274 .. iy402 , iyyyy. 


O f~\ C\ A A 

. ZU04 4 , 


20079. .20184, 20299 


. . ZUoo b, 




2U4 Jl . . ZUo 15 , 2UDD1. 


o n c c n 
. ZUo bU 








Seq. No. 


1U5UU 




Seq. ID 


OJ990430 


od . y yzz 


Gene No. 


o o o c r\ 
ZZZ50 




Strand 






Start 


l yz / 4 




End 


20879 




Name 


ojyyu4ju oo.yyz2.ciu 


. Ol . tc 


Method 


TBLASTX : 


Cress 


Start 


20294 




End 


20879 




GI 


none 




Score 


83 




Exons 


ohoq/i on/i^yi omm 
ZUZ y4 . . ZU4 ,34 , jUj . 


. zUjjU , 


20354. .20821, 20354 


. . z u / y x , 




ZOOD J . . ZU / / y , ZUODD. 


o m o c 
. ZU /Z3 , 


20369. .20779, 20392 


. . ZUOoZ , 




204 14 . . ZU / 1 y , 2U42U. 


. ZU56U , 


20441. .20500, 20486 


o m o q 
. . Z U / o o , 




20507 . .20 695 , Z05/6. 


o n o i o 
. ZUo lo , 


20645. .20815, 20732 


o n ~j o o 
. . Z U /. o 2 , 




o n o >i i O A O "7 Cl 

20o4 1 . .ZUo / y 










Seq. No. 


10500 




Seq. ID 


OJ990430 


35 . 9922 


Gene No. 


22250 




Strand 






Start 


19274 




End 


20879 




Name 


ojyyo4 ju_oo . y y zz . cio 


. oz . ts 


Method 


TBLASTX: 


Soybean 


Start 


2UJ54 




End 


20815 




GI 


none 




Score 


162 




Exons 


onoc/t on^oc omc/ 
20.354 .. 2U6o5 , 2UJ54. 


. ZUo /o , 


20381. .20716, 20386 


on / on 

. . z U4 y u , 




ZU Jo / . . ZUo 15 , ZU4U/. 


. ZU / jo, 


20407. .20580 




Seq. No. 


10500 




Seq. ID 


OJ990430 


QQOO 

od . y yzz 


Gene No . 


o o o c n 
ZZZOU 




- Strand 






Start 


19274 




End 


20879 




Name 


OJ990430 35. 9922. C10 


. ol . tm 


Method 


TBLASTX:! 


Maize 


Start 


20381 




End 


20818 




GI 


none 




Score 


88 




Exons 


20381. .20500, 20396. 


.20725, 


20458. .20793, 20468 


. .20818, 




20609. .20788, 20681. 


.20794, 


20682. .20795, 20684 


. .20815 



Seq. No. 10501 Seq. ID 

Gene No. 22251 Strand 

Start 1688 End 

Name OJ990430_35 . 9922 . Cll . ol . np Method 

Start 1688 End 

GI 4680186 Score 

Exons 1688.. 1847, 2291.. 2537, 3212.. 3354 
GI Descrip. 



OJ990430_35. 9922. Cll 
+ 

3354 
AAT/NAP 
3354 
286 



(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 10501 Seq. ID OJ9904 30_35 . 9922 . Cll 

Gene No. 22252 Strand + 

Start 3720 End 4791 



10913 




Name 




.9922. 


Cll.o3, 


.np 


Method 


AAT /NAP 


Start 










End 


47 Q1 

*i f _7 J. 


GI 


c q c c; ^ 
dud y dj j 








Score 


7fi? 

f O 


Exons 


Joy j . . 4 id / , 


4193. 


.4648, 


4727. 


.4791 




GI Descrip. 


(ArUUUDlDJ 


hypothetical 


protein [Oryza 


oaf i va 1 
oa Li vaj 


beg. JNO. 










Seq. ID 


OJ990430 


Gene No. 


22252 








Strand 


+ 


Start 


3720 








End 


4791 


Name 


OJ990430 35 


.9922. 


Cll.o2, 


.gs 


Method 


GENSCAN 


Start 


3720 








End 


4418 


GI 


none 








Score 


.52 


Exons 


3720. .3824, 


3856. 


.4418 









Seq. No. 


10501 






Seq. ID 


OJ990430_ 




Z) Z> C. C < 




Gene No. 


22253 






Strand 










Start 


1321 






End 


4791 








Name 


OJ990430 35 


. 9922.Cll.o2 


.np 


Method 


AAT /NAP 








Start 


1321 






End 


4791 








GI 


5777623 






Score 


204 








Exons 


1321. .1373, 


2602. .2815, 


4058. 


.4534, 4693. .4791 








GI Descrip. 


(AJ245900) 


CAA303711.1 protein [Oryza : 


sativa] 








Seq. No. 


10502 






Seq. ID 


OJ990430_ 




-7 Zf C C. < 




Gene No. 


22254 - 






Strand 


-f 








Start 


930 






End 


2489 








Name 


OJ990430 35 


. 9922.C12.ol 


.np 


Method 


AAT /NAP 








Start 


930 






End 


2489 








GI 


4680186 






Score 


222 








Exons 


930. .949, 2314. .2489 














GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


10503 






Seq. ID 


OJ990430_ 


j j ■ 


Z> Zt i 


Cl 3 


Gene No. 


22255 






Strand 


+ 








Start 


4337 






End 


6237 








Name 


OJ990430 35 


. 9922.C13.o2 


.np 


Method 


AAT /NAP 








otan 


4337 






End 


6210 








GI 


4680184 






Score 


149 








Exons 


4337. .4894, 


5046. .5439, 


58 65. 


.621.0 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


10503 






Seq. ID 


OJ990430_ 


_35. 


9922 


.C13 


Gene No. 


22255 






Strand 


+ 








Start 


4337 






End 


6237 








Name 


OJ990430 35 


. 9922.C13.o3 


.np 


Method 


AAT /NAP 








Start 


4669 






End 


6237 








GI 


5734635 






Score 


395 








Exons 


4669. .4773, 


4828. .5052, 


5390. 


.5537, 5612.. 6237 








GI Descrip. 


(AP000391) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


10503 






Seq. ID 


OJ990430_ 


35. 


9922 


.C13 


Gene No. 


22256 






Strand 










Start 


1 






End 


7035 








Name 


OJ990430 35 


. 9922.C13.ol 


.np 


Method 


AAT /NAP 








Start 


1 






End 


6004 








GI 


4680179 






Score 


465 








Exons 


1..47, 646. 


.1587, 5874. 


.6004 













10914 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10503 Seq. ID 

22256 Strand 

1 End 

OJ9904 30_35 . 9922 . C13 . ol . gs Method 

421 End 

none Score 



OJ990430_35. 9922.C13 

7035 
GENSCAN 
7035 
.62 



421. .1803, 2874. .3017, 3672. .3826, 4430. .4661, 4773. .4929, 
5272. .5474, 5618. .5746, 6134. .6175, 6949. .7035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10503 
22256 
1 

OJ9904 30_35 . 9922 . C13 . ol . tm 

934 

none 

934. .1233, 1085. .1201 

10503 
22256 
1 

OJ990430_35.9922.C13.ol.tw 

1114 

none 

1114. .1488 



Seq. ID OJ990430_35. 9922.C13 
Strand 

End 7035 

Method TBLASTX : Mai ze 

End 1233 

Score 77 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ9904 30_35. 9922 .C13 
7035 

TBLASTX: Wheat 

1488 

261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
* Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



10503 Seq. ID OJ9904 30_35 . 9922 . C13 

22256 Strand 

1 End 7035 

OJ990430__35.9922.C13.ol.gp Method AAT/GAP 

2772 End 3199 

4878407 Score 681 

2772. .3199 

6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



10504 
22257 
135 

OJ990430_35.9922.C14 .ol.np 
135 



6522592 
135. .2747, 
(AL133292) 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2858. .3228 

receptor protein kinase-like protein [Arabidopsis 



OJ990430_35. 9922.C14 
+ 

3228 
AAT/NAP 
3228 
1535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10504 Seq. ID 

22258 Strand 

8156 End 

OJ990430_35 . 9922 . C14 . o2 . tm Method 

287 End 

none Score 



OJ990430_35.9922.C14 
+ 

8827 

TBLASTX: Maize 

8813 

50 



287. .328, 288. .329, 338.-595, 339. .731, 579. .797, 723. .941, 
944. .1129, 947. .1078, 953. .1087, 1169. .1270, 1322. .1528, 
1340. .1459, 1577. .1747, 1694. .1819, 1750. .1818, 8271. .8306, 
8289. .8648, 8301. .8594, 8315. .8647, 8636. .8683, 8643. .8681, 



10915 



8646.-8756, 8660. .8770, 8718. .8813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10504 
22258 
8156 

OJ9904 30_35.9922.C14 .ol.tc 
291 



OJ990430_35.9922.C14 
+ 

8827 

TBLASTX: Cress 

8825 

62 



Seq. ID 
Strand 
End 

Method 

End.. 

none Score 
291. .500, 378. .506, 381. .491, 384. .941, 393. .503, 393. .587, 
399. .503, 504. .959, 507. .821, 516. .998, 522. .941, 567. .869, 
588. .644, 639. .956, 729. .914, 870. .938, 950 .. 1099, , 956 1144, 
959. .1066, 959. .1180, 978. .1007, 1001. .1135, 1169. .1447, 
1259. .1528, 1259. .1528, 1265. .1384, 1268. .1528, 1268. .1390, 
1268. .1528, 1268. .1528, 1268. .1528, 1268. .1408, 1283. .1528, 
1292. .1477, 1310. .1528, 1400. .1522, 1589. .1816, 1592. .1768, 
1592. .1819, 1592. .1819, 1616. .1822, 1616. .1807, 1685. .1756, 
1697. .1870, 1697. .1891, 1772. .1819, 2309. .2389, 2393. .2461, 
2401. .2460, 2492. .2659, 2515. .2655, 2857. .2952, 3088. .3198, 
8256. .8471, 8361. .8636, 8361. .8480, 8361. .8564, 8493. .8639, 
8502. .8654., 8523.. 8651, 8613. .8813, 8625.. 8825, 8625.. 8825, 
8625. .8780, 8625. .8825, 8634. .8825, 8637. .8825, 8679. .8825 



I s L! 



Seq. No. 
Gene No. 
Start 



Name 

i u 

:«[ Start 



GI 



-M Exons 



10504 
22258 
8156 

OJ990430_35. 9922.C14 .o2.ts 

381 

none 



Seq. ID OJ990430_35. 9922.C14 

Strand + 

End 8827 

Method TBLASTX : Soybean 

End 8825 

Score 78 



381. .506, 384. .503, 384. .503, 393. .485, 393. .503, 420. .503, 
492. .941, 501. .791, 501. .932, 507. .941, 507. .887, 507. .860, 
516. .959, 534. .932, 615. .1001, 626. .859, 639. .758, 944. .1135, 
950. .1135, 952. .1092, 959. .1129, 983. .1135, 1169. .1528, 
1181. .1258, 1193. .1528, 1268. .1528, 1268. .1522, 1268. .1510, 
1268. .1522, 1277. .1528, 1277. .1522, 1277. .1528, 1393. .1575, 
1420. .1602, 1519. .1818, 1592. .1819, 1592. .1774, 1592. .1891, 
1592. .1894, 1592. .1819, 1592. .1819, 1592. .1819, 1651. .1827, 
1652. .1891, 1772. .1822, 8355. .8480, 8361. .8480, 8361. .8480, 
8478. .8666, 8478. .8648, 8493. .8621, 8625. .8807, 8637. .8813, 
8637. .8825, 8637. .8810, 8637. .8765, 8637. .8825, 8637. .8825, 
8639. .8755 



Seq. No. 10504 Seq. ID 

Gene No. 22258 Strand 

Start 8156 End 

Name OJ990430_35 . 9922 . C14 . ol . tw Method 

Start 432 End 

GI none Score 
Exons 



OJ990430_35.9922.C14 
+ 

8827 

TBLASTX: Wheat 

8807 

58 



432. .503, 507. .698, 684. .887, 741. .941, 827. .946, 944. .1135, 
950. .1060, 994. .1113, 1088. .1510, 1340. .1522, 1592. .1777, 
1735. .1830, 8553. .8639, 8601. .8807 



Seq. No. 10504 

Gene No. 22258 

Start 8156 

Name OJ9904 30_35 . 9922 . C14 .ol . ts 

Start 2153 

GI none 



Seq. ID OJ990430_35.9922.C14 

Strand + 

End 8827 

Method TBLASTX : Soybean 

End 3039 

Score 87 



10916 




Exons 


Zlo J . . zZ4d , 


zzoU 


O A A O 

. . Z448, 


zz bl , 


.2731, 2492. .2647, 2838. .2951, 




OOC/C OOC1 


Zoo/, 


. . iujy 








Seq. No. 


10504 








Seq. ID 


OJ990430_35.9922.C14 


Gene No. 


22258 








O 4- -w —1 »-» r*J 

0 trana 


+ 


Start 


OlOD 








Hjna 


00Z / 


Name 


ojyyu4Ju 3d 


. yyzz , 


. C14 . Ol 


. tm 


Method 


1 biiAb i a : Mai ze 


Start 


O *3 o o 
Z JzZ 








bna 


0 an a 
z b / 4 


GI . 


none 








Score 


1 1 c 

1 lo 


Exons 


z j^z . . Zo 1U , 


O "3 O "3 
ZOZO . 


0 an c\ 
. . Z b / U / 


ZoZ4 . 


.ZD/4 




Seq. No. 


10504 








Seq. ID 


OJ990430_35.9922.C14 


Gene No. 


22258 








Strand 


+ 


Start 


8156 








End 


8827 


Name 


ojyyu4ou oo 


. y yzz , 


. LI4 . 03 


. tm 


Method 


TBLASTX: Maize 


Start 


Z D / D 








End 


3201 


GI 


none 








Score 


71 


Exons 


ZD/0. . Z / 4 b , 


Z /U4 , 


on a c; 
. . Z / 4 D , 


zy 1 b . 


.2977, 2856.. 3053, 2857.. 3066, 




ju/o. . oi y / , 


/ y . 


. . 3Z U 1 








Seq. No. 


1UDU4 








Seq. ID 


OJ990430 35.9922.C14 


Gene No. 


22258 








Strand 


+ 


Start 


8156 








End 


8827 


Name 


ojyyo4jo 3d 


.9922, 


.C14.o2 


.np 


Method 


AAT/NAP 


Start 


8156 








End 


8827 


GI 


6522541 








Score 


282 . , 


Exons 


8156. . 8827 












GI Descrip. 


(AL132955 ) 


receptor-kinase like protein [Arabidopsis thaliana] 


Seq. No. 


10505 








Seq. ID 


OJ990430_35.9922.C15 


Gene No. 


22259 








Strand 


+ 


Start 


1 








End 


555 


Name 


ojyyu4JU 3d 


. 9922. 


.CIS.ol 


.np 


Method 


AAT/NAP 


Start 


l 








End 


555 


GI 


oo lou y y 








Score 


78 


Exons 


1 . . 1UZ, 4 4z 


. .555 










GI Descrip. 


(APUUlOol ) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No." * 


10505 








Seq. ID 


OJ990430__35.9922.C15 


Gene No. 


22260 








Strand 


+ 


CH 1 v*+- 

btart 


y y 4 








End 


1094 


Name 


ujyyu4ou jo 


.9922. 


,C15.ol 


.gs 


Method 


GENSCAN 


Start 


Q Q /I 

y y 4 








End 


1094 


GI 


none 








Score 


.9 


Exons 


y y4 . . iu y4 












Seq. No. 


10506 








Seq. ID 


OJ990430_35.9922.C16 


Gene No. 


22261 








Strand 


+ 


btart 


1 1UU 








-End 


3613 


Name 


ojy yo4 iu_Jo 


.9922. 


CI6.0I 


.gs 


Method 


GENSCAN 


Start 


1100 








End 


3428 


GI 


none 








Score 


.93 


Exons 


1100. .1166, 


1965. 


.3428 








Seq. No. 


10506 








Seq. ID 


OJ990430 35.9922.C16 


Gene No. 


22261 








Strand 


+ 


Start 


1100 








End 


3613 



10917 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990430_35. 9922 .C16.ol.tw 
1986 
none 

1986. .2036, 2065. .2256, 2078. 
2363. .2482, 2600. .2695, 3233. 

10506 
22261 
1100 

OJ990430_35. 9922.C16.ol.np 
2018 
6522590 
2018. .3613 

(AL133292) receptor kinase-like protein [Arabidopsis thaliana] 



Method TBLASTX : Wheat 
End 3454 
Score 42 

.2266, 2242..2349, 2249.. 2341, 
.3370, 3320.. 3454 

Seq. ID OJ990430_35.9922.C16 

Strand + 

End 3613 

Method AAT/NAP 

End 3613 

Score 896 



10506 
22261 
1100 

OJ9904 30_35. 9922.C16.ol.tm 

2122 

none 

2122. .2163, 2123. .2164, 2147. 
3149. .3223, 3245.-3382 



Seq. ID OJ990430_35.9922.C16 

Strand + 

End 3613 

Method TBLASTX: Maize 

End 3382 

Score 50 

.2566, 2170.. 2559, 2795.. 2923, 



Seq. No. 10506 
Gene No. 22261 
Start 1100 

Name OJ9904 30_35 . 9922 . CI 6 . ol . ts 

Start 2204 
GI none 

Exons 2204.. 2341, 2216.. 2338, 2216. 

2228. .2341, 2228. .2341, 2336. 

2342 
2426 
2789 



.2341, 2216 

.2341, 2228 

.2785, 2342 

.2695, 2456 

.2974, 3188 

3233. .3337, 3239. .3592, 

3355. .3594, 3428. .3610 



,2698, 
,2704, 
,3595, 



2342. 
2474. 
3194 . 
3248. 



I.- Seq. ID OJ990430_35.9922.C16 
Strand + 
End 3613 
Method TBLASTX : Soybean 
End 3613 
Score 81 
..2338, 2219.. 2338, 2228.. 2320, 
.2626, 2336.. 2695, 2336.. 2713, 
.2701, 2351. .2704, 2360. .2698, 
.2593, 2705. .2968, 2789.-2974, 
.3382, 3230.. 3583, 3232.. 3306, 
.3613, 3272.. 3610, 3290.. 3382, 



Seq. No. 10506 
Gene No. 22261 
Start 1100 

Name OJ9904 30_35 . 9922 . C16 . ol . tc 

Start 2216 
GI none 

Exons 2216.. 2326, 2216.. 2338, 2219. 

2228. .2338, 2228. .2422, 2237. 
2342. .2644, 2342. .2698, 2351. 
2402.. 2695, 2408.. 2494, 242.0*. 
2786.. 2974, 2789.. ^944, 2798'. 
2999. .3079, 3194. .3583, 3227. 
3242. .3601, 3245. .3364, 3428. 



Seq. ID OJ990430_35.9922.C16 

Strand + 

End 3613 

Method TBLASTX : Cress 

End 3613 

Score 75 

.2707, 2219.. 2338, 2228.. 2338, 
.2338, 2248. .2406, 2258. .2341, 
.2698, 2354. .2695, 2381. .2641, 
.2602, 2531.. 2695, 2645.. 2782, 
.2896, 2858. .2974, 2980. .3165, 
.3376, 3230.. 3439, 3230.. 3610, 
.3526, 3428. .3613, 3452. .3610 



Seq. No. 10506 

Gene No. 22261 

Start 1100 

Name OJ9904 30_35 . 9922 . C16 . o2 . tw 

Start 2753 



Seq. ID OJ990430_35.9922.C16 

Strand + 

End 3613 

Method TBLASTX : Wheat 

End 3223 



10918 






GI 


none 




Score 








Exons 


OTCI imo OICQ n no 












Seq. No. 


lUOU / 




beq. id 


ATQQH/1 O c qqoo 


r* t "7 
. C_l / 




Gene No. 


22262 




Strand 


+ 






Start 


1 




End 


1345 






Name 


OJ990430 35. 9922.C17.ol, 


.np 


Method 


AAT/NAP 






Start 


1 




End * 


1345 






GI 


6522590 




Score 


617 






Exons 


1..858, 969. .1345 












GI Descrip. 


(AL133292) receptor kinase-like protein [Arabidopsis thaliana 




Seq. No. 


10507 




Seq. ID 


OJ990430_35.9922 


.C17 




Gene No. 


22262 




Strand 


+ 






o tart 


1 




End 


1345 






Name 


OJ990430 35. 9922.C17.ol, 


.tc 


Method 


TBLASTX: Cress 






nj.-v.i- 

btart 


111 




End 


1063 








none 




Score 








Exons 


111. .269, 255. .488, 525, 


. .572, 


567. .770 


, 801. .857, 968.. 


1063 




Seq. No. 


10507 




Seq. ID 


OJ990430_35.9922 


.C17 




Gene No. 


22262 




Strand 








Start 


1 




End 


1345 




'« s ? 


Name 


OJ990430 35.9922.C17.ol. 


.gs 


Method 


GENSCAN 




. s * 

'i 


Start 


172 




End 


1340 




Iji 


GI 


none 




Score 


c 
. O 




i 3 ! i 

! W 


Exons 


172. .858, 969. . 1340 










□ 


Seq. No. . 


10507 




Seq. ID 


OJ990430_35.9922 


.C17 


ui 


Gene No. 


22262 




Strand 


+ 






Start 


1 




End 


1345 




! s i £ 

1 M 


Name 


OJ990430 35.9922.C17.ol. 


.ts 


Method 


TBLASTX : Soybean 






Start 


264 




End 


1150 






GI 


none 




Score 


78 




Q 


Exons 


264. .356, 371. .556, 372. 


. .842, 


596. .757 


, 967. .1149, 968. 


.1150 


-! 


Seq. No. 


10507 




Seq. ID 


OJ990430_35.9922 


.C17 


! s i 

■i 


Gene No. 


22262 




Strand 


+ 






C +- -) v+- 

otart 


1- 




End 


1345 




□ 

.S Si 


Name 


OJ990430 35.9922.C17.ol. 


.tm 


Method 


TBLASTX: Maize 






btart 


433 




End 


791 








none 




Score 


85 






Exons 


433. .573, 434. .769, 435. 


. .791 










Seq. No. 


10507 




Seq. ID 


OJ990430_35. 9922 


.C17 




Gene No. 


22262 




Strand 


+ 






b tar t 


1 




End 


1345 






Name 


OJ990430 35.9922.C17.ol. 


.tw 


Method 


TBLASTX: Wheat ' 






Start 


603 




End 


10&8 - 








none 




Score 


131 






Exons 


603. .761, 834. .857, 958. 


. .1068, 


968. .1063 






Seq. No. 


10507 




Seq. ID 


OJ990430_35.9922 


.C17 




Gene No. 


22262 




Strand 


+ 






Start 


1 




End 


1345 






Name 


OJ990430 35.9922.C17.ol. 


,gp 


Method 


AAT/GAP 






Start 


771 




End 


1287 





10919 






GI 


10677 1.R1084 




Score 


709 




Exons 


771. .858, 969. .1287 










GI Descrip. 


'2586083 2.0e-13 (U72725) receptor kinase-like protein [Oryza 






longistaminata] 1 










Seq. No. 


1 n a f\ "7 




Seq. ID 


OJ990430_35.9922.C17 




Gene No. 


22262 




Strand 


+ 




Start 


1 




End 


1345 




Name 


OJ990430 3b . 33ZZ . C17 . o2 


.tm 


Method 


TBLASTX: Maize 




Start 


o lo 




End 


1343 




GI 


none 




Score 


55 




Exons 


815. .856, 822. .857, 968 


..1159, 971. .1162, 981. .1163, 981. .1166, 






1186. .1305, 1187. .1309, 


I 1 QQ 

I I O 0 


1 ^ A "5 






Seq. No. 


i n a a o 




beq. 1JJ 






Gene No. 


O O O £ "3 

ZZZ dj 




otrana 


+ 




Start 


19o 






A 

Q D I 




Name 


ojyyu^ou jj . y yzz . lio . ox 


. gs 


Method 






Start 


19b 




bna 


a c-7 
4 D 1 




GI 


none 




Score 


.84 




Exons 


195. .293, 347. .457 










Seq. No. 


10508 




Seq. ID 


OJ990430_35.9922.C18 




Gene No. 


22264 




Strand 




J 


Start 


3702 




End 


4 831 


ff 


Name 


OJ990430 35 . 9922 . C18 . o3 


. gs 


Method 


GENSCAN 


jj 


Start 


3702 




End 


4684 




GI . 


none 




Score 


.85 


1 
; I 


Exons 


3702. .4493, 4676. .4684 








If 


Seq. No. 


10508 




Seq. ID 


OJ990430_35 . 9922 . C18 


i i 


Gene No . 


22264 




Strand 






Start 


3702 




End 


4831 




Name 


OJ990430 35.9922.C18.ol 


. np 


Method 


AAT/NAP 


li 


Start 


3705 




End 


4831 


i 

M 


GI 


6539553 




Score 


1889 




Exons 


3705. .4831 








:i 


GI Descrip. 


(APO00836) Similar to Oryza 


australiensis retrotransposon RIRE1 


Ci 




(D85597) [Oryza sativa] 


gi| 6539590 Idbj | BAA88206 . T|- (AP000837) 






Similar to Oryza "australiensis retrotransposon RIRE1 (D85597) 


"t 




[Oryza sativa] 










Seq. No. 


10508 




Seq. ID 


OJ990430_35.9922.C18 




Gene No. 


22264 




Strand 






Start 


3702 




End 


4831 




Name 


OJ990430 35.9922.C18.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3841 




End 


4317 




GI 


none 




Score 


341 




Exons . } 


3841. .4227, 3842. .4225, 


3879 


..4226, 4242. .4316, 4246. .4317 




C a ft NT 

beq . INO . 


10508 




Seq. ID 


OJ990430_35. 9922.C18 




Gene No. 


22264 




Strand 






Start 


3702 




End 


4831 




Name 


OJ990430 35.9922. C18.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


3969 




End 


4310 




GI 


none 




Score 


74 




Exons 


3969. .4178, 4048. .4173, 


4197 


. .4310, 4204. .4284 



10920 



Seq. No. 


10508 






Gene No. 


22264 






Start 


3702 






Name 


OJ990430_35 


. 9922 . 


C18.ol.tm 


Start 


4173 






GI 


none 






Exons 


4173. .4511, 


4174 . 


.4512 


Seq. No. 


10508 






Gene No. 


22264 






Start 


3702 






Name 


OJ990430_35 


. 9922 . 


C18 . ol . ts 


Start 


4323 






GI 


none 






Exons 


4323. . 4667, 


4468 . 


.4668 


Seq. No. 


10508 






Gene No. 


22264 






Start 


3702 






Name 


OJ990430_35 


. 9922 . 


C18.o2.tw 


Start 


4521 






GI 


none 






Exons 


4521 . .4727 , 


4722 . 


.4817 


Seq. No. 


10508 






Gene No. 


22264 






Start 


3702 






Name 


OJ990430_35 


. 9922. 


C18.o2.tm 


Start 


4533 






GI 


none 






Exons 


4533. . 4814 






beq. No. 


t a c n q 






Gene No. 


22265 






Start 


1 






Name 


OJ990430 35 


.9922. 


C19.ol.np 


Start 


1 






GI 


6539553 






Exons 


1. .1571 






GI Descrip. 


(AP000836) ; 


Similar to Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_35.9922.C18 
4831 

TBLASTX: Maize 

4512 

202 



OJ990430_35.9922.C18 
4831 

TBLASTX : Soybean 

4668 

124 



OJ990430_35. 9922.C18 
4831 

TBLASTX: Wheat 

4817 

97 



OJ990430_35.9922.C18 
4831 

TBLASTX: Maize 

4814 

180 



OJ990430_35.9922.C19 

1571 
AAT/NAP 
1571 
2732 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



10509 Seq. ID 

22265 Strand 
1 End 
OJ9904 30_35.9922.C19.bl.tw Method 
3 End 
none Score 

3. .458, 3. .467, 4. .459 



OJ990430_35.9922.C19 
1571 

TBLASTX: Wheat 

467 

303 



Seq. No. 10509 Seq. ID 

Gene No v 222 65 Strand 

Start ' 1 End 

Name OJ990430 35 . 9922 . C19 . ol . tc Method 



OJ990430_35.9922.C19 
1571 

TBLASTX: Cress 



10921 




Start 


9 


End 


482 




GI 


none 


Score 


108 




Exons 


9. .89, 93. .287, 300. .482 








Seq. No. 


10509 


Seq. ID 


OJ990430_35.9922 


.C19 


Gene No. 


22265 


Strand 






Start 


1 


End 


15 / 1 




Name 


.- OJ990430_35 . 9922 . C19 . o2 . tm 


Method 


TBLAbTX : Mai ze 




Start 


39 


End 


oil 




GI 


none 


Score 


D / 




Exons 


39. .284, 303.. 611, 327. .482, 


337 . .528 






Seq. No. 


10509 


Seq. ID 


OJ990430_35.9922 


.C19 


Gene No. 


22265 


Strand 






Start 


1 


End 


15/1 




Name 


OJ990430_35 .9922.C19.ol.ts 


Method 


mr)T 7\ CTV • O ^ , tVi ^ — « 

TBLAbTX : boyoean 




Start 


117 


End 


515 




GI 


none 


Score 


38 




Exons 


117. .290, 244.-282, 291. .515, 


n Oil c n c 

33o . . 50 0 , 


jj-/ . . ou / 




Seq. No. 


10509 


Seq. ID 


OJ990430_35.9922 


.C19 


Gene No. 


22265 


Strand 






Start 


1 


End 


Id 1 1 




? J Name 


OJ990430 35 . 9922 . C19 . o2 . tw 


Method 


TBLAbTX : Wheat 




Start 


468 


End 


660 




; f\ GI 


none 


Score' 


186 




1. 1 Exons 


468.-659, 468. .659, 469. .660, 


58 9. .660 






Seq. No. 


10509 


Seq. ID 


OJ990430 35.9922 


.C19 


: l! Gene No . 


22265 


Strand 


- 




l\ Start 


1 


End 


1571 




'{j Name 


OJ990430 35 . 9922 . C19 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


525 


End 


911 






none 


Score 


84 




=J Exons 


525. .749, 762. .911 








I-. Seq. No. 


10509 


Seq. ID 


OJ990430_35.9922 


.C19 


s l Gene No. 


22265 


Strand 






*j Start 


1 


End 


1571 




Name 


OJ990430 35.9922.C19.ol.tm 


Method 


TBLASTX: Maize 




J Start 


938 


End 


1260 




GI 


none 


Score 


381 




Exons 


938. .1105, 939. .1253, 940. .1233, 1006.. 


1260 




Seq. No. 


10510 


Seq. ID 


OJ990430 35.9922.C20 


Gene No . 


22266 


Strand 


+ 




Start 


11946 


End ■ 


13085 




Name 


OJ990430 35. 9922.C20.ol.gp 


Method 


AAT/GAP 




Start 


11946 . . 


End 


12613 




GI 


24559 1.R1084 


Score 


862 




Exons 


1194 6. . 12090, 122 66. .12613 








GI Descrip. 


'2586083 2.0e-12 (U72725) receptor kinase-like protein 


[Oryza 




longistaminata] 1 








Seq. No. 


10510 


Seq. ID 


OJ990430_35.9922 


.C20 


Gene No. 


22266 


Strand 


+ 




Start 


. 11946 


End 


13085 





10922 




Name 


OJ990430_35 . 9922 . C20 . o2 . np 


Method 


AAT/NAP 


Start 


12271 


End 


13085 


GI 


6522592 


Score 


310 


Exons 


12271 . . 13085 






GI Descrip. 


(AL133292) receptor protein 


kinase-like protein [Arabidopsis 




thaliana] 






Seq. No. 


- 

10510 


Seq. ID 


OJ990430_35.9922.C20 


Gene No. 


22267 


Strand 




Start 


1 


End 


7858 


Name 


OJ990430 35. 9922.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


199 


GI 


6539553 


Score 


334 


Exons 


1. .199 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206. 1 1 (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


10510 


Seq. ID 


OJ990430_35. 9922.C20 


Gene No. 


22267 


Strand 




Start 


1 


End 


7858 


Name 


OJ990430 35.9922.C20.ol.gs 


Method 


GENSCAN 


Start 


92 


End 


7858 


GI 


none 


Score 


.41 


Exons 


r 

92. .215, 393. .440, 445. .628, 


821. .961, 


1102. .1285, 1350. .1487, 




1785.. 1972, 2046.. 2121, 2332 


..2508, 28 


24. .3021, 4851. .4978, 




5208. .5445, 7778. .7858 






Seq. No. 


10510 


Seq. ID 


OJ9904 30_35. 9922.C20 


Gene No. 


22268 


Strand 




Start 


11401 


End 


12858 


Name 


OJ9904 30_35.9922.C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


256 


GI 


none 


Score 


157 


Exons 


2. .64, 24. .209, 26. .208, 205 


..252, 212 


. .256 


Seq. No. 


10510 


Seq. ID 


OJ990430_35.9922.C20 


Gene No. 


22268 


Strand 




Start 


11401 


End 


12858 


Name 


OJ990430 35.9922.C20.o2.gs 


Method 


GENSCAN 


Start 


11401 


End 


12515 


GI 


none 


Score 


.76 


Exons 


11401. .11847, 12417. .12515 






Seq. No. 


10510 


Seq. ID 


OJ990430_35.9922.C20 


Gene No. 


22268 


Strand 




Start 


11401 


End 


12858 


Name 


OJ990430 35.9922.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


12415 


End 


12858 


GI 


none 


Score 


46 


Exons 


12415. .124 56, 12448. .12858, 


12465. .12851 


Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924.C3 


Gene No. 


22269 


Strand 


+ 


Start 


368 


End 


7881 


Name 


OJ990430 33.9924.C3.ol.gs 


Method 


GENSCAN 



10923 




Start 


o r o 


bna 


7745 




GI 


none 


Score 


.59 




Exons 




o / 4 y , o/z/ 


. .7206, 7302. .7745 


Seq. No. 


10511 


beq. lu 


OJ990430_33. 9924 . 


C3 


Gene No. 


22269 


Strand 


+ 




Start 


368 


End 


7881 




Name 


OJ990430 33. 9924 .C3.o2.np 


Method 


AAT/NAP 




Start 


2470 


End 


7881 




GI 


4680214 


Score 


306 




Exons 


2470.. 2508, 6883.. 7206, 7296 


. .7881 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924. 


C3 


Gene No. 


22270 


Strand 


+ 




Start 


14576 


End 


18214 




Name 


OJ990430 33. 9924 .C3.o4 . np 


Method 


AAT/NAP 




Start 


14558 


End 


16883 




GI 


2828293 


Score 


625 




Exons 


14558. .14 778, 14 964. .15098, 


1514 6. .154 86, 16155. .1634 4, 






16658 . . 16883 








GI Descrip. 


(AL021687) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924. 


C3 


Gene No. . 


22270 


Strand 






Start 


14576 


End 


18214 




Name 


OJ990430 33. 9924 .C3.o4 . gs 


Method 


GENSCAN 




Start 


14576 


End 


18214 




GI 


none 


Score 


. 7 




Exons 


14576. .14 850, 14 982. .15098, 


15184. .154 69, 16189 .. 16344 , 






16658. .16809, 17109. .17224, 


18084. .18214 




Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924. 


C3 


Gene No. 


22271 


Strand 


+ 




Start 


18916 


End 


19087 




Name 


OJ990430 33.9924.C3.ol.gp 


Method 


AAT/GAP 




Start 


18916 


End 


19087 




GI 


none 


Score 


315 




Exons 


18916.. 19087 








Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924. 


C3 


Gene No. 


22272 


Strand 


+ 




Start 


-21624 


End 


24105 




Name 


OJ990430 33.9924.C3.o6.np 


Method 


AAT/NAP 




Start 


21624 


End 


24105 




GI 


6815099 


Score 


96 




Exons 


21624 . .21812, 23987.. 24105 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924. 


C3 


bene inu . 


22273 


Strand 






Start 


5920 


End 


13645 




Name 


OJ990430 33.9924.C3.ol.np 


Method 


AAT/NAP 




Start 


5920 


End 


10438 




GI 


4733891 


Score 


132 




Exons 


5920. .6087, 10394. .10438 








GI Descrip. 


(AF104924) unconventional myosin heavy 


chain [Zea mays] 





10924 



Seq. No. 10511 

Gene No. 22273 

Start 5920 

Name OJ9904 30_33 . 9924 . C3 . o2 . gs 

Start 8830 

GI none 

Exons 8830.. 9207, 



9417. .9741, 9820. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.10067 



OJ990430_33. 9924.C3 

13645 
GENSCAN 
10067 
.51 



Seq. No. 


10511-, 




Seq. ID 


OJ990430_ 


33.9924, 


.C3 


Gene No. 


22273 




Strand 








Start 


coon 




End 


13645 






Name 




. o3.np 


Method 


AAT/NAP 






Start 


OQQ1 




End 


9623 






GI 


221 5b52 




Score 


819 






Exons 


OQQ1 QCOO 

oool. . y o2 J 












GI Descrip. 


(ACUUU10J) Fzljy.z4 


[Arabidopsis thaliana] 






Seq. No. 


10511 




Seq. ID 


OJ990430_ 


33.9924, 


.C3 


Gene No. 


22273 




Strand 








Start 


5920 




End 


13645 






Name 


OJ990430 33. 9924. C3. 


. o3 . gs 


Method 


GENSCAN 






Start 


10300 




End 


13645 






-GI 


none 




Score 


.44 






Exons 


10300. .10682, 12303. 


. .12501,, 


12533. .12925, 13022. 


.13645 




Seq. No. 


10511 




Seq. ID 


OJ990430_ 


33.9924, 


.C3 


Gene No. 


22274 




Strand 








Start 


19062 




End 


21017 






Name 


OJ990430 33. 9924. C3. 


. o5 . gs 


Method 


GENSCAN 






Start 


19062 




End 


20930 






GI 


none 




Score 


.95 






Exons 


19062. .20930 













Seq. No. 10511 Seq. ID OJ9904 30_33 . 9924 . C3 

Gene No. 22274 Strand 

Start 19062 End 21017 

t .Name OJ990430_33 . 9924 . C3 . o5 . np Method AAT/NAP 

Start 19071 End 20849 

GI 2828292 Score 1702 

Exons 19071.. 20849 

GI Descrip. (AL021687) neoxanthin cleavage enzyme-like protein [Arabidopsis 
thaliana] 



Seq. No. 10511 

Gene No. 22274 

Start 19062 

Name OJ9904 30_33 . 9924 . C3 . o2 . gp 

Start 19199 

GI LIB34 33-055-P1-K1-D6 

Exons 19199. .19648 

GI Descrip. 1 2828292/emb | CAA16706 . 1 | 
enzyme-like protein [Arab 

Seq. No. 10511 

Gene No. 22274 

Start 19062 



Seq. ID OJ990430_33.9924.C3 
Strand 

End 21017 

Method AAT/GAP 

End 19648 .. 

Score 864 

1.0e-42 (AL021687) neoxanthin cleavage 
idopsis thaliana] 1 

Seq. ID OJ990430_33.9924.C3 
Strand 

End 21017 



10925 





Name 


OJ990430 33.9924. 


C3.o3. 


gp 


Method 


AAT/GAP 




Start 


20639 






End 


21017 




GI 


LIB3479-012-Q6-K1 


-E7 




Score 


651 




Exons 


20639. .21017 












GI Descrip. 


1 60154 37/dbj IAB008112.1 


IAB008112 l.Oe- 


-10 Homo sapiens PEX1 mRNA, 






complete cds 1 












Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924.C3 




Gene No. 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33.9924. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6907 






End 


7866 




GI 


none 






Score 


154 




Exons 


6907.. 7062, 6908. 


.7192, 


6912. 


.7214, 6913.. 7209, 7092.. 7223, 






7305.. 7502, 7729. 


.7866 










Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924.C3 




Gene No. 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33.9924. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8905 






End 


9382 




GI 


none 






Score 


48 




Exons 


8905.. 8973, 8906. 


.8974, 


8965. 


.9333, 8974. .9012, 8993. .9319, 


•ssr 




9010. . 9381, 9011. 


. 9382 








si 

i" j*! 


- 

Seq. No. 


10511 






Seq. ID 


OJ990430_33. 9924 .C3 


:i j : 

! J 


Gene No. 


22275 






Strand 






Start 


22318 






End 


26773 


'>*. sF 


Name 


OJ990430 33.9924. 


C3.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


8916 






End 


9339 




GI 


none 






Score 


196 




Exons 


8916. .9143, 8917. 


. 9144, 


8920 . 


.9144, 8! 


927. .9151, 9152. .9334, 




9154 . . 9339 










□ 


Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924.C3 




Gene No. 


22275 






Strand 




i" 


Start 


22318 






End 


26773 


: "E 


Name 


OJ990430 33.9924. 


C3.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


9400 






End' 


9953 




GI 


none 






Score 


79 


f C | 


Exons 


9400. .9435, 9417. 


. 9746, 


9843. 


. 9953 






Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924.C3 




Gene No. 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33.9924. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start ' 


9459 






End 


' 9746 




GI 


none 






Score 


195 




Exons 


9459. .9746 












Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924.C3 




Gene No. 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33.9924. 


C3.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


14587 






End 


14773 




GI 


none 






Score 


220 




Exons 


14587. .14700, 14588. .14773 







10926 



Seq. No. 10511 Seq. ID 

Gene No. 22275 Strand 

Start 22318 End 

Name OJ990430_33 . 9924 . C3 . o4 . ts Method 

Start 14603 End 

GI none Score 

Exons 14603. .14770, 15211 .. 15297 , 15212 

15412. .15462, 1 6185 .. 16268 , 16186 



OJ990430 33. 9924. C3 



26773 

TBLASTX : Soybean 
16268 
141 

15310, 15392. .15481, 
16266 



Seq. No. 10511 

Gene No. 22275 

Start 22318 

Name OJ9904 30_33 . 9924 . C3 . o2 . tc 

Start 14983 

GI none 

Exons 14983. .15111, 14 98 6 15096, 
15209. .15295, 15214.. 15297 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_33.9924.C3 
26773 

TBLASTX: Cress 

15298 

170 



14997. .15098, 15203 .. 15298, 



Seq. No. 
Gene No. 
Start 
r| Name 
"«i Start 
% GI 
Exons 



10511 
22275 
22318 

OJ990430_33. 9924 .C3.ol0.tm 

15055 

none 

15055. .15099, 15188 15304 , 
15392. .15472, 16189. .16248 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_33.9924.C3 
26773 

TBLASTX: Maize 

16248 

63 



15205. .15324, 15391. .15471, 



hi 

a; 

i'ii 



Seq. No. 10511 
Gene No. 22275 
Start 22318 

Name OJ990430_33 . 9924 . C3 . o9 . tm 

Start 16254 

GI none 

Exons 16254. .16343, 16255 

16658. .16804, 16662 
17049. .17183, 17106 
17260.-.17307, 17263 
18163. .18216, 18164 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 33. 9924. C3 



,16344, 16260. 

,16808, 16663. 

,17186, 17178. 

,17304, 18.105. 
,18208 



26773 

TBLASTX: Maize 
18216 
114 

16343, 16658. .16804, 
16809, 16671. .16805, 
17246, 17179. .17247, 
18149, 18107. .18151, 



Seq. No. 10511 Seq. ID 

Gene No. 22275 Strand 

Start 22318 End 

Name OJ990430_33 . 9924 . C3 . ol . tm Method 

Start 18931 End 

GI none Score 
Exons 



OJ990430_33.9924.C3 
26773 

TBLASTX: Maize 

19896 

43 



18931. .18987, 19056 .. 19721 , 19062 19733, 19063 .. 19767, 
19627. .19731, 19754 .. 19804 , 19759 19896, 19782. .19895 



Seq. No. 10511 ' Seq. ID 

Gene No. 22275 Strand 

Start 22318 End 

Name OJ990430_33 . 9924 . C3 . ol . tc Method 

Start 18967 End 

GI none Score 
Exons 



OJ990430_33.9924 .C3 
26773 

TBLASTX: Cress 

20507 

116 



18967. .19233, 1907 1 19235, 1934 1 .. 1 9559, 19620 .. 19721, 
19660. .19743, 197 68 .. 19842 , 19797 .. 19865, 19869 .. 20057, 



10927 






19870. . 


20058, 20055 


. . Zkjldo , 


20367. .20444, 20445. .20507 




Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924. 


C3 


Gene No. 


22275 






Strand 






btart 


22318 






End 


26773 




Name 


OJ990430 33. 9924. C3. 


. Oo . tS 


Method 


TBLASTX : Soybean 




Start 


19077 






End 


19380 




GI 


none 






Score 


141 




Exons 


19077. . 


19235, 19081, 




19272. . 19337, 19273.. 19380 




Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924. 


b J 


Gene No . 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33. 9924. C3, 


.ol.ts 


Method 


TBLASTX: Soybean 




bt art 


19380 






End 


20624 




GI 


none 






Score 


289 




Exons 


19380. . 


19721, 19381, 


. . i y / bi , 


19759. .20052, 19791. .20051, 






20041. . 


20172, 20055, 


onion 


20226. .20330, 20230 .. 20331, 






20364 . . 


20414, 20367, 


o n / A A 


20445. .20567, 20565. .20624 




Seq. No. 


10511 






Seq. ID 


OJ990430_33. 9924 . 


C3 


Gene No. 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33. 9924. C3. 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19896 






End 


20102 




GI 


hone 






Score 


269 




Exons 


19896. . 


20102, 19897. 


. . zuuy i 








Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924. 


C3 


Gene No. 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33. 9924. C3. 


, 06 . gs 


Method 


GENSCAN 




Start 


22318 






End 


26727 




GI 


none 






Score 


.54 




Exons 


22318. . 


22492, 22643. 


. . £l I io , 


25444. .25510, 26380 26577, 






26617. . 


26727 










beq. no. 


10511 






Seq. ID 


OJ990430_33.9924. 




Gene No . 


22275 






Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33. 9924. C3. 


. 08 . np 


Method 


AAT/NAP 




btart 


24859 






End 


26773 




bl 


3377836 






Score 


96 




Exons 


24859. . 


24885, 26163. 


. .26433, 


26624.. 26773 




GI Descrip. 


(AF075598) contains 


similarity to reverse transcriptases 




[Arabidopsis thaliana] 








Seq. No. 


10511 






Seq. ID 


OJ990430_33. 9924 . 


C3 


Gene No. 


22275 




*} 


Strand 






Start 


22318 






End 


26773 




Name 


OJ990430 33. 9924. C3. 


, o7 . np 


Method 


AAT/NAP 




Start 


25451 






End 


26773 




GI 


4996361 




Score 


443 




Exons 


25451. . 


26138, 26676. 


, .26773 








GI Descrip. 


(AB021263) polyprotein [Arabidopsis thaliana] 




Seq. No. 


10511 






Seq. ID 


OJ990430_33.9924. 


C3 



10928 




Gene No. 


22275 


Strand 




Start 


22318 


End 


26773 


Name 


--w y«\ A ft ft ft ft A ft il /*> ft ' j^* 1 . 

OJ990430 33 . 9924 .C3 . 06 . tm 


Method 


TBLASTX: Maize 


Start 


25461 


End 


25810 


GI 


none 


Score 


40 


Exons 


25461 25499,, 254 63.-254 98, 


25499. .25810, 25503 .. 25688 , 




25749 . . 25802 






Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924.C3 


Gene No. 


22275 


Strand 




Start 


22318 


End 


26773 


Name 


OJ990430_33 . 9924 . C3 . o2 . ts 


Method 


TBLASTX: Soybean 


Start 


25496 


End 


26100 


GI 


none 


Score 


90 


Exons 


a * a /* ft r~ s~ ~i ft ft ^ ^ ft r~ ft ^ y** ft 

25496. .25678, 25505. .25681, 


25563. .25799, 25709 .. 25816, 




25811. .25903, 25822. .26100, 


25823. .25903, 25973.. 26080 


Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924.C3 


Gene No. 


22275 


Strand 




Start 


22318 


End 


26773 


Name 


jm^ -r ft ft ft jl ft ft ft ft ft ft ft * y-W ft _ J J , 

OJ9904 30_33. 9924 . C3 . o4 . tm 


Method 


TBLASTX: Maize 


Start 


25811 


End 


26140 


GI 


none 


Score 


191 


Exons 


25811 .. 26140, 25822.. 26139 






Seq. No. 


10511 


Seq. ID 


OJ990430_33.9924.C3 


Gene No. 


22275 


Strand 




Start 


22318 


End 


26773 


Name 


OJ9904 30_33. 9924 .C3.o3. tw 


Method 


TBLASTX: Wheat 


Start 


25864 


End 


26149 


GI 


none 


Score 


66 


Exons 


25864. .26130, 26009. .26149 






Seq. No. 


10512 


Seq. ID 


OJ990430_33.9924.C4 


Gene No. 


22276 


Strand 




Start 


3772 


End 


3874 


Name 


OJ990430 33-9924. C4.ol.gp 


Method 


AAT/GAP 


Start 


377.2 


End 


3874 


GI 


LIB347-7-003-P1-K1-E9 


Score 


125 


Exons 


3772. .3874 






GI Descrip. 


1 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


10512 


Seq. ID 


OJ990430_33.9924.C4 


Gene No. 


22277 


Strand 




Start 


6764 


End 


7609 


Name 


OJ990430 33.9924.C4.ol.np 


Method 


AAT/NAP 


Start 


6764 


End 


7609 


GI 


5295955 


Score 


386 


Exons 


6764. .6877, 6905. .7354, 7394 


,7609 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V015! 




[Oryza sativa] 






Seq. No. 


10513 


Seq. ID 


OJ990430_33.9924.C5 


Gene No. 


22278 


Strand 




Start 


1 


End 


1503 



10929 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990430_33. 9924 .C5.ol.np Method AAT/NAP 

1 End 1503 

5295955 Score 250 

1..28, 709. .823, 1366. .1503 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



10513 Seq. ID 

22278 Strand 

1 End 

OJ990430_33. 9924.C5.ol.gs Method 

204 End 

none Score 

204. .292, 700. .823 



OJ990430_33.9924.C5 

1503 
GENSCAN 
823 
.64 



OJ990430_33.9924.C6 
+ 

416 

AAT/NAP 

413 

491 



10514 Seq. ID 

22279 Strand 
1 End 
OJ990430_33. 9924 .C6.ol.np Method 
1 End 
417719 Score 
1. .413 

40S RIBOSOMAL PROTEIN S3 gi | 2144763 | pir | | R3HUS3 ribosomal 
protein S3 - human gi | 233042 |bbs | 42659 (S42658) S3 ribosomal 
protein [human, colon, Peptide, 243 aa]- [Homo sapiens] gi 1555941 
(U14990) ribosomal protein S3 [Homo sapiens] gi 1555943 (U14991) 
ribosomal protein S3 [Homo sapiens] gi 1555945 (U14992) ribosomal 





protein S3 [Homo sapiens] 








Seq. No. 


10514 




Seq. ID 


OJ990430_33.9924, 


,C6 


Gene No. 


22279 




Strand 


+ 




Start 


1 




End 


416 




Name 


OJ990430 33. 9924. C6. 


. ol . gs 


Method 


GENSCAN 




Start 


45 




End 


416 




GI 


none 




Score 


.87 




Exons 


45. .416 










Seq. No. 


10514 




Seq. ID 


OJ990430_33.9924, 


.C6 


Gene No. 


22280 




Strand 


+ 




Start 


527 




End 


606 




Name 


OJ990430 33. 9924. C6. 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


117 




End 


415 




GI 


none 




Score 


501 




Exons 


117. .413, 119. .415 










Seq. No. 


10514 




Seq. ID 


OJ990430_33.9924. 


.C6 


Gene No. 


22280 




Strand 


+ 




Start 


527 




End 


606 




Name 


.OJ990430 33. 9924. C6. 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


117 




End 


349 




GI 


none 




Score 


69 




Exons 


117. .173, 119. .172, 


173. .349, 


174 . .332 






Seq. No. 


10514 




Seq. ID 


OJ990430_33.9924. 


.C6 


Gene No. 


22280 




Strand 


+ 




Start 


527 




End 


606 




Name 


OJ990430 33. 9924. C6. 


.ol. tc 


Method 


TBLASTX: Cress 





10930 




Start 


120 


End 


350 




GI 


none 


Score 


281 




Exons 


120 . . 350, 122 . . 331 








Seq. No. 


10514 


Seq. ID 


OJ990430_33.9924 


.C6 


Gene No. 


22280 


Strand 


+ 




Start 


527 


End 


606 




Name 


OJ990430_33. 9924 . C6.ol. tw 


Method 


TBLASTX: Wheat 




Start 


153 


End 


358 




GI 


none 


Score 


228 




Exons 


153 . . 332, 164 . . 358 








Seq. No. 


10514 


Seq. ID 


OJ990430 33.9924 


,C6 


Gene No. 


22280 


Strand 


+ 




Start 


527 


End 


606 




Name 


OJ990430 33.9924.C6.o2.np 


Method 


AAT/NAP 




Start 


527 


End 


606 




GI 


2290180 


Score 


82 




Exons 


527. .606 








GI Descrip. 


(U84883) envelope glycoprotein [Human 


immunodeficiency 


viru 




type 1] 








Seq. No. 


10515 


Seq. ID 


OJ990430 33.9924 


.C7 


Gene No. 


22281 


Strand 


+ 




Start 


1 


End 


299 




Name 


OJ990430 -33.9924.C7.ol.np 


Method 


AAT/NAP 




Start . 


1 


End 


299 




GI 


5306249 


Score 


142 




Exons 


1..299 








GI Descrip. 


(AC006438) unknown protein 


[Arabidopsis thai i ana] 




Seq. No. 


10515 


Seq. ID 


OJ990430_33.9924 


.C7 


Gene No. 


22282 


Strand 


+ 




Start 


15255 


End 


16513 




Name 


OJ990430 33.9924.C7.o6.np 


Method 


AAT/NAP 




Start 


15249 


End 


16513 




GI 


1431629 


Score 


451 




Exons 


1524 9. .15375, 15513. .15595, 


15701. .15830, 16169. .16248, 






16354 . .16513 








GI Descrip. 


(X99348) pectinacetylesterase precursor [Vigna radiata] 




Seq. No. 


10515 


Seq. ID 


OJ990430_33.9924 


.C7 


Gene No. 


22282 


Strand 


+ 




Start 


15255 


End 


16513 




Name 


OJ990430 33.9924.C7.o3.gs 


Method 


GENSCAN 




Start 


15255 


End 


16248 




GI 


none 


Score 


.77 




Exons 


15255. .15375, 15463. .15491, 


15701. .15830, 16169.. 16248 




Seq. No. 


10515 


Seq. ID 


OJ990430_33.9924 


.C7 


Gene No . 


22283 


Strand 






Start 


1 


End 


11819 




Name 


OJ990430 33.9924.C7.o3.np 


Method 


AAT/NAP 




Start 


1 


End 


6537 




GI 


4378066 


Score 


1027 




Exons 


1..41, 3303. .5721, 6065. .6537 






GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 





10931 



gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



10515 
22283 
1 

OJ9904 30J33.9924 .C7.ol.gs 

842 

none 



Seq. ID OJ990430_33. 9924 ,C7 
Strand 

End 11819 

Method GENSCAN 

End 2315 

Score . 62 



842. .1096, 1125. .1237, 1584. .1962, 2040. .2315 



Seq. ID OJ990430_33. 9924 .C7 
Strand 

End 11819 

Method AAT/NAP 

End 2714 

Score 212 



10515 
22283 
1 

OJ990430_33 . 9924 . C7 . o2 . np 
845 

3335373 
845. .1159, '2646. .2714 

(AC003028) putative GT-l-like transcription factor [Arabidopsis 
thaliana] 



Seq. ID OJ990430_33.9924.C7 
Strand 

End 11819 
Method GENSCAN 
End 11819 
Score .49 

3205. .4665, 4774. .5028, 5049. .5289, 5354. .5883, 6025. .6429, 
6458..688S, 8454. .8662, 9140. .9509, 9791. .9968, 10035 10239, 
10332. .10450, 10641. .10861, 11197 .. 11370 , 11393.. 11819 



10515 
22283 
1 

OJ990430J33". 9924 . C7 . o2 . gs 

3205 

none 



10515 
22283 
1 

OJ990430_33. 9924 .C7.o3.tw 

3301 

none 



Seq. ID OJ990430_33.9924.C7 
Strand 

End 11819 

Method TBLASTX : Wheat 

End 3499 

Score 59 



3301. .3498, 3367. .3495, 3425. .3499 



10515 
22283 
1 

OJ9904 30_33.9924 . C7 .ol.tm 

3469 

none 

3469. .3825, 3470. .3826 

10515 
22283 
1 

OJ9904 30_33 . 9924 . C7 . ol . tw 

3499 

none 

3499.. 3954, 3500.. 3928 

10515 
22283 



Seq. ID OJ990430_33.9924.C7 
Strand 

End 11819 

Method TBLASTX : Maize 

End 3826 

Score 208 



Seq. ID OJ990430_33. 9924.C7 
Strand 

End 11819 

Method TBLASTX : Wheat 

End 3954 

Score 243 



Seq. ID OJ990430_33.9924.C7 
Strand 



10932 





Start 


1 






End 


11819 






Name 


OJ990430 33. 9924. C7 . 


o2.tw 


Method 


TBLASTX : Wheat 






Start 


4159 






End 


4518 






GI 


none 






Score 


102 






Exons 


4159. . 


4380, 4160.. 4381, 4387.. 4518 








Seq. No. 


10515 






Seq. ID 


OJ990430_33.9924. 


C7 




Gene No. 


22283 




- 


Strand 








Start 


1 






End 


11819 






Name 


OJ990430 33. 9924. C7. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


5365 






End 


5655 






GI 


none 






Score 


176 






Exons 


5365. . 


5655 












Seq. No. 


10515 






Seq. ID 


OJ990430_33.9924. 


C7 




Gene No. 


22284 






Strand 








Start 


15508 






End 


16452 






Name 


OJ990430 33. 9924. CI. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


15508 






End 


16248 






GI 


none 






Score 


119 






Exons 


15508. 


.15594, 15512. 


. 15595, 


15701. . 15829, 16152. .16247, 








16153. 


.16248, 16165. 


.16248 








.SSJ 

: S5 ? 


Seq. No. 


10515 






Seq. ID 


OJ990430_33. 9924 . 


C7 


: : 


Gene No. 


22284 






Strand 






rfl 


Start 


15508 






End 


'16452 




i ; ; s 


Name 


OJ990430 33. 9924. CI. 


o2 . tm 


Method 


TBLASTX: Maize 




i 


Start 


15508 






End 


16201 






GI 


none 






Score 


82 






Exons 


15508. 


.15597, 15508. 


.15594, 


15510. . 15596, 15512. .15652, 




'is? 




15698. 


.15826, 15701. 


.15829, 


15721. .15828, 1 6165 .. 16200, 




r Li 




16166. 


.16201 












Seq. No. 


10515 






Seq. ID 


OJ990430_33.9924. 


C7 


' 


Gene No. 


22284 






Strand 






'sl 


Start 


15508 






End 


16452 




I . 
is s: 


Name 


OJ990430 33. 9924. CI. 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


15508 






End 


164 52 






GI 


none 






Score 


135 






Exons 


15508. 


.15585, 15512. 


.15595, 


15512. .15601, 15693. .15812, 




1. _! 




15701. 


.15829, 15721. 


.15828, 


16158. .16253, 16164. .16253, 








16165. 


.16254, 16276. 


.16452, 


16371. .16433 






Seq. No. 


10516 






Seq. ID 


OJ990430_33.9924. 


C8 




Gene No. 


22285 






Strand 


+ 






Start 


1 






End 


18030 






Name 


OJ990430 33. 9924. C8 . 


ol . np 


Method 


AAT/NAP 






Start 


1 






End 


1179 






GI 


1431629 




. Score 


438* 






Exons 


1. .20, 


155.. 208, 301 


i .378, 


574 ... 679, 


780. .925, 1054. .1179 




GI Descrip. 


(X9934 


8) pectinacetylesterase precursor [Vigna radiata] 






Seq. No. 


10516 






Seq. ID 


OJ990430_33.9924 


C8 




Gene No. 


22285 






Strand 


+ 






Start 


1 






End 


18030 






Name 


OJ990430 33. 9924. C8. 


ol . gs 


Method 


GENSCAN 






Start 


206 






End 


5346 





10933 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 5 

206. .208, 574. .679, 780. .925, 1350. .1481, 1518. .1752, 

3366..3449, 4372. .4511, 5284. .5346 



10516 Seq. ID 

22285 Strand 

1 ' End 
OJ990430_33. 9924 .C8.o3.np Method 
1565 End 
119714 Score 



OJ990430_33.9924.C8 
+ 

18030 ■ 
AAT/NAP 
18030 
190 

.15293, 



1565.. 1717, 10272. .10718, 14075 .. 14243, 14779. 
15997. .16087, 17 997. .18030 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir M S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 





Seq. No. 


10516 








Seq. ID 


OJ990430 


__33.9924.C8 




Gene No. 


22286 








Strand 








Start 


2360 








End 


4427 






Name 


OJ990430 33 


.9924. 


C8.ol. 


gp 


Method 


AAT/GAP 






Start 


2360 








End 


4427 






GI 


none 








Score 


1496 




.as-, 
U? 


Exons 


2360. .2728, 


3266. 


.3525, 


4119. 


.4274, 4350. .4427. 




V E 


Seq. No. 


10516 








Seq. ID 


OJ990430 


_33.9924.C8 


r! : 


Gene No. 


22287 








Strand 






\ kt 


Start 


4509 








End 


5052 




i : 
•5 sr 

: ( s 


Name 


OJ990430 33 


.9924. 


C8.o2. 


gp 


Method 


AAT/GAP 




LU 


Start 


4509 








End 


5052 






GI 


none 








Score 


989 




\°[\ 


Exons 


4509. .5052 
















Seq. No. 


10516 








Seq. ID 


OJ990430 


_33.9924.C8 




Gene No. 


22288 








Strand 








Start 


5739 








End 


11614 




|l SI 


Name 


OJ990430 33 


.9924. 


C8 .o2. 


gs 


Method 


GENSCAN 




. =: 


Start 


5739 








End 


10613 




Q 


GI 


none 








Score 


.68 




□ 


Exons 


5739. .5818, 


7043. 


.7219, 


7802. 


.7857, 9246. .9445, 


10533. .10613 




Seq. No. 


10516 








Seq. ID 


OJ990430 


_33.9924.C8 




Gene No. 


22288 








Strand 








Start 


5739 








End 


11614 






Name 


OJ990430 33 


.9924. 


C8 .o2. 


np 


Method 


AAT/NAP 






Start 


5872 








End 


11614 






GI 


2854117 








Score 


637 






Exons 


5872. .5946, 


6190. 


.6490, 


7089. 


.7142, 7345. .7477, 


7644. .7678, 






7776. .7846, 


7932. 


.8021, 


8112. 


.8181, 8263.. 8372,: 


' 8458. .8611, 






9246. .9436, 


11588 


. .11614 • 










GI Descrip. 


(AF045453) ] 


protein kinase YakA [ Dictyostelium discoideum] 




Seq. No. 


10516 








Seq. ID 


OJ990430_ 


_33.9924.C8 




Gene No. 


22289 








Strand 








Start 


13843 








End 


27762 






Name 


OJ990430 33 


.9924. 


C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


154 








End 


1279 





10934 



GI none Score 69 

Exons 154. .207, 155. .205, 282. .383, 300. .380, 301. .381, 567. .677, 

567. .680, 571. .681, 764. .916, 778. .978, 1052. .1210, 1053. .1223, 
1054. .1224, 1229. .1279, 1233. .1277, 1237. .1278 



Seq. No. 10516 

Gene No. 22289 

Start 13843 

Name OJ990430_33 . 9924 . C8 . o2 . ts 

Start 155 

GI none 
Exons 



Seq. ID OJ990430_33. 9924 .C8 
Strand 

End 27762 ■ 

Method TBLASTX : Soybean 

End 1158 

Score 72 



155. .202, 301. .381, 567. .641, 571. .681, 764. .931, 778. .933, 
1053. .1148, 1054. .1158 



Seq. No. 10516 

Gene No. 22289 

Start 13843 

Name OJ990430_33 . 9924 . C8 . ol . tc 

Start 591 

GI none 
Exons 



Seq. ID OJ990430_33.9924.C8 
Strand 

End 27762 

Method TBLASTX : Cress 

End 1155 

Score 78 



591. .680, 592. .681, 764. .931, 778. .909, 1057. .1092, 1108. .1155 



Seq. No. 10516 
Gene No. 22289 
Start 13843 

Name OJ9904 30_33 . 9924 . C8 . o5 . tm 

Start 2530 
GI none 
Exons 2530.. 2559, 

2679. .2723, 

3389. .3529 



2566..2634, 2567 
2688.. 2717, 3252 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2635, 2649 
.3512, 3264 



OJ990430 33. 9924. C8 



27762 

TBLASTX : Maize 
3560 
55 

2672, 2650. 
3560, 3265. 



.2673, 
.3516, 



Seq. No. 


10516 










Seq. ID 


OJ990430 


_33.9924.C8 


Gene No. 


22289 










Strand 






Start 


13843 










End 


27762 




Name 


OJ990430 33 


9924. 


C8.o2. 


tm 


Method 


TBLASTX : 


Maize 


Start 


4453 










End 


6916 




GI 


none 










Score 


39. 




Exons 


4453. 


4545, 


4498. 


.4545, 


4548. 


.4664, 4549. .4665, 


4550. .4669, 




4670. 


4765, 


4671. 


.4730, 


4746. 


.4880, 4746. .4925, 


4747. .4923, 




4748 . 


4927, 


4748. 


.4951, 


4959. 


.4994, 4963. .4992, 


4964. .5011, 




4964 . 


5011, 


5068. 


.5157, 


5096. 


.5161, 5099. .5155, 


5222. .5317, 




5231. 


5317, 


5235. 


.5318, 


5872. 


.5949, 5873. .5935, 


5873. .5953, 




6188. 


6280, 


6189. 


. 6284, 


6190. 


.6282, 6191. .6286, 


6781. .6912, 




6818. 


6916, 


6818. 


.6910, 


6820. 


.6915 






Seq. No. 


10516 










Seq. ID 


OJ990430 


_33.9924.C8 


Gene No. 


22289 










Strand 






Start 


13843 










End 


27762 " 




Name 


OJ990430 33 


9924. 


C8.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4739 










End 


5082 




GI 


none 










Score 


65 




Exons 


4739. . 


4840, 


4739. 


.4888, 


4746. 


.4886, 4862. .4990, 


4953. .4988, 




5013. . 


5081, 


5032. 


.5082 










Seq. No. 


10516 










Seq. ID 


OJ990430 


_33.9924.C8 


Gene No. 


22289 










Strand 







10935 






Start 


13843 




End 


27762 




Name 


OJ990430 33. 


9924.C8.o3. tm 


Method 


TBLASTX: Maize 




Start 


7001 




End . 


8372 




GI 


none 




Score 


77 




Exons 


7001. .7144, 


7008 . .7148, 7008 


..7157, 7033. .7149, 7348. .7470, 






7349. .7471, 


7376. .7471, 7755 


..7859, 7777. .7875, 7779. .7850, 






7780 . . 7860, 


7917 . . 8045, 7939 


..8046, 7942... 8022, 7943. .8044, 






8082 . .8180, 


8109. .8180, 8257 


..8337, 8259. .8342, 8260. .8364, 






8261 . . 8365, 


8262 . . 8372 








Seq. No. 


10516 




Seq. ID 


OJ990430_33.9924.C8 




Gene No. 


22289 




Strand 






Start 


13843 




End 


27762 




Name 


OJ990430_33 . 


9924.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


7951 




End 


8595 




GI 


none 




Score 


66 




Exons 


7951 . . 8022, 


7953 . .8033, 8262 


..8390, 8461. .8541, 8488.-8559, 






i~» r" '"'11 a r f\ r 

8521 . .8595, 


854 0 . .8590 








Seq. No. 


10516 




Seq. ID 


OJ990430_33.9924.C8 




Gene No. 


22289 




Strand 






Start 


13843 




End 


27762 




Name 


OJ990430 33. 


9924.C8.o3.gs 


Method 


GENSCAN 




Start 


13843 




End 


15244 


i. '\ 
s cr 


GI 


none 




Score 


. 63 




Exons 


13843. .14455, 14579 .. 14633, 


14668. .14917, 15089. .15244 


1* i * 
}. 11 


Seq. No. 


10516 




Seq. ID 


OJ990430_33.9924.C8 


h 3? 


Gene No. 


22289 




Strand 




i f I 


Start 


13843 




End 


27762 


■ ~'z 


Name 


OJ990430 33. 


9924.C8.o4.np 


Method 


AAT/NAP 




Start 


14542 




End 


17981 


i b: 


GI 


4539351 




Score 


614 




Exons 


14542. .14581 


, 15975. .16083, 


16241. .165f 


38, 16708. .16983, 






17159. .17233, 17301 .. 17455, 


17603. .17981 




GI Descrip. 


(AL035539) putative protein 


[Arabidopsis thaliana] 


I' =; 

y 


Seq. No. 


10516 




Seq. ID 


OJ990430_33. 9924 .C8 




Gene No. 


22289 




Strand 




i 3! .| 


Start 


13843 




End 


27762 




Name 


OJ990430 33. 


9924.C8.o3.gp 


Method 


AAT/GAP 




Start 


15555 




End 


16408 




GI 


40140 1.R108 


4 


Score 


1257 




Exons 


15555. .16083, 16241. .16408 








GI Descrip. 


M539351/emb|CAB37499.1| 5.0e-20 (AL035539) putative protein 






[Arabidopsis 


thaliana] 1 








Seq. No. 


10516 




Seq. ID 


OJ990430_33. 9924 .C8 




Gene No. 


22289 




Strand 






Start 


13843 




End 


27762 




Name 


OJ990430 33. 


9924 .C8.ol.tm 


• Method 


TBLASTX: Maize 




Start 


15746 




End 


16821 




GI 


none 




Score 


329 




Exons 


15746. .16084 


, 15796. .15834, 


15820. .16083, 15947. .16093, 






16236. .16589, 16239 .. 16598 , 


1624 0. .16596, 16241 .. 16672, 






16241. .16597 


, 16693. .16782, 


16754. .16819, 167 62 . . 16821 



10936 




Seq. No. 


10516 






Seq. ID 


OJ990430 


33 . 9924 


. C8 


Gene No. 


22289 






Strand 








Start 


.13843 






End 


27762 






Name 


OJ990430 33.9924.C8. 


. o4 . gs 


Method 


GENSCAN 






Start 


15796 






End 


27762 






GI 


none 






Score 


.46 






Exons 


15796. . 


.16083, 16241, 


1 f C O Ci 

, . 16539, 


16704 . .16983, 17159 


. . 1 1 2.55, 






17301. . 


.17455, 17603, 


, . 17755, 


19951. .20066, 21031 


. . 2124 4 , 






21781. . 


.21996, 22261, 


, . 22376, 


24824. .24925, 25219 


. . 25367, 






25411. . 


.25576, 25699, 


, . 25857, 


25911. .26074, 26161 


. . 26232, 






26688. . 


.26744, 27066, 


. . 27078 , 


27409. .27516, 27614 


. . 277 62 




Seq. No. 


10516 






Seq. ID 


OJ990430 


_33.9924 


.C8 


Gene No. 


22289 






Strand 








Start 


13843 






End 


27762 






Name 


OJ990430 33. 9924. C8 . 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16316 






End 


16564 






GI 


none 






Score 


137 






Exons 


16316. . 


.16564, 16317. 


. . 16547 










Seq. No. 


10516 






Seq. ID 


OJ990430 


_33.9924 


.C8 


Gene No. 


22289 






Strand 








Start 


13843 






End 


27762 






Name 


OJ990430 33. 9924. C8 . 


, o3 . tc 


Method 


TBLASTX : 


Cress 




Start 


16328 






End 


16788 






GI 


none 






Score 


*96 






Exons 


16328. , 


.16408, 16410, 


, . 16589, 


16412. .16591, 16705 


. .16788 




Seq. No. 


10516 






Seq. ID 


OJ990430 


_33 . 9924 


.C8 


Gene No. 


22289 






Strand 








Start 


13843 






End 


27762 






Name 


OJ990430 33. 9924. C8. 


. 06 . tm 


Method 


TBLASTX: 


Maize 




Start 


16822 






End 


17397 






GI 


none 






Score 


132 






Exons 


16822. , 


.16983, 16822, 


, . 16983, 


16835. .17011, 17157 


. . 17234 , 






17159. , 


.17236, 17164, 


, . 17241 , 


17293. .17397, 17298 


1 1 O Ci f 

. . 17396 




Seq. No. 


10516 






Seq. ID 


OJ990430 


33 . 9924 


. C8 


Gene No. 


22289 






• Strand 








Start 


13843 






End 


27762 






Name 


OJ990430 33. 9924. C8. 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


16879 






End 


17462 






GI 


none 






Score 


79 






Exons 


16879. , 


.16983, 17157, 


, . 17234 , 


17159. .17242, -17290 


. .17 4 4 5, 






17297. , 


.17449, 17298, 


, . 17459, 


17298. .17462 






Seq. No. 


10516 






Seq. ID 


OJ990430 


Jo . y yz4 


r> q 


Gene No. 


22289 






Strand 








Start 


13843 






End 


.27762 






Name 


OJ990430 33. 9924. C8 , 


. o4 . gp 


Method 


AAT/GAP 






Start 


17303 






End 


17809 






GI 


427720 






Score 


685 






Exons 


17303. . 


.17455, 17603. 


, .17809 











GI Descrip. 4539351/emb | CAB374 99 . 1 | 5.0e-20 (AL035539) putative protein 
[Arabidopsis thaliana] 

Seq. No. 10516 Seq. ID OJ9904 30_33 . 9924 . C8 



10937 






Gene No. 


22289 




Strand 






Start 


13843 




End 


27762 




Name 


OJ990430_33. 


9924.C8.o8.tm 


Method 


TBLASTX: Maize 




Start 


17754 




End 


20026 




GI 


none 




Score 


66 




Exons 


17754 . . 17828 


, 17754 . . 17834 , 


17831. .17896, 17880 .. 18017 , 






17 905 . .17 94 0 


, 17910 . . 18014, 


17956. .18018, 19952. .20008, 






19952 . . 20026 










Seq. No. 


10516 




Seq. ID 


OJ990430__33.9924.C8 




Gene No. 


22289 




Strand 






Start 


13843 




End 


27762 




Name 


OJ990430 33. 


9924.C8.o5.np 


Method 


AAT/NAP 




Start 


27429 




End 


27655 




GI 


2827661 




Score 


125 




Exons 


27429. .27655 










GI Descrip. 


(AL021637) hyuC-like protein 


[Arabidopsis thaliana] 




Seq. No. 


10516 




Seq. ID 


OJ990430_33.9924.C8 




Gene No. 


22289 




Strand 






Start 


13843 




End 


27762 




Name 


OJ990430 33. 


9924.C8.o7.tm 


Method 


TBLASTX: Maize 




Start 


27466 




End 


27654 




GI 


none 




' Score 


•164 




Exons 


27466. .27654 


, 27471. .27653 








Seq. No. 


10517 




Seq. ID 


OJ990430_33.9924.C9 




Gene No. 


22290 




Strand 




Q 


Start 


677 




End 


6520 


! ; : 
i.'~t 


Name 


OJ990430 33. 


9924.C9.ol.gs 


Method 


GENS CAN 


=: 

:, E 
: a? 


Start 


677 




End 


6520 


i 5 i ! 
i U 


GI 


none 




Score 


.6 




Exons 


677. .727, 2288. .2388, 2415.. 


2623, 3265 


..3342, 5170. .5306, 


ui 




5467. .5560, 


6008.. 6178, 6498 


. .6520 






Seq. No. 


10517 




Seq. ID 


OJ990430_33.9924.C9 




Gene No. 


22290 




Strand 






Start 


677 




End 


6520 




Name 


OJ990430 33. 


9924.C9.ol.tm 


Method 


TBLASTX: Maize 


□ 


Start 


1887 




End 


2626 


Q 


GI 


none 




Score 


66 




Exons 


1887. .1970, 


1929.. 1970, 1930 


..1971, 2139. .2192, 2141. .2203 






2292. .2390, 


2297. .2389, 2452 


..2529, 2453. .2626, 2454. .2621 






2581. .2622, 


2591. .2626 








Seq. No. 


10517 




Seq. ID 


OJ990430_33.9924.C9 




Gene No. 


22290 




Strand 






Start 


677 




End - 


6520 




Name 


OJ990430 33. 


9924.C9.ol.np 


Method 


AAT/NAP 




Start 


2144 




End 


5982' 




GI 


5922624 




Score 


533 



Exons 2144. .2206, 2288. .2388, 2466. .2623, 3265. .3345, 5170. .5306, 

5467. .5560, 5773. .5982 
GI Descrip. (AP000492) ESTs C97742 (C624 58 ) , AU078 102 (C62458 ) correspond to a 

region of the predicted gene.; similar to syntaxin related 

protein AtVam3p (U88045) [Oryza sativa] 

gi | 6016857 |dbj I BAA85200.il (AP000570) ESTs 



10938 



C97742 (C62458) , AU078102 (C62458) correspond to a region of the 
predicted gene.; Similar to syntaxin related protein AtVam3p 
(U88045) [Oryza sativa] 

Seq. No. 10517 Seq. ID OJ990430_33 . 9924 . C9 

Gene No. 22290 Strand - 

Start 677 End 6520 

Name OJ990430_33 . 9924 . C9 . ol . gp Method AAT/GAP 

Start 4496 End 4825 

GI 92678_1.R1084 Score 639 

Exons 4496.. 4825 

GI Descrip. * 6069643/dbj | AP000616 . 1 | AP000616 9.0e-67 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 10518 Seq. ID 

Gene No. 22291 Strand 

Start 54 . End 

Name OJ990430_33 . 9924 . CIO . ol . gs Method 

Start 54 End 

GI none Score 
Exons 



OJ990430_33. 9924. CIO 
+ 

1314 
GENSCAN 
1314 
.8 



54. .267, 585. .907, 977. .1037, 1295. .1314 



Seq. No. 10518 Seq. ID 

Gene No. 22292 Strand 

Start 1745 End 
Name ' OJ990430__33 . 9924 . C10 . o2 . gs Method 

Start 1745 End 

GI none Score 

Exons 1745. .2095 



OJ990430_33. 9924 .C10 
+ 

2095 
GENSCAN 
2095 
. 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10518 Seq. ID 

22293 Strand 

1 - End 

OJ990430_33. 9924 .C10. ol.np Method 

1 End 

6715441 Score 



OJ990430_33. 9924 .C10 

2118 
AAT/NAP 
2118 
79 



1..162, 411. .558, 1653. .1742, 2096. .2118 
(AF218052)- protoporphyrinogen IX oxidase [Zea mays] 



Seq. No. 10519 Seq. ID 

Gene No. 22294 Strand 

Start 4 9 End 

Name OJ990430_33 . '9924 . Cll . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 156 



OJ990430_33. 9924. Cll 
+ 

156 

GENSCAN 

156 

.7 



Seq. No. 10519 Seq. ID 

Gene No. 22295 .. Strand 

Start 2926 * End 

Name OJ990430_33 . 9924 . Cll . o2 . gs Method 

Start 2926 End 

GI none Score 

Exons 2926.. 2965, 3001.. 3408, 3509.. 3627 



OJ990430_33. 9924 .Cll 
+ 

3627 
GENSCAN 
3627 
.5 



Seq. No. 
Gene No. 



10519 
22296 



Seq. ID OJ990430_33. 9924 .Cll 
Strand + 



10939 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



3985 End 5251 

OJ990430_33. 9924 .Cll.ol.gp Method AAT/GAP 

3985 End 5251 

75163_1.R1084 Score 1982 

3985. .4389, 4494. .4702, 4812. .5251 

• 304 6815/emb I CAA16713 . 1 1 3.0e-55 (AL021687) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

... Exons 

□ 

hll Seq. No. 
i;f| Gene No. 
j'jj Start 
j=sj Name 
: sb : Start 
Uf GI 
W Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10519 Seq. ID 

22296 Strand 
3985 End 
OJ990430_33. 9924 .Cll.o3.gs Method 
4276 End 
none Score 
4276.-4389, 4494. .4702, 4812. .5097 

10519 Seq. ID 

22297 Strand 
8454 End 
OJ990430_33. 9924 .Cll.o5.gs Method 
8454 End 
none Score 
8454 . .8564, 8810. .8833 

10519 Seq. ID 

22298 * Strand 
6116 End 
OJ990430_33. 9924 .Cll.o4 . gs Method 
6116 End 
none Score 
6116. .6208, 6859. .6954 

10519 Seq. ID 

22299 Strand 
9243 End 
OJ990430_33. 9924 .Cll.o6.gs Method 
9243 End 
none Score 
9243..9484 



10519 Seq. ID 

22299 Strand 

9243 End 9608 

OJ990430_33 . 9924 . Cll . o2 . np Method AAT/NAP 

9251 End 9608 

6016696 Score 196 
9251. .9608 

(AC009991) unknown protein [Arabidopsis thaliana] 



OJ990430_33. 9924. Cll 
+ 

5251 
GENSCAN 
5097 
.97 



OJ990430_33. 9924. Cll 
+ 

8833 
GENSCAN 
8833 
.85 



OJ990430_33. 9924. Cll 

6954 
GENSCAN 
6954 
.57 



OJ990430_33. 9924. Cll 

9608 
GENSCAN 
9484 
.86 



OJ990430 33. 9924. Cll 



10520 Seq. ID 

22300 Strand 

6589 End 

OJ990430_33. 9924 .C12.o2.gs Method 

6589 End 

none Score 



OJ990430_33.9924.C12 
+ 

8596 
GENSCAN 
8596 
.47 



6589. .6603, 6890. .6925, 7122. .7434, 7748. .7964, 8146. .8432, 
8583. .8596 



10940" 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
... Start 

Name 
hl\ Start 

en GI 

j'ij Exons 

j==i GI Descrip. 



! sj Seq. No. 
ri[ Gene No. 

Start 

Name 
H Start 

y gi 

H : Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10520 
22301 
10615 

OJ9904 30_33.9924 .C12.ol.np 
10609 
3046815 

10609. .11145, 11250. .11633, 
12326. .12447 

(AL021687) cytochrome P450 

10520 
22301 
10615 

OJ990430_33. 9924.C12.o3.gs 
10615 
none 

10615. .11145, 11250. .11633, 
12326. .12550 

10520 
22301 
10615 

OJ990430_33. 9924.C12.ol.gp 

10684 

5667179 

10684. .11114 

3046815/emb|CAA16713.1| 3.0e 
[Arabidopsis thaliana] 

10520 
22301 
10615 

OJ990430_33.9924.C12.o2.gp 
11112 

uC-osroM202035fllbl 
11112. .11145, 11250. .11633, 
1 304 6815/emb ICAA16713 . 1 | 3. 
[Arabidopsis thaliana] ' 

10520 
22301 
10615 

OJ9904 30_33.9924.C12.o3.gp 
12341 

19379_1.R1084 
12341. .13253 

'3461849 6.0e-18 (AC005315) 
[Arabidopsis thaliana] 1 

10520 
22302 
241 

OJ9904 30_33.9924 .C12.ol.gs 
241 
none 

241. .653, 1148. .1160, 3243. 



Seq. ID OJ990430_33.9924.C12 

Strand + 

End 13253 

Method AAT/NAP 

End 12447 

Score 1422 
11714. .11882, 12064. .12170, 



.9924.C12 



12170, 



Seq. ID OJ990430_33.9924.C12 

Strand + 

End 13253 

Method AAT/GAP 

End 11114 

Score 839 

-55 (AL021687) cytochrome P450 



Seq. ID OJ990430_33.9924.C12 
Strand + 
End 13253 
Method AAT/GAP 
End 11796 
Score 922 
11714. .11796 
Oe-55 (AL021687) cytochrome P450 



Seq. ID OJ990430_33.9924.C12 

Strand + 

End 13253 

Method AAT/GAP 

End 13253 

Score 1799 

putative cytochrome P4 50 



Seq. ID OJ990430_33.9924.C12 
Strand 

End 5645 

Method GENSCAN 

End 5645 

Score .43 
.3348, 4281. .4410, 4453. .4703, 



[Arabidopsi 

Seq. ID 
Strand 
End 

Method 
End 
Score 
11714. .118 



thaliana] 

OJ990430_3 
+ 

13253 
GENSCAN 
12550 
.99 

'2, 12064.. 



10941 




5123. .5246, 5447. .5496, 5638.-5645 



Seq. No. 


10520 






Seq. ID 


OJ990430 


jo . y yz 4 


.Liz 


Gene No. 


22303 






Strand 








Start 


14110 






End 


14700 






Name 


OJ990430 33.9924.C12 


. o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


10588 






End 


10940 






GI 


-none 






Score 


90 






Exons 


10588. 


.10713, 10657. 


. 10938, 


10659. .10940, 10776 


. . 1094 0 




Seq. No. 


10520 






Seq. ID 


OJ990430 


33 . 9924 


. C12 


Gene No. 


22303 






Strand 








Start 


14110 






End 


14700 






Name 


OJ990430 33.9924.C12 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


10722 






End 


12535 






GI 


none 






Score 


119 






Exons 


10722. 


.10784, 10723. 


. 10815, 


10786. .10908, 10794 


. . iu yu / , 






10890. 


.11153, 10906. 


1 1 1 A R 


11207. .11440, 11241 


1 1 A R Q 

. . 1 1 h o y , 






11469. 


.11633, 11480. 


. 11635, 


11708. .11884, 11785 








12044. 


.12169, 12063. 


.12176, 


12304. .12519, 12311 


. .12535 




Seq. No. 


10520 






Seq. ID 


OJ990430 


Jo . y yZ 4 


. Liz 


Gene No. 


22303 






Strand 








Start 


14110 






End 


14700 






Name 


OJ990430 33.9924.C12 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


10723 






End 


11007 






GI 


none 






Score 


114 






Exons 


10723. 


.10818, 10725. 


. 10784, 


10765. .11007, 10788 


. . 11000 




Seq. No. 


10520 






Seq. ID 


OJ990430 


_33. 9924 


.C12 


Gene No. 


22303 






Strand 








Start 


14110 






End 


14700 






Name 


OJ990430 33.9924.C12 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


10941 






End 


11805 






GI 


none 






Score 


305 






Exons 


10941. 


.11141, 10942. 


. 11142 , 


11098. .11142, 11180 


1 1 A A O 

. . 114 4o, 






11249. 


.11461, 11250. 


. 114 62, 


11377. .11460, 11442 


. . 11 o3U, 






11480. 


.11635, 11714. 


. 11803, 


11728. .11* 


i05 






Seq. No. 


10520 






Seq. ID 


OJ990430 


3 J . 9 9z4 


. Clz 


Gene No. 


22303 






Strand 








Start 


14110 






End 


14700 






Name 


OJ990430 33.9924.C12 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


11807 






End 


12906 






GI 


none 






Score 


126 






Exons 


11807. 


.11884, 11807. 


. 11881 , 


11872. .11955, 12032 


. . 1Z 1 / Z , 






12063. 


.12176, 12063. 


.1217 6, 


12303. .12416, 12304 


1 0 0 0 1 






12304. 


.12534, 12311. 


. 12535 , 


12320. .12535, 12867 


. . iz yuo , 






12868. 


.12906 












Seq. No. 


10520 






Seq. ID 


OJ990430 


_33.9924 


.C12 


Gene No. 


22303 






Strand 








Start 


14110 






End 


14700 






Name 


OJ990430 33.9924.C12 


. o4 .gs 


Method 


GENSCAN 






Start 


14110 






End 


14700 






GI 


none 






Score 


.82 






Exons 


14110. 


.14129, 14572. 


.14700 











10942 




Seq. No. 


10521 


Seq. ID 


OJ990430_33.9924.C13 


Gene No. 


22304 


Strand 


+ 


Start 


972 


i-> _j 

End 


11 j b 


Name 


OJ990430_33 .9924.C13.ol.gs 


Method 


GENSCAN 


Start 


972 


End 


11 Jo 


GI 


none 


Score 


. bb 


Exons 


972 . . 1136 






Seq. No. 


10522 


Seq. ID 


OJ990430 33.9924.C14 


Gene No. 


22305 


Strand 




Start 


1 


End 


258 


Name 


OJ990430 33.9924.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


258 


GI 


2498930 


Score 


74 


Exons 


1..22, 190. .258 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


10522 


Seq. ID 


OJ990430_33.9924.C14 


Gene No. 


22306 


Strand 




Start 


190 


End 


249 


Name 


OJ990430 33.9924.C14.ol.gs 


Method 


GENSCAN 


Start 


190 


End 


249 


GI 


none 


Score 


.98 


Exons 


190. .249 






Seq. No. 


10523 


Seq. ID 


OJ990430_33.9924.C16 


Gene No. 


22307 


Strand 


+ 


Start 


1 


End 


794 


Name 


OJ990430 33.9924.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


794 


GI 


6815062 


Score 


315 


Exons 


1..250, 336. .575, 634. .794 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BA< 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


10523 


Seq'. ID 


OJ990430_33. 9924. C16 


Gene No. 


22307 


Strand 


+ 


Start 


1 


End 


794 


Name 


OJ990430 33.9924 .C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


793 


GI 


none 


Score 


109 


Exons 


2. .91, 6. .95, 374. .544, 385. 


.543, 428. 


.544, 632. .718, 758..' 


Seq. No. 


10523 


Seq. ID 


OJ990430_33.9924.C16 


Gene No. 


22307 


Strand 


+ 


Start 


1 


End 


794 


Name 


OJ990430 33. 9924 .C16.ol.gs 


Method 


GENSCAN 


Start 


450 


End 


741 


GI 


none 


Score 


.69 


Exons 


450. .543, 649. .741 






Seq. No. 


10524 


Seq. ID 


OJ990430_32.9924.C1 


Gene No. 


22308 


Strand 


+ 


Start 


74 


End 


676 



10943 



Name 


OJ990430_32 . 


9924.Cl.ol.gs 


Method 


GENSCAN 






Start 


74 




End 


676 






GI 


none 




Score 


.79 






Exons 


74 . . 676 












Seq. No. 


10524 




Seq. ID 


OJ990430 


_32 . 9924 . 


CI 


Gene No. 


22309 




Strand 








Start 


1338 




End 


2815 






Name 


OJ990430 32. 


9924 .Cl.ol.tm 


Method 


TBLASTX: ; 


Maize 




Start 


63 




' End 


619 






GI 


none 




Score 


37 






Exons 


63. .92, 65.. 


100, 119. .310, 119. .223, : 


320 . . 439, 


328 . .441, 






458. .502, 500. .577, 584. .619 










Seq. No. 


10524 




Seq. ID 


OJ990430 


_32. 9924 . 


CI 


Gene No, 


22309 




Strand 








Start 


1338 




End 


2815 






Name 


OJ990430 32. 


9924 .Cl.o2.gs 


Method 


GENSCAN 






Start 


1338 




End 


2815 






GI 


none 




Score 


.6 






Exons 


1338 . . 1460, 


1540. .1680, 1814 


..1899, 2701. .2815 






Seq. No. 


10525 




Seq. ID 


OJ990430 


_32. 9924 . 


C2 


Gene No. 


22310 




Strand 


+ 






Start 


3809 




End 


6113 






Name 


OJ99043'0 32. 


9924 .C2.o2.gs 


Method 


GENSCAN 






Start 


3809 




End 


6113 






GI 


none 




Score 


.49 






Exons 


3809. .4421, 


4704. .4855, 5754 


. .6113 








Seq. No. 


10525 




Seq. ID 


OJ990430 


_32. 9924 . 


C2 


Gene No. 


22311 




Strand 








Start 


7310 




End 


22793 






Name 


OJ990430 32. 


9924.C2.o3.gs 


Method 


GENSCAN 






Start 


7310 




End 


22771 






GI 


none 




Score 


.62 






Exons 


7310. .8153, 


8453.-8549, 8586 


..8685, 9485. .9551, 


15208. ,155i 




15627. .15774 


, 16011. .16131, 


16198. .16478, 17720 


. .17804, 






17938. .18136 


, 18383. .18524, 


18981. .19118, 19344 


. .19589, 






21178. .21382 


, 22272. .22339, 


22708. .22771 






Seq. No. 


10525 




Seq. ID 


OJ990430 


__32.9924. 


C2 


Gene No. 


22311 




Strand 








Start 


7310 




End 


22793 






Name 


OJ990430 32. 


9924.C2.o2.np 


Method 


AAT/NAP 






Start 


8144 




End 


8782 






GI 


130593 




Score 


300 






Exons 


8144. .8782 













GI Descrip. ENZYMATIC POLY PROTEIN [CONTAINS: ASPARTIC PROTEASE ; 

ENDONUCLEASE; REVERSE TRANSCRIPTASE ] gi | 7 6775 | pir | | S00854 
hypothetical protein 5 - carnation etched ring virus 
gi|58863|emb|CAA28360| (X04658) pot. ORF 5 (AA 1-659) [Carnation 
etched ring virus] gi I 225356 | prf I 1 1301227E ORF 5 [Carnation 
etched ring virus] 

Seq. No. 10525 Seq. ID OJ990430_32 . 9924 . C2 

Gene No. 22311 Strand 



10944 



ru 

,3 3; 



S3 



Start 


7310 


End 


22793 




Name 


OJ990430 32.9924.C2.ol.gp 


Method 


AAT/GAP 




Start 


8938 


End ' 


9393 




GI 


LIB3432-059-P1-K1-D8 


Score 


733 




Exons 


8938. .9393 








GI Descrip. 


, 5734616/dbj IAP000391.il AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 






Seq. No. 


10525 


Seq. ID 


OJ990430_32.9924 


■ C2 


Gene No. 


22311 


Strand 






Start 


7310 


End 


22793 




Name 


OJ990430 32.9924.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


15049 


End 


15524 




GI 


none 


Score 


131 




Exons 


15049. .15210, 15079. .15219, 


15267. .15524, 152 69. .15523 




Seq. No. 


10525 


Seq. ID 


OJ990430 32.9924, 


,C2 


Gene No. 


22311 


Strand 






Start 


7310 


End 


227 93 




Name 


OJ990430 32.9924.C2.o3.np 


Method 


AAT/NAP 




Start 


22393 


End 


22793 




GI 


5042454 


Score 


135 




Exons 


22393.-22446, 22709.. 22793 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Sea No. 


10526 


Seq. ID 


OJ990430_32. 9924 , 


.C3 


Gene No. 


22312 


Strand 


+ 




Start 


675 


End 


3965 




Name •> 


OJ990430 32.9924.C3.ol.gs 


Method 


"GENSCAN 




Start 


675 


End 


3965 




GI 


none 


Score 


.68 




Exons 


675. .1395, 1518. .1935, 2030, 


, .3965 






Seq. No. 


10526 


Seq. ID 


OJ990430_32. 9924 , 


.C3 


Gene No. 


22312 


Strand 


+ 




Start 


675 


End 


3965 




Name 


OJ990430 32.9924.C3.ol.np 


Method 


AAT/NAP 




Start 


. 675 


End 


3962 




GI 


6907089 


Score 


5090 




Exons 


675. .1935, 2030. .3962 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


10526 


Seq. ID 


OJ990430_32. 9924 . 


.C3 


Gene No. 


22313 


Strand 






Start 


3973 


End 


4436 




Name 


OJ990430 32.9924.C3.ol.gp 


Method 


AAT/GAP 




Start 


3973 


End 


4436 




GI 


2428323 


Score 


670 




Exons 


3973. .4436 








GI Descrip. 


5803242/dbj IAP000399. 1 IAP000399 0". 0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 






Seq. No. 


10526 


Seq. ID 


OJ990430_32.9924. 


,C3 


Gene No. 


22314 


Strand 






Start 


4594 


End 


11713 




Name 


OJ990430 32.9924.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3142 


End 


7743 





10945 



GI 

Exons 



none Score 58 

3142. .3288, 7319. .7504, 7324. .7530, 7512. .7742, 7513. .7743 



Seq. No. 10526 Seq. ID 

Gene No. 22314 Strand 

Start 4594 End 

Name OJ990430_32 . 9924 . C3 . o2 . gs Method 

Start 4594 End 

GI none Score 

Exons 4594.. 6147, 6214.. 7365, 7488.. 8258 



OJ990430_32.9924.C3 

11713 
GEN SCAN 
8258 
.64 



Seq. No. 10526 Seq. ID 

Gene No. 22314 Strand 

Start 4594 End 

Name OJ990430_32 . 9924 . C3 . o5 . tm Method 

Start 4594 End 

GI none Score 

Exons 4594.-4737, 4598.. 4732 



OJ990430_32.9924.C3 
11713 

TBLASTX: Maize 

4737 

129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990430 32. 9924. C3 



10526 Seq. ID 

22314 Strand 
4594 ■ End 
OJ990430_32. 9924 .C3.o2.np Method 
4 597 End 
6498441 Score * ' 

4597. .4878, 4972. .6369, 6541. .6837, 
7948. .8321, 8385.-8848, 9179. .10242 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



11713 
AAT/NAP 
10242 
6922 
7030. .7456, 



7630. .7764, 



Seq. No. 10526 

Gene No. 22314 

Start 4594 

Name OJ990430_32 . 9924 . C3 . 06 . tw 

Start 4606 

GI none 

Exons 4606.. 4731, 4610.. 4732, 4762. 
4925.. 5203 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4821, 



OJ990430 32. 9924. C3 



11713 

TBLASTX: Wheat 
5208 
74 

4898. .5206, 4924. .5208, 



Seq. No. 10526 

Gene No. 22314 

Start 4594 

Name OJ990430_32 . 9924 . C3 . o4 . tw 

Start 5209 

GI . none 

Exons 5209.. 5589, 5240.. 5488, 5248, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5586, 5534.. 5590 



OJ990430_32. 9924 .C3 
11713 

TBLASTX: Wheat 
5590 
159 



Seq. No. 10526 Seq. ID 

Gene No. 22314 Strand 

Start 4594 End 

Name OJ990430_32 . 9924 . C3 . o2 . tm Method 

Start 5401 End 

GI none Score 

Exons 5401.. 5727, 5417.. 5698 



OJ990430_32. 992.4 .C3 
11713 

TBLASTX: Maize 

5727 

211 



Seq. No. 



10526 



Seq. ID OJ990430_32. 9924 .C3 



10946 




Gene No. 


22314 








Strand 






Start 


A C (1 A 

4 d y 4 








End 


I 1 T 1 O 

II /13 




Name 


OJ99U430 32 . 


n n o a 

9924 


. C3 . oo . 


tw 


Method 


TBLASTX : Wheat 




Start 


c o o r\ 

5920 








End 


/~ o o o 

6232 






none 








Score 


T O 

/ 2 




Exons 


coon ci on 

5920 . . 61a0, 


C f\ c c 

6056 


f o o o 










Seq. No . 


1 U52 6 








Seq. ID 


r\ t n n n a on oo n n o vi 

OJ990430 32.9924 


. C3 


Gene No. 


22314 








Strand 






Start 


4594 








End 


11713 




Name 


OJ99U4 3U 32 . 


Ck (1 O A 

9924 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


r AO O 

59oo 








End 


654 6 




GI 


5666 795 








Score 


68 




Exons 


c ao a ei on 


c o o c 

6235 


. .6372, 


6448. 


.6546 






GI Descrip. 


4 zu oou b z . ue 


i n 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


10526 








Seq. ID 


OJ990430_32. 9924 


.C3 


Gene No. 


22314 








Strand 






Start 


A C £1 A 

4 o 94 








End 


11713 




Name 


OJ99U4 30 32 . 


9924 


.C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


r o o c 

6235 








End 


6693 




r~> -r 

GI 


none 








Score 


88 




Exons 


/•OTC (TOO/1 


C O O C 

6236 


. .6373, 


6418. 


.6669, 6419. .6604, 6439. .6693 


Seq. No. 


10526 








Seq. ID 


OJ990430_32.9924 


.C3 


Gene No. 


22314 








Strand 






Start 


4 594 








End 


11713 




Name 


OJ990430 32. 


9924 


,C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start - 


7294 








End 


7664 




GI 


none 








Score 


83 




Exons 


/2 94 . . /524 , 


T C O T 

/ 52 1 


. .7664, 


7522. 


.7647 






Seq. No. 


10526 








Seq. ID 


OJ990430_32.9924 


.C3 


Gene No. 


22314 








Strand 






Start 


4 5 94 








End 


11713 




Name 


OJ99U43U 32. 


9924 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


/ 4 1 / 








End 


. 7800 




bl 


none 








Score' ' 


201 




Exons 


T /I 1 T T C O T 
/ 4 1 / . . /02 / , 


T C 1 C 

/ o lo 


. .7799, 


7516. 


.7800 






Seq. No. 


10526 








Seq. ID 


OJ990430_32.9924 


.C3 


Gene No. 


22314 








Strand 






Start 


A c a A 
4 by 4 








End 


11713 




Name 


/~\-mnn/ion o o 

OJ99U430 32. 


O O A 

9924 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


TOOT 

7827 








End 


8183 




GI 


none 








Score 


120 




Exons 


TOOT Q "I OO 

/82 / . . 81 32 , 


TOOT 

/82 / 


. .8183, 


7837. 


.8148 






Seq. No. 


10526 








Seq. ID 


OJ99p430_32.9924 


.C3 


Gene No. 


22314 








Strand 






Start 


4594 








End 


11713 




Name 


OJ990430 32. 


9924 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7851 








End 


8313 




GI 


none 








Score 


226 




Exons 


7851. .8312, 


7857 


. .8312, 


7858. 


.8313 






Seq. No. 


10526 








Seq. ID 


OJ990430_32.9924 


.C3 



10947 



Gene No. 


22314 




Strand 






Start 


4594 




End 


11713 




Name 


OJ990430_32 . 


AAA i /-i ""\ _ A 

9924 . C3 . o3 . gs 


Method 


GENSCAN 




Start 


8322 




End 


11357 




GI 


none 




Score 


.72 




Exons 


8322 . . 9665, 


9683. . 9795, 9949. 


.10320, 10382. .10766, 10823 .. 10927 , 




11295 . . 11357 










Seq. No. 


10526 




Seq. ID 


OJyyU43U o^.9924. 


C3 


Gene No. 


22314 




Strand 






Start 


4594 




End 


11713 




Name 


OJ990430_32 . 


9924 .C3.o3. tw 


Method 


TBLASTX: Wheat 




Start 


8478 




End 


8964 




GI 


none 




Score 


171 




Exons 


8478 . . 8963, 


8509 . . 8769, 8791 . 


.8964 






Seq. No. 


10526 




Seq. ID 


OJ990430_32. 9924 . 


C3 


Gene No. 


22314 




Strand 






Start 


4594 




End 


11713 




Name 


OJ990430 32. 


9924 . C3 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


9701 




End 


10039 




GI 


none 




Score 


95 




Exons 


9701 . . 9958, 


9735 . . 9974 , 9941 . 


.10039, 9942. .10034 




Q Seq: No. 


10526 




Seq. ID 


OJ990430_32. 9924 . 


C3 


rfi Gene No. 


22314 




Strand 






Start 


4594 




End 


11713 




; 3 =! Name 


OJ990430_32 . 


9924 .C3.o4 . tm 


Method 


TBLASTX: Maize 




is? * Start 


9803 




End 


10088 




! !fcf GI 


none 




Score 


92 




-'J Exons 


9803. . 10051, 


9804 . . 10088 








Seq. No. 


10526 




Seq. ID 


OJ990430_32. 9924 . 


C3 


Gene No. 


22314 




Strand 






Is »' Start 


4594 




End 


11713 




Name 


OJ990430 32. 


9924 .C3.o3.np 


Method 


AAT/NAP 




\*h Start 


10981 




End 


11713 






5042454 




Score 


235 




Exons 


10981. .11034 


, 11295. .11467, 11654.. 11713 




GI De'scrip. 

■ 


(AC007789) putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


10527 




Seq. ID 


OJ990430_32.9924. 


C4 


Gene No. 


22315 




Strand 






Start 


1166 




End 


2485 




Name 


OJ990430 32. 


9924 .C4 .ol.gs 


Method 


GENSCAN 




Start 


1166 




End 


-2485 




GI 


none 




Score 


.77 




Exons 


1166. .1281, 


2437 . .2485 









Seq. No. 10528 

Gene No. 22316 

Start 3905 

Name OJ9904 30_32 . 9924 . C6 . o2 . np 

Start 3905 

GI 5295971 

Exons 3905.. 3928, 5251.. 9493 

GI Descrip. (AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 



Seq. ID OJ990430_32.9924.C6 

Strand + 

End 12649 

Method AAT/NAP 

End 9493 

Score 3377 



10948 




predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 


10528 


Seq. ID 


OJ990430_ 


32 . 


9924 


,C6 


Gene No. 


22316 


Strand 


+ 








Start 


3905 


End 


1264 9 








Name 


OJ9904 30_32 . 9924 . C6 . o2 . gs 


Method 


GENSCAN 








Start 


4294 


End 


9482 








GI 


none 


Score 


. . 53 








Exons 


4294.. 4725, 5330.. 8482, 8580 


..9482 










Seq. No. 


10528 


Seq. ID 


OJ990430_ 


32 . 


9924 


. C6 


Gene No. 


22316 


Strand 


+ 








Start 


3905 


End 


12649 








Name 


OJ990430 32. 9924.C6.o3.np 


Method 


AAT/NAP 








Start 


8451 


End 


11836 








GI 


2809263 


Score 


68 








Exons 


8451. .8471, 9925. .10119, 11796. .11836 










GI Descrip. 


(AC002560) F21B7.32 [Arabidopsis thaliana] 








Seq. No. 


10528 


Seq. ID 


OJ990430_ 


32. 


9924 


.C6 


Gene No. 


22316 


Strand 


+ 








Start 


3905 


End 


12649 








Name 


OJ990430 32.9924.C6.o2.gp 


Method 


AAT/GAP 








Start 


9828.. 


End 


9936 








GI 


uC-osrocyp037e07al 


Score. 


185 








Exons 


9828. . 9936 












GI Descrip. 


'3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 


41 . 


9KD 




protein gb 1001369 from sequence of Synechocyst 


is 


sp. 






gb_D64 006. [Arabidopsis thaliana] 1 










Seq. No. 


10528 


Seq. ID 


OJ990430_ 


32. 


9924 


. C6 


Gene No. 


22316 


Strand 


+ 








Start 


3905 


End 


12649 








Name 


OJ990430 32.9924.C6.o3.gs 


Method 


GENSCAN 








Start 


10012 


End 


12649 








GI 


none 


Score 


.84 








Exons 


10012. .104 68, 10514. .10563, 


11007. .11028, 11851. 


.11985, 






12612. .12649 












Seq. No. 


10528 


Seq. ID 


OJ990430_ 


32. 


9924 


. C6 


Gene No. 


22317 


Strand 


+ 








Start 


14154 


End 


15582 








Name 


OJ990430 32.9924.C6.o4.gs 


Method 


GENSCAN 








Start 


14154 


End 


15582 








GI 


none 


Score 


.49 








Exons 


14154. .14 987, 15034. .15582 












Seq. No. 


10528 


Seq. ID 


OJ990430_ 


32. 


9924 


.C6 


Gene No. 


22318 


Strand 


+ - 








Start 


17450 


End 


19381 








Name 


OJ990430 32.9924 .C6.o5.gs 


Method 


GENSCAN 








Start 


17450 


End 


19381 








GI 


none 


Score 


.92 








Exons 


17450. .17525, 19263. .19381 












Seq. No. 


10528 


Seq. ID 


OJ990430_ 


32. 


9924 


.C6 



10949 




Gene No. 


22319 


Strand 


+ 


Start 


23336 


End 


24396 


Name 


OJ990430 32.9924 .C6.o5.np 


Method 


AAT/NAP 


Start 


23336 


End 


24396 


GI 


6721543 


Score 


183 


Exons 


23336. .23466, 24281.. 24396 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


10528 


Seq. ID 


OJ990430_32. 9924 .C6 


Gene No. 


22320 


Strand 


+ 


Start 


24409 


End 


26244 


Name 


OJ990430 32.9924.C6.o6.np 


Method 


AAT/NAP 


Start 


24409 


End 


26244 


GI 


5441880 


Score 


1868 


Exons 


24409. .25414, 25859 .. 25890, 


26149. .26244 


GI Descrip. 


(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA prot* 




(AC003981) [Oryza sativa] 






Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924.C6 


Gene No. 


22320 


Strand 


+ 


Start 


24409 


End 


26244 


Name 


OJ990430 32.9924 .C6.o4.gp 


Method 


AAT/GAP 


Start 


25013 


End 


25444 


GI 


5701669 


Score 


841 


Exons 


25013. .25444 






GI Descrip. 


5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 




corresponds to a region of 


the predicted gene.; Similar to m< 




transposon MuDR mudrA protein. (AC0039S 


31) [Oryza sativa] 


Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924.C6 


Gene No. 


22321 


Strand 




Start 


630 


End 


2928 


Name 


OJ990430 32.9924.C6.ol.gs 


Method 


GENS CAN 


Start 


630 


End 


2928 


GI 


none 


Score 


. 92 


Exons 


630. .1226, 1435. .1599, 1693 


..1864, 2852. .2928 


Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924.C6 


Gene No. 


22321 


Strand 




Start 


630 


End 


2928 


Name 


OJ990430 32.9924.C6.ol.np 


Method 


AAT/NAP 


Start 


694 


End 


1371 


GI 


4895172 


Score 


391 


Exons 


694. .1371 






GI Descrip. 


(AC007662) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


10528 


Seq. ID 


OJ990430_32. 9924 .C6 


Gene No . 


22322 


Strand 




Start 


5064 


End 


5165 


Name 


OJ990430 32.9924.C6.ol.gp 


Method 


AAT/GAP 


Start 


5064 


End 


5165 


GI 


uC-osrocyp037e07al 


Score 


187 


Exons 


5064. .5165 






GI Descrip. 


'3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 41.9KD 



protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 1 



10950 



Seq. No. 10528 

Gene No. 22323 

Start 18277 

Name OJ9904 30_32 . 9924 . C6 . ol3 . tm 

Start 651 

GI none 

Exons 651.. 842, 658.. 813 



Seq. ID OJ990430_32.9924.C6 
Strand 

End 18432 

Method TBLASTX: Maize 

End 842 

Score 134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10528 
22323 
18277 

OJ9904 30_32. 9924 .C6.o5.tm 
852 
none 



Seq. ID OJ990430_32.9924.C6 
Strand 

18432 

TBLASTX: Maize 
1290 
37 



End 

Method 
End 
Score 

852. .884, 852. .911, 919. .963, 921. .959, 957. .1289, 958. .1098, 
1129. .1290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ... 



10528 
22323 
18277 

OJ9904 30_32. 9924 .C6.ol.tw 

864 

none 



Seq. ID OJ990430_32.9924.C6 
Strand 

End 18432 

Method TBLASTX : Wheat 

End 1278 

Score 167 



864. .1100, 865. .1092, 1095. .1277, 1135. .1278 



Seq. No. 10528 

Gene No. 22323 

Start 18277 

Name OJ9904 30_32 . 9924 . C6 . 06 . tm 

Start 4297 

GI none 
Exons 



Seq. ID OJ990430_32.9924.C6 
Strand 

End 18432 

Method TBLASTX : Mai ze 

End 14615 

Score 98 



4297. .4365, 4356. .4409, 4357. .4455, 4456. .4737, 4497. .4601, 
4561. .4725, 14181 .. 14327, 14201 .. 14 314 , 14214 .. 14327, 
14324. .14458, 14325 .. 14 615, 14409 .. 14 612 , 14537. .14614 



Seq. No. 10528 

Gene No. 22323 

Start 18277 

Name OJ990430_32 . 9924 . C6 . o7 . tw 

Start 5471 

GI none 

Exons 5471.. 5851 



Seq. ID OJ990430_32.9924.C6 
Strand 

End 184 32 

Method TBLASTX : Wheat 

End 5851 

Score 210 



Seq. No. 10528 

Gene No. 22323 

Start 18277 

Name OJ9904 30_32 . 9924 . C6 . oil . tm 

Start" ^ 5545 

GI none 

Exons 5545.. 5622, 5546. .5857 

Seq. No. 10528 

Gene No. 22323 

Start 18277 

Name OJ9904 30_32 . 9924 . C6 . 08 . tm 

Start 6364 



Seq. ID OJ990430_32.9924.C6 
Strand 

End 18432 

Method TBLASTX : Mai ze 

End 5857 

Score 227 



Seq. ID OJ990430_32. 9924.C6 
Strand 

End 18432 

Method TBLASTX: Maize 

End 6772 



10951 



GI 


none 








Score 


328 




Exons 


6364 . . 6666, 


6365 


. . 6772, 


6733. 


, . 6768 






Seq. No. 


10528 








Seq. ID 


OJ990430_32. 9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430_32 


. 9924 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6386 








End 


6838 




GI 


none 








Score 


267 




Exons 


6386. . 6751, 


6400 


. . 6753, 


6752 . 


. 6838 






Seq. No. 


10528 








Seq. ID 


OJ990430_32. 9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430_32 


. 9924 


,C6.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


6776 








End 


7105 




GI 


none 








Score 


240 




Exons 


6776. .7105, 


6872 


. . 6952 










Seq. No. 


10528 








Seq. ID 


OJ990430_32.9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430 32 


. 9924 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6911 








End 


7471 




GI 


none 








. Score ■ 


338 




Exons 


6911. .7372, 


6937 


. .7365, 


7382 . 


.7471 






Seq. No. 


10528 








Seq. ID 


OJ990430_32.9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430_32 


. 9924 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7114 








End 


7543 




GI 


none 








Score 


464 




Exons 


7114 . .7443, 


7118 


. .7459, 


7461 . 


.7538, 7472. .7543 




Seq. No. 


10528 








Seq. ID 


OJ990430_32.9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430_32 


. 9924 


.C6.63. 


tc 


Method 


TBLASTX: Cress 




Start 


7136 








End 


7555 




GI 


none 








Score 


239 




Exons 


7136. .7555, 


7219 


. .7362 










Seq. No. 


10528 








Seq. ID 


OJ990430_32.9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430_32 


. 9924 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7145 








End 


7621 




GI 


none 








Score 


416 




Exons 


7145. .7621, 


7150 


. .7491, 


7181 . 


.7621 






Seq. No. 


10528 








Seq. ID 


OJ990430_32. 9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430 32 


. 9924 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7924 








End 


8440 




GI 


5509260 








Score 


452 





10952 




Exons 


7924 . .8418, 


7940 


. .8440 










GI Descrip. 
















Seq. No. 


10528 








Seq. ID 


OJ990430_32.9924 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430__32 , 


. 9924 


.C6. o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


7966 








End 


8287:*: ' 




GI 


none 








Score 


424 




Exons 


7966 . . 8286, 


7967 


. . 8287 , 


8009. 


. 8287 






Seq. No. 


10528 








Seq. ID 


OJ990430 32.9924, 


.C6 


Gene No. 


22323 








Strand 


- 




Start 


18277 








End 


18432 




Name 


OJ990430_32 . 


. 9924 


. C6 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7970 








End 


8431 




GI 


none 








Score 


66 




Exons 


7970 . . 8050, 


8030 


. .8425, 


8081 . 


.8431 






Seq. No. 


10528 








Seq. ID 


OJ990430 32.9924, 


.C6 


Gene No. 


22323 








Strand 


- 




Start 


18277 








End 


18432 




Name 


OJ990430_32 , 


. 9924 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8062 








End 


8326 




GI 


none 








Score 


273 




Exons 


8062 . .8298, 


8063 


. . 8326, 


8078 . 


. 8317 






Seq. No. 


10528 








Seq. ID 


OJ990430_32.9924 , 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430 32, 


. 9924 


.C6.ol2 


. tm 


Method 


TBLASTX: Maize 




Start 


8288 








End 


8684 




GI 


none 








Score 


183 




Exons 


8288 . . 8575, 


8320 


. .8418, 


8604 . 


.8684 






Seq. No. 


10528 








Seq. ID 


OJ990430J32.9924. 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18.432 




Name 


OJ990430 32. 


. 9924 


.C6.08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8616 








End 


8969 




GI 


none 








Score 


92 




Exons 


8616 . . 8783, 


8796 


. .8969 










Seq. No. 


10528 








Seq. ID 


OJ990430_32.9924 , 


.C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430 32, 


, 9924 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8757 








End 


9212 




GI 


none 








Score 


" 238 




Exons 


8757 . . 8984, 


8757 


. .8951, 


8762 . 


.8989, 8792.. 8968, 8997.. 9212, 




8997 . . 9131, 


9035 


. . 9190 










Seq. No. 


10528 








Seq. ID 


OJ990430_32. 9924 . 


,C6 


Gene No. 


22323 








Strand 






Start 


18277 








End 


18432 




Name 


OJ990430 32. 


9924 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8795 








End 


9461 





10953 




GI 


none 


Score 


160 




Exons 


8795.. 8968, 8796.-8969, 8991. 


.9092, 9032.. 9067, 9096.. 9212 




9210 . . 94 61 , 9236..9,421 








Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924. 


C6 


Gene No. 


22323 


Strand 






Start 


18277 


End 


18432 




Name 


OJ990430_32 . 9924 . C6 . o3 . ts 


Method 


TBLASTX: Soybean 




Start 


8820 


End 


9458 




GI 


none 


Score 


133 




Exons 


8820. .8948, 8988.-9458, 9032. 


. 9178, 9281. . 9412 




Seq. No. 


10528 


Seq. ID 


OJ990430_32. 9924 . 


C6 


Gene No. 


22323 


Strand 






Start 


18277 


End 


18432 




Name 


OJ9904 30 32 . 9924 .C6 .06. tw 


Method 


TBLASTX: Wheat 




Start 


8997 


End 


9431 




GI 


none 


Score 


161 




Exons 


8997.. 9215, 9038.. 9190, 9230. 


.9424, 9252.. 9431 




Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924. 


C6 


Gene No. 


22323 


Strand 






Start 


18277 


End 


18432 




Name 


OJ9904 30_32 . 9924 . C6 . olO . tm 


Method 


TBLASTX: Maize 




Start 


9213 


End 


9458 . 




GI 


none 


Score 


237 




Exons 


9213.. 9458, 9218.. 9313, 9380. 


. 9457 






Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924. 


C6 


Gene No. 


22323 


Strand 






Start 


18277 


End 


18432 




Name 


OJ990430 32.9924.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


10237 


End 


15525 




GI 


none 


Score 


90 




Exons 


10237. .10329, 10287 .. 10322, 1034 6 10375 , 10393.-104 4 9, 






10393- .10449, 148 69 . . 14 961 , . 14 907 . . 14 954 , 14 978 .. 15007 , 






15025, .15216, 15025. .15129, 15042 .. 15317 , 15226 .. 15345 , 






15234. .15347, 15364 .. 15408 , 154 06 .. 154 83, 15490.. 15525 




Seq, No. 


10528 


Seq. ID 


OJ990430_32.9924. 


C6 


Gene No. 


22323 


Strand 






Start 


18277 


End 


18432 




Name 


OJ990430 32.9924.C6.o3.gp 


Method 


AAT/GAP 




Start 


18277 


End 


18432 




GI 


2162 1.R1084 


Score 


159 




Exons 


18277. .18432 








GI Descrip. 


1 54 41880/dbj | BAA82378.il 5.0e- 


-75 (AP000367) EST C28952 (C62! 




corresponds to a region of the predicted gene.; Similar 


to 




transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 


1 


Seq. No. 


10528 


Seq. ID 


OJ990430_32. 9924. 


C6 


Gene No. 


22324 


Strand 






Start 


19608 


End 


21018 




Name 


OJ990430 32. 9924 .C6.o9.tm 


Method 


TBLASTX: Maize 




Start 


19608 


End 


21018 




GI 


none 


Score 


91 




Exons 


19608. .19742, 19609 .. 19752, 19615 .. 19752 , 19646 .. 19753, 





10954 




19768. .19881, 19775 19879, 20405 .. 20572 , 20433 .. 20552, 
20883. .21017, 20884 21018 , 20885. .21016 



Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924 


. C6 


Gene No. 


22324 


Strand 






Start 


19608 


End 


21018 




Name 


OJ990430 32 . 9924 . C6 . o4 . tc 


Method 


TBLASTX: Cress 




Start 


19636 


End 


19881 




GI 


none 


Score 


54 




Exons 


19636. .19752, 19640 .. 19750, 


19778. .19867, 19780.. 19881 




Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924 


. C6 


Gene No. 


22325 


Strand 






Start 


24970 


End 


25644 




Name 


OJ9904 30_32 . 9924 . C6 . o7 . tm 


Method 


TBLASTX: Maize 




Start 


24 970 


End 


25566 




GI 


none 


Score 


92 




Exons 


24 970 .. 25098 , 24 978 .. 2504 9, 


25132. .25431, 2514 9 .. 25370, 






25495. .25566 








Seq. No. 


10528 


Seq. ID 


OJ990430_32.9924 


. C6 


Gene No. 


22325 


Strand 






Start 


24970 


- End 


25644 




Name 


OJ9904 30_32 . 9924 . C6 . o2 . tw 


Method 


TBLASTX : Wheat 




Start 


25264 


- End 


25644 




GI 


none 


Score 


211 




Exons 


25264.. 25458, 252 70.. 25470, 


25464. .25583, 254 68 .. 2564 4 , 






25468 . . 25614 








Seq. No. 


10529 


Seq. ID 


OJ990620_31.9922 


.CI 


Gene No. 


22326 


Strand 


+ 




Start 


4395 


End 


5198 




Name 


OJ990620 31 . 9922 . CI . ol . np 


Method 


AAT/NAP 




Start 


3788 


End 


5141 




GI 


2129473 


Score 


421 




Exons 


3788. .3819, 4379. .5141 








GI Descrip. 


arabinogalactan-like protein 


- loblolly pine gi 1607774 


(U0! 




arabinogalactan-like protein 


[Pinus taeda] 




Seq. No. 


10529 


Seq. ID 


OJ990620_31.9922 


. CI 


Gene No. 


22326 


Strand 


+ 




Start 


4395 


End 


5198 




Name 


OJ990620_31 . 9922 . CI . o2 . gs 


Method 


GENSCAN 




Start 


4395 


End 


5198 




GI 


none 


Score 


1 




Exons 


4395. .5198 








Seq. No. 


10529 


Seq. ID 


OJ990620_31.9922 


.CI 


Gene No. 


22327 


Strand 


+ 




Start 


6806 


End 


7483 




Name 


OJ990620 31.9922.Cl.o3.gs 


Method 


GENSCAN 




Start 


6806 


End 


7483 




GI 


none 


Score 


.5 




Exons 


6806.. 6852, 7033.. 7137, 7260 


..7319, 7366. .7483 




Seq. No. 


10529 


Seq. ID 


OJ990620_31.9922 


.CI 


Gene No. 


22328 


Strand 







10955 



Start 1869 End 1971 

Name OJ990620_31 . 9922 . CI . ol . gp Method AAT/GAP 

Start 1869 End 1971 

GI LIB3477-003-P1-K1-E9 Score 148 

Exons 1869.. 1971 

GI Descrip. f 24 98586'/ sp I Q40638 I MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 10529 Seq. ID 

Gene No. 22329 Strand 

Start 9037 End 

Name OJ990620_31 . 9922 . CI . o4 . gs Method 

Start ' 9037 End 

GI none Score 
Exons 



OJ990620_31.9922.C1 

12744 
GENSCAN 
12744 
. 92 



9037. .934 2, 9725. .1017 6, 10312. .10511, 117 14 .. 1184 6, 
12024. .12744 



Sea No 


10529 


Seq. ID 


OJ990620_31.9922 


CI 


Gene No. 


22330 


Strand 






Start 


13582 


End 


19112 




Name 


OJ990620 31.9922.Cl.o2.np 


Method 


AAT/NAP 




Start 


13582 


End 


18209 




GI 


5852181 


Score 


109 




Exons 


13582. .13615, 14 831. .14 986, 


18186. .18209 




GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


10529 


Seq. ID 


OJ990620_31. 9922 


CI 


Gene No. 


22330 


Strand 






Start 


■' 13582 


End 


19112 




Name 


OJ990620 31.9922.Cl.o5.gs 


Method 


GENSCAN 




Start 


15943 


End 


19112 




GI 


none 


Score 


.73 




Exons 


15943. .16009, 16877 .. 17224 , 


18005. .18305, 18391. .18640, 






18734. .18794, 18961. .19112 








Seq. No. 


10529 


Seq. ID 


OJ99062.0_31.9922 


.CI 


Gene No. 


22331 


Strand 






Start 


21280 


End 


21643 




Name 


OJ990620 31.9922.Cl.ol.tc 


Method 


.TBLASTX: Cress 




Start 


4500 


End 


4952 




GI 


none 


Score 


209 




Exons 


4500. .4742, 4755. .4790, 4842 


. .4952 






Seq. No. 


10529 


Seq. ID 


OJ990620_31.9922 


CI 


Gene No. 


22331 


Strand 






Start 


21280 


End 


21643 




Name 


OJ990620 31.9922.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


4503 


End 


5064 




GI 


none 


Score 


97 




Exons 


4503. .4610, 4508. .4603, 4656 


..4799, 4665. .4781, 4842. .4952 



4856. .4951, 5026. .5064 



Seq. No. 10529 Seq. ID OJ990620_31 . 9922 . CI 

Gene No. 22331 Strand 

Start 21280 End 21643 

Name OJ990620 31 . 9922 . CI . ol . ts Method TBLASTX : Soybean 



10956 




Start 


4503 




End 


4952 






GI 


none 




Score 


232 






Exons 


4 503. .4784, 4 68 9. . 4 781, 


4842 


..4952, 4853. .4939 






Seq. No. 


10529 




Seq. ID 


OJ990620_31. 


9922 


.CI 


Gene No. 


22331 




Strand 








Start 


21280 




End 


21643 






Name 


OJ990620 31. 9922. CI. o3. 


np 


Method 


AAT/NAP 






Start 


21280 




End 


21643 






GI 


4584355 




Score 


245 






Exons 


21280. .21643 












GI Descrip. 


(AC006420) Ac-like trarisposase [Arabidopsis thaliana] 




Seq. No. 


10530 




Seq. ID 


OJ990620_31. 


9922 


.C2 


Gene No. 


22332 




Strand 








Start 


90 




End 


248 






Name 


OJ990620 31. 9922.C2.ol. 


as 


Method 


GENSCAN 






Start 


90 




End 


248 






GI 


none 




Score 


.86 






Exons 


90. .248 












Seq. No. 


10531 




Seq. ID 


OJ990620_31. 


9922 


.C3 


Gene No. 


22333 




Strand 


+ 






Start 


1160 




End 


3920 






Name 


OJ990620 31. 9922.C3.ol. 


gs 


Method 


GENSCAN 






Start 


1160 




End 


2558 






GI 


none 




Score 


.98 






Exons 


1160.. 2168, 2263.. 2558 












Seq. No. 


10531 




Seq. ID 


OJ990620_31. 


9922 


.C3 


Gene No. 


22333 




Strand 


+ 






Start 


1160 




End 


3920 






Name 


OJ990620 31.9922.C3.ol. 


np 


Method 


AAT/NAP 






Start 


1277 




End 


3920 






GI 


93144 




Score 


52 






Exons 


1277. .1536, 1583. .2089, 


2313 


. .2567, 3832. .3920 






GI Descrip. 


hypothetical protein - 


suid 


herpesvirus 


; 1 (strain 








Indiana-Funkhuser or Becker) 


gi | 334068 


(M57505) ORF2 






[Pseudorabies virus] 












Seq. No. 


10531 




Seq. ID 


OJ990620_31. 


9922 


.C3 


Gene No. 


22334 




Strand 








Start 


3373 




End 


3715 






Name 


OJ990620 31.9922.C3.o2. 


gs 


Method 


GENSCAN 






Start 


3373 




End 


3715 






GI 


none 




Score 


.83 






Exons 


3373.. 3604, 3690.. 3715 












Seq. No. 


10531 




Seq. ID 


OJ990620 a 31. 


9922 


.C3 


Gene No. 


22334 




Strand 








Start 


3373 




End 


3715 






Name 


OJ990620 31.9922.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3420 




End 


3607 






GI 


none 




Score 


82 






Exons 


3420. .3488, 3424. .3498, 


3472 


..3606, 34S 


>4 . .3607 






Seq. No. 


10532 




Seq. ID 


OJ990620_31. 


9922 


.C4 



10957 






Gene No. 


22335 








Strand 


+ 








Start 


4323 








End 


5250 








Name 


OJ990620_31 . 


9922 . 


C4 .o2. 


gs 


Method 


GENSCAN 








Start 


4323 








End 


5250 








GI 


none 








Score 


. 57 








Exons 


4323 . .4456, 


498 6, 


.5062, 


5171 . 


c o c n 










Seq. No. 


10532 








Seq. ID 


OJ990620_ 


_31.9922 


.C4 




Gene No. 


22336 








Strand 


+ 








Start 


5643 








End 


r c o t 

6527 








Name 


OJ990620_31. 


9922 


C4 .o3. 


gs 


Method 


GENSCAN 








Start 


5643 








End 


6527 








GI 


none 








Score 


. 85 








Exons 


5643 . . 5725, 


5863 


. 6000, 


6101 . 












Seq. No. 


10532 








Seq. ID 


OJ990620 


_31.9922 


.C4 




Gene No. 


22337 








Strand 


+ 








Start 


7310 








End 


78 91 








Name 


OJ990620_31 . 


9922 


C4 . o4 . 


gs 


Method 


GENSCAN 








Start 


7310 








End 


78 91 








GI 


none 








Score 


. 99 








Exons 


7310 . .7891 


















Seq. No. 


10532 








Seq. ID 


OJ990620 


_31. 9922 


.C4 




Gene No. 


22338 








Strand 


- 






Start 


556 








End 


1207 








Name 


OJ990620 31. 


9922 


,C4 .ol. 


gs 


Method 


GENSCAN 






i Li 


Start 


556 








End 


1207 








GI 


none 








Score 


. 98 






! : t 


Exons 


556. .780, 86 


i9. .1207 














Seq. No. 


10532 








Seq. ID 


OJ990620 


_31.9922 


.C4 




Gene No. 


22339 








Strand 


- 






,S B j 


Start 


8702 








End 


94 61 






'a s, 


Name 


OJ990620 31. 


9922 


,C4 .o5. 


gs 


Method 


GENSCAN 








Start 


8702 








End 


94 61 






j:dt 


GI 


none 








Score 


. 67 








Exons 


8702 . . 8904 , 


9045 


.'.9167, 


9299 . 


. 94 61 










Seq. No. 


10532 








Seq. ID 


OJ990620 


_31.9922 


.C4 


£3 


Gene No. 


22340 








Strand 










Start 


11035 








End 


13568 








Name 


OJ990620 31. 


9922 


.C4.o4. 


tm 


Method 


TBLASTX: 


Maize 






Start 


564 








End 


1024 








GI 


none 








Score 


66 








Exons 


564. .605, 565. .780, 566 


. . 781 , 


857. .1012, 870. .1004, 959 






Seq. No. 


10532 








Seq. ID 


OJ990620 


_31.9922 


.C4 




Gene No. 


22340 








Strand., 










Start 


11035 








End 


13568 








Name 


OJ990620 31. 


9922 


.C4.o2. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


11008 








End 


11688 








GI 


none 








Score 


72 








Exons 


11008. .11271, 11105. .11266, 11299 .. 11688 , 11384 


. .11494 






Seq. No. 


10532 








Seq. ID 


OJ990620 


_31.9922 


.C4 




Gene No. 


22340 








Strand 









10958 






Start 


11035 




End 


13568 






Name 


OJ990620_31. 9922. C4 


.ol.np 


Method 


AAT/NAP 






Start 


11035 




End 


13568 






GI 


3777527 




Score 


2028 






Exons 


11035. . 12791, 12876 


. .13568 










GI Descrip. 


(AF053008) gag-pol ; 


polyprotein [Glycine max] 






Seq. No. 


10532 




Seq. ' ID* 


OJ990620_31.9922 


.C4 




Gene No. 


22340 




Strand 








Start 


11035 




End 


13568 






Name 


OJ990620_31 . 9922 . C4 


. ol . tc 


Method 


TBLASTX: Cress 






Start 


11050 




End 


11709 






GI 


none 




Score 


67 






Exons 


11050. . 11262, 11144 


. . 11263, 


11281. .114 


15, 11527. .11697, 








11536. .11709 












Seq. No. 


10532 




Seq. ID 


OJ990620_31.9922 


.C4 




Gene No. 


22340 




Strand 








Start 


11035 




End 


13568 






Name 


OJ990620_31. 9922.C4 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


11050 




End 


11706 






GI 


none 




Score 


299 




•S8t 


Exons 


11050 . . 11706, 11051 


. . 11698 








u 

!■ 1 

*6 =1 


Seq. No. 


10532 




Seq. ID 


OJ990620 31.9922 


.C4 




• Gene No. 


22340 




Strand 






i'ii 


Start 


11035 




End 


13568 






Name 


OJ990620 31. 9922. C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




i* "*! 


Start 


11473 




End 


11889 




s ■ E 
! S U 


GI 


none 




Score 


82 




. = : 
: r.*'r 


Exons 


11473. . 11709, 11474 


. . 11698, 


11737 . . 118 


89 




; 3 !i 

: hi 


Seq. No. 


10532 




Seq. ID 


OJ990620 31.9922 


.C4 




Gene No. 


22340 




Strand 








Start 


11035 




End 


13568 






Name 


OJ990620_31. 9922. C4 


. o4 . ts 


Method 


TBLASTX: Soybean 






Start 


11689 




End, 


11917 




a 


GI 


none 




Score 


70 • 




'S S." 


Exons 


11689. . 11913, 11750 


. . 11917 








a 


Seq. No. 


10532 




Seq. ID 


OJ990620_31.9922 


.C4 




Gene No. 


22340 




Strand 








Start 


11035 




End 


13568 






Name 


OJ990620_31 . 9922 .C4 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


11950 




End 


12397 






GI 


none 




Score 


61 






Exons 


11950. . 12396, 11958 


. .12197, 


11960. .12397 






Seq. No. 


10532 v *" - " 




Seq. ID 


OJ990620_31.9922 


. C4 




Gene No. 






Strand 








Start 


11035 




End 


13568 






Name 


OJ990620 31. 9922. C4 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


12059 




End 


12628 






GI 


5509260 




Score 


392 






Exons 


12059. .12628, 12061 


. .12588 










GI Descrip. 













10959 






Seq. No. 


10532 




Seq. ID 


OJ990620_31.9922. 


U4 




Gene No. 


22340 




Strand 








Start 


11035 




End 


13568 






Name 


ojyyubzu 31.yy22.c4 


rt 1 4- t » 

. ol . tw 


Method 


TBLASTX: Wheat 






Start 


1207 6 




End 


12544 






GI 


none 




Score 


134 






Exons 


1207 6 .. 12420, 12077 


. . 1224 4 , 


12275. .12403, 12437. .1254 4, 




















Seq. No. 


10532 




Seq. ID 


ojyyo62u ji.yyzz, 


C4 




Gene No. 


22340 




Strand 








Start 


11035 




End 


13568 






Name 


OJ990620 


. o2 . tc 


Method 


TBLASTX: Cress 






Start 


12178 




End 


12444 






GI 


none 




Score 


107 






Exons 


i z 1 / o . . LZ 4 4 4 , izi/y 


. . iz 4 jy 










Seq. No. 


T A C O O 




Seq. ID 


OJ990620_31.9922 






Gene No. 


22340 




Strand 








Start 


11035 




End 


13568 






Name 


OjyyuDzu 31.yy22.c4 


. o^: . tm 


Method 


TBLASTX: Maize 






Start 


-1 O A A "1 

12901 




End 


13536 






GI 


none 




Score 


274 




r "i 

ha} 


Exons 


12901 13053, 13035 


T O T O *T 

. . 13136, 


13048. .13470, 1304 9 .. 13378 , 








1 -5 /I r i "I O C O /" 1 TO 

13453 13536, 13473 


. . 135U5 








U\ 

: 3 ! 1 


Seq. No. 


10532 




Seq. ID 


OJ990620_31.9922 


C4 


! if 


Gene No. 


22340 




Strand 






'i ?f 


Start 


11035 




End 


13568 




! <! 


Name 


OJ990620 31- 9922. C4 


« O J_ — 

. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


12901 




End 


13362 




m 


GI 


none 




Score 


52 






Exons 


12 901 . . 1 JUz 9, \Z3Z\j 


1 o a o q 


13051. .13362, 13058.. 13351 




Q 


Seq. No. 


10532 




Seq. ID 


OJ990620_31. 9922 


.C4 


» i 


Gene No. 


22340 




Strand 






« 


Start 


1 1 A o c 

11035 




End 


13568 






Name 


/-ntaaa/^oa oi nnoo ^ 

OJ990620 31. 9922. C4 


rt o' 4- rt 

. o3 . tc 


Method 


TBLASTX: Cress 






Start 


12902 


•* 


End 


13344 




;S Si 


GI 


none 




Score 


36 






Exons 


iz yu2 . . i 30 jy , i^yu/ 


1 O A Q Q 
. . IJUJO , 


13054. .13344, 13123. .13311 






Seq. No. 


10532 




Seq. ID 


OJ990620_31. 9922 


.C4 




Gene No. 


22340 




Strand 








Start 


1 1 A O C 

11U35 




End 


13568 






Name 


OJ990620 31.9922.C4 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


1304 5 




End 


13563 






GI 


none 




Score 


53 






Exons 


1 O A VI C iOIOC 1 O A ^ "7 

13045. .13125,-: 1306/ 


1 O 1 o o. 


13153. . 13563 






Seq. No. 


10533 




Seq. ID 


OJ990620_31.9922 






Gene No. 


22341 




Strand 








Start 


1 




End 


3082 






Name 


OJ990620 31. 9922. C5 


. ol .np 


Method 


AAT/NAP 






Start 


1 




End 


702 






GI 


3645899 




Score 


357 






Exons 


1..702 











10960 



GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 



Seq. No. 10533 Seq. ID 

Gene No. 22341 Strand 

Start 1 End 

Name OJ990620__31 . 9922 .C5.ol.tm Method 

Start 2 End 

GI none Score 

Exons 2.. 280 



OJ990620_31.9922.C5 

3082 

TBLASTX: Maize 

280 

212 



Seq. No. 10533 

Gene No. 22341 

Start 1 

Name OJ990620_31 . 9922 .C5.ol.gs 

Start 33 

GI none 

Exons 33.. 697, 1016. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1398, 1678.. 3082 



OJ990620_31.9922.C5 

3082 
.GENSCAN 
3082 
.47 



Seq. No. 10534 

Gene No. 22342 

Start 246 

Name OJ990620_31 . 9922 . C6 . ol . gs 

Start 246 

GI none 

Exons 246 . .456, 



Seq. ID OJ990620_31.9922.C6 

Strand + 

End 64 63 

Method GENSCAN 

End 4 380 

Score . 64 



1130. .1598, 1907. .2049, 2471. .2632, 2876. .3102, 



3148. .4380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID OJ990620_31.9922.C6 



10534 
22342 
246 

OJ990620_31. 9922 .C6.ol.np 
734 

6649097 
734. .1703 

(AF146275) resistance gene analog PIC27 [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

6463 
AAT/NAP 
1703 
769 



10534 Seq. ID 

22342 Strand 
246 End 
OJ990620_31 . 9922 . C6 . o3 . np Method 
1907 End 
6598711 Score 
1907. .2189, 4045. .4325, 6438. .6463 

(AC007197) putative disease resistance protein [Arabidopsis 
thaliana] 



OJ990620_31.9922.C6 
+ . 

6463 
AAT/NAP 
6463 
110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990620__31.9922.C6 
+ 

6463 
AAT/NAP 
5316 
436 

transcriptase 
1| (AP001129) 
F9013 genomic 



10534 

22342 . Strand 

2.4 6 End 
OJ990620_31 . 9922 . C6 . o2 . np Method 
2471 End 
6069646 Score 
2471. .3110, 5276. .5316 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



(AC005315) 
Similar to 
sequence, 



10961 



[Oryza sativa] 



Seq. No. 10534 

Gene No. 22343 

Start 6068 

Name OJ990620_31 . 9922 . C6 . ol . tc 
.Start - 931' 

GI none 

Exons 931.. 987, 1063.. 1311, 1408. 



Seq. ID OJ990620_31.9922.C6 
Strand 

End 8967 

Method TBLASTX : Cress 

End 1560 

Score 61 
,1560 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10534 
22343 
6068 

OJ990620_J31 . 9922 .C6 . o2 . tm 

1102 

none 



Seq. ID OJ990620_31. 9922.C6 
Strand 

End 8967 

Method TBLASTX: Maize 

End 1580 

Score 52 



1102. .1176, 1173. .1274, 1180. .1575, 1368. .1580 



10534 
22343 
6068 

OJ990620_31.9922.C6.ol.ts 

1204 

none 



Seq. ID OJ990620_31. 9922.C6 
Strand 

End 8967 

Method TBLASTX : Soybean 

End 1530 

Score 107 



1204. .1332, 1206. .1310, 1360. .1530, 1368. .1499 



Seq. No. 10534 

Gene No. 22343 

Start 6068 

Name OJ990620_31 . 9922 . C6 . ol . tm 

Start 2482 

GI none 
Exons 



Seq. ID OJ990620_31. 9922.C6 
Strand 

End 8967 

Method TBLASTX: Maize 

End 2898 

Score 370 



2482. .2898, 2502. .2645, 2685.-2897 



Seq. No. 10534 

Gene No. 22343 

Start 6068 

Name . OJ990620_31 . 9922 .C6 . o2 . tw 

Start 2734 

GI none 

Exons 2734.. 3036, 2904.. 3056 



Seq. ID OJ990620_31. 9922.C6 
Strand 

End 8967 

Method TBLASTX : Wheat 

End 3056 

Score 204 



Seq. No. 10534 

Gene No. 22343 

Start 6068 

Name OJ990620_31 . 9922 . C6 . ol . tw 

Start 3771 

GI none 
Exons 



Seq. ID OJ990620_31. 9922.C6 
Strand 

End 8967 

Method TBLASTX : Wheat 

End 4192 

Score 98 



3771. .4106, 3796. .4116,: 3804. .4112, 4104. .4190, 4125. .4190, 
4166. .4192 



Seq. No. 10534 

Gene No. 22343 

Start 6068 

Name OJ990620_31 . 9922 . C6 . o4 . np 

Start 6068 

GI 6069646 



Seq. ID OJ990620_31. 9922.C6 
Strand 

End 8967 

Method AAT/NAP 

End 8967 

Score 64 



10962 



Exons 6068.. 6257, 8928.. 8967 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


10535 






Seq. ID 


OJ990620_ 


31. 9922. C7 


bene no. 


22344 






Strand 


+ 




Start 


12904 






End 


24622 




Name 


OJ990620 31. 9922. C7. 


o5 . np 


Method" 


AAT/NAP 




Start 


12904 






End 


23108 




GI 


5917664 






Score 


203 




Exons 


12904. . 


12928, 18942. 


.19203, 


20002. .20364, 21923. 


.22029, 




22961. . 


23108 










GI Descrip. 


(AF159296) extensin- 


■like protein [Lycopersicon esculentum] 


Seq. No. 


10535 






Seq. ID 


OJ990620_ 


31. 9922. C7 


Gene No. 


22344 






Strand 


+ 




Start 


12904 






End 


24622 




Name 


OJ990620 31. 9922. C7. 


o3 . gs 


Method 


GEN SCAN 




Start 


18295 






End 


24454 






none 






Score 


.52 




Exons 


18295. . 


18604, 18609. 


.18772, 


20224. .20380, 21355. 


.21437, 




21796. . 


22071, 22629. 


.22783, 


22789. .23053, 23213. 


.23470, 




23583. . 


23742, 24385. 


.24454 








Seq. No. 


10535 






Seq. ID 


OJ990620_ 


J31.9922.C7 


Gene No. 


22344 






Strand 


+ 




Start 


12904 






End 


24622 




Name 


OJ990620 31. 9922. CI. 


, 06 . np 


Method 


AAT/NAP 




Start 


22750 






End 


24622 




GI 


5830509 




Score 


214 




Exons 


22750. . 


22907, 23209, 


. .23470, 


23583.-23762, 23851. 


, .23951, 




24519. . 


24622 










GI Descrip. 


(AL110506) WD repeat protein [Schizosaccharomyces pombe] 



Seq. No. 

Gene No* 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10535 - Seq. ID 

22345 Strand 
24532 End 
OJ990620_31 . 9922 . C7 . o7 . np Method 
24532 End 
6693030 Score 
24532. .24624 

(AC012375) T22C5.29 [Arabidopsis thaliana] 



OJ990620_31. 9922.C7 
+ 

24624 
AAT/NAP 
24624 
83 



10535 
22346 
1418 

OJ990620_31.9922.C7.ol.np 
1418 
6069646 



OJ990620 31. 9922. C7 



Seq. ID 
Strand 

End 8293 
Method AAT/NAP 
End 8293 
Score 702 
1418. .1476, 2924. .3647, 3936. .4655, 8270. .8293 
(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



(AC005315) 
Similar to 



10963 



[Oryza sativa] 





Seq. No. 


10535 




Seq. ID 


ojyyub^u oi.yyzz.u/ 




Gene No. 


22347 




Strand 






Start 


8853 




End 


1 A O 1 O 
L<lZ 1 Z 




Name 


OJ990620 31. 


9922.cy.o3.np 


Method 


AAT/NAP 




Start 


8853 




End • 


14272 




GI 


6069646 




Score 






Exons 


8853. .9838, 


10120. .10525, 14250. .14272 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (ACUUooio) 




[Oryza sativa] gi | 6907112 | dbj I BAA90639 


.11 (APOullzy) Similar to 






Arabidopsis 


thaliana chromosome II BAC 


r yui j genomic sequence, 






putative non 


l-LTR retroelement 


reverse 


transcriptase, (aluudz^o) 






[Oryza sativa] 








Seq. No. 


10535 




Seq. ID 


ujyyuozu oi.yyzz.L,/ 




Gene No. 


22348 




Strand 






Start 


15229 




End 


1 bi y 1 




Name 


OJ990620 31. 


9922 .C7 .o2 . tc 


Method 


TBLASTX : Cress 




Start 


1167 ~~ 




End 


1Z 




GI 


none 




Score 


ft c 

95 




Exons 


1167 1292, 


1170 . . 1277, 1180 . 


.1284 




'a a J 


Seq. No. 


10535 




Seq. ID 


OJ990620_31.9922.C7 




Gene No. 


22348 




Strand 




m 


Start 


1*5229 




End 


16191 


rii 


Name 


OJ990620 31. 


9922.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


2945 ~~ 




End 


9434 




GI 


none 




Score 


79 


! :! 
. 3 ! 


Exons 


2945 .3088, 


3085. .3273, 8883. 


.9434, 9136. .9324 


FU 


Seq. No. 


10535 




Seq. ID 


OJ990620_31.9922.C7 




Gene No. 


22348 




Strand 




is 


Start 


15229 




End 


16191 


0 


Name 


OJ990620 31. 


9922.C7.o6.tm 


Method 


TBLASTX: Maize 


n 


Start 


3383 




End 


9830 


!: st 


GI 


none 




Score 


97 


: s ! 


Exons 


3383. .3463, 


3473. .3652, 3474. 


.3653, 9627. .9650, 9660. .9830 


□ 


Seq. No. 


10535 




Seq. ID 


OJ990620_31.9922.C7 




Gene No. 


22348 




Strand 






Start 


15229 




End 


16191 




Name 


OJ990620 31. 


9922.C7.o2.ts 


Method 


TBLASTX: Soybean 




Start 


3551 




End 


10276 




GI 


none 




Score 


162 




Exons 


3551. .3679, 


3746.. 3976, 9738. 


.9857, 9950. .10276 




Seq. No. 


10535 




Seq. ID 


OJ990620_31.9922.C7 




Gene No. 


22348 




Strand 






Start 


15229 




End 


16191 




Name 


OJ990620 31. 


9922.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


3716 




End 


10528 




GI 


none 




Score 


134 




Exons 


3716. .4087, 


3717.. 4070, 4080. 


.4364, 4246.-4386, 9890. .10528 




Seq. No. 


10535 




Seq. ID 


OJ990620_31.9922.C7 




Gene No. 


22348 




Strand 





10964 




Start 


1 coon 

15229 








End 


16191 




Name 


OJ990620_31 . 


n 0 0 0 

, 9922 


1 _ -1 

. C / . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


3773 








End 


10255 




GI 


none 








Score 


116 




Exons 


— > — j —7 /I A T O 

3773 . . 4072 , 


0 "7 n c 

3 1 9b 


. . 4 U / (J , 




.10150, 10205. .10255 




Seq. No. 


„ 10535 








Seq. ID 


OJ990620_31. 9922 


.C7 


Gene No. 


22348 








Strand 


- 




Start 


15229 








End"' 


16191 




Name 


OJ990620_31 . 


n t\ 0 0 

. 9922 


. C / . 04 . 


tm 


Metnoo 


1 niiAb 1 a : Ma 1 ze 




Start 


4395 








End 


4652 




GI 


none 








Score 


105 




Exons 


< one kco 


A A O "3 

4 4 zo 


/I £A A 
. . 4044 










Seq. No. 


10535 








Seq. ID 


OJ990620_31. 9922 


.C7 


Gene No. 


22348 








Strand 


- 




Start 


i coon 

15229 








End 


16191 




Name 


OJ990o2u Jl. 


. 9922 


. L / . 0-> . 


tm 


Method 


TBLASTX: Maize 




Start 


4 916 








End 


5308 




GI 


none 








Score 


142 




Exons 


4 91b. . b 0U0 / 


jUID 


. . 04 










Seq. No. 


1 n co c 

105 Jb 








Seq. ID 


OJ990620_31.9922 


07 


Gene No. 


22348 








Strand 






Start 


15229 








End 


16191 




Name 


OJ990620 31 


. 9922 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5507 








End 


11053 




GI 


none 








Score 


55 




Exons 


5507. .5626, 


5630 


. .5767, 


10774 


. .10914, 


10783. .10884, 





10891. .11052, 10892.. 11053 



! 


Seq. No. 


10535 


Seq. ID 


OJ990620_31. 9922. 


C7 




Gene No. 


22348 


Strand 






; i3 ; 


Start 


15229 


End 


16191 




h 

: u : 


Name 


OJ990620 31.9922.C7.o2.tw 


Method 


TBLASTX -.Wheat 




"*l 


Start 


7583 


End 


7930 




H : 


GI 


none 


Score 


51 




w 


Exons 


7583. .7657, 7584. .7661, 7670. .7930, 7680. .7922 




Q 
B 


Seq. No. 


10535 


Seq. ID 


OJ990620_31. 9922. 


C7 




Gene No. 


22348 


Strand 








Start 


15229 


End 


16191 






Name 


OJ990620 31.9922.C7.o4.np 


Method 


AAT/NAP 






Start 


15229 


End 


16176 






GI 


6649097 


Score 


982 






Exons 


15229. .16176 










GI Descrip. 


(AF146275) resistance gene 


analog PIC27 [Oryza sativa] 






Seq. No. 


10535 


Seq. ID 


OJ990620_31. 9922. 


C7 




Gene No. 


22348 


Strand 








Start 


15229 


End 


16191 






Name 


OJ990620 31.9922.C7.o8.tm 


Method 


TBLASTX: Maize 






Start 


15346 


End 


15819 






GI 


none 


Score 


95 






Exons 


1534 6. .15507, 15351. .15506, 


15497. .155E 


13, 15631. . 15717, 





15745. .15819 



10965 




Seq. No. 


10535 




Seq. ID 


OJ990620 


_31.9922 


.C7 


Gene No. 


22348 




Strand 








Start 


15229 




End 


16191 






Name 


J***. T" rt rt rt /"* S\ rt. rt -1 rt rt rt rt /«i 

OJ990620_31 . 9922 . C7 . 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


15366 




End 


16191 






GI 


none 




Score 


48 






Exons 


15366 .. 15509, 15613. 


. 1584 9, 


15928. .16014, 16135 


. .16191 




Seq. No. 


10535 




Seq. ID 


OJ990620 


_31.9922 


.C7 


Gene No. 


22348 




Strand 








Start 


15229 




End 


16191 






Name 


-rt — r f\ rt rt y~ rt rt rt 1 rt. rt rt rt f-m *— } 

OJ990620 31. 9922. C7. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15646 




End 


16185 






GI 


none 




Score 


63 






Exons 


1564 6 . . 1571 / , 15733. 


.1584 9, 


15910. .16116, 16126 






Seq. No. 


10535 




Seq. ID 


OJ990620 


's i rt rt rt rt 

31 . 9922 


. C7 


Gene No. 


22349 




Strand 








Start 


23799 




End 


24622 






Name 


A-rrtrtrtyrtrt *"1 1 rt rt rt rt /~1 T 

OJ990620_31 . 9922 . C7 . 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


z^i r\ rt 

23799 




End 


24622 






GI 


none 




Score 


165 






Exons 


23799 .. 23963, 23802. 


.23984, 


23830. .23982, 24429 


. . 24 620, 






24430. .24621, 24443. 


. 24622 










Seq. No. 


10536 




Seq. ID 


OJ990620 


rt *i rt rt rt rt 

31 . 9922 


.C8 


Gene No. 


22350 




Strand 


+ 






Start 


1 




End 


424 






Name 


OJ990620_31. 9922.C8 . 


ol.np 


Method 


AAT/NAP 






Start 


1 




End 


424 






GI 


6693030 




Score 


95 






Exons 


1 . . 60, 142 . . 215, 385 


i. .424 










GI Descrip. 


/ Ti n rt 1 rt *"> l- I C \ m rt rt IT rt rt 

(AC012375) T22C5.29 


[Arabidopsis thaliana] 






Seq. No. 


10536 




Seq. ID 


OJ990620 


_31.9922 


.C8 


Gene No. 


22350 




Strand 


+ 






Start 


1 




End 


424 






Name 


z\ -r rt rt a r\ r\ rt r% rt rt rti rt 

OJ990620_31 . 9922 . C8 . 


ol .gs 


Method 


GENSCAN 






Start 


20 




End 


60 






GI 


none 




Score 


.89 






Exons 


20 . . 60 












Seq. No. 


10537 




Seq. ID 


OJ990620 


_31.9922 


.C9 


Gene No. 


22351 




Strand 


+ 






Start 


1825 




End 


7577 






Name 


OJ990620 31. 9922. C9. 


ol . gs 


Method 


GENSCAN 






Start 


1825 




End 


7577 






GI 


none 




Score 


.63 






Exons 


1825.. 2031, 3242..3383, 3478 


..3588, 3793.. .3910, 


4017. .4122, 




5790. .5850, 6153. .6181, 6485 


. .6603, 6624. .6793, 


7285. .7450, 




7519. .7577 












Seq. No. 


10537 




Seq. ID 


OJ990620 


__31.9922 


.C9 


Gene No. 


22352 




Strand 








Start 


8299 




End 


9135 






Name 


OJ990620 31. 9922. C9. 


ol . np 


Method 


AAT/NAP 






Start 


8269 




End 


9099 







10966 




GI 


5919185 




Score 


283 


Exons 


8269.. 8357, 8456 


. . 9099 






GI Descrip. 


(AF183809) arabinogalactan protein Popl4A9 [Populus alba x 




Populus tremula] 








Seq. No. 


10537 




Seq. ID 


OJ990620_31. 9922.C9 


Gene No. 


22352 




Strand 


- 


Start 


8299 




End 


9135 


Name 


OJ990620 31.9922 


.C9.o2.gs 


Method 


GENSCAN 


Start 


8299 




End 


9105 


GI 


none 




Score 


.98 


Exons 


8299 . . 9105 








Seq. No. 


10537 




Seq. ID 


OJ990620_31.9922.C9 


Gene No. 


22352 




Strand • 




Start 


8299 




End 


9135 


Name 


OJ990620 31.9922 


.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


8536 




End 


9022 


GI 


none 




Score 


76 


Exons 


8536 . .8664 , 8692 


. .8730, 8749 


..8880, 8750. .8875, 8875. .9018 




8945. .9022 








Seq. No. 


10537 




Seq. ID 


OJ990620_31. 9922.C9 


Gene No. 


22352 




Strand 




Start 


8299 




End 


9135 


Name 


OJ990620 31.9922 


.C9.ol . tm 


Method 


TBLASTX: Maize 


Start 


8536 




End 


9022 


GI 


none 




Score 


220 


Exons 


8536. .8889, 8537 


..8878, 8887 


..9018, 8E 


J88. .9022 


Seq. No. 


10537 




Seq. ID 


OJ990620_31.9922.C9 


Gene No. 


22352 




Strand 




Start 


8299 




End 


9135 


Name 


OJ990620 31.9922 


.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


8536 




End 


8994 


GI 


none 




Score 


81 


Exons 


8536. .8871, 8609 


. . 8872, 8875 


. .8994 




Seq. No. 


10537 




Seq. ID 


OJ990620_31.9922.C9 


Gene No. 


22352 




Strand 




Start 


8299 




End 


9135 


Name 


OJ990620 31.9922 


.C9.ol.gp 


Method 


AAT/GAP 


Start 


8550 




End 


9135 


GI 


67182 1.R1084 




Score 


1109 


Exons 


8550. . 9135 








GI Descrip. 


M204300 1.0e-23 


(AC003027) 


Unknown protein [Arabidopsis 




thaliana] f 








Seq.' No. 


10538 




Seq. ID 


OJ990620_31. 9522. CI 


Gene No. 


22353 




Strand 


-f 


Start 


2607 




End 


6699 


Name 


OJ990620 31.9922 


.Cll.ol.gp 


Method 


AAT/GAP 


Start 


2607 




End 


2864 


GI 


2427441 




Score 


493 


Exons 


2607. .2864 








Seq. No. 


10538 




Seq. ID 


OJ990620_31. 9922. CI 



10967 




Gene No. 


22353 








Strand 


+ 


Start 


2607 








End 


6699 


Name 


OJ990620 31 


. 9922 


.Cll.ol 


.gs 


Method 


GENSCAN 


Start . ^ 


2758 








End 


6699 


GI 


none 








Score 


.46 


Exons 


2758. .3004, 


3018 


. .3115, 


3606. 


.4051, 6261. .6699 


Seq.. No. 


10538 








Seq. ID 


OJ990620_31.9922.C11 


Gene No. 


22353 








Strand 


+ 


Start 


2607 








End 


6699 


Name 


OJ990620 31 


.9922 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


2758 








End 


6696 


GI 


6179940 








Score 


1170 


Exons 


2758. .2922, 


3606 


. .3836, 


3870. 


.4051, 6261. .6696 


GI Descrip. 


(AF191497) 


DnaJ- 


like protein 


[Nicotiana tabacum] 


Seq. No. 


10538 








Seq. ID 


OJ990620 31 9922 Cll 


Gene No. 


22353 








Strand 


+ ~ 


Start 


2607 








End 


6699 


Name 


OJ990620 31 


.9922 


.Cll.o3 


.gp 


Method 


AAT/GAP 


Start 


3646 








End 


3996 


GI 


4768979 








Score 


683 


Exons 


3646. .3996 












GI Descrip. 


4768980/gb|AAD29703.1 IAF140490 1 1 . Oe- 


35 (AF140490) heat-shock 




protein [Oryza sativa] 










10538 








Seq. ID 


OJ990620_31. 9922. Cll 


Gene No. 


22354 








Strand 


+ 


Start 


7443 








End 


7885 


Name 


OJ990620 31 


.9922 


.Cll.o4 


.gp 


Method 


AAT/GAP 


Start 


7443 








End 


7885 


GI 


3766882 








Score 


621 


Exons 


7443. .7885 












Seq. No. 


10538 








Seq. ID 


OJ990620_31. 9922. Cll 


ft^ne No 


22355 








Strand 




Start 


7770 








End 


11098 


Name 


- OJ990620 31 


. 9922 


.Cll.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2751 








End 


6387 


GI 


none 








Score 


256 


Exons 


2751. .2924, 


2758 


. .2925, 


3588. 


.3653, 3606.. 3662, 3732.. 3776, 




3737. .3802, 


3945 


. .4052, 


3947. 


.4051, 6262..6387, 6273. .6383 


Sea No 


10538 








Seq. ID 


OJ990620_31. 9922. Cll 


Gene No. 


22355 








Strand 




Start 


7770 








End 


11098 


Name 


OJ990620 31 


.9922 


.Cll.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


2754 








End 


3755 


GI 


none 








Score 


263 


Exons 


2754. .2924, 


2758 


. .2925, 


3603. 


.3674, 3732.. 3755 


Seq. No. 


10538 








Seq. ID 


OJ990620_31. 9922. Cll 


Gene No. 


22355 








Strand 




Start 


7770 








End 


11098 


Name 


OJ990620 31 


. 9922 


.Cll.oS 


.tm 


Method 


TBLASTX: Maize 


Start 


2756 








End 


2937 


GI 


none 








Score 


61 



10968 






Exons 


2756, .2785, 


2758 


. .2937, 


2828. 


.2923 






OfciL^ ■ lNvJ . 


10S38 

J. \J yj J O 








Seq. ID 


OJ990620_31.9922.C11 




Gene No. 


22355 








Strand 






Start 


7770 








End 


11098 




Name 


OJ990620 31. 


9922 


..Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3836 








End 


4052 




GI 


none. „ 








Score 


204 




Exons 


3836. .4042, 


3850 


. .4029, 


3857. 


.4051, 3861. .4052 






10538 








Seq. ID 


OJ990620_31. 9922.C11 




Gene No. 


22355 








Strand 






Start 


7770 








End 


11098 




Name 


OJ990620 31. 


9922 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3867 








End 


6710 




GI 


none 








Score 


40 




Exons 


3867. .3914, 


3941 


. .4054 , 


3942. 


.4052, 6295.. 6690, 6303.. 6710 




Q p, pr Ma 
O C ^ • LN \J • 


10538 








Seq. ID 


OJ990620_31. 9922.C11 




Gene No. 


22355 








Strand 






Start 


7770 








End 


11098 




Name 


OJ990620 31 


9922 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


.3 ft. 


Start 


6259 








End 


6690 


I 


GI 


none 








Score 


589 


l bJ 
iff 


Exons 


6259. .6480, 


6264 


. .6686, 


'6265. 


..6690 






jcLJ. IN (J • 


X \J *J o o 








Seq. ID 


OJ990620_31.9922.C11 




Gene No. 


22355 








Strand 




1 • ! 


Start 


7770 








End 


11098 




Name 


OJ990620 31 


9922 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


!:f! 


Start 


6262 








End 


6699 


rlf 


GI 


none 








Score 


599 


; = 


Exons 


6262. .6699, 


6264 


. . 6533, 


6541. 


.6684, 6579.-6689 


i. = I 
\1 


JCLJ . LN ^ • 


10538 








Seq. ID 


OJ990620_31.9922.C11 


"S 


Gene No. 


22355 








Strand 




H ( 


Start 


7770 








End 


11098 


!. ! 


Name 


OJ990620 31 


9922 


.Cll.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


6388 








End 


6746 


1 "i 


GI 


none 








Score 


182 




Exons 


6388. .6528, 


6390 


. . 6527, 


6514 . 


.6690, 6525.. 6746 




Seq. No. 


10538 








Seq. ID 


OJ990620_31.9922.C11 






22355 








Strand 






Start 


7770 








End 


11098 




Name 


OJ990620 31 


.9922 


.Cll.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


7752 








End 


9516 




GI 


none 








Score 


72 




Exons 


7752. .7910, 


7772 


. .7879, 


7947. 


.,8036, 8141.. 8422, 8160.. 8420, 






.8262. .8426, 


9349 


. .9516 










Seq. No. 


10538 








Seq. ID 


OJ990620_31.9922.C11 




Gene No. 


22355 








Strand 






Start 


7770 








End 


11098 




Name 


OJ990620 31 


.9922 


.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


7770 








End 


11098 




GI 


none 








Score 


.85 



10969 



Exons 



7770. .8813, 9064. .9676, 10183 10255, 10978. .11098 



Seq. No. 10538 

Gene No. 22355 

Start 7770 

Name OJ990620_31 . 9922 . CI 1 . o5 , 

Start 8061 

GI 3766881 

Exons 8061.. 8417 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_31. 9922.C11 

11098 
AAT/GAP 
841.7 
665 



Seq. No. 10538 

Gene No. 22355 

Start 7770 

Name OJ990620_31 . 9922 . Cll . o3 . ts 

Start 8082 

GI none 

Exons 8082.. 8498, 8085.. 8306, 8342, 

Seq. No. 10538 
Gene No. 22355 
Start 7770 

Name OJ990620_31 . 9922 . Cll . ol . tm 

Start 8427 
GI none 

Exons 8427.. 8531, 8427.. 8531, 8523. 

8740. .8769, 8742. .8801, 8763. 
8879. .8965, 8907. .8990, 8908. 
9059. .9211, 9064. .9342, 9254. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8452 



OJ990620_31. 9922. Cll 
11098 

TBLASTX : Soybean 

8498 

88 



Seq. ID OJ990620__31. 9922. Cll 
Strand 

End 11098 
Method TBLASTX : Mai ze 
End 934 6 

Score- 61 

.8738, 8525. .8743, 8527. .8736, 
.8807, 8763. .8813, 8767. .8820, 
.8988, ' 8913. .8996, 9054. .9338, 
.9343, 9257. .9346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10538 
22355 
7770 

OJ990620_31, 

8499 

none 

8499. .8576, 
8944. .8988, 



9922. Cll. o2.ts 



8512. 
9054 . 



.8811, 
.9377, 



8524, 
9064. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 31. 9922. Cll 



11098 

TBLASTX : Soybean 
9645 
131 

8814, 8640. .8816, 8943. .8990, 
9579, 9257. .9517, 9349.. 9645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10538 
22355 
7770 

OJ990620_31. 9922. Cll. o6.gp 

9794 

none 

9794. .10246 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_31. 9922. Cll 

11098 
AAT/GAP 
10246 
872 



Seq. No. 10539 Seq. ID OJ990620_31 . 9922 . C12 

Gene No. 22356 Strand 

Start 1 ... End 626 

Name OJ990620_31 . 9922 . C12 . ol . np Method AAT/NAP 

Start 1 End 626 

GI 2498930 Score 734 

Exons 1..395, 563.. 626 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 



10539 



Seq. ID OJ990620_31.9922.C12 



10970 




Gene No. 


22356 




Strand 


- 




Start 


1 




End 


626 




Name 


OJ990620 31.9922.C12.ol 


.gs 


Method 


GENSCAN 




Start 


93 




End 


622 




GI 


none 




Score 


. 47 




Exons 


93 . . 395, 563 . . 622 










Seq. No/ 


10540 




Seq. ID 


OJ990620_31.9922, 


.C13 


Gene No. 


22357 




Strand 


+ 




Start 


17 




End 


421 




Name 


OJ990620_31 . 9922 .C13. ol 


.gs 


Method 


GENSCAN 




Start 


17 




End 


421 




GI 


none 




Score 


.59 




Exons 


17 . .421 










Seq. No. 


10541 




Seq. ID 


OJ990620_31.9922, 


.C14 


Gene No. 


22358 




Strand 


+ 




Start 


536 




End 


617 




Name 


OJ990620_31 .9922.C14.ol 


.gs 


Method 


GENSCAN 




Start 


536 




End 


617 




GI 


none 




Score 


. 47 




Exons 


536 . . 617 










Seq. No. 


10541 




Seq. ID 


OJ990620_31 . 9922 . 


. C14 


Gene No. * 


22359 




Strand 






Start 


1 




End 


630 . 




Name 


OJ990620_31. 9922.C14 .ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


630 




GI 


4006833 




Score 


178 




Exons 


1 . . 630 










GI Descrip. 


(AC005970) putative non' 


-LTR retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


10541 




Seq. ID 


OJ990620_31. 9922, 


.C14 


Gene No. 


22359 




Strand 






Start 


1 




End 


630 




Name 


OJ990620 31.9922.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


132 




End 


630 




GI 


none 




Score 


69 




Exons 


132. .329, 142. .486, 177 


. .503, 


496. .630 






Seq. No. 


10541 




Seq. ID 


OJ990620_31. 9922, 


X14 


Gene No. 


22359 




Strand 






Start 


1 




End 


630 




Name 


OJ990620_31. 9922.C14.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


189 




End 


488 




GI 


none 




Score 


112 




Exons 


189. .488, 211. .486 










Seq. No. 


10542 




Seq. ID 


OJ990620_39. 9919. 


.CI 


Gene No. 


22360 




Strand 


+ 




Start 


55 




End 


1416 . 




Name 


OJ990620 39.9919.Cl.ol.gs 


Method 


GENSCAN 




Start 


55 




End 


1416 




GI 


none 




Score 


. 65 




Exons 


55.-428, 617. .682, 1259 


. .1416 









10971 



Seq. No. 10542 Seq. ID 

Gene No. 22361 Strand 

Start 3229 . End 

Name OJ990620_39 . 9919 . CI . ol . np Method 

Start 2206 End 

GI ' 6091769 Score 

Exons 2206.. 2235, 3574.. 3839 
GI Descrip. 



OJ990620_39.9919.C1 
+ 

3867 
AAT/NAP 
3839 
127 



(AC009327) unknown protein [Arabidopsis thaliana] 



Seq. No. 10542 Seq. ID 

Gene No. 22361 Strand 

Start 3229 End 

Name OJ990620_39 . 9919 . CI . o2 . gs Method 

Start 3229 End 

GI none Score 

Exons 3229..3867 



OJ990620_39.9919.C1 
+ 

3867 
GENSCAN 
3867 
. 95 



Seq. No. 10542 Seq. ID 

Gene No. 22361 Strand 

Start 3229 End 

Name OJ990620_39 . 991 9 . CI . ol . tm Method 

Start 3633 End 

GI none Score 

Exons 3633.. 3830, 3634.. 3828 



OJ990620_39.9919.C1 
+ 

3867 

TBLASTX: Maize 

3830 

192 



Seq. No. 10543 Seq. ID 

Gene No. -22362 Strand 

Start 289 End 

Name OJ990620_39 . 991 9 . C2 . ol . gs Method 

Start 289 End 

GI none Score 

Exons 289.. 403, 761. .1040 



OJ990620_39. 9919.C2 
+ 

1040 
GENSCAN 
1040 
.56 



Seq. No. 10544 Seq. ID 

Gene No. 22363 Strand 

Start 404 End 

Name OJ990620_39 . 9919 . C5 . ol . gs " Method 

Start 4 04 End 

GI none Score 

Exons 404.. 532 



OJ990620_39.9919.C5 
+ 

532 

GENSCAN 

532 

.42 



Seq. No. 10544 Seq. ID 

Gene No. 22364 Strand 

Start 1884 End 

Name OJ990620_39 . 9919 . C5 . o2 . gs Method 

Start 1884 End 

GI none Score 

Exons 1884.. 1970 



OJ990620_39. 9919.C5 

1970 
GENSCAN 
1970 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10545 Seq. ID 

22365 Strand 
1562 End 
OJ990620_39. 9919 . C6 . ol . np Method 
1562 End 
5852179 Score 
1562. .1582, 2572. .2784, 2859. .3094 

(AL117265) zhb0009.1 [Oryza sativa] 



OJ990620_39.9919.C6 
+ 

3094 
AAT/NAP 
3094 
322 



10972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10545 Seq. ID OJ990620_39 . 9919 . C6 

22366 Strand 

666 End 941 

OJ990620_39 . 9919 . C6 . ol . gp Method AAT/GAP 

666 End 941 

61605_1.R1084 Score 457. 

666. .941 

, 5852170/emb|AL117265.1 IOST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620 39. 9919. C6 



10545 
22367 
1927 

OJ990620_39. 9919 . C6 . o2 . gp 
1927 

101153JL.R1084 
1927. .2172, 2620. .2658 
t 5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 

39. 9919. C7 



2658 
AAT/GAP 
2658 
397 



Seq. No. 


10546 








Seq. ID 


OJ990620 


Gene No. 


22368 








Strand 




Start 


212 








End 


2682 


Name 


OJ990620 39. 


9919. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


212 








End 


2682 


GI 


none 








Score 


.52 


Exons 


212. .280, 355. .534, 2656. .2682 




Seq. No. 


10547 








Seq. ID 


OJ990620 


Gene No. 


22369 








Strand 


+ 


Start 


1620 








End 


6496 


Name 


OJ990620 39. 


9919. 


C8.ol. 


gs 


Method 


GENSCAN 


Start 


1620 








End 


6496 


GI 


none 








Score 


.54 


Exons 


1620. .1723, 


2388. 


.2685, 


2819. 


.2973, 3406.. 3508, 




4051. .4170, 


5082. 


.5228, 


5459. 


.5773, 611 


.6. .6496 


Seq. No. 


10547 








Seq. ID 


OJ990620 


Gene No. 


22370 








Strand 


+ 


Start 


8688 








End 


10551 


Name 


OJ990620 39. 


9919. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


7670 








End 


10551 


GI 


3033395 








Score 


150 


Exons 


7670. .7776, 


8914 . 


.9248, 


10515 


. .10551 





39. 9919. C8 



3815. .3946, 



39. 9919. C8 



GI Descrip. (AC004238) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 10547 Seq. ID 

Gene No. 22370 Strand 

Start 8688 End 

Name OJ990620_39 . 9919 . C8 . o2 . gs Method 

Start 8688 End 

GI none Score 

Exons 8688. . 9245 



OJ990620_39.9919.C8 
+ 

10551 
GENSCAN 
9245 
1 



Seq. No. 



10547 



Seq. ID OJ990620_39.9919.C8 



10973 



Gene No. 


22371 






Strand 






Start 


2244 






End 


7401 




Name 


OJ990620_39 


. 9919 


. C8 . ol . np 


Method 


AAT/NAP 




Start 


2244 






End 


7401 




GI 


4680203 






Score 


678 




Exons 


A J A ft ft ft ft 

2244 . . 2283, 


4454 


. . 5310, 7376. 


, .7401 






GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


10547 






Seq. ID 


OJ990620 39.9919. 


.C8 


Gene No. 


22371 






Strand 


- 




Start 


2244 






End 


7401 




Name 


OJ990620_39 


. 9919 


.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4624 






End 


4857 




GI 


none 






Score 


198 




Exons 


4 624 . .4857 












Seq. No. 


10547 






Seq. ID 


OJ990620_39. 9919, 


,C8 


Gene No. 


22371 






Strand 






Start 


2244 






End 


7401 




Name 


y^V ^ ft ft ft ft ft ft ft 

OJ990620 39 


. 9919 


,C8.ol. tm 


Method 


TBLASTX: Maize 




Start 


4696 






End 


5137 




GI 


none 






Score 


103 




Exons 


4 696 . . 4887, 


4697 


M ft ft ft M ft ft ft 

. .4888, 4903 . 


.5136, 4910. .5137 




Seq. No. 


10547 






Seq. ID 


OJ990620__39.9919. 


.C8 


Gene No. 


22371 






Strand 






Start 


2244 






End 


7401 




Name 


OJ990620_39 


. 9919 


.C8,ol.tw 


Method 


TBLASTX: Wheat 




Start 


4727 






End 


5193 




GI 


none 






Score 


65 




Exons 


4727 . . 4888, 


4732 


A ft ft I— >l T ft. ft 

. .4905, 4732 . 


.4887, 4931. .5026, 4933. .5028, 




j— ft i— i— ^ ft ft 

5035 . . 5139, 


5042 


. . 5149, 5129. 


.5185, 5137. .5193 




Seq. No. 


10547 






Seq. ID 


OJ990620_39.9919. 


.C8 


Gene No. 


22371 






Strand 






Start 


2244 






End 


7401 




Name 


OJ990620_39 


. 9919 


.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


4981 






End 


5317 




GI 


none 






Score 


81 




Exons 


4 981. . 5316, 


4 982 


. . 5134 , 5174 . 


.5317 






Seq. No. 


10547 






Seq. ID 


OJ990620_39.9919. 


.C8 


Gene No. 


22371 






Strand 






Start 


2244 






End 


7401 




Name 


OJ990620 39 


. 9919 


.C8.o3. ts 


Method 


TBLASTX: Soybean 




Start 


5062 






End 


5317 




GI 


none 






Score 


95 




Exons 


5062 . . 5316, 


5063 


. . 5317 








Seq. No. 


1054 7 






Seq. ID 


OJ990620_39. 9919, 


,C8 


Gene No. 


22372 






Strand 






Start 


8964 






End 


9199 




Name 


OJ990620 39 


. 9919 


.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


8964 






End 


9199 




GI 


none 






Score 


195 




Exons 


8964. .9194, 


8975 


. .9199 









10974 



Seq. No. 10547 Seq. ID 

Gene No. 22372 Strand 

Start 8964 End 

Name OJ990620J39 . 9919 . C8 . o2 . tm Method 

Start 9033 End 

GI none Score 

Exons 9033.. 9191, 9035.. 9190 



OJ990620_39.9919.C8 
9199 

TBLASTX: Maize 

9191 

192 



Seq. No. 10548 Seq. ID 

Gene No. 22373 Strand 

Start 1 End 

Name OJ990620_39 . 9919 . C9 . ol . np Method 

Start 1 End 

GI 1076211 Score 

Exons 1..220, 6344.. 6610 

GI Descrip. hypothetical protein VSP-3 - Chlamydomonas reinhardtii gi 1530876 

(L29029) amino acid feature: Rod protein domain, aa 266 .. 468; 

amino acid feature: globular protein domain, aa 32 . . 265 
[Chlamydomonas reinhardtii] 



OJ990620_39.9919.C9 
+ 

6610 
AAT/NAP 
6610 
162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10548 
22374 
2432 

OJ990620 

2432 

none 



39. 9919.C9.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_39.9919.C9 

3935 
GENSCAN 
3935 
.6 



2432..24S4, 2633. .2707, 3730. .3795, 3818. .3935 



Seq. No. 10549 Seq. ID 

Gene No. 22375 Strand 

Start 1 End 

Name OJ990620_39 . 9919 . Cll . ol . np Method 

Start 1 End 

GI 5734778 Score 

Exons 1..89, 170. .242, 827. .853 
GI Descrip. (AC007980) 63045 [Arabidopsis thaliana] 



OJ990620_39. 9919. Cll 
853 

AAT/NAP 
853 
146 



Seq. No. 


10550 


Seq. ID 


OJ990620_39'r 


9919, 


.C12 


Gene No. 


22376 


Strand 


+ 






Start 


3314 


End 


4528 






Name 


OJ990620 39 


. 9919 . C12 . o2 . np Method 


AAT/NAP 






Start 


3314 


End 


4528 






GI 


6721543 


Score 


78 






Exons 


3314 . .3443, 


4094. .4169, 4488. .4528 








GI Descrip. 


(AP001073) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


10550 


Seq. ID 


OJ990620_39. 


9919, 


.C12 


Gene No. 


22377 


Strand 








Start 


1 


End 


2559 






Name 


OJ990620 39 


. 9919.C12.ol .np Method 


AAT/NAP 






Start 


1 


End 


2559 






GI 


5734778 


Score 


688 






Exons 


1..76, 186. 


.274, 771. .834, 1261. .1353, 


1437. .1511, 


1604 . 


. .1696, 




2280. .2354, 


2470. .2559 








GI Descrip. 


(AC007980) 


63045 [Arabidopsis thaliana; 


1 






Seq. No. 


10550 


Seq. ID 


OJ990620_39. 


9919. 


.C12 



10975 



Gene No. 22377 Strand 

Start 1 - End 2559 

Name OJ990620_39 . 9919 .C12 . ol'.gs Method GENSCAN 

Start 190 End 2559 

GI none Score .81 

Exons -190. .274, 771. .834, 1261. .1371, 1437. .1511, 1604, 
2280.. 2354, 2470.. 2559 



1696, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10550 Seq. ID OJ990620_39 . 9919 . C12 

22378 Strand 

3953 End 6420 

OJ990620_39. 9919 . C12 . ol . gp Method AAT/GAP 

3675 End 4128 

LIB3431-045-P1-N1-A10 Score 852 

3675. .4128 

f 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10550 
22378 
3953 

OJ990620_39. 

3953 

none 

3953. .4113, 
5084. .5209, 



9919.C12.o2.gs 



4264 , 
5302, 



4466, 
,5560, 



4471. 
5637. 



Seq. ID OJ990620_39. 9919.C12 
Strand 

End 6420 
Method GENSCAN 
End 6354 
Score .73 

.4518, 4582. .4713, 4960.. 5057, 
.5935, 6028.. 6354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10550 Seq. ID 

22378 Strand 
3953 End 6420 

OJ990620_39 . 9919 . C12 . o3 . np Method AAT/NAP 
4232 End 6420 

5441880 Score 1640 

4232. .4466, 4582. .4713, 4960. .5057, 5302. .5560, 
6368. .6420 

(AP000367) EST C28952 {C62945 ) corresponds to 
predicted gene.; Similar to maize transposon 
(AC003981) [Oryza sativa] 



OJ990620 39.9919.C12 



5637. .5939, 



a region of the 
MuDR mudrA protein. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10550 
22378 
3953 

OJ990620_39.9919.C12.o2.gp 
5310 

LIB3475-007-P1-K1-G8 
5310. .5560, 5637. .5809 
' 5441880/dbj | BAA82378.il 5. 
corresponds to a region of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_39.9919.C12 

6420 
AAT/GAP 
5809 
793 



0e-75 (AP000367) EST 
the predicted gene.; 



C28952 (C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10551 Seq. ID 

22379 Strand 

1 End 
OJ990620_39. 9919.C13.ol .np Method 

1 End 

5441880 Score 

1..321, 427. .577, 1081. .1509 



OJ990620_39.9919.C13 

1509 
AAT/NAP 
1509 
1208 



10976 




GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


10551 




Seq. ID 


OJ990620_39. 9919 


.C13 


Gene No. 


22379 




Strand 






Start 


1 . 




End 


1509 




Name 


OJ990620 39. 9919.C13.ol 


.gs 


Method 


GENSCAN 




Start 


75 




End 


1158 




GI 


none 




Score 


.74 




Exons 


75. .321, 427. .577, 961. 


. 1158 








Seq. No. 


10552 




Seq. ID 


OJ990620 39.9919 


.C14 


Gene No. 


22380 




Strand 






Start 


113 




End 


281 




Name 


OJ990620 39. 9919.C14 .ol 


.gs 


Method 


GENSCAN 




Start 


113 




End 


281 




GI 


none 




Score 


.64 




Exons 


113 . .281 










Seq. No. 


10553 




Seq. ID 


OJ990620 39.9919 


.C15 


Gene No. 


22381 




Strand 


+ 




Start 


7 




End 


2661 




Name 


OJ990620_39. 9919.C15.ol 


.gs 


Method 


GENSCAN 




Start ' 


7 




End 


2661 




GI 


none 




Score 


.58 




Exons 


7. .35, 1530. .1577, 2253 


. .2331 


, 2415.:2540, 2542. .2661 




Seq. No. 


10553 




Seq. ID 


OJ990620_39.9919 


.C15 


Gene No. 


22382 




Strand 


+ 




Start 


4340 




End 


7069 




Name 


OJ990620 39.9919.C15.ol 


.np 


Method 


AAT/NAP 




Start 


4340 




End 


7003 




GI 


5902444 




Score 


4445 




Exons 


4340. .7003 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


10553 




Seq. ID 


OJ990620_39. 9919 


.C15 


Gene No. 


22382 




Strand 


+ 




Start 


4340 




End 


7069 




Name 


OJ990620 39.9919.C15.o3 


.gs 


Method 


GENSCAN 




Start 


4340 




End 


7069 




GI 


none 




Score 


1 




Exons 


4340. .7069 










Seq. No. 


10553 




Seq. ID 


OJ990620_39.9919 


.C15 


Gene No. 


22383 




Strand 






Start 


2915 




End 


3760 ^ 




Name 


OJ990620 39.9919.C15.o2 


.gs 


Method 


GENSCAN 




Start 


2915 




End 


3760 




GI 


none 




Score 


.65 




Exons 


2915. .3760 










Seq. No. 


10553 




Seq. ID 


OJ990620_39. 9919 


.C15 


Gene No. 


22384 




Strand 






Start 


7273 




End 


16268 




Name 


OJ990620 39.9919.C15.ol 


. tm 


Method 


TBLASTX: Maize 





10977 



Start 
GI 

Exons 



2948 
none 

2948. .3058, 
3734. .3856 



2955.. 3059, 3146. 



End 3856 
Score 62 

,3364, 3177. .3344, 3368. .3523, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10553 
22384 
7273 

OJ990620_39. 

3146 

none 

3146. .3364, 

10553 
22384 
7273 

OJ990620_39. 

3155 

none 

3155. .3364, 

10553 
22384 
7273 

OJ990620_39. 

3176 

none 

3176. .3361, 



9919.C15.ol.tc 



3150. .3344, 3368. 



9919.C15.ol.ts 



3177.. 3344, 3368. 



9919.C15.o4.tw 



3177. .3347 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3523 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3523 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_39.9919.C15 
16268 

TBLASTX: Cress 

3523 

130 



OJ990620_39. 9919.C15 
16268 

TBLASTX: Soybean 

3523 

104 



OJ990620_39.9919.C15 
16268 

TBLASTX: Wheat 

3361 

139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10553 • 

22384 

7273 

OJ990620_39. 

3396 

none 

3396. .3539, 
3747. .3809 



Seq. ID OJ990620_39. 9919.C15 
Strand 

End 16268 

Method TBLASTX: Wheat 

End 3809 

Score 151 
3398. .3520, 3579. .3689, 3581. .3706, 3746. .3808, 



9919.C15.o3.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10553 
22384 
7273 

OJ990620_39, 

5641 

none 

5641. .5910, 



9919.C15.o2.tw 



5642. . 6043 



Seq. ID OJ990620_39. 9919.C15 
Strand 

End 16268 

Method TBLASTX : Wheat 

End 6043 

Score 285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



10553 
22384 
7273 

OJ990620_39. 

6671 

none 

6671. .6982, 

10553 
22384 
7273 



9919.C15.ol.tw 



6671.. 6829, 6718, 



Seq. ID OJ990620_39.9919.C15 
Strand 

End 16268 - t 

Method TBLASTX : Wheat 

End 6982 

Score 311 
.6981 

Seq. ID OJ990620_39. 9919.C15 
Strand 

End 16268 



10978 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



OJ990620_39. 

7127 

none 

7127. .7315, 



9919.C15.o5.tw 



7309. .7416 



Method 

End 

Score 



TBLASTX: Wheat 

7416 

66 



10553 Seq. ID 

22384 . Strand 
7273 End 
OJ990620_39. 9919.C15.o4 .gs Method 
7273 End 
none Score 
7273. .7286, 7407. .7575, 8420. .8533, 10357 10527 , 10717. 

10963. .11057, 12628. .12735, 13031 .. 13057 , 14371 .. 14 652, 

15185. .15230, 15342. .15449, 1568 9 . . 1597 1 , 15973. .16268 



OJ990620_39.9919.C15 

16268 
GENSCAN 
16268 
.55 



.10855, 





Seq. No. 


10554 


Seq. ID 


OJ990620 39. 9919. CI 6 




Gene No. 


22385 


Strand 


+ 




Start 


1 


End 


571 




Name 


OJ990620 39. 991 9 . C16 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


571 




GI 


6539580 


Score 


78 




Exons 


1..122, 228. .387, 530. .571 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


i. s ! 


Seq. No. 


10554 


Seq. ID 


OJ990620_39. 9919. CI 6 


rfl 


Gene No. 


22385 


Strand 


+ 


: : j : 


Start 


1 


End 


571 


\ if 


Name 


OJ990620 39. 9919 . CI 6 . ol . gs 


Method 


GENSCAN 


'=3: 


Start 


228 


End 


371 


! ; \ 


GI. 


none 


Score 


. 97 


SJ. 

i. E 
= sr 


Exons 


228. .371 






ry 


Seq. No. 


10555 


Seq. ID 


OJ990620_39. 9919. C17 


.act 


Gene No. 


22386 


Strand 




L-i 


Start 


70 


End 


211 


\.\ 


Name 


OJ990620 39-9919. C17.ol.gs 


Method 


GENSCAN 




Start 


70 


End 


211 


. ~\ 


GI 


none 


Score 


. 62 • 


'•s sf 


Exons 


70. .211 






□ 


Seq. No. 


10556 


Seq. ID 


OJ990620_39. 9919.C18 




Gene No. 


22387 


Strand 


+ 




Start 


1 


End 


1027 




Name 


OJ990620 39.9919.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1027 




GI 


5734778 


Score 


99 




Exons 


1..139, 1009. .1027 








GI Descrip. 


(AC007980) 63045 [Arabidopsis 


thaliana] 






Seq. No. 


10556 


Seq. ID 


OJ990620_39.9919.C18 




Gene No. 


22387 


Strand 


+ 




Start 


1 


End 


1027 




Name 


OJ990620 39.9919.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


101 


End 


403 




GI 


none 


Score 


178 




Exons 


101. .196, 102. .206, 102. .203, 


251. .364, 


252. .356, 254. .358, 



356. .403, 358. .402 



10979 



Seq. No. 


10556 






Seq. ID 


OJ990620 


Gene No. 


22387 






Strand 


+ 


Start 


1 






End 


1027 


Name 


OJ990620 39.9919. 


C18 . ol 


.gp 


Method 


AAT/GAP 


Start 


302 






End 


401 


GI 


none 






Score 


164 


Exons 


302 . . 401 










Seq. No. 


10557 






Seq. ID 


OJ990620 


Gene No. 


22388 






Strand 


+ 


Start 


1 






End 


1024 


Name 


OJ990620_39 . 9919 . 


C19.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


303 


GI 


5734778 






Score 


214 


Exons 


1 . . 303 










GI Descrip. 


(AC007980) 63045 


[Arabidopsis 


thalianaj 




Seq. No. 


10557 






Seq. ID 


OJ990620 


Gene No. 


22388 






Strand 


+ 


Start 


1 






End 


1024 


Name 


OJ990620 39.9919. 


C19.ol 


. gs 


Method 


GENSCAN 


Start 


59 






End 


856 


GI 


none 






Score 


. 93 


Exons 


59. .193, 611. .856 








Seq. No. 


10557 






Seq. ID 


OJ990620 


Gene No. 


22388 






Strand 


+ 


Start 


1 






End 


1024 


Name 


OJ990620 39.9919. 


C19.ol 


.tc 


Method 


TBLASTX: 


Start 


617 






End 


841 


GI 


none 






Score 


113 


Exons 


617. .730, 637. .729, 725 


. .841, 


727 . . 840 




Seq. No. 


10557 






Seq. ID 


OJ990620 


Gene No. 


22388 






Strand 


+ 


Start 


1 






End 


1024 


Name 


OJ990620 39.9919. 


C19.ol 


.gp 


Method 


AAT/GAP 


Start* 


749 






End 


1024 


GI 


none 






Score 


544 


Exons 


749. .1024 










Seq. No. 


10558 






Seq. ID 


OJ990620 


Gene No. 


22389 






Strand 


+ 


Start 


1348 






End 


3467 


Name 


OJ990620 39.9919. 


C20.ol 


. gs 


Method 


GENSCAN 


Start 


1348 






End 


34 67 


GI 


none 






Score 


. 51 


Exons 


1348.. 1467, 3008. 


.3099,. 


3395. 


. 3467 




Seq. No. 


10558 






Seq. ID 


OJ990620 


Gene No. 


22389 






Strand 


+ 


Start 


1348 






End 


3467 


Name 


OJ990620 39.9919. 


C20.ol 


.gp 


Method 


AAT/GAP 


Start 


2465 






End 


2535 


GI 


3760640 






Score 


79 


Exons 


2465. .2535 











10980 



GI Descrip. 4 176420/dbj I BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



Seq. No. 


i n r o 




Seq. ID 


OJ990620_39 


Gene No. 


o o o n r\ 

2239V 




Strand 


+ 


Start 


574 b 




End 


9232 


Name 


OJ 990DzU_oy 


.9919.C20.o3.np 


Method- 


AAT/NAP 


Start 


o / 4 o 




End 


9232 


GI 


6728 9 




Score 


119 


Exons 


3 / 4 O . . JOUO, 


8271. .8356, 8625. 


.8716, 9044. .9232 


GI Descrip. 




unknown protein [Arabidopsis thaliana] 


Seq. No. 


10558 




Seq. ID 


OJ990620_39 


Gene No. 


22390 




Strand 


+ 


Start 


5748 




End 


9232 


Name 


OJ990620 39 


.9919.C20.o3.gs 


Method 


GENSCAN 


Start 


7170 




End 


9181 


GI 


none 




Score 


.92 


Exons 


7170. .7425, 


7525. .7880, 8120. 


.8182, 8271.. 8356, 86 




8875. .9181 









Seq. No. 


1 nrro 

10558 






Seq. ID 


OJ990620_ 


_39. 


9919. 


. C20 


Gene No. 


22 jyi 






Strand 










Start 


1371 






End 


6315 








Name 


cjjyyuDZu oy 


.9919.C20.ol. 


.np 


•Method 


AAT/NAP 








Start 


1371 






End . 


5689 








GI 








Score 


200 








Exons 


1371. .1403, 


5153. .5287, 


5509. 


.5689 










GI Descrip. 


(AP000615) 


similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 




Seq. No. 


10558 






Seq. ID 


OJ990620_ 


_39. 


9919 


.C20 


Gene No. 


22391 






Strand 










Start 


1371 






End 


6315 








Name 


OJ990620 39 


.9919.C20.o2 


.gs 


Method 


GENSCAN 








Start 


4618 






End 


6315 








GI 


none 






Score 


.6 








Exons 


4618. .4735, 


4944 . .5108, 


5918. 


.6315 










Seq. No. 


10558 






Seq. ID 


OJ990620_ 


_39. 


.9919 


.C20 


Gene No. 


22391 






Strand 










Start 


1371 






End 


6315 








Name 


OJ990620 39 


.9919.C20.o2 


.np 


Method 


AAT/NAP 








Start 


5923 






End 


6141 








GI 


6063539 






Score 


107 








Exons 


5923. . 6141 
















GI Descrip. 


(AP000615) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


10559 






Seq. ID 


OJ990620^ 


_39, 


.9919 


.C21 


Gene No. 


22392 






Strand 


■f 








Start- 


2784 






End 


6404 








Name 


OJ990620 39 


.9919.C21.o2 


.np 


Method 


AAT/NAP 








Start 


2784 






End 


6404 








GI 


4206306 






Score 


95 








Exons 


2784 . .2809, 


4697. .4921, 


6297. 


. 6404 










GI Descrip. 


(AF049110) 


prpol [Zea mays] 












Seq. No. 


10559 






Seq. ID 


OJ990620 


_39 


.9919 


,C21 



10981 




Gene No. 


22392 


Strand 


+ 








Start 


2784 


End 


6404 








Name 


OJ990620_39 . 9919 . C21 . o2 . gs 


Method 


GENSCAN 








Start 


3290 


End 


4896 








GI 


none 


Score 


.79 








Exons 


3290.. 3365, 3611.. 3787, 3817 


..3964, 4023. .4170, 


4279. .4288, 




4467. .4545, 4746. .4896 












Seq. No. 


10559 


Seq. ID 


OJ990620 


39 


O O "t o 

9919 . 


C21 


Gene No. 


22393 


Strand 










Start 


5786 


End 


6158 








Name 


OJ990620_39 . 9919 . C21 . o3 . gs 


Method 


GENSCAN 








Start 


5786 


End 


6158 








GI 


none 


Score 


. 92 








Exons 


5786.. 5802, 5832,. 6021, 6126 


/"ICO 

. . 6158 










Seq. No. 


10560 


Seq. ID 


OJ990520 


27 


n n o o 

9922 . 


CI 


Gene No. 


22394 


Strand 


+ 








Start 


105 


End 


188 








Name 


OJ990520_27 . 9922 . CI . ol . gs 


Method 


GENSCAN 








Start 


105 


End 


188 








GI 


none 


Score 


. 98 








Exons 


105 . . 188 












Seq. No. 


10561 


Seq. ID 


OJ990520 


_27 


9922 . 


C2 


Gene No. 


22395 


Strand 


+ 








Start 


2354 


End 


3527 








Name 


OJ990520 27.9922.C2.o2.np 


Method 


AAT/NAP 








Start 


2354 


End 


3527 








GI 


6539588 


Score 


81 








Exons 


2354.. 2380, 3097.. 3184, 3509 


. .3527 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


10561 


Seq. ID 


OJ990520_ 


_27 


9922. 


C2 


Gene No. 


22396 


Strand 










Start 


535 


End 


2228 








Name 


OJ990520 27.9922.C2.ol.np 


Method 


AAT/NAP 








Start 


287 


End 


1144 








GI 


2832636 


Score 


58 








Exons 


287. .380, 1019.'. 1144 












GI Descrip. 


(AL021711) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


10561 


Seq. ID 


OJ990520_ 


_27. 


9922. 


C2 


Gene No. 


22396 


Strand 










Start 


535 


End 


2228 








Name 


OJ990520 27.9922.C2.ol.gs 


Method 


GENSCAN 








Start 


535 


End 


2228 








GI 


none 


Score 


.4 








Exons 


.535. .749, 1050. .1175, 1218.. 


1266, 1348 


..'1533, 1641. 


.2228 


Seq. No. 


10562 


Seq. ID 


OJ990520_ 


_27. 


9922. 


C3 


Gene No. 


22397 


Strand 


+ 








Start 


1 


End 


278 








Name 


OJ990520 27.9922.C3.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


278 








GI 


61605 1.R1084 


Score 


486 








Exons 


1. .278 













10982 




GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza satiya 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


10562 




Seq. ID 


OJ990520_ 


_27 . 9922 .C3 


Gene No. 


22398 




Strand 


+ 




Start 


772 




End 


8987 




Name 


OJ990520 27. 9922. C3 


. ol . np 


Method 


AAT/NAP 




Start 


772 




End 


5212 




GI 


5042447 




Score 


744 




Exons 


772. .1886, 5188. .5212 








GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


10562 




Seq. ID 


OJ990520_ 


27 . 9922 .C3 


Gene No. 


22398 




Strand 


+ 




Start 


772 




End 


8987 




Name 


OJ990520 27. 9922. C3 


. ol . gs 


Method 


GENSCAN 




Start 


838 




End 


1947 




GI 


none 




Score 


.65 




Exons 


838. .1947 










Seq. No. 


10562 




Seq. ID 


OJ990520_ 


27. 9922. C3 


Gene No. 


22398 




Strand 


+ 




Start 


772 




End 


8987 




Name 


OJ990520 27. 9922. C3 


. o3 . gs 


Method 


GENSCAN 




Start 


4763 




End 


8987 




GI 


none 




Score. 


.44 




Exons 


4763. .4883, 5392. .5424, 5445 


. .5718, 5945. .6880, 


8348. .8987 


Seq. No. 


10562 




Seq. ID 


OJ990520_ 


_27.9922.C3 


Gene No. 


22398 




Strand 


+ 




Start 


772 




End 


8987 




Name 


OJ990520 27. 9922. C3 


. o3 . np 


Method 


AAT/NAP 




Start 


5963 




End 


8874 




GI 


6403505 




Score 


201 




Exons 


5963. .5981, 8346. .8 


374 








GI Descrip. 


(AC010871) . putative 


serine/threonine protein kinase [Arabidopsis 




thaliana] 










Seq."" No. 


r0562 




Seq. ID 


OJ990520_ 


27. 9922. C3 


Gene No. 


22399 




Strand 


+ 




Start 


11468 




End 


14178 




Name 


OJ990520 27. 9922. C3 


. o5 . gs 


Method 


GENSCAN 




Start 


11468 




End 


14178 




GI 


none 




Score 


.49 




Exons 


11468. .11523, 11535 


. .11958, 


12263. .12530, 12647 


. 12681, 




12768. . 13050, 13086 


. . 13475, 


13549. . 13737, 14099 


. 14178 


Seq. No. 


10562 




Seq. ID 


OJ990520_ 


_27. 9922.C3 


Gene No. 


22399 




Strand 


+ 




Start 


11468 




End 


14178 




Name 


OJ990520 27. 9922. C3 


. o4 . np 


Method 


AAT/NAP 




Start 


11797 




End 


13906 




GI 


6691716 




Score 


1726 




Exons 


11797. .12681, 12879 


. . 13029, 


13086. .13229, 13306. 


. 13475, 




13549. . 13737, 13813 


. . 13906 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 





gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 



10983 




[Oryza sativa] 



Seq. No. 


10562 




Seq. ID 


OJ990520_27. 9922 


-C3 


Gene No. 


22400 




Strand 






Start 


932 




End 


1419 




Name 


OJ990520 27.9922.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


932 




End 


1419 




GI 


uC-osflcypl62a07al 




Score 


667 




Exons 


932. .1163, 1263. .1419 










GI Descrip. 


M680179/gb IAAD2754 7.il 


AF111709 1 2.0e- 


-40 (AF111709) polyp] 




[Oryza sativa subsp. indica] ' 








Seq. No. 


10562 




Seq. ID 


OJ990520 27.9922 


. C3 


Gene No. 


22401 




Strand 






Start 


2698 




End 


3655 




Name 


OJ990520 27.9922.C3.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


1000 




End 


1356 




GI 


none 




Score 


297 




Exons 


1000. .1356, 1008. .1178, 


1215. 


.1355 






Seq. No. 


10562 




Seq. ID 


OJ990520 27.9922 


. C3 


Gene No. 


22401 




Strand 






Start 


2698 




End 


3655 




Name 


OJ990520 27.9922.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1237 




End 


1551 




GI. 


none 




Score 


212 




Exons 


1237. .1500, 1263. .1424, 


1465. 


. 1551 






Seq. No. 


10562 




Seq. ID 


OJ990520_27.9922 


.C3 


Gene No. 


22401 




Strand 






Start 


2698 




End 


3655 




Name 


OJ990520 27.9922.C3.o2. 


gs 


Method 


GENSCAN 




Start 


2698 




End 


3518 




GI 


none 




Score 


. 91 




Exons 


2698. .3111, 3131. .3364, 


3387. 


.3518 






Seq. No. 


10562 




Seq. ID 


OJ990520_27.9922 


.C3 


Gene No . 


22401 




Strand 






Start 


2698 




End 


3655 




Name 


OJ990520 27.9922.C3.o2. 


np 


Method 


AAT/NAP 




Start 


3156 




End 


3655 




GI 


5852179 




Score 


381 




Exons 


3156. .3655 










GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 






Seq. No. 


10562 




Seq. ID 


OJ990520_27. 9922 


.C3 


Gene No. 


22402 




Strand 






Start 


8334 




End 


8876 




Name 


OJ990520 27.9922.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8334 




End 


8870 




GI 


none 




Score 


205 




Exons 


8334.. 8585, 8375.. 8593, 


8601. , 


.8654, 8727. .8870 




Seq. No. 


10562 




Seq. ID 


OJ990520_27.9922 


.C3 


Gene No. 


22402 




Strand 






Start 


8334 




End 


8876 




Name 


OJ990520 27.9922.C3.o2. 


tw 


Method 


TBLASTX: Wheat 





10984 




Start 


8334 


End 


86b4 




GI 


none 


Score 


iyu 




Exons 


ooi /i o c a a o n a a o tz c a 

8334. .odo4, oo04 . . ooi)4 








Seq. No. 


10562 


Seq. ID 


OJ990520_27.9922. 


C3 


Gene No. 


22402 


Strand 






Start 


8334 


End 


O O 1 c 
8 O / O 




Name 


✓-\taaacoa o n aaoo j_ _ 

OJ9y0ozU_z / . 992 z . C3 . ol . ts 


Method 


TBLAbTX : boyoean 




Start 


O "3 A A 

8 340 


T-l ^ 

End 


O C Q. A 
OD34 




GI 


none 


Score 


O A Q 

z v y 




Exons 


8340. .0394, od01..8dd4 








Seq. No. 


10562 


Seq. ID 


OJ990520_27.9922. 


C3 


Gene No. 


22402 


Strand 






Start 


8334 




q q n a 

O 0 / O 




Name 


/"\TAAACOA O ~7 AAOO *D -» 1 4- — 

0J99Udzu z / . y yzz . C3 . oi . tc 


Method 


1 bLiAo 1 a : Cress 




Start 


834 d 


End 


O O H C 




GI 


none 


Score 


loo 




Exons 


834o..oooz, obyo..obo4, 8/z/.. 


O O H C 






Seq. No. 


10562 


Seq. ID 


OJ990520_27.9922. 


C3 


Gene No. 


22403 


Strand 






Start 


1 1 A T C 

119 /b 


End 


1 O 1 O 1 

12 18 1 




Name 


^iTAAACAA O T A A A O I O — -l_ . . 

OJ990520_27 . 9922 . C3 . o3 . tw 


Method 


TBLASTX : Wheat 




Start 


11975 


End 


12181 




GI 


none 


Score 


194 




Exons 


H975 . . 12181 








Seq. No. 


10563 


Seq. ID 


taa a c on O —1 r\ A A A 

OJ990520_27 . 9922 . 


C4 


Gene No. 


22404 


Strand 


+ 




Start 


7431 


End 


7979 




Name 


OJ990520 27.9922.C4.o2.gp 


Method 


AAT/GAP 




Start 


7224 


End 


7294 




GI 


uC-osroM202024h08al 


Score 


a r 




Exons 


7224 . .7294 








GI Descrip. 


, 5852l70/emb|ALll7265.l IOST17804 5.0e- 


84 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl/o(J4 


i 


Seq% No. 


10563 


Seq. ID 


OJ990520_27.9922. 


C4 


Gene No. 


22404 


Strand 






Start 


7431 


End 


TATA 

/ y / y 




Name 


OJ990520 27.9922.C4.o2.gs 


Method 


P T? M C f 1 7\ M 

GENSCAN 




Start 


7431 


End 


*"7 A "7 A 

/ y /y 




GI 


none 


Score 


A "7 

. y / 




Exons 


7431. .7979 








Seq. No. 


10563 


Seq. ID 


OJ990520_27.9922. 


C4 


Gene No. 


. 22405 


Strand 






Start 


l 


End 


5736 




Name 


OJ990520 27.9922.C4.o2.np 


Method 


AAT/NAP 




Start 


l 


End 


5210 




GI 


4680179 


Score 


2496 




Exons 


1..24, 1806. .3115, 3143. .4134, 


5191. .5210 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


10563 


Seq. ID 


OJ990520_27.9922. 


C4 


Gene No. 


22405 


Strand 







10985 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520_27.9922.C4.ol.np 
652 

4680186 



End 

Method 

End 

Score 



5736 
AAT/NAP 
5736 
335 



652. .853, 1693. .1772, 2929. .3002, 5644. .5736 
(AF111709) unknown [Oryza sativa subsp. indica] 



10563 
22405 
1 

OJ990520_27 . 9922 . C4 . o3 . np 
4446 
4512229 
4446. .5207 

(AB014740) ORF0 protein [Oryza sativa] 



Seq. ID OJ990520_27.9922.C4 
Strand 

5736 
AAT/NAP 
5207 
1270 



End 

Method 

End 

Score 



10563 
22406 
8647 

OJ990520_27 . 9922 . C4 . o2 . ts 

1799 

none 



Seq. ID OJ990520_27.9922.C4 
Strand 

End 10768 

Method TBLASTX : Soybean 

End 10746 

Score 142 



1799. .1984, 1809. .1973, 1947. .2090, 2012. .2092, 2039. .2092, 
2096. .2128, 2096. .2128, 10669. .10746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10563 
22406 
8647 

OJ990520_27.9922 .C4 .08. tw 

1799 

none 



Seq. ID OJ990520_27. 9922.C4 
Strand 

End 10768 

Method TBLASTX : Wheat 

End 10768 

Score 169 



1799. .1981, 1809. .1973, 10655 .. 10768 , 10657. .10767 



10563 
22406 
8647 

OJ990520_27 .9922.C4 .06. tm 

1799 

none 



Seq. ID OJ990520_27. 9922.C4 
Strand 

End 10768 

Method TBLASTX : Maize 

End 10768 

Score 7 6 



1799. .1906, 1809. .1907, 10588 .. 1074 6, 10589 10768, 10661. .10768 



10563 
22406 
8647 

OJ990520_27 . 9922 . C4 . o4 . tm 
2039 
none 

2039. .2482, 2048. .2410 

10563 ' 
22406 
8647 

OJ990520_27 . 9922 . C4 . o4 . tw 
2069 
none 

2069. .2551, 2111. .2548, 2262. .2555 



Seq. ID OJ990520_27. 9922.C4 
Strand 

End 10768 

Method TBLASTX : Mai ze 

End 2482 

Score 134 



Seq. ID OJ990520_27. 9922.C4 
Strand 

End 10768 

Method TBLASTX : Wheat 

End 2555 

Score 207 



10986 




Seq. No. 


10563 








Seq. ID 


OJ990520 27.9922 


Gene No. 


22406 








Strand 


- 


Start 


8647 








End 


10768 


Name 


OJ990520_27 


. 9922 


. C4 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2201 








End 


2515 


GI 


. none 








Score 


196 


Exons 


2201 . . 2515 












Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922 


Gene No. 


22406 








Strand 




Start 


8647 








End 


10768 


Name 


OJ990520_27 


. 9922 


. C4 -o9. 


tm 


Method 


TBLASTX : Maize 


Start 


2483 








End 


2680 


GI 


none 








Score 


127 


Exons 


2483 . . 2680, 


2484 


. . 2633 








Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922 


Gene No. 


22406 








Strand 




Start 


8 647 








End 


107 68 


Name 


OJ990520 27 


. 9922 


. C4 . o7 . 


tw 


Method 


TBLASTX : Wheat 


Start 


2684 








End 


3037 


GI 


none 








Score 


57 


Exons 


2684 . . 3037 , 


2727 


. .2861 








Seq. No. 


10563 








Seq. ID 


OJ990520 27.9922 


Gene No. 


22406 








Strand 


- 


Start 


8647 








End 


10768 


Name 


OJ990520_27 


. 9922 


.C4 .o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


2771 








End 


3091 


GI 


none 








Score 


193 


Exons 


2771 . .3091 












Seq. No. 


10563 








Seq. ID 


OJ990520 27.9922 


Gene No. 


22406 








Strand 


- 


Start 


8647 








End 


107 68 


Name 


OJ990520 27 


. 9922 


. C4 . 06 . 


tw 


Method 


TBLASTX : Wheat 


Start 


3392 








End 


3740 


GI 


none 








Score 


70 


Exons 


3392 . . 3736, 


3606 


. .3740 








Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922 


Gene No. 


22406 








Strand 




Start 


8647 








End 


10768 


Name 


OJ990520_27 


. 9922 


. C4 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


3437 








End 


3736 


GI 


none 








Score 


47 


Exons 


3437 . . 3736, 


3438 


. . 3518 , 


3589 . 


.3618, 3606.. 3710 . 


Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922 


Gene No. 


22406 








Strand 




O L. a. IT L 


O D *i / 








End 


10768 


Name 


OJ990520 27 


.9922 


.C4.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


3788 








End 


3970 


GI 


none 








Score 


127 


Exons 


3788. .3970, 


3789 


. .3968 








Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922 



10987 




Gene No. 


22406 








Strand 




Start 


8647 








End 


10768 


Name 


OJ990520_27 


. 9922 


. C4 . 08 . 


tm 


Method 


TBLASTX: Maize 


Start 


8640 








End 


8886 


GI 


none 








Score 


48 


Exons 


8 640. .8 672/ 


8 64 0 


. . 8 666, 


8674 . 


.8856, 8674.-8886 


Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922.C4 


Gene No. 


22406 








Strand 


- 


Start 


8647 








End 


10768 


Name 


OJ990520_27 


. 9922 


. C4 . o3 . 


gs 


Method 




Start 


8647 








End 


10701 


GI 


none 








Score 


.99 


Exons 


C\ S~ A "1 1 ATA"! 

8 647. . 10701 












Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922.C4 


Gene No. 


22406 








Strand 


- 


Start 


8647 








End 


10768 


Name 


OJ990520_27 


.9922 


.C4 .o4 . 


np 


Method 


AAT/NAP 


Start 


8650 








End 


10762 


GI 


4 680179 








Score 


3137 


Exons 


A /"" C A 1 A H /" A 

8650 . . 10762 












GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa ; 


subsp. indica] 


Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922.C4 


Gene No. 


22406 








Strand 




Start 


8647 








End 


10768 


Name 


OJ990520_27 


.9922, 


.C4.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8695 








End 


9028 


GI 


none 








Score 


41 


Exons 


n /~ r\ r~ a a o 

8695 . . 9027 , 


8888, 


. .8935, 


8911 . 


.9012, 8954.. 9028 


Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922.C4 


Gene No. 


22406 








Strand 




Start 


8647 








End 


10768 


Name 


OJ990520_27 


.9922. 


,C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8890 








End 


9474 


GI 


none 








Score 


80 


Exons 


8890 . . 9315, 


9014. 


. .9103, 


9155 . 


.9316, 9311. .9466, 9313. .9474, 




A O O A C\ A f f 

9320 . . 9466, 


9322. 


. . 9468 








Seq. No. 


10563 








Seq. ID 


OJ990520_27.9922.C4 


Gene No. 


22406 








Strand 




Start 


8647 








End 


10768 


Name 


OJ990520_27 


.9922, 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9028 








End 


9654 


GI 


none 








Score 


127 


Exons 


A A O A A O T A 

9028 . . 927 9, 


9028. 


. . 9654, 


914 9. 


. 9652 




Seq. No. 


1U JD j 








Seq. ID 


OJ990520_27. 9922.C4 


Gene No. 


22406 








Strand 




Start 


8647 








End 


10768 


Name 


OJ990520 27 


.9922. 


,C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9523 








End 


9814 


GI 


none 








Score 


291 


Exons 


9523. .9813, 


9527. 


. .9814, 


9542. 


.9814 





10988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10563 Seq. ID 

22406 Strand 

8647 End 

OJ990520_27 . 9922 . C4 . ol . ts Method 

9613 End 

none Score 

9613. .98.61, 9614. .9862 

10563 
22406 
8647 

OJ990520_27. 9922. C4 .o2.tw 
9661 
none 

9661. .10197, 9662. .10195 

10563 Seq. ID 

22406 Strand 

8647 End 

OJ990520_27. 9922.C4 .o2.tm . Method 

10228 End 

none Score 



OJ990520_27.9922.C4 
10768 

TBLASTX : Soybean 

9862 

187 



Seq. ID OJ990520_27.9922.C4 
Strand 

End 10768 

Method TBLASTX : Wheat 

End 10197 

Score 406 



OJ990520_27.9922.C4 
10768 

TBLASTX: Maize 

10581 

49 



10228. .10581, 10235. .10267, 1024 3 .. 10575, 10313.. 10576 

OJ990520 27. 9922. C4 



10563 Seq. ID 

22406 Strand 

8647 End 

OJ990520_27 . 9922 . C4 . o3 . tw Method 

10228 End 

none Score 



10768 

TBLASTX: Wheat 

10654 

228 



10228. .10578, 10228. .10653, 10235. .10654 

OJ990520 27. 9922. C4 



10563 
22406 
8647 

OJ990520_27. 9922.C4.o3.ts 

10399 

none 

10399.. 10644 

10564 
22407 
130 

OJ990520_27 . 9922 . C5 . ol . gs 

130 

none 

130. .269, 641. .759, 831. .895 



Seq. ID 
Strand 
End 

Method 
End • 
'Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10768 

TBLASTX: Soybean 

10644 

210 



OJ990520_27.9922.C5 
+ 

895 

GENSCAN 

895 

.41 



10565 Seq. ID 

22408 Strand 
978 End 
OJ990520_27 . 9922 . C6 . ol . gp Method 
978 End 
uC-osflcyp033a04bl Score 
978. .1363 

1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



..OJ990520_27.9922.C6 
+ 

5729 
AAT/GAP 
1363 
629 



10989 




Seq. No. 


10565 




Seq. ID 


OJ990520_27. 


9922. C6 


Gene No. 


22408 




Strand 


+ 




Start 


978 




End 


5729 




Name 


OJ990520 27.9922.C6.ol. 


as 


Method 


GEN SCAN 




Start 


1083 




End 


5717 




GI 


none 




Score 


.4 




Exons 


1083. .1148, 2615.*. 3934, 


4435. 


.4678," 4827. .4949, 5488. .5717 


Seq. No. 


10565 




Seq. ID 


OJ990520_27 . 


9922 .C6 


Gene No. 


22408 




Strand 


+ 




Start 


978 




End 


5729 




Name 


OJ990520 27.9922.C6.o2. 


np 


Method 


AAT/NAP 




Start 


2594 




End 


5729 




GI 


4680179 




Score 


618 




Exons 


2594 . . 3453, 3616. . 3853, 


5696. 


.5729 






GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


10565 




Seq. ID 


OJ990520 27. 


9922. C6 


Gene No. 


22408 




Strand 


+ 




Start 


978 




End 


5729 




Name 


OJ990520 27.9922.C6.o3. 


np 


Method 


AAT/NAP 




Start 


3796 




End 


5729 




GI 


130582 




Score 


43 




Exons 


3796.. 3895, 5632.. 5729 










GI Descrip. 


RETROVIRUS-RELATED POL 


POLYPROTEIN FROM TRANSPOSON 


TNT 1-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir M S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


10565 








Seq. ID 


OJ990520_27.9922 


.C6 


Gene No. 


22409 








Strand 






Start 


1 








End 


1265 




Name 


OJ990520 27 


. 9922 


.C6.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1265 




GI 


5852180 








Score 


224 




Exons 


1. .49, 101. 


.218, 


1212. 


.1265 








GI Descrip. 


(AL117265) 


zhbOOOlO.l 


[Oryza 


sativa] 






Seq. No. 


10565 








Seq. ID 


OJ990520_27.9922 


.C6 


Gene No. 


22410 








Strand 






Start 


2837 








End 


3433 




Name 


OJ990520 27 


.9922 


C6.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2837 








End 


3193 




GI 


none 








Score 


280 




Exons 


2837. .3193, 


2839 


.3192 










Seq. No. 


10565 








Seq. ID 


OJ990520_27.9922 


.C6 


Gene No. 


22410 






•* 


Strand 






Start 


2837 








End 


3433 




Name 


OJ990520 27 


.9922 


C6.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3077 








End 


337 6 




GI 


none 








Score 


225 




Exons 


3077. .3376, 


3091 


.3180 










Seq. No. 


10565 








Seq. ID 


OJ990520_27.9922 


.C6 


Gene No. 


22410 








Strand 







10990 



Start 
Name 
Start 
GI 

Exons 



2837 End 

OJ990520_27 . 9922 . C6 . o2 . tw Method 

3194 End 

none Score 
3194 . .3433 



m 



3433. 

TBLASTX : Wheat 

3433 

174 



Seq. No. 10566 

Gene No. 22411 

Start 92 

Name OJ990520_27 . 9922 . C7 . ol . gs 

Start 92 

GI none 

Exons 92.. 168, 762.. 853, 925.. 1376 



Seq. ID OJ990520_27.9922.C7 

Strand + 

End 1376 

Method GENSCAN 

End 1376 

Score .93 



Seq. No. 10566 Seq. ID 

Gene No. 22411 Strand 

Start 92 End 

Name OJ990520_27 . 9922 . C7 . ol . np Method 

Start 911 End 

GI 5902446 Score 

Exons 911.. 1373 

GI Descrip. (AB030283) orf5 [Oryza sativa] 

Seq. No. 10566 Seq. ID 

Gene No. 22412 Strand 

Start 1704 End 

Name OJ990520__27 . 9922 . C7 . o2 . gs Method 

Start 1704 End 

GI none Score 

Exons 1704. . 1909 



OJ990520_27.9922.C7 
+ 

1376 
AAT/NAP 
1373 
623 



OJ990520 27. 9922. C7- 



2179 
GENSCAN 
1909 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10566 Seq. ID 

22412 Strand 

1704 End 

OJ990520_27 . 9922 . C7 . o2 . np Method 

1707 End 

5902445 Score 
1707. .1876, 2150. .2179 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990520_27.9922.C7 

2179 
AAT/NAP 
2179 
246 



10567 Seq. ID 

22413 Strand 

1375 End 

OJ990520_27 . 9922 . C8 . ol . gs Method 

1375 End 

none Score 
1375. .2112 



OJ990520_27.9922.C8 
+ 

2112 
GENSCAN 
2112 
.87 



Seq. No. 10567 .. Seq. ID 

Gene No. 22414 Strand 

Start 3310 End 

Name OJ990520_27 . 9922 . C8 . o2 . gs Method 

Start 3310 End 

GI none Score 

Exons 3310.. 3390, 4637.. 4910, 4950.. 5542 



OJ990520_27.9922.C8 
+ 

5542 
GENSCAN 
5542 
.59 



Seq. No. 



10567 



Seq. ID OJ990520 27. 9922. C8 



10991 



Gene No. 


22415 


Strand 


+ 


Start 


6520 


End 


6902 


Name 


OJ990520 27.9922.C8.ol.gp 


Method 


AAT/GAP 


Start 


6520 


End 


6902 


GI 


uC-osflcyp033a04bl 


Score 


684 


Exons 


6520. .6902 






GI Descrip. 


' 6016845/dbj | AP.000570 . 1 1 AP000570 3.0e 


— 59 Orvza saMva cjenomip 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


10567 


Seq. ID 


OJ990520 27 9922 C8 


Gene No. 


22416 


Strand 




Start 


5930 


End 


13059 


Name 


OJ990520 27.9922.C8.o3.gs 


Method 


GEN SCAN 


Start 


5930 


End 


12913 


GI 


none 


Score 


. 65 


Exons 


5930.. 6055, 6193.. 6240, 7544 


..10261, 


10367. .10535, 10632. .11427, 




114 37. .12267, 12508. .12913 






Seq. No. 


10567 


Seq. ID 


OJ990520_27.9922.C8 


Gene No . 


22416 


Strand 




Start 


5930 


End 


13059 


Name 


OJ990520 27.9922.C8.ol.np 


Method 


AAT/NAP 


Start 


7597 


End 


13059 


GI 


5922631 


Score 


6027 


Exons 


7597. .10017, 10624. .11551, 11618. .11773, 11816. .1237 9, 




12425. .12 627, 12877. .13059 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 




region of the predicted gene 


.; similar to prpol; Zea mays 




retrotransposon Cinful-1. (AF049110) 


[Oryza sativa] 




gil 6016864 | db j | BAA85207.il (AP000570) 


ESTs 




C26347 (C12145) , AU078074 (C12145) correspond to a region of the 




predicted gene.; Similar to 


prpol; Zea mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 




Seq. No. 


10567 


Seq. ID 


OJ990520_27.9922.C8 


Gene No. 


. 22416 


Strand 




Start 


5930 


End 


13059 - 


Name 


OJ990520 27.9922.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


761?> 


End 


7852 


GI 


none 


Score 


191 


Exons 


7619. .7852 






Seq. No. 


10567 


Seq. ID 


OJ990520__27.9922.C8 


Gene No. 


22416 


Strand 




Start 


5930 


End • 


1 13059 


Name 


OJ990520 27. 9922.C8.o6.tw 


Method 


TBLASTX: Wheat 


Start 


7622 


End 


8065 


GI 


none 


Score 


83 


Exons 


7622... 8065, 7818.. 7925, 7974 


. .8060 




Seq. No. 


10567 


Seq. ID 


OJ990520_27.9922.C8 


Gene No. 


22416 


Strand 




Start 


5930 


End 


13059 


Name 


OJ990520 27. 9922.C8.o5. tm 


Method 


TBLASTX: Maize 


Start 


7856 


End 


8123 


GI 


none 


Score 


53 


Exons 


7856.. 7936, 7946.. 8029, 7959 


..8033, 8024. .8122, 8025. .8123 



10992 




Seq. No. 


10567 








Seq. ID 


OJ990520_27 . 9922 . 


C8 


Gene No. 


22416 








Strand 






Start 


5930 








End 


13059 




Name 


OJ990520 27 


. 9922 


.C8.o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


8067 








End 


8449 




GI 


none 








Score 


222 




Exons 


8067. .8444, 


8069 


. .8449, 


8207. 


.8449 






Seq. No. 


10567 








Seq. ID 


OJ990520_27.9922. 


C8 


Gene No. 


22416 








Strand 






Start 


5930 








End 


13059 




Name 


OJ990520 27 


.9922 


,C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8225 








End 


8587 




GI 


none 








Score 


67 




Exons 


8225. .8272, 


8226 


. .8273, 


8244. 


.8543, 8264. .8587, 8277. .8567 


Seq. No. 


10567 








Seq. ID 


OJ990520_27.9922. 


C8 


Gene No. 


22416 








Strand 






Start 


5930 








End 


13059 




Name 


OJ990520 27 


9922 


.C8.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


8543 








End 


8884 




GI 


none 








Score 


133 




Exons 


8543. .8710, 


8738 


. .8884 










Seq. No. 


10567 








Seq. ID 


OJ990520_27.9922. 


C8 


Gene No. 


22416 








Strand 






Start 


5930 








End 


13059 




Name 


OJ990520 27 


9922 


.C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8900 








End 


9322 




GI 


none 








Score 


242 




Exons 


8900. .9322, 


8910 


. .9314 










Seq. No. 


10567 








Seq. ID 




Co 


Gene No. 


22416 








Strand 






Start 


5930 








End 


13059 




Name 


OJ990520 27 


9922 


. C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8943 








End 


9331 




GI 


none 








Score 


146 




Exons 


8943. .9323, 


8945 


. .9187, 


9227. 


.9331 






Seq. No. 


10567 








Seq. ID 


OJ990520_27.9922. 


C8 


Gene No. 


22416 








Strand 






Start 


5930 • 








End 


13059 




Name 


OJ990520 27. 


9922 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9359 








End 


9788 




GI 


none 








Score 


162 




Exons 


9359. . 9787, 


9360 


. .9788 










•» 

Seq. No. 


10567 








Seq. ID 


OJ990520_27.9922. 


C8 


Gene No. 


22416 








Strand 






Start 


5930 








End 


13059 




Name 


OJ990520 27. 


9922 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


9557 








End 


9958 




GI 


none 








Score 


42 




Exons 


9557. .9958, 


9591 


. .9761, 


9798. 


. 9941 







10993 



Seq. No. 10567 Seq. ID 

Gene No. 22416 Strand 

Start 5930 End 

Name OJ990520_27 . 9922 . C8 . o3 . tm Method 

Start 9710 End 

GI none Score 

Exons 9710.. 10093, 9711.. 9989 



OJ990520_27.9922.C8 
13059 

TBLASTX: Maize 

10093 

146 



Seq. No. 10567 Seq. ID 

Gene No. 22416 Strand 

Start 5930 End 

Name OJ990520_27 . 9922 . C8 . ol . tw Method 

Start 9833 End 

GI none Score 

Exons 9833.. 10252, 9834.. 10250, 9842.. 10252 



OJ990520_27.9922.C8 
13059 

TBLASTX: Wheat 

10252 

248 



□ 

: *i 
'ist 



Seq. No. 10567 

Gene No. 22416 

Start 5930 

Name OJ990520_27 . 9922 . C8 . o2 . tm 

Start 10121 

GI none 

Exons 10121. .10477, 10131. .10436 

Seq. No. 10567 

Gene No. 22416 

Start 5930 

Name OJ990520_27 . 9922 . C8 . o3 . ts 

Start 10202 

GI none 

Exons 10202. .10339, 10343.. 10567 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_27.9922.C8 
13059 

TBLASTX: Maize 

10477 

208 



OJ990520_27.9922.C8 
13059 

TBLASTX: Soybean 

10567 

122 



Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 



U Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



10567 
22416 
5930 

OJ990520_27.9922.C8.o4.tw 

10283 

none 

10283. .10642, 10284. .10628 

10567 
22416 
5930 

OJ990520_27.9922.C8.o7.tw 

10850 

none 

10850. .11251, 10869. .11189 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520__27.9922.C8 
13059 

TBLASTX: Wheat 

10642 

244 



OJ990520_27.9922.C8 
13059 

TBLASTX: Wheat 

11251 

192 



Seq. No. 10567 Seq. ID 

Gene No. 22416 Strand 

Start 5930 End 

Name OJ990520_27 . 9922 . C8 . 08 . tw Method 

Start 11801 End 

GI none Score 

Exons 11801. .12202, 11934.. 12203 



OJ990520_27.9922.C8 
13059 

TBLASTX: Wheat 

12203 

111 



Seq. No. 



10568 



Seq. ID OJ990520_27.9922.C9 



10994 






Gene No. 


22417 


Strand 


+ 






Start 


124 


End 


737 






Name 


OJ990520 27.9922.C9.ol.gs 


Method 


GENSCAN 






Start 


124 


End 


737 






GI 


none 


Score 


.55 






Exons 


124. .226, 571. .737 










Seq. No. 


10568 


Seq. ID 


OJ990520_27.9922 


.C9 




Gene No. 


22418 


Strand 








Start 


1 


End 


765 






Name 


OJ990520 27.9922.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


765 






GI 


5902445 


Score 


1041 






Exons 


1. .765 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


. 10568 


Seq. ID 


OJ990520_27 . 9922 


.C9 




Gene No. 


22418 


Strand 








Start 


1 


End 


765 






Name 


OJ990520 27.9922.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


85 


End 


461 






GI 


none 


Score 


56 






Exons 


85. .189, 86. .190, 188. .208, 


225. .461, 


298 . . 417 




n 

'ill 


Seq. No. 


10568 


Seq. ID 


OJ990520_27 . 9922 


.C9 


>==: 


Gene No. 


22418 


Strand 






; i : 
.j. . 


Start 


1 


End 


7 65 




MS 
: et 


Name 


OJ990520 27. 9922.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


142 


End 


4 67 






GI 


none 


Score 


165 




"•';\ 


Exons 


142. .189, 175. .447, 201. .467 








i y 


Seq. No. 


10568 


Seq. ID 


OJ990520_27. 9922 


.C9 




Gene No. 


22418 


Strand 






s f 


Start 


1 


End 


765 






Name 


OJ990520 27. 9922.C9.o2.tw 


Method 


TBLASTX: Wheat 




Mi 


Start 


465 


End 


-755 




c; 


GI 


none 


Score 


125 




□ 


Exons 


465. .563, 618. .755 








a 


Seq. No. 


10569 


Seq. ID 


OJ990520_27.9922 


.Cll 




Gene No. 


22419 


Strand 


+ 






Start 


1 


End 


672 






Name 


OJ990520 27. 9922.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


672 






GI 


4544372 


Score 


339 






Exons 


1..518, 579. .672 










GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 










Seq. No. 


10569 


Seq. ID 


OJ990520_27. 9922 


.Cll 




Gene No. 


22419 


Strand 


+ 






Start 


1 


End 


672 






Name 


OJ990520 27.9922.Cll.o2.tw 


Method 


TBLASTX: Wheat 






Start 


9 


End 


149 






GI 


none 


Score 


185 






Exons 


9. .149, 14. .109 









10995 




Seq. No. 


10569 




Seq. ID 


OJ990520_27 . 9922 


.Cll 


Gene No. 


22419 




Strand 


+ 




Start 


1 




End 


672 




Name 


OJ990520 27. 9922.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


45 




End 


506 




GI 


none 




Score 


602 




Exons 


45. .506, 45. .278, 194. . 


505 








Seq. No. 


10569 




Seq. ID 


OJ990520_27.9922, 


.Cll 


Gene No. 


22419 




Strand 


+ 




Start 


1 




End 


672 




Name 


OJ990520 27.9922.Cll.ol 


. qs 


Method 


GEN SCAN 




Start 


60 




End 


538 




GI 


none 




Score 


.74 




Exons 


60. .399, 442. .538 










Seq. No. 


10569 




Seq. ID 


OJ990520_27 . 9922 , 


.Cll 


Gene No . 


22419 




Strand 


+ 




Start 


1 




End 


672 




Name 


OJ990520 27.9922.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


150 




End 


575 




GI 


none 




Score 


227 




Exons 


150. .506, 474. .575, 476 


. .571 








Seq. No. 


10569 




Seq. ID 


OJ990520_27. 9922, 


.Cll 


Gene No . 


22419 




Strand 


+ 




Start 


1 




End 


672 




Name 


OJ990520 27.9922.Cll.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


192 ~ 




End 


661 




GI 


none 




Score 


220 




Exons 


192. .473, 227. .484, 474 


. . 659, 


515. . 661 






Seq. No. 


10570 




Seq. ID 


OJ990520_27.9922, 


.C12 


Gene No. 


22420 




Strand 






Start 


1 




End 


643 




Name 


OJ990520 27.9922.C12.ol 


.np 


Method 


AAT/NAP 




Start 


...1 




End 


522 




GI 


"4836930 




Score 


258 




Exons 


1..522 










GI Descrip. 


(AC006085) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


10570 




Seq. ID 


OJ990520_27.9922. 


■ C12 


Gene No. 


22420 




Strand 






Start 


1 




End 


643 




Name 


OJ990520 27.9922.C12.ol 


.gs 


Method 


GENSCAN 




Start 


11 




End 


643 




GI 


none 




Score 


.64 




Exons 


11. .94, 344. .643 










Seq. No. 


10570 




Seq. ID 


OJ990520_27.9922. 


.C12 


Gene No. 


22420 




Strand 






Start 


1 




End 


643 




Name 


OJ990520 27.9922.C12.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


32 




End 


424 




GI 


none 




Score 


180 




Exons 


32. .88, 113. .424 











10996 



Seq. No. 10570 

Gene No. 22420 

Start 1 

Name OJ990520_27 . 9922 . C12 . ol . ts 

Start 65 

GI none' 

Exons 65. .301, . 65! .346 

Seq. No. 10570 

Gene No. 22420 

Start 1 

Name OJ990520_27 . 9922 . C12 . ol . tm 

Start 113 

GI none 

Exons 113.. 466 



Seq. ID OJ990520_27. 9922.C12 
Strand 

End 643 

Method TBLASTX : Soybean 

End 34 6 

Score 57 



Seq. ID OJ990520_27. 9922.C12 
Strand 

End 64 3 

Method TBLASTX : Maize 

End 4 66 

Score 216 



Seq. No. 10571 

Gene No. 22421 

Start 91 

Name OJ990520_27 . 9922 . C13 . ol . gs 

Start 91 

GI none 

Exons 91. .297, 302.. 402, 476.. 584 



Seq. ID OJ990520_27.9922.C13 

Strand + 

End 584 

Method GENSCAN 

End 584 

Score .45 



Seq., No. 10571 

Gene No. 22422 

Start 1 

Name OJ990520_27 . 9922 . C13 . ol . np 

Start 1 

GI 5852179 

Exons 1..353, 428.. 628, 1453.. 1473 
GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID OJ990520_27.9922.C13 
Strand 

End 1473 

Method AAT/NAP 

End 1473 

Score 257 



Seq. No. 10571 

Gene No. 22423 

Start 1776 

Name OJ990520_27 . 9922 . C13 . o2 . np 

Start 1776 

GI 2832636 

Exons 1776.. 1861, 4084.. 4323 

GI Descrip. (AL021711) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990520_27. 9922.C13 
Strand 

End 4323 

Method AAT/NAP 

End 4323 

Score 91 



Seq. No. 10571 

Gene No. 22424 

Start 11179 

Name OJ990520_27 . 9922 . C13 . 06 . tm 

Start 4169 

GI none 

Exons 4169. .4354, 4169. .4354, 4171. 



Seq. ID OJ990520_27.9922.C13 
Strand 

End 23894 

Method TBLASTX : Mai ze 

End 4356 

Score 145 
.4356 



Seq. No. 10571 

Gene No. 22424 

Start 11179 

Name OJ990520_27 . 9922 . C13 . o5 . tm 

Start 11176 

GI none 



Seq. ID OJ990520_27.9922.C13 
Strand 

End 23894 

Method TBLASTX: Maize 

End 17449 

Score 64 



10997 



Exons 11176. .11274, 11182 .. 11292, 11290 . . 11358 , 11344 114 00, 

17204. .17302, 17210 .. 17320, 17318 .. 1738 6, 17334 .. 17399, 
17372. .17449 



Seq. No. 10571 
Gene No. 22424 
Start 11179 

Name OJ990520_27 . 9922 . C13 . o3 . gs 

Start 11179 

GI none 

Exons 11179. .11772, 11929 

* 13728. .13994, 17365 
19755. .20745, 20974 
21589i .21822, 22110 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 27.9922.C13 



12012, 12262, 

17578, 17714, 

21164, 21198, 

22775, 23742, 



23894 
GENSCAN 
23894 
.43 

12670, 13421. 
18761, 19448. 
21387, 21475. 
23894 



, 13685, 
,19712, 
,21495, 



Sea No 


10571 




Seq. ID 


OJ990520_27.9922 


.C13 


Gene No . 


22424 




Strand 






Start 


11179 




End 


23894 




Name 


OJ990520 27.9922.C13 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


11194 




End 


17467 




GI 


none 




Score 


47 




Exons 


11194. .11400, 11198. 


.11233, 


11309. . 11395, 17222. .17467, 






17226. .17267, 17337. 


.17423 








Seq. No. 


10571 




Seq. ID 


OJ990520_27.9922 


.C13 


Gene £jo 9 


22424 




■Strand 






Start 


11179 




End 


23894 




Name 


OJ990520 27.9922.C13 


. o3.np 


Method 


AAT/NAP 




Start 


11200 




End 


20532 




GI 


5902445 




Score 


1399 




Exons 


11200. .12486, 17522. 


.17608, 


18793. .20532 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


10571 




Seq. ID 


OJ990520_27.9922 


.C13 


Gene No. 


22424 




Strand 






Start 


11179 




End 


23894 




Name 


OJ990520 27.9922.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11215 




End 


17659 




GI 


none 




Score 


58 




Exons 


11215. . 11400, 11471. 


.11614, 


11491. .11631, 17243. .17467, 






17519. .17659 










Seq. No. 


10571 




Seq. ID 


OJ990520_27.9922 


.C13 


Gene No. 


22424 




Strand 






Start 


11179 




End 


23894 




Name 


OJ990520 27.9922.C13 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11782 




End 


18205 




GI 


none 




Score 


86 




Exons 


11782. . 12177, 11900. 


.12076, 


17810. .18205, 17910. .18104-. 




Seq. No. 


10571 




Seq. ID 


OJ990520__27.9922 


.C13 


Gene No. 


22424 




Strand 






Start 


11179 




End 


23894 




Name 


OJ990520 27.9922.C13 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12031 




End 


18412 




GI 


none 




Score 


214 




Exons 


12031. . 12384, 18059. 


. 18412 









10998 



Seq. No. 10571 

Gene No. 22424 

Start 11179 

Name OJ990520_27 . 9922 . C13 . o2 . tw 

Start 12835 

GI none 

Exons 12835. .13119, 13180 .. 13269, 
1907 9. . 19153, 19207. . 19296 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_27. 9922.C13 
23894 

TBLASTX: Wheat 

19296 

34 



188 62. .19152, 18 947 .. 1904 8 , 



Seq. No. 10571 
Gene No. 22424 
Start 11179 

Name OJ990520_27 . 9922 . C13 . ol . ts 

Start 12892 
GI none 
Exons 12892. 

18925. 

19208. 



,13140, 12902. . 13015, 
,19167, 18929. . 19042, 
,19342 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 27.9922.C13 



23894 

TBLASTX: Soybean 
19342 
75 

13171. .13314, 13181. .13315, 
19082. . 19168, 19198. .19341, 



rli 



Seq. No. 10571 

Gene No. 22424 

Start 11179 

Name OJ990520_27 . 9922 . C13 . o2 . ts 

Start 13466 

GI none 

Exons 13466. .13612, 134 68 .. 13653, 
19493. .19639, . 194 95 .. 19680, 



Seq. ID OJ990520_27.9922.C13 
Strand 

End 23894 

Method TBLASTX : Soybean 

End 19962 

Score 67 
13643. .13900, 13654 .. 13935 , 
19670. .19927, 19681.. 19962 





Seq. No. 


10571 






Seq. ID 


OJ990520_27.9922 


.C13 


y 


Gene No. 


22424 






Strand 








Start 


11179 






End 


23894 






Name 


OJ990520 27.9922.C13, 


. o3 . tw 


Method 


TBLASTX: Wheat 




13 


Start 


13552 






End 


19959 






GI 


none 






Score 


205 




M 


Exons 


13552. 


.13653, 13621., 


.13926, 


19579. .19680, 19657. .19959 






Seq. No. 


10571 






Seq. ID 


OJ990520_27.9922 


.C13 




Gene No. 


22424 






Strand 








Start 


11179 






End 


23894 






Name . 


OJ990520 27.9922.C13. 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


13621 






End 


20109 






GI 


none 






Score 


320 






Exons 


13621. 


.14082, 13622.. 


,13933, 


13830. .14081, 13849. .14082, 








19648. 


.20109, 19649.. 


. 19960, 


19857. .20075, 1987 6. .20109 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10571 
22424 

11179 . < 
OJ990520_27, 
13950 
none 
13950. 
14109. 
20032. 



9922.C13.ol.tw 



.14087, 
.14207, 
.20385, 



13951. 
19977. 
20051. 



. 14205, 
.20075, 
.20368 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14002 

20027 



OJ990520 27.9922.C13 



2389,4 

TBLASTX: Wheat 
20385 
80 

14205, 14018. .14209, 
20377, 20029. .20256, 



Seq. No. 



10571 



Seq. ID OJ990520_27. 9922.C13 



10999 



Gene No. 


22424 






Strand 




Start 


11179 






End 


23894 


Name 


OJ990520 27.9922.C13 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


14083 






End 


20325 


GI 


none 






Score 


115 


Pvnn «5 

J — I *\ \y l l o 


14083. 


.14205, 14084. 


. 14212, 


20110. .20325, 20111.. 20323 


Seq. No. 


: 10571 






Seq. ID 


OJ990520_27.9922 


Gene No. 


22424 






Strand 




Start 


11179 






End 


23894 


Name 


OJ990520 27.9922.C13 


. o5 . ts 


Method 


TBLASTX: Soybean 


Start 


20179 






End 


20547 


GI 


none 






Score 


138 


Exons 


20179. 


.20313, 20329. 


.20547 







Seq. No. 10571 

Gene No. 22424 

Start 11179 

Name OJ990520__27 . 9922 . C13 . o3 . tm 

Start 22509 

GI none 
Exons 



Seq. ID OJ990520_27.9922.C13 
Strand 
End 

Method 
End 
Score 



23894 

TBLASTX: Maize 

22877 

69 



22509. .22727, 22606 .. 22722, 22752 .. 22877 , 22753.. 22860 



■A 



Seq. No.' 10572 Seq. ID 

Gene No. 22425 Strand 

Start 1012 End 

Name OJ990520_27 . 9922 . C14 .-o2 . gp Method 

Start 1012 End 

GI uC-osflcyp033a04bl Score 

Exons 1012.. 1393 

GI Descrip. * 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ990520_27.9922.C14 
+ 

1393 
AAT/GAP 
1393 
647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10572 Seq. ID OJ990520_27 . 9922 . C14 

22426 Strand 

1 End 5998 

OJ990520_27 . 9922 . C14 . o2 . np Method AAT/NAP 

1 End 3627 

4263543 Score 43 

1..32, 2126. .2280, 3600. .3627 

(AC006250) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10572 Seq. ID 

22426 Strand 

1 End 

OJ990520_27 . 9922 . C14 . ol . np Method 

945 End 

4680186 Score 



OJ990520_27.9922.C14 

5998 
AAT/NAP 
5998 
370 



945. .1145, 1985. .2036, 5945. .5998 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 10573 Seq. ID OJ990520_27 . 9922 . C15 

Gene No. 22427 Strand + 

Start 185 End 3805 

Name OJ990520_27 . 9922 . C15 . ol . gs Method GENSCAN 

Start 185 End 3805 



4 



11000 



